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listing of the instant application is identical to the sequence content of the computer readable 
sequence listing filed in connection with application Serial No. PCTYUS98/12764, on June 
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the specification of the instant application filed herewith. Applicants hereby certify that the 
paper copy of the Sequence Listing filed herewith and the computer readable sequence listing 
filed on June 18, 1998 in connection with International application Serial No. 
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Borrelia burgdorferi Polynucleotides and Sequences 

/ 

5 ' " } 

Field of the Invention 

The present invention relates to the field of molecular biology. In particular, it relates to, 
among other things, nucleotide sequences of Borrelia burgdorferi, contigs, ORFs, fragments, 
10 probes, primers and related polynucleotides thereof, peptides and polypeptides encoded by the 
sequences, and uses of the polynucleotides and sequences thereof, such as in fermentation, 
. polypeptide production, assays and pharmaceutical development, among others. 

> 

Statement as to Rights to Inventions Made Under 
15 Federally -Sponsored Research and Development 

Part of the work performed during development of this invention utilized U.S. 
Government funds. The U.S. Government may have certain rights in the invention - DE-FC02- 
95ER61962; DE-FC02-95ER61963; and NAGW 2554. 

20 

Background of the Invention 

Spirochetes are a family of motile, unicellular, spiral-shaped bacteria which share a 
number of structural characteristics. Three genera of the spirochetes are pathogenic in humans: 

25 (a) Treponema, which includes the pathogens that cause syphilis (T. pallidum), yaws (T. 
pertenue), and pinta (T, carateum); (b) Borrelia, which includes the pathogens that cause 
epidemic and endemic relapsing fever and Lyme disease; and (c) Leptospira, which includes a 
wide variety of small spirochetes that cause mild to serious systemic human illness (Koff, A. B. 
and Rosen, T. J. Am. Acad. Dermatol. 29:519-535 (1993)). 

30 Lyme borreliosis, more commonly known as Lyme disease, is presently the most 

common human disease in the United States transmitted by an arthropod vector. Centers for 
Disease Control, Morbid. Mortal. Weekly Rep. 44:590-591 (1995). Further, infection of house- 
hold pets, such as dogs, is a considerable problem. The causative agent of this affliction is the 
spirochete Borrelia burgdorferi, which is generally transmitted to mammalian hosts by feeding 

35 ticks. Barbour, A. and Fish, D. Science 260:1610-1616 (1993). Once the bacteria pass through 
the skin they disseminate and produce a variety of clinical manifestations. Diagnosis of this 
disease is often made serologically by the identification of antiborrelial antibodies. Hilton, E. et 
ah, J. Clin. Microbiol. 35:774-776 (1997). 
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While initial symptoms often include a rash at the infection point, Lyme disease is a 
multisystemic disorder that may include arthritic, carditic, and neurological manifestations. 
While antibiotics are currently used to treat active cases of Lyme disease, B. burgdorferi appears 
to be able to persist even after prolonged antibiotic treatment. Further, B. burgdorferi can persist 
5 for years in a mammalian host even in the presence of an active immune response. Straubinger, 
R. et aL, J. Clin. Microbiol. 35:111-116 (1997); Steere, A., N. Engl. J. Med. 321:586-596 
(1989). 

Animal models have proven useful for studying the progression of Lyme disease, 
methods for preventing .this disease, and immunological responses to antigenic challenges with 

10 B. burgdorferi proteins. Garcia-Monoco, J. et ah, J. Infect. Dis. 175:1243-1245 (1997). Using 
a canine model, Starubmger, R. et al., Infect. Immun. 65:1273-1285 (1977), demonstrated that 
B. burgdorferi migrates into joints and induces up-regulation of interleukin-8 in synovial 
membranes. Similarly, B. burgdorferi induction of interleukin-8 production has been 
demonstrated in cultured human endothelial cells. Burns, M. et al., Infect. Immun. 65:1217- 

15 1222 (1997). 

Antigenic heterogeneity has been postulated as a mechanism used by B. burgdorferi for 
evasion of host immune responses, Schwan, T. et al., Can. J. Microbiol. 37:450-454 (1991). 
In support of this mechanism, antigenic variation has been described with other pathogenic 
bacteria. Hagbloom, P. et al., Nature 315: 156-158 (1985). Further, cassette type genetic 

20 recombination of genes encoding B. burgdorferi surface proteins has been shown to decrease the 
antigenicity of these organisms to antibodies generated against strains which have not undone the 
same recombination. Zhang, J. et al., Cell 89:275-285 (1997). 

A number of different types of Lyme disease vaccines have been tested and shown to 
induce immunological responses. Whole-cell B. burgdorferi vaccines have been shown' to 

25 induce both immunological responses and protective immunity in several animal models. 
Reviewed in Wormser, G., Clin. Infect. Dis. 21:1267-1274 (1995). For example, dogs 
inoculated with a chemically inactivated whole -cell vaccine primarily develop antibodies to outer 
surface membrane proteins of the administered organism. Further, passive immunity has been 
also demonstrated in animals using B. burgdorferi specific antisera. Similarly, passive immunity 

30 is conferred human by the administration of sera obtained from Lyme disease patients. 

While whole-cell Lyme disease vaccines confer protective immunity in animal models, 
use of such vaccines presents the risk that responsive antibodies will be generated which cross 
react with human antigens. Reviewed in Wormser, G., supra. This problem is at least partly the 
result of the production of B. burgdorferi specific antibodies which cross-react with hepatocytes 

35 and both muscle and nerve cells. B. burgdorferi heat shock proteins and the 41-kd flagellin 
subunit are believed to contain the antigens against which these cross-reactive antibodies are 
generated. . - 

It is clear that the etiology of diseases mediated or exacerbated by B. burgdorferi genes, 
and" that characterizing the genes and their patterns of expression would add dramatically to our 
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understanding of the organism and its host interactions. Knowledge of B. burgdorferi genes 
and genomic organization would dramatically improve understanding of disease etiology and lead 
to improved and new ways of preventing, ameliorating, arresting and reversing diseases. 
Moreover, characterized genes and genomic fragments of B. burgdorferi would provide reagents 
5 for, among other things, detecting, characterizing and controlling 5. burgdorferi infections. 
There is a need therefore to characterize the genome of B. burgdorferi and for polynucleotides 
and sequences of this organism. 

SUMMARY OF THE INVENTION 

10 The present invention is based on the sequencing of fragments of the Borrelia burgdorferi 

genome. The primary nucleotide sequences which were generated are provided in SEQ ID 
NOS:l-155. 

The present invention provides the complete nucleotide sequence of the Borrelia 
burgdorferi chromosome and 154 contigs representing the majority of the sequence of the B. 

15 burgdorferi extrachromosomal elements, all of which are listed in tables below and set out in the 
Sequence Listing submitted herewith, and representative fragments thereof, in a form which can 
be readily used, analyzed, and interpreted by a skilled artisan. In one embodiment, the present 
invention is provided as contiguous strings of primary sequence information corresponding to the 
nucleotide sequences depicted in SEQ ID NOS: 1-155. 

20 The present invention further provides nucleotide sequences which are at least 95%, 

96%, 97%, 98%, and 99%, identical to the nucleotide sequences of SEQ ID NOS: 1-155, ORE 
IDs and corresponding ORFs. 

The nucleotide sequences of SEQ ID NOS: 1-155, ORF ID or ORE within, a 
. representative fragment thereof, or a nucleotide sequence which is at least 95% identical to said 

25 nucleotide sequence may be provided in a variety of mediums to facilitate its use. In one 

application of this embodiment, the sequences of the present invention are recorded on computer 
readable media. Such media includes, but is not limited to: magnetic storage media, such as 
floppy discs, hard disc storage medium, and magnetic tape; optical storage media such as CD- 
ROM; electrical storage media such as RAM and ROM; and hybrids of these categories such as 

30 magnetic/optical storage media. 

The present invention further provides systems, particularly computer-based systems 
which contain the sequence information herein described stored in a data storage means. Such 
systems are designed to identify commercially important fragments of the Borrelia burgdorferi 
genome. 

35 Another embodiment of the present invention is directed to fragments of the Borrelia 

burgdorferi genome having particular structural or functional attributes. Such fragments of the 
Borrelia burgdorferi genome of the present invention include, but are not limited to, fragments 
which encode peptides, hereinafter referred to as open reading frames or ORFs, fragments which 
modulate the expression of an operably linked ORF, hereinafter referred to as expression 



modulating fragments or EMFs, and fragments which can be used to diagnose the presence of 
Borrelia burgdorferi in a sample, hereinafter referred to as diagnostic fragments or DFs. 

Each of the ORF IDs and ORPs in fragments of the Borrelia burgdorferi genome 
disclosed in Tables 1-6, and the EMFs found 5' prime of the initiation codon, can be used in 
5 numerous ways as polynucleotide reagents. For instance, the sequences can be used as 

diagnostic probes or amplification primers for detecting or determining the presence of a specific 
microbe in a sample, to selectively control gene expression in a host and in the production of 
polypeptides, such as polypeptides encoded by ORFs of the present invention, particular those 
polypeptides that have a pharmacological activity. 

10 The present invention further includes recombinant constructs comprising one or more 

fragments of the Borrelia burgdorferi genome of the present invention. The recombinant 
constructs of the present invention comprise vectors, such as a plasmid or viral vector, into 
which a fragment of the Borrelia burgdorferi has been inserted. 

The present invention further provides host cells containing any of the isolated fragments 

15 of the Borrelia burgdorferi genome of the present invention. The host cells can be a higher 

eukaryotic host cell, such as a mammalian cell, a lower eukaryotic cell, such as a yeast cell, or a 
procaryotic cell such as a bacterial cell. 

The present invention is further directed to isolated polypeptides and proteins encoded by 
ORFs of the present invention. A variety of methods, well known to those of skill in the art, 

20 routinely may be utilized to obtain any of the polypeptides and proteins of the present invention. 
For instance, polypeptides and proteins of the present invention having relatively short, simple 
amino acid sequences readily can be synthesized using commercially available automated peptide 
synthesizers. Polypeptides and proteins of the present invention also may be purified from 
bacterial cells which naturally produce the protein. Yet another alternative is to purify 

25 polypeptide and proteins of the present invention from cells which have been altered to express 
them. 

The invention further provides methods of obtaining homologs of the fragments of the 
Borrelia burgdorferi genome of the present invention and homologs of the proteins encoded by 
the ORFs of the present invention. Specifically, by using the nucleotide and amino acid 
30 sequences disclosed herein as a probe or as primers, and techniques such as PCR cloning and 
colony/plaque hybridization, one skilled in the art can obtain homologs. 

The invention further provides antibodies which selectively bind polypeptides and 
proteins of the present invention. Such antibodies include both monoclonal and polyclonal 
antibodies. 

35 The invention further provides hybridomas which produce the above-described 

antibodies. A hybridoma is an immortalized cell line which is capable of secreting a specific 
monoclonal antibody. 

The present invention further provides methods of identifying test samples derived from 
cells which express one of the ORFs of the present invention, or a hornolog thereof. Such 
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methods comprise incubating a test sample with one or more of the antibodies of the present 
invention, or one or more of the DFs of the present invention, under conditions which allow a 
skilled artisan to determine if the sample contains the ORE or product produced therefrom. 

In another embodiment of the present invention, kits are provided which contain the 
5 necessary reagents to carry out the above-described assays. 

Specifically, the invention provides a compartmentalized kit to receive, in close 
confinement, one or more containers which comprises: (a) a first container comprising one of the 
antibodies, or one of the DFs of the present invention; and (b) one or more other containers 
comprising one or more of the following: wash reagents, reagents capable of detecting presence 
10 of bound antibodies or hybridized DFs. 

Using the isolated proteins of the present invention, the present invention further provides 
methods of obtaining and identifying agents capable of binding to a polypeptide or protein 
encoded by one of the ORFs of the present invention. Specifically, such agents include, as 
further described below, antibodies, peptides, carbohydrates, pharmaceutical agents and the like. 
1 5 Such methods comprise steps of: (a)contacting an agent with an isolated protein encoded by one 
of the ORFs of the present invention; and (b)determining whether the agent binds to said protein. 

The present genomic sequences of Borrelia burgdorferi will be of great value to all 
laboratories working with this organism and for a variety of commercial purposes. Many 
fragments of the Borrelia burgdorferi genome will be immediately identified by similarity 
20 searches against GenBank or protein databases and will be of immediate value to Borrelia 

burgdorferi researchers and for immediate commercial value for the production of proteins or to 
control gene expression. 

The methodology and technology for elucidating extensive genomic sequences of 
bacterial and other genomes has and will greatly enhance the ability to analyze and understand 
25 chromosomal organization. In particular, sequenced contigs and genomes will provide the 

models for developing tools for the analysis of chromosome structure and function, including the 
- ability to identify genes within large segments of genomic DNA, the structure, position, and 
spacing of regulatory elements, the identification of genes with potential industrial applications, 
and the ability to do comparative genomic and molecular phylogeny. 
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DESCRIPTION OF THE FIGURES 

FIGURE 1 is a block diagram of a computer system (102) that can be used to 
implement computer-based systems of present invention. 

FIGURE 2 is a schematic diagram depicting the data flow and computer programs used 
to collect, assemble, edit and annotate the contigs of the Borrelia burgdorferi genome of the 
present invention. Both Macintosh and Unix platforms are used to handle the AB 373 and 377 
sequence data files, largely as described in Kerlavage et al. , Proceedings of the Twenty -Sixth 
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Annua/ Hawaii International Conference on System Sciences, 585, IEEE Computer Society 
Press, Washington D.C. (1993). Factura (AB) is a Macintosh program designed for automatic 
vector sequence removal and end-trimming of sequence files. The program Loadis runs on a 
Macintosh platform and parses the feature data extracted from the sequence files by Factura to the 

5 Unix based Borrelia burgdorferi relational database. Assembly of contigs (and whole genome 
sequences) is accomplished by retrieving a specific set of sequence files and their associated 
features using Extrseq, a Unix utility for retrieving sequences from an SQL database. The 
resulting sequence file is processed to trim portions of the sequences with a high rate ambiguous 
nucleotides. The sequence files were assembled using TIGR Assembler, an assembly engine 

10 designed at The Institute for Genomic Research (TIGR ) for rapid and accurate assembly of 
thousands of sequence fragments. The collection of contigs generated by the assembly step is 
loaded into the database with the lassie program. Identification of open reading frames (ORFs) is 
accomplished by processing contigs with zorf. The ORFs are searched against B. burgdorferi 
sequences from GenBank and against all protein sequences using the BLASTN and BLASTP 

15 programs, described in Altschul et al, J. Mol. Biol. 215: 403-410 (1990). Results of the ORF 
determination and similarity searching steps were loaded into the database. As described below, 
some results of the determination and the searches are set out in Tables 1-6. 

DETAILED DESCRIPTION OF ILLUSTRATIVE EMBODI MENTS 

20 The present invention is based on the sequencing of fragments of the Borrelia burgdorferi 

genome and analysis of the sequences. The primary nucleotide sequences generated by 
sequencing the fragments are provided in SEQ ID NOS: 1-155. (As used herein, the "primary 
sequence" refers to the nucleotide sequence represented by the IUPAC nomenclature system.) 
SEQIDNOS:l-155 

25 In addition, the present invention provides the nucleotide sequences of SEQ ID NOS: 1- 

155, or representative fragments thereof, in a form which can be readily used, analyzed, and 
interpreted by a skilled artisan. 

As used herein, a "representative fragment of the nucleotide sequence depicted in SEQ ID 
. NOS:l-155" refers to any portion of the SEQ ID NOS: 1-155 which is not presently 
' 30 represented within a publicly available database. Preferred representative fragments of the 

. present invention are Borrelia burgdorferi open reading frames ( ORFs ) represented by ORF 
IDs, expression modulating fragments (EMFs) and diagnostic fragments (DFs)which can be used 
to diagnose the presence of Borrelia burgdorferi in sample. A non-limiting identification of 
preferred representative portions are provided m Tables 1-6 as ORF IDs. As discussed in detail 
35 below, the information provided in SEQ ID NOS: 1-155 and in Tables 1-6 together with routine 
cloning, synthesis, sequencing and assay methods will enable those skilled in the art to clone and 
sequence all "representative fragments" of interest, including ORFs encoding a large variety of 
Borrelia burgdorferi proteins. 
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The present invention is further directed to nucleic acid molecules encoding portions or 
fragments of the nucleotide sequences described herein. Fragments include portions of the 
nucleotide sequences of Table 1-6 (ORF IDs) and SEQ ID NOS:l-155, at least 10 contiguous 
nucleotides in lerigth selected from any two integers, one of which representing a 5 f nucleotide 
5 position and a second of which representing a 3' nucleotide position, where the first nucleotide 
for each nucleotide sequence in SEQ, ID NOS: 1-155 is position 1 (therefore, the sequence 
postions for each ORF ID is determined by the numbering of the SEQ ID comprising the ORF 
ID). That is, every combination of a 5' and 3' nucleotide position that a fragment at least 10 
contiguous nucleotides in length could occupy is included in the invention. At least means a 

10 fragment may be 10 contiguous nucleotide bases in length or any integer between 10 and the 

length of an entire nucleotide sequence of SEQ ID NOS: 1-155 minus 1. Therefore, included in 
the invention are contiguous fragments specified by any 5' and 3' nucleotide base positions of a 
nucleotide sequences of SEQ ID NOS: 1-155 wherein the contiguous fragment is any integer 
. between 10 and the length of an entire nucleotide sequence minus 1. 

15 Further, the invention includes polynucleotides comprising fragments specified by size, 

in nucleotides, rather than by nucleotide positions. The invention includes any fragment size, in 
contiguous nucleotides, selected from integers between 10 and the length of an entire ORF ID or 
SEQ ID NO:, minus L Preferred sizes of contiguous nucleotide fragments include 20 
nucleotides, 30 nucleotides, 40 nucleotides, 50 nucleotides. Other preferred sizes of contiguous 

20 nucleotide fragments, which may be useful as diagnostic probes and primers, include fragments 
50-300 nucleotides in length which include, as discussed above, fragment sizes representing each 
integer between 50-300. Larger fragments are also useful according to the present invention 
corresponding to most, if not all, of the nucleotide sequences shown in Tables 1-6 (ORF IDs) 
and SEQ ID NOS: 1-155. The preferred sizes are, of course, meant to exemplify not limit the 

25 present invention as all size fragments, representing any integer between 10 and the length of an 
entire nucleotide sequence minus 1, of each ORF ID and SEQ ED NO:, are included in the 
invention. 

The present invention also provides for the exclusion of any fragment, specified by 5' 
and 3' base positions or by size in nucleotide bases as described above for any ORF ID or SEQ 
30 ID NOS: 1-155. Any number of fragments of nucleotide sequences in ORF IDs or SEQ ID 

NOS: 1-155, specified by 5' and 3' base positions or by size in nucleotides, as described above, 
may be excluded from the present invention. 

While the presently disclosed sequences of SEQ ID NOS: 1-155 are highly accurate, 
35 sequencing techniques are not perfect and, in relatively rare instances, further investigation of a 
fragment or sequence of the invention may reveal a nucleotide sequence error present in a 
. nucleotide sequence disclosed in SEQ ID NOS: 1-155. However, once the present invention is 
made available (i.e., once the information in SEQ ID NOS: 1-155 and Tables 1-6 has been made 
available), resolving a rare sequencing error in SEQ ID NOS: 1-155 will be well within the skill 



8 

of the art. The present disclosure makes available sufficient sequence information to allow any of 
the described contigs or portions thereof to be obtained readily by straightforward application of 
routine techniques. Further sequencing of such polynucleotide may proceed in like manner using 
. manual and automated sequencing methods which are employed ubiquitous in the art. Nucleotide 
5 sequence editing software is publicly available. For example, Applied Biosystem's (AB) 
AutoAssembler can be used as an aid during visual inspection of nucleotide sequences. By 
employing such routine techniques potential errors readily may be identified and the correct 
sequence then may be ascertained by targeting further sequencing effort, also of a routine nature, 
to the region containing the potential error. 

10 Even if all of the very rare sequencing errors in SEQ ID NOS: 1-155 were corrected, the 

resulting nucleotide sequences would still be at least 95% identical, nearly all would be at least 
99% identical, and the great majority would be at least 99.9% identical to the nucleotide 
sequences of SEQ ID NOS: 1-155. 

As discussed elsewhere herein, polynucleotides of the present invention readily may be 

1 5 obtained by routine application of well known and standard procedures for cloning and 

sequencing DNA. Detailed methods for obtaining libraries and for sequencing are provided 
below, for instance. . A wide variety of Borrelia burgdorferi strains that can be used to prepare B. 
■ burgdorferi genomic DNA for cloning and for obtaining polynucleotides of the present invention 
are available to the public from recognized depository institutions, such as the American Type 

20 Culture Collection ( ATCC ). While the present invention is enabled by the sequences and other 
information herein disclosed, the B. burgdorferi strain that provided the DNA of the present 
Sequence Listing, has been deposited with the ATCC, 10801 University Blvd. Manassas, VA 
201 10-2209, as Deposit No. 202012, on 8 August 1997. The ATCC Deposit is provided merely 
as a convenience to those of skill in the art. Reference to the deposit is not a waiver of any rights 

25 of the inventors or their assignees in the present subject matter. 

The nucleotide sequences of the genomes from different strains of Borrelia burgdorferi 
differ somewhat. However, the nucleotide sequences of the genomes of all Borrelia burgdorferi 
strains will be at least 95% identical, in corresponding part, to the nucleotide sequences provided 
in SEQ ID NOS: 1-155 and the ORF IDs within. Nearly all will be at least 99% identical and the 

30 great majority will be 99.9% identical. 

The present application is further directed to nucleic acid molecules at least 90%, 95%, 
96%, 97%, 98% or 99% identical to a nucleic acid sequence shown in SEQ ED NOS: 1-155 and 
the ORF IDs within. The above nucleic acid sequences are included irrespective of whether they 
encode a polypeptide having B. burgdorferi activity. This is because even where a particular 

35 nucleic acid molecule does not encode a polypeptide having B. burgdorferi activity, one of skill 
in the art would still know how to use the nucleic acid molecule, for instance, as a hybridization 
probe. Uses of the nucleic acid molecules of the present invention that. do not encode a 
polypeptide having B. burgdorferi activity include, inter alia, isolating a B. burgdorferi gene or 
allelic variants thereof from a DNA library, and detecting B. burgdorferi mRN A expression from 



biological or environmental samples, suspected of containing B. burgdorferi by Northern Blot, 
PCR, or similar analysis. 

Preferred, are nucleic acid molecules having sequences at least 90%, 95%, 96%, 97%, 
98% or 99% identical to the nucleic acid sequence shown in SEQ ID NOS: 1-155, the ORF IDs, 
and the ORF within each ORF ID, which do, in fact, encode a polypeptide having B. burgdorferi 
protein activity. By "a polypeptide having B. burgdorferi activity" is intended polypeptides 
exhibiting activity similar, but not necessarily identical, to an activity of the B. burgdorferi 
protein of the invention, as measured in a particular biological assay suitable for measuring 
activity of the specified protein. 

Due to the degeneracy of the genetic code, one of ordinary skill in the art will immediately 
recognize that a large number of the nucleic acid molecules having a sequence at least 90%, 95%, 
96%, 97%, 98%, or 99% identical to the nucleic acid sequences shown in SEQ ID NOS: 1-155, 
the ORF IDs, and the ORF within each ORF ID, will encode a polypeptide having B. burgdorferi 
protein activity. In fact, since degenerate variants of these nucleotide sequences all encode the 
same polypeptide, this will be clear to the skilled artisan even without performing the above 
described comparison assay. It will be further recognized in the art that, for such nucleic acid 
molecules that are not degenerate variants, a reasonable number will also encode a polypeptide 
having B. burgdorferi protein activity. This is because the skilled artisan is fully aware of amino 
acid substitutions that are either less likely or not likely to significantly effect protein function 
(e.g., replacing one aliphatic amino acid with a second aliphatic amino acid), as further described 
. below. 

The biological activity or function of the polypeptides of the present invention are 
expected to be similar or identical to polypeptides from other bacteria that share a high degree of 
structural identity/similarity. Tables 1, 2, 4, and 5 lists accession numbers and descriptions for 
the closest matching sequences of polypeptides available through Genbank. It is therefore 
expected that the biological activity or function of the polypeptides of the present invention will 
be similar or identical to those polypeptides from other bacterial genuses, species, or strains listed 
in Tables 1, 2, 4, and 5. 

By a polynucleotide having a nucleotide sequence at least, for example, 95% "identical" 
to a reference nucleotide sequence of the present invention, it is intended that the nucleotide 
sequence of the polynucleotide is identical to the reference sequence except that the 
polynucleotide sequence may include up to five point mutations per each 100 nucleotides of the 
reference nucleotide sequence encoding the B. burgdorferi polypeptide. In other words, to 
obtain a polynucleotide having a nucleotide sequence at least 95% identical to a reference 
nucleotide sequence, up to 5% of the nucleotides in the reference sequence may be deleted, 
inserted, or substituted with another nucleotide. The query sequence may be an entire sequence 
shown in SEQ ID NOS: 1-155, an ORF ID, or the ORF within each ORF ID, or any fragment . 
'specified as described herein. 
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As a practical matter, whether any particular nucleic acid molecule or polypeptide is at 
least 90%, 95%, 96%, 97%, 98% or 99% identical to a nucleotide sequence of the presence 
invention can be determined conventionally using known computer programs. A preferred 
method for determining the best overall match between a query sequence (a sequence of the 
5 present invention) and a subject sequence, also referred to as a global sequence alignment, can be 
determined using the FASTDB computer program based on the algorithm of Brutlag et al. See 
Brutlag et al. (1990) Comp. App. Biosci. 6:237-245. In a sequence alignment the query and 
subject sequences are both DNA sequences. An RNA sequence can be compared by first 
converting LPs to T's. The result of said global sequence alignment is in percent identity. 
10 Preferred parameters used in a FASTDB alignment of DNA sequences to calculate percent 
identity are: Matrix=Unitary, k-tuple=4, Mismatch Penalty=l, Joining Penalty=30, 
Randomization Group Length=0, Cutoff Score- 1, Gap Penalty=5, Gap Size Penalty=0.05, 
Window Size=500 or the lenght of the subject nucleotide sequence, whichever is shorter. 

If the subject sequence is shorter than the query sequence because of 5* or 3' deletions, 
15 not because of internal deletions, a manual correction must be made to the results. This is 

because the FASTDB program does not account for 5' and 3' truncations of the subject sequence 
when calculating percent identity. For subject sequences truncated at the 5' or 3 1 ends, relative to 
the query sequence, the percent identity is corrected by calculating the number of bases of the 
. query sequence that are 5' and 3' of the subject sequence, which are not matched/aligned, as a 
20 percent of the total bases of the query sequence. Whether a nucleotide is matched/aligned is 

determined by results of the FASTDB sequence alignment. This percentage is then subtracted 
from the percent identity, calculated by the above FASTDB program using the specified 
parameters, to arrive at a final percent identity score. This corrected score is what is used for the 
purposes of the present invention. Only nucleotides outside the 5' and 3' nucleotides of the 
25 subject sequence, as displayed by the FASTDB alignment, which are not matched/aligned with 
the query sequence, are calculated for the purposes of manually adjusting the percent identity 
score. 

For example, a 90 nucleotide subject sequence is aligned to a 100 nucleotide query sequence to 
determine percent identity. The deletions occur at the 5' end of the subject sequence and 

30 therefore, the FASTDB alignment does not show a matched/alignment of the first 10 nucleotides 
at 5' end. The 10 unpaired nucleotides represent 10% of the sequence (number of nucleotides at 
the 5' and 3' ends not matched/total number of nucleotides in the query sequence) so 10% is 
subtracted from the percent identity score calculated by the FASTDB program. If the remaining 
90 nucleotides were perfectly matched the final percent identity would be 90%. In another 

35 example, a 90 nucleotide subject sequence is compared with a 100 nucleotide query sequence. 

This time the deletions are internal deletions so that there are no nucleotides on the 5* or 3' of the 
subject sequence which are not matched/aligned with the query. In this, case the percent identity 
calculated by FASTDB is not manually corrected. Once again, only nucleotides 5' and 3' of the 
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, subject sequence which are not matched/aligned with the query sequence are manually corrected 
for. No other manual corrections are to made for the purposes of the present invention. 

COMPUTER RELATED EMBODIMENTS 

The nucleotide sequences provided in-SEQ ID NOS: 1-155, including ORE IDs and 
corresponding ORFs, a representative fragment thereof, or a nucleotide sequence at least 95%, 
preferably at least 96%, 97%, 98% or 99%, and most preferably at least 99.9% identical to said 
nucleotide sequences may be "provided" m a variety of mediums to facilitate use thereof. As 
used herein, provided refers to a manufacture, other than an isolated nucleic acid molecule, 
which contains a nucleotide sequence of the present invention, a representative fragment thereof, 
or a nucleotide sequence at least 95%, preferably at least 99% and most preferably at least 99.9% 
identical to a polynucleotide of the present invention. Such a manufacture provides a large 
portion of the Borrelia burgdorferi genome and parts thereof {e.g., a Borrelia burgdorferi open 
reading frame (ORF)) in a form which allows a skilled artisan to examine the manufacture usins; 
means not directly applicable to examining the Borrelia burgdorferi genome or a subset thereof as 
it exists in nature or in purified form. 

In one application of this embodiment, a nucleotide sequence of the present invention can 
be recorded on computer readable media. As used herein, "computer readable media" refers to 
any medium which can be read and accessed directly by a computer. Such media include, but are 
not limited to: magnetic storage media, such as floppy discs, hard disc storage medium, and 
magnetic tape; optical storage media such as CD- ROM; electrical storage media such as RAM 
and ROM; and hybrids of these categories, such as magnetic/optical storage media. A skilled 
artisan can readily appreciate how any of the presently known computer readable mediums can be 
used to create a manufacture comprising computer readable medium having recorded thereon a 
nucleotide sequence of the present invention. Likewise, it will be clear to those of skill how 
additional computer readable media that may be developed also can be used to create analogous 
manufactures having recorded thereon a nucleotide sequence of the present invention. 

As used herein, "recorded" refers to a process for storing information on computer 
readable medium. A skilled artisan can readily adopt any of the presently know methods for 
recording information on computer readable medium to generate manufactures comprising the 
nucleotide sequence information of the present invention. 

A variety of data storage structures are available to a skilled artisan for creating a 
computer readable medium having recorded thereon a nucleotide sequence of the present 
invention. The choice of the data storage structure will generally be based on the means chosen 
to access the stored information. In addition, a variety of data processor programs and formats 
can be used to store the nucleotide sequence information of the present invention on computer 
readable medium. The sequence information can be represented in a word processing text file, 
formatted in commercially- available software such as WordPerfect and Microsoft Word, or 
represented in the form of an ASCII file, stored in a database application, such as DB2, Sybase, 



Oracle, or the like. A skilled artisan can readily adapt any number of data-processor structuring 
formats (e.g., text file or database) in order to obtain computer readable medium having recorded 
thereon the nucleotide sequence information of the present invention. 

Computer software is publicly available which allows a skilled artisan to access sequence 
information provided in a computer readable medium. Thus, by providing in computer readable 
form the nucleotide sequences of the present invention (e.g. SEQ ID NOS: 1-155), a 
representative fragment thereof, or a nucleotide sequence at least 95%, preferably at least 96%, 
97%, 98%, 99% and most preferably at least 99.9% identical to a sequence of the present 
invention (e.g. SEQ ID NOS: 1-155) enables the skilled artisan routinely to access the provided 
sequence information for a wide variety of purposes. 

The examples which follow demonstrate how software which implements the BLAST 
(Altschul et aL y J. Mo I. Biol 275:403-410 (1990)) and BLAZE (Brutlag et al, Comp. Chem. 
77:203-207 (1993)) search algorithms on a Sybase system was used to identify open reading 
frames (OREs) within the Borrelia burgdorferi genome which contain homology to ORFs or 
proteins from both Borrelia burgdorferi and from other organisms. Among the ORFs discussed 
herein are protein encoding fragments of the Borrelia burgdorferi genome useful in producing 
commercially important proteins, such as enzymes used in fermentation reactions and in the 
production of commercially useful metabolites. 

The present invention further provides systems, particularly computer-based systems, 
which contain the sequence information described herein. Such systems are designed to identify, 
among other things, commercially important fragments of the Borrelia burgdorferi genome. 

As used herein, "a computer-based system" refers to the hardware means, software 
means, and data storage means used to analyze the nucleotide sequence information of the present 
invention. The minimum hardware means of the computer-based systems of the present 
invention comprises a central processing unit (CPU), input means, output means, and data 
storage means. A skilled artisan can readily appreciate that any one of the currently available 
computer-based system are suitable for use in the present invention. 

As stated above, the computer-based systems of the present invention comprise a data 
storage means having stored therein a nucleotide sequence of the present invention and the 
necessary hardware means and software means for supporting and implementing a search means. 

As used herein, "data storage means" refers to memory which can store nucleotide 
sequence information of the present invention, or a memory access means which can access 
manufactures having recorded thereon the nucleotide sequence information of the present 
invention. 

As used herein, "search means" refers to one or more programs which are implemented 
on the computer-based system to compare a target sequence or target structural motif with the 
sequence information stored within the data storage means. Search means are used to identify 
fragments or regions of the present genomic sequences which match a particular target sequence 
or target motif. A variety of known algorithms are disclosed publicly and a variety of 
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commercially available software for conducting search means are and can be used in the 
computer-based systems of the present invention. Examples of such software includes, but is 
not limited to, MacPattern (EMBL), BLASTN and BLASTX (NCBIA). A skilled artisan can 
readily recognize that any one of the available algorithms or implementing software packages for 
5 conducting homology searches can be adapted for use in the present computer-based systems. 

As used herein, a "target sequence" can be any DNA or amino acid sequence of six or 
more nucleotides or two or more amino acids. A skilled artisan can readily recognize that the 
longer a target sequence is, the less likely a target sequence will be present as a random 
occurrence in the database. The most preferred sequence length of a target sequence is from 
10 about 10 to 100 amino acids or from about 30 to 300 nucleotide residues. However, it is well 
recognized that searches for commercially important fragments, such as sequence fragments 
involved in gene expression and protein processing, may be of shorter length. 

As used herein, "a target structural motif," or "target motif," refers to any rationally 
. selected sequence or combination of sequences in which the sequence(s) are chosen based on a 
15 three-dimensional configuration which is formed upon the folding of the target motif. There are a 
variety of target motifs known in the art. Protein target motifs include, but axe not limited to, 
enzymic active sites and signal sequences. Nucleic acid target motifs include, but are not limited 
to, promoter sequences, hairpin structures and inducible expression elements (protein binding 
sequences). 

20 A variety of structural formats for the input, and output means can be used to input and 

output the information in the computer-based systems of the present invention. A preferred 
format for an output means ranks fragments of the Borrelia burgdorferi genomic sequences 
possessing varying degrees of homology to the target sequence or target motif. Such 
presentation provides a skilled artisan with a ranking of sequences which contain various 

25 amounts of the target sequence or target motif and identifies the degree of homology contained in 
the identified fragment. 

A variety of comparing means can be used to compare a target sequence or target motif 
with the data storage means to identify sequence fragments of the Borrelia burgdorferi genome. 
In the present examples, implementing software which implement the BLAST and BLAZE 

30 algorithms, described in Altschul et aL y J. Mol BioL 215: 403-410 (1990), is used to identify 
open reading frames within the Borrelia burgdorferi genome. A skilled artisan can readily 
recognize that any one of the publicly available homology search programs can be used as the 
search means for the computer-based systems of the present invention. Of course, suitable 
proprietary systems that may be known to those of skill also may be employed in this regard. 

35 Figure 1 provides a block diagram of a computer system illustrative of embodiments of 

this aspect of present invention. The computer system 102 includes a processor 106 connected to 
a bus 104. Also connected to the bus 104 are a main memory 108 (preferably implemented as 
random access memory, RAM) -and a variety of secondary storage devices 1 10, such as a hard 
drive 1 12 and a removable medium storage device 1 14. The removable medium storage device 
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1 14 may represent, for example, a floppy disk drive, a CD-ROM drive, a magnetic tape drive, 
etc. A removable storage medium 1 16 (such as a floppy disk, a compact disk, a magnetic tape, 
etc.) containing control logic and/or data recorded therein may be inserted into the removable 
medium storage device 1 14. The computer system 102 includes appropriate software for readin 
the control logic and/or the data from the removable medium storage device 114, once it is 
inserted into the removable medium storage device 114. 

A nucleotide sequence of the present invention may be stored in a well known manner in 
the main memory 108, any of the secondary storage devices 1 10, and/or a removable storage 
medium 1 16. During execution, software for accessing and processing the genomic sequence 
(such as search tools, comparing tools, etc.) reside in main memory 108, in accordance with the 
requirements and operating parameters of the operating system, the hardware system and the 
software program or programs. 

BIOCHEMICAL EMBODIMENTS 

Other embodiments of the present invention are directed to isolated fragments of the 
Borrelia burgdorferi genome. The fragments of the Borrelia burgdorferi genome of the present 
invention include, but are not limited to fragments which encode peptides, hereinafter open - 
reading frames (ORFs), fragments which modulate the expression of an operably linked ORF, 
hereinafter expression modulating fragments (EMFs) and fragments which can be used to 
diagnose the presence of Borrelia burgdorferi in a sample, hereinafter diagnostic fragments 
(DFs). 

As used herein, an "isolated nucleic acid molecule" or an "isolated fragment of the 
Borrelia burgdorferi genome" refers to a nucleic acid molecule possessing a specific nucleotide 
sequence which has been subjected to purification means to reduce, from the composition, the 
number of compounds which are normally associated with the composition. Particularly, the 
term refers to the nucleic acid molecules having the sequences set out in SEQ ID NOS: 1-155, to 
representative fragments thereof as described above including ORF IDs and ORFs, to 
polynucleotides at least 95%, preferably at least 96%, 97%, 98%, or 99% and especially 
preferably at least 99.9% identical in sequence thereto, also as set out above. 

1 A variety of purification means can be used to generate the isolated fragments of the 
present invention. These include, but are not limited to methods which separate constituents of a 
solution based on charge, solubility, or size. 

In one embodiment, Borrelia burgdorferi DNA can be enzymatically sheared to produce 
fragments of 15-20 kb in length. These fragments can then be used to generate a Borrelia ' 
burgdorferi library by inserting them into lambda clones as described in the Examples below. 
Primers flanking, for example, an ORF, such as those enumerated in Tables 1-6 can then be 
generated using nucleotide sequence information provided in SEQ ID NOS: 1-155. Well known 
and routine techniques of PGR cloning then can be used to isolate the ORF from the lambda DNA 
library or Borrelia burgdorferi genomic DNA. Thus, given the availability of SEQ ID NOS: 1- 
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155, the information in Tables 1-6, and the information that may be obtained readily by analysis 
of the sequences of SEQ ID NOS: 1-155 using methods set out above, those of skill will be 
enabled by the present disclosure to isolate any ORF-containing or other nucleic acid fragment of 
the present invention. 

The isolated nucleic acid molecules of the present invention include, but are not limited to 
single stranded and double stranded DNA, and single stranded RNA. For purposes of 
numbering and reference to polynucleotide and polypeptide sequences the entire sequence of each 
sequence of SEQ ID NOS: 1-155 is included with the first nucleotide being position 1. 
Therefore, for reference purposes the numbering used in the present invention is that provided in 
the sequence listing for SEQ ID NOS: 1-155. 

As used herein, an open reading frame (ORF), means a series of nucleotide triplets 
coding for amino acid residues without any termination codons and is a sequence translatable into- 
protein. Further, unless specified, the term "ORF" for each ORF ID is defined by the termination 
codon at the 3' end and the 5' most methionine codon, at the 5' end, in frame with said 3' 
termination codon. Unless specified, the term "ORF" also refers to a particular polypeptide 
sequence defined by the ORF polynucleotide sequence, wherein the N-terminus is defined by the 
5' most methionine codon in frame with the termination codon at the 3' end of the ORF ID and 
the C-terminus is defined by the last codon before the said 3' termination codon. As used herein, 
. an ORF ID represents a sequence without any internal termination codons flanked by termination 
codons. 

Tables 1-6 list ORF IDs in the Borrelia burgdorferi genomic contigs of the present 
invention that were identified as putative coding regions by the GeneMark software using 
organism- specific second-order Markov probability transition matrices. It will be appreciated that 
other.criteria can be used, in accordance with well known analytical methods, such as those 
discussed herein, to generate more inclusive, more restrictive, or more selective lists. 

The B. burgdorferi genome consists of one large linear chromosome containing 
approximately two thirds of its genetic material and multiple extrachromosomal elements 
(approximately 15) containing the remaining one third of its genetic material. SEQ ID NOT 
(Contig ID 1) is the complete sequence of the large linear B. burgdorferi chromosome. SEQ ID 
NOS:2-155 (Contig ID 2-155 respectively) are fragments (contigs) of the extrachromosomal 
elements. Tables 1-3 below relate only to SEQ ID NO:l. Tables 4-6 relate to the 
extrachromosomal elements (SEQ ID NOS:2-155). 

Table 1 sets out ORF IDs in the Borrelia burgdorferi chromosome of the present 
invention that cover a continuous region of at least 50 bases are 95% or more identical (by 
BLAST analysis using default parameters) to a nucleotide sequence available through GenBank 
in July, 1997. 

Table 2 sets out ORF IDs in the Borrelia burgdorferi chromosome - of the present 
invention that are not in Table 1 and match, with a BLASTP probability score of 0.01 or less, a 
polypeptide sequence available through GenBank in July, 1997. 
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Table 3 sets out ORF IDs in the Borrelia burgdorferi chromosome of the present 
invention that do not match significantly, by BLASTP analysis, a polypeptide sequence available 
through GenBank in July, 1997. 

Table 4 sets out ORF IDs in the Borrelia burgdorferi extrachromosomal element contigs 
5 of the present invention that over a continuous region of at least 50 bases are 95% or more 
identical (by BLAST analysis) to a nucleotide sequence available through GenBank in July, 
1997. 

Table 5 sets out ORF IDs in the Borrelia burgdorferi extrachromosomal element contigs 
of the present invention that are not in Table 1 and match, with a BLASTP probability score of 
10 0.01 or less, a polypeptide sequence available through GenBank in July, 1997. 

Table 6 sets out ORF IDs in the Borrelia burgdorferi extrachromosomal element contigs 
of the present invention that do not match significantly, by BLASTP analysis, a polypeptide 
sequence available through GenBank in July, 1997. 

In each table, the first and second columns identify the ORF ID by, respectively, contig 
15 number and ORF ID number within the contig; the third column indicates the first nucleotide of 
the ORF ED, counting from the 5' end of the contig strand; and the fourth column indicates the 
, last nucleotide of the ORF ID, counting from the 5' end of the contig strand. 

In Tables 1, 2, 4 and 5, column five, lists the Reference for the closest matching 
sequence available through GenBank. These reference numbers are the database accession 
20 numbers commonly used by those of skill in the art, who will be familiar with their 

denominators. Descriptions of the nomenclature are available from the National Center for 
Biotechnology Information. Column seven provides the BLAST identity score from the 
comparison of the ORF ED and the homologous gene; and column nine indicates the length in 
nucleotides of the highest scoring segment pair identified by the BLAST identity analysis. 
25 The concepts of percent identity and percent similarity of two polypeptide sequences is 

well understood in the art. For example, two polypeptides 10 amino acids in length which differ 
at three amino acid positions (e.g., at positions 1, 3 and 5) are said to have a percent identity of 
70%. However, the same two polypeptides would be deemed to have a percent similarity of 
80% if, for example at position 5, the amino acids moieties, although not identical, were 
30 "similar" (i.e., possessed similar biochemical characteristics). As is known in the art, 
substitution of one ammo acid for a "similar" amino acid is a conservative substitution. 
Generally, proteins are highly tolerant of conservative substitutions. Many programs for analysis 
of nucleotide or amino acid sequence similarity, such as fasta and BLAST specifically list percent 
identity of a matching region as an output parameter. Thus, for instance, Tables 1, 2, 4 and 5 
35 herein enumerate the percent identity and similarity of the highest scoring segment pair in each 
ORF and its listed relative. Further details concerning the algorithms and criteria used for 
homology searches are provided below and are described in the pertinent literature highlighted by 
the citations provided below. 
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It will be appreciated that other criteria can be used to generate more inclusive and more 
exclusive listings of the types set out in the tables. As those of skill will appreciate, narrow and 
broad searches both are useful. Thus, a skilled artisan can readily identify ORJFs in contigs of the 
Borrelia burgdorferi genome other than those listed in Tables 1-6, such as ORFs which are 
5 overlapping or encoded by the opposite strand of an identified ORF in addition to those 
ascertainable using the computer-based systems of the present invention. 

As used herein, an "expression modulating fragment," EMF, means a series of nucleotide 
molecules which modulates the expression of an operably linked ORF or EMF. 

As used herein, a sequence is said to "modulate the expression of an operably linked 
10 sequence" when the expression of the sequence is altered by the presence of the EMF. EMFs 
include, but are not limited to, promoters, and promoter modulating sequences (inducible 
elements). One class of EMFs are fragments which induce the expression or an operably linked 
O.RF in response to a specific regulatory factor or physiological event. 

EMF sequences can be identified within the contigs of the Borrelia burgdorferi genome 
15 by their proximity to the ORFs provided in Tables 1-6. An intergenic segment, or a fragment of 
the intergenic segment, from about 10 to 200 nucleotides in length, taken from any one of the 
ORFs of Tables 1-6 will modulate the expression of an operably linked ORF in a fashion similar 
to that found with the naturally linked ORF sequence. As used herein, an "intergenic segment" 
refers to fragments of the Borrelia burgdorferi genome which are between two ORF(s) herein 
20 described. EMFs also can be identified using known EMFs as a target sequence or target motif 
in the computer-based systems of the present invention. Further, the two methods can be 
combined and used together. 

The presence and activity of an EMF can be confirmed using an EMF trap vector. An 
EMF trap vector contains a cloning site linked to a marker sequence. A marker sequence encodes 
25 an identifiable phenotype, such as antibiotic resistance or a complementing nutrition auxotrophic 
factor, which can be identified or assayed when the EMF trap vector is placed within an 
appropriate host under appropriate conditions. As described above, a EMF will modulate the 
expression of an operably linked marker sequence. A more detailed discussion of various marker 
sequences is provided below. A sequence which is suspected as being an EMF is cloned in all 
30 three reading frames in one or more restriction sites upstream from the marker sequence in the 
EMF trap vector. The vector is then transformed into an appropriate host using known 
procedures and the phenotype of the transformed host in examined under appropriate conditions. „ 
As described above, an EMF will modulate the expression of an operably linked marker 
sequence. 

35 As used herein, a "diagnostic fragment," DF, means a series of nucleotide molecules 

which selectively hybridize to Borrelia burgdorferi sequences. DFs can be readily identified by 
identifying unique sequences within contigs of the Borrelia burgdorferi genome, such as by 
using well-known computer analysis software, and by generating and testing probes or 
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amplification primers consisting of the DF sequence in an appropriate diagnostic format which 

determines amplification or hybridization selectivity. 

The sequences falling within the scope of the present invention are not hmited to the 

specific sequences herein described, but also include allelic and species variations thereof. Allelic 
5 and species variations can be routinely determined by comparing the sequences provided in SEQ 

ID NOS: 1-155, ORF IDs and ORFs within, a representative fragment thereof, or a nucleotide 

sequence at least 99% and preferably 99.9% identical to SEQ ID NOS: 1-155, ORF IDs and 

ORFs within, with a sequence from another isolate of the same species. Furthermore, to 

accommodate codon variability, the invention- includes nucleic acid molecules coding for the same 
10 amino acid sequences as do the specific ORFs disclosed herein. In other words, in the coding 

region of an ORF, substitution of one codon for another which encodes the same amino acid is 

expressly contemplated. 

Any specific sequence disclosed herein can be readily screened for errors by resequencing 

a particular fragment, such as an ORF, in both directions (i.e., sequence both strands). 
15 Alternatively, error screening can be performed by sequencing corresponding polynucleotides of 

Borrelia burgdorferi origin isolated by using part or all of the fragments in question as a probe or 

primer. 

Each of the ORF IDs and ORFs of the Borrelia burgdorferi genome disclosed in Tables 1- 
6, and the EMFs found 5' to the ORF IDs, can be used as polynucleotide reagents in numerous 

20 ways. For example, the sequences can be used as diagnostic probes or diagnostic amplification 
primers to detect the presence of a specific microbe in a sample, particularly Borrelia burgdorferi. 
Especially preferred in this regard are ORF IDs and ORFs such as those of Tables 3 and 6, which 
do not match previously characterized sequences from other organisms and thus are most likely 
to be highly selective for Borrelia burgdorferi. Also particularly preferred are ORF IDs and 

25 ORFs that can be used to distinguish between strains of Borrelia burgdorferi, particularly those 
that distinguish medically important strain, such as drug-resistant strains. 

In addition, the fragments of the present invention, as broadly described, can be used to 
control gene expression through triple helix formation or antisense DNA or RNA, both of which 
methods are based on the binding of a polynucleotide sequence to DNA or RNA. Triple helix - 

30 formation optimally results in a shut-off of RNA transcription from DNA, while antisense RNA 
hybridization blocks translation of an mRNA molecule into polypeptide. Information from the 
sequences of the present invention can be used to design antisense and triple helix-forming 
oligonucleotides. Polynucleotides suitable for use in these methods are usually 20 to 40 bases in 
length and are designed to be complementary to a region of the gene involved in transcription, for 

35 triple-helix formation, or to the mRNA itself, for antisense inhibition. Both techniques have been 
demonstrated to be effective in model systems, and the requisite techniques are well known and 
involve routine procedures. Triple helix techniques are discussed in, for example, Lee et aL, 
Nucl Acids Res. (5:307-3 (1979); Cooney et ai, Science 241 :456 (1988); and Dervan et al y 
Science 257:1360 (1991). Antisense techniques in general are discussed in, for instance, Okano, 
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J. Neurochem. 56:560 (1991) and Oligodeoxymtcleotides as Antisense Inhibitors of Gene 
Expression, CRC Press, Boca Raton, FL ( 1988)). 

The present invention further provides recombinant constructs comprising one or more 
fragments of the Borrelia burgdorferi genomic fragments and contigs of the present invention. 
5 Certain preferred recombinant constructs of the present invention comprise a vector, such as a 
plasmid or viral vector, into which a fragment of the Borrelia burgdorferi genome has been 
inserted, in a forward or reverse orientation. In the case of a vector comprising one of the ORF 
IDs or ORFs of the present invention, the vector may further comprise regulatory sequences, 
including for example, a promoter, operably linked to the ORF ID or ORF. For vectors 

10 comprising the EMFs of the present invention, the vector may further comprise a marker 
sequence or heterologous ORF ID or ORF operably linked to the EMF. 

Large numbers of suitable vectors and promoters are known to those of skill in the art and 
are commercially available for generating the recombinant constructs of the present invention. 
The following vectors are provided by way of example. Useful bacterial vectors include 

15 phagescript, PsiX174, pBluescript SK, pBS KS, pNH8a, pNH16a, pNH18a, pNH46a 

(available from Stratagene); pTrc99A, pKK223-3, pKK233-3, pDR540, pRIT5 (available from 
Pharmacia); pQE vectors (available from Promega). Useful eukaryotic vectors include pWLneo, 
pSV2cat, pOG44, pXTl, pSG (available from Stratagene) pSVK3, pBPV, pMSG, pSVL 
(available from Pharmacia). 

20 Promoter regions can be selected from any desired gene using CAT (chloramphenicol 

transferase) vectors or other vectors with selectable markers. Two appropriate vectors are 
pKK232-8 and pCM7. Particular named bacterial promoters include lad, lacZ, T3, T7, gpt, 
lambda PR, and trc. Eukaryotic promoters include CMV immediate early, HSV thymidine 
kinase, early and late SV40, LTRs from retrovirus, and mouse metallothionein- I. Selection of 

25 the appropriate vector and promoter is well within the level of ordinary skill in the art. 

The present invention further provides host cells containing any one of the isolated 
fragments of the Borrelia burgdorferi genomic fragments and contigs of the present invention, 
wherein the fragment has been introduced into the host cell using known methods. The host cell 
can be a higher eukaryotic host cell, such as a mammalian cell, a lower eukaryotic host cell, such 

30 as a yeast cell, or a procaryotic cell, such as a bacterial cell. 

A polynucleotide of the present invention, such as a recombinant construct comprising an 
ORF of the present invention, may be introduced into the host by a variety of well established 
techniques that are standard in the art, such as calcium phosphate transfection, DEAE, dextran 
mediated transfection and electroporation, which are described in, for instance, Davis, L. et ai, 

35 BASIC METHODS IN MOLECULAR BIOLOGY (1986). 

A host cell containing one of the fragments of the Borrelia burgdorferi genomic fragments 
and contigs of the present invention, can be used in conventional manners to produce the gene 
product encoded by the isolated fragment (in the case of an ORF) or can be used to produce a 
heterologous protein under the control of the EMF. 
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The present invention further provides isolated polypeptides encoded by the nucleic acid 
fragments of the present invention or by degenerate variants of the nucleic acid fragments of the 
present invention. By "degenerate variant" is intended nucleotide fragments which differ from a 
nucleic acid fragment of the present invention (e.g., an ORF) by nucleotide sequence but, due to 
5 the degeneracy of the Genetic Code, encode an identical polypeptide sequence. 

> Preferred nucleic acid fragments of the present invention are the ORF IDs depicted in 
Tables 2, 3, 5 and 6, and ORFs witin, which encode proteins. 

A variety of methodologies known in the art can be utilized to obtain any one of the 
isolated polypeptides or proteins of the present invention. At the simplest level, the amino acid 
10 sequence can be synthesized using commercially available peptide synthesizers. This is 

particularly useful in producing small peptides and fragments of larger polypeptides. Such short 
fragments as may be obtained most readily by synthesis are useful, for example, in generating 
antibodies against the native polypeptide, as discussed further below. 

In an alternative method, the polypeptide or protein is purified from bacterial cells which 
15 naturally produce the polypeptide or protein. One skilled in the art can readily employ well- 
known methods for isolating polypeptides and proteins to isolate and purify polypeptides or 
proteins of the present invention produced naturally by a bacterial strain, or by other methods. 
Methods for isolation and purification that can be employed in this regard include, but are not 
limited to, immunochromatography, HPLC, size-exclusion chromatography, ion-exchange 
20 chromatography, and immuno-affinity chromatography. 

The polypeptides and proteins of the present invention also can be purified from cells 
which have been altered to express the desired polypeptide or protein. As used herein, a cell is 
said to be altered to express a desired polypeptide or protein when the cell, through genetic 
manipulation, is made to produce a polypeptide or protein which it normally does not produce or 
25 which the cell normally produces at a lower level. Those skilled in the art can readily adapt 
procedures for introducing and expressing either recombinant or synthetic sequences into 
eukaryotic or prokaryotic cells in order to generate a cell which produces one of the polypeptides 
or proteins of the present invention. 

The polypeptides of the present invention are preferably provided in an isolated form, and 
30 preferably are substantially purified. A recombinantly produced version of the B. burgdorferi 

polypeptide can be substantially purified by the one-step method described by Smith et al. (1988) 
Gene 67:3 1-40. Polypeptides of the invention also can be purified from natural or recombinant 
sources using antibodies directed against the polypeptides of the invention in methods which are 
well known in the art of protein purification. 
35 The invention further provides for isolated B. burgdorferi polypeptides comprising an 

amino acid sequence selected from the group including: (a) the amino acid sequence of a full- 
length B. burgdorferi polypeptide having the complete amino acid sequence from the first 
methionine codon to the termination codon of each sequence listed in SEQTD NOS: 1-155, 
wherein said termination codon is at the end of each SEQ ID NO: and said first methionine is the 



first methionine in frame with said termination codon; and (b) the amino acid sequence of a full- 
length B. burgdorferi polypeptide having the complete amino acid sequence in (a) excepting the 
N-terminal methionine. 

The polypeptides of the present invention also include polypeptides having an amino acid 
sequence at least 80% identical, more preferably at least 90% identical, and still more preferably 
95%, 96%, 97%, 98% or 99% identical to those described in (a) and (b) above. 

The present invention is further directed to polynucleotides encoding portions or 
fragments of the amino acid sequences described herein as well as to portions or fragments of the 
isolated amino acid sequences described herein. Fragments include portions of the amino acid 
sequences described herein at least 5 contiguous amino acid in length and selected from any two^ 
integers, one of which representing an N-terminal position and another representing a C-terminal 
position. The initiation codon of the ORFs of the present invention is position L The initiation 
codon (positon 1) for purposes of the present invention is the first methionine codon of each 
ORF ID which is in frame with the termination codon at the end of each said sequence. Every 
combination of a N-terminal and C-teiminal position that a fragment at least 5 contiguous amino 
acid residues in length could occupy, on any given ORF is included in the invention, i.e., from 
initiation codon up to the termination codon. "At least" means a fragment may be 5 contiguous 
amino acid residues in length or any integer between 5 and the number of residues in an ORF, 
minus 1. Therefore, included in the invention are contiguous fragments specified by any N- 
terminal and C-terminal positions of amino acid sequence set forth in SEQ ID NOS: 1-155 or 
Tables 1-6 wherein the contiguous fragment is any integer between 5 and the number of residues 
in an ORF minus 1 . 

Further, the invention includes polypeptides comprising fragments specified by size, in 
amino.acid residues, rather than by N-terminal and C-terminal positions. The invention includes 
any fragment size, in contiguous amino acid residues, selected from integers between 5 and the 
number of residues in an ORF, minus i. Preferred sizes of contiguous polypeptide fragments 
include about 5 amino acid residues, about 10 amino acid residues, about 20 amino acid residues, 
about- 30 amino acid residues, about 40 amino acid residues, about 50 amino acid residues, about 
100 amino acid residues, about 200 amino acid residues, about 300 amino acid residues, and 
about 400 amino acid residues. The preferred sizes are, of course, meant to exemplify, not limit, 
the present invention as all size fragments representing any integer between 5 and the number of 
residues in a full length sequence minus 1 are included in the invention. The present invention 
also provides for the exclusion of any fragments specified by N-terminal and C-terminal 
positions or by size in amino acid residues as described above. Any number of fragments 
specified by N-terminal and C-terminal positions or by size in amino acid residues as described - 
above may be excluded. 

The above fragments need not be active since they would be useful, for example, in 
immunoassays, in epitope mapping, epitope tagging, to generate antibodies to a particular portion 
of the protein, as vaccines, and as molecular weight markers. 
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Further polypeptides of the present invention include polypeptides which have at least 
90% similarity, more preferably at least 95% similarity, and still more preferably at least 96%, 
97%, 98% or 99% similarity to those described above. 

A further embodiment of the invention relates to a polypeptide which comprises the amino 
acid sequence of a B. burgdorferi polypeptide having an amino acid sequence which contains at 
least one conservative amino acid substitution, but not more than 50 conservative amino acid 
substitutions, not more than 40 conservative amino acid substitutions, not more than 30 
conservative amino acid substitutions, and not more than 20 conservative amino acid 
substitutions. Also provided are polypeptides which comprise the amino acid sequence of a B. 
burgdorferi polypeptide, having at least one, but not more than 10, 9, 8, 7, 6, 5, 4, 3, 2 or 1 
conservative amino acid substitutions. 

By a polypeptide having an amino acid sequence at least, for example, 95% "identical" to 
a query amino acid sequence of the present invention, it is intended that the amino acid sequence 
of the subject polypeptide is identical to the query sequence except that the subject polypeptide 
sequence may include up to five amino acid alterations per each 100 amino acids of the query 
amino acid sequence. In other words, to obtain a polypeptide having an amino acid sequence at 
least 95% identical to a query amino acid sequence, up to 5% of the amino acid residues in the 
subject sequence may be inserted, deleted, (indels) or substituted with another amino acid. These 
alterations of the reference sequence may occur at the amino or carboxy terminal positions of the 
reference amino acid sequence or anywhere between those terminal positions, interspersed either 
individually among residues in the reference sequence or in one or more contiguous groups 
within the reference sequence. 

As a practical matter, whether any particular polypeptide is at least 90%, 95%, 96%, 
97%, 98% or 99% identical to the ORF amino acid sequences encoded by the sequences of SEQ 
ID NOS: 1-155, as described hererin, can be determined conventionally using known computer 
programs. A preferred method for determining the best overall match between a query sequence 
(a sequence of the present invention) and a subject sequence, also referred to as a global sequence 
alignment, can be determined using the FASTDB computer program based on the algorithm of 
Brutlag et al., (1990) Comp. App. Biosci. 6:237-245. In a sequence alignment the query and 
subject sequences are both amino acid sequences. The result of said global sequence alignment is 
in percent identity. Preferred parameters used in a FASTDB amino acid alignment are: 
Matrix=PAM 0, k-tuple=2, Mismatch Penalty=l, Joining Penalty=20, Randomization Group 
Length=0, Cutoff Score=l, Window Size=sequence length, Gap Penalty=5, Gap Size 
Penalty=0.05, Window Size=5Q0 or the length of the subject amino acid sequence, whichever is 
shorter. 

If the subject sequence is shorter than the query sequence due to N- or C- terminal 
deletions, not because of internal deletions, the results, in percent identity, must be manually 
corrected. This is because the FASTDB program does not account for N- and C-terminal 
truncations of the subject sequence when calculating global percent identity. For subject 
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sequences truncated at the N- and C-termini, relative to the query sequence, the percent identity is 
corrected by calculating the number of residues of the query sequence that are N- and C-terminal 
- of the subject sequence, which are not matched/aligned with a corresponding subject residue, as a 
percent of the total bases of the query sequence. Whether a residue is matched/aligned is 
5 determined by results of the FASTDB sequence alignment. This percentage is then subtracted 
from the percent identity, calculated by the above FASTDB program using the specified 
parameters, to arrive at a final percent identity score. This final percent identity score is what is 
used for the purposes of the present invention. Only residues to the N- and C-termini of the 
subject sequence, which are not matched/aligned with the query sequence, are considered for the 

10 purposes of manually adjusting the percent identity score. That is, only query amino acid 
residues outside the farthest N- and C- terminal residues of the subject sequence. 

For example, a 90 amino acid residue subject sequence is aligned with a 100 residue 
query sequence to determine percent identity. The deletion occurs at the N-terminus of the 
subject sequence and therefore, the FASTDB alignment does not match/align with the first 10 

15 residues at the N-terminus. The 10 unpaired residues represent 10% of the sequence (number of 
residues at the N- and C- termini not matched/total number of residues in the query sequence) so 
10% is subtracted from the percent identity score calculated by the FASTDB program. If the 
remaining 90 residues were perfectly matched the final percent identity would be 90%. In 
another example, a* 90 residue subject sequence is compared with a 100 residue query sequence. 

20 This time the deletions are internal so there are no residues at the N- or C-termini of the subject 
sequence which are not matched/aligned with the query. In this case the percent identity 
calculated by FASTDB is not manually corrected. Once again, only residue positions outside the 
N- and C-terminal ends of the subject sequence, as displayed in the FASTDB alignment, which 
are not matched/aligned with the query sequence are manually corrected. No other manual 

25 corrections are to made for the purposes of the present invention. 

The above polypeptide sequences are included irrespective of whether they have their 
normal biological activity. This is because even where a particular polypeptide molecule does not 
have biological activity, one of skill in the art would still know how to use the polypeptide, for 
instance, as a vaccine or to generate antibodies. Other uses of the polypeptides of the present 

30 invention that do not have B. burgdorferi activity include, inter alia, as epitope tags, in epitope 
mapping, and as molecular weight markers on SDS-PAGE gels or on molecular sieve gel 
filtration columns using methods known to those of skill in the art. 

As described below, the polypeptides of the present invention can also be used to raise polyclonal 
and monoclonal antibodies, which are useful in assays for detecting B. burgdorferi protein 
35 expression or as agonists and antagonists capable of enhancing or inhibiting B. burgdorferi 
protein function. Further, such polypeptides can be used in the yeast two-hybrid system to 
"capture" B. burgdorferi protein binding proteins which are also candidate agonists and 
antagonists according to the present invention. See, e.g., Fields et al. (1989) Nature 
340:245-246. " ' 
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Any host/vector system can be used to express one or more of the ORFs of the present 
invention. These include, but are not limited to, eukaryotic hosts such as HeLa cells, CV-1 cell, 
'-COS cells, and Sf9 cells, as well as prokaryotic host such as E. coli and B. subtilis. The most 
preferred cells are those which do not normally express the particular polypeptide or protein or 
5 which expresses the polypeptide or protein at low natural level. 

"Recombinant," as used herein, means that a polypeptide or protein is derived from 
recombinant {e.g., microbial or mammalian) expression systems. "Microbial" refers to 
recombinant polypeptides or proteins made in bacterial or fungal {e.g., yeast) expression 
systems. As a product, "recombinant microbial"defines a polypeptide or protein essentially free 
10 of native endogenous substances and unaccompanied by associated native glycosylation. 
Polypeptides or proteins expressed in most bacterial cultures, e.g., E. coli, will be free of 
glycosylation modifications; polypeptides or proteins expressed in yeast will have a glycosylation 
pattern different from that expressed in mammalian cells. 

"Nucleotide sequence" refers to a heteropolymer of deoxyribonucleotides. Generally, 
15 DNA segments encoding the polypeptides and proteins provided by this invention are assembled 
from fragments of the Borrelia burgdorferi genome and short oligonucleotide linkers, or from a 
series of oligonucleotides, to provide a synthetic gene which is capable of being expressed in a 
recombinant transcriptional unit comprising regulatory elements derived from a microbial or viral 
operon. 

20 Recombinant expression vehicle or vector" refers to a plasmid or phage or virus or 

vector, for expressing a polypeptide from a DNA (RNA) sequence. The expression vehicle can 
comprise a transcriptional unit comprising an assembly of (1) a genetic regulatory elements 
necessary for gene expression in the host, including elements required to initiate and maintain 
transcription at a level sufficient for suitable expression of the desired polypeptide, including, for 
.25 example, promoters and, where necessary, an enhancer and a poiyadenylation signal; (2) a 

structural or coding sequence which is transcribed into mRNA and translated into protein, and (3) 
appropriate signals to initiate translation at the beginning of the desired coding region and 
terminate translation at its end. Structural units intended for use in yeast or eukaryotic expression 
systems preferably include a leader sequence enabling extracellular secretion of translated protein 

30 by a host cell. Alternatively, where recombinant protein is expressed without a leader or 

transport sequence, it may include an N-terminal methionine residue. This residue may or may 
not be subsequently cleaved from the expressed recombinant protein to provide a final product. 

"Recombinant expression system" means host cells which have stably integrated a 
recombinant transcriptional unit into chromosomal DNA or carry the recombinant transcriptional 

35 unit extra chromosomally. The cells can be prokaryotic or eukaryotic. Recombinant expression 
systems as defined herein will express heterologous polypeptides or proteins upon induction of 
the regulatory elements linked to the DNA segment or synthetic gene to be expressed. 

Mature proteins can be expressed in mammalian cells, yeast, bacteria, or other cells under 
the control of appropriate promoters. Cell-free translation systems can also be employed to 
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produce such proteins using RNAs derived from the DNA constructs of the present invention. 
Appropriate cloning and expression vectors for use with prokaryotic and eukaryotic hosts are 
described in Sambrook et al, Molecular Cloning: A Laboratory Manual, 2nd Edition, Cold 
Spring Harbor Laboratory Press, Cold Spring Harbor, New York (1989), the disclosure of 
5 which is hereby incorporated by reference in its entirety. 

Generally, recombinant expression vectors will include origins of replication and 
selectable markers permitting transformation of the host cell, e.g., the ampicillin resistance gene 
of E. coli and S. cerevisiae TRP1 gene, and a promoter derived from a highly expressed gene to 
direct transcription of a downstream structural sequence. Such promoters can be derived from 

10 operons encoding glycolytic enzymes such as 3- phosphoglycerate kinase (PGK), alpha- factor, 
acid phosphatase, or heat shock proteins, among others. The heterologous structural sequence is 
assembled in appropriate phase with translation initiation and termination sequences, and 
preferably , a leader sequence capable of directing secretion of translated protein into the 
periplasmic space or extracellular medium. Optionally, the heterologous sequence can encode a 

15 fusion protein including an N-terminal identification peptide imparting desired characteristics, 
e.g., stabilization or simplified purification of expressed recombinant product. 

Useful expression vectors for bacterial use are constructed by inserting a structural DNA 
sequence encoding a desired protein together with suitable translation initiation and termination 
signals in operable reading phase with a functional promoter. The vector will comprise one or 

20 more phenotypic selectable markers and an origin of replication to ensure maintenance of the 
vector and, when desirable, provide amplification within the host. 

Suitable prokaryotic hosts for transformation include strains of E. coli, B. subtilis, 
Salmonella typhimurium and various species within the genera Pseudomonas and Streptomyces. 
Others may, also be employed as a matter of choice. 

25 As a representative but non-limiting example, useful expression vectors for bacterial use 

can comprise a selectable marker and bacterial origin of replication derived from commercially 
available plasmids comprising genetic elements of the well known cloning vector pBR322 
(ATCC 37017). Such commercial vectors include, for example, pKK223-3 (available. form 
Pharmacia Fine Chemicals, Uppsala, Sweden) and GEM 1 (available from Promega Biotec, 

30 Madison, WI, USA). These pBR322 "backbone" sections are combined with an appropriate 
promoter and the structural sequence to be expressed. 

Following transformation of a suitable host strain and growth of the host strain to an 
appropriate cell- density, the selected promoter, where it is inducible, is derepressed or induced by 
appropriate means {e.g., temperature shift or chemical induction) and cells are cultured for an 

35 additional period to provide for expression of the induced gene product. Thereafter cells are 

typically harvested, generally by centrifugation, disrupted to release expressed protein, generally 
by physical or chemical means, and the resulting crude extract is retained for further purification. 

Various mammalian cell culture systems can also be employed to express recombinant 
procein. Examples of mammalian expression systems include the COS-7 lines of monkey kidney 
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fibroblasts, described in Gluzman, Cell 23:115 (1981), and other cell lines capable of expressing 
a compatible vector, for example, the C127, 3T3, CHO, HeLa and BHK cell lines. 

Mammalian expression vectors will comprise an origin of replication, a suitable promoter 
and enhancer, and also any necessary ribosome binding sites, polyadenylation site, splice donor 
5 and acceptor sites, transcriptional termination sequences, and 5 ' flanking nontranscribed 

sequences. DNA sequences derived from the S V40 viral genome, for example, SV40 origin, 
early promoter, enhancer, splice, and polyadenylation sites may be used to provide the required 
nontranscribed genetic elements. 

- Recombinant polypeptides and proteins produced in bacterial culture is usually isolated by 

10 initial extraction from cell pellets, followed by one or more salting-out, aqueous ion exchange or 
size exclusion chromatography steps. Microbial cells employed in expression of proteins can be 
disrupted by any convenient method, including freeze-thaw cycling, sonication, mechanical 
disruption, or use of cell lysing agents. Protein refolding steps can be used, as necessary, in 
completing configuration of the mature protein. Finally, high performance liquid 

1 5 chromatography (HPLC) can be employed for final purification steps. 

The present invention further includes isolated polypeptides, proteins and nucleic acid 
molecules which are substantially equivalent to those herein described: As used herein, 
substantially equivalent can refer both to nucleic acid and amino acid sequences, for example a 
mutant sequence, that varies from a reference sequence by one or more substitutions, deletions, 

20 or additions, the net effect of which does not result in an adverse functional dissimilarity between 
reference and subject sequences. Particularly preferred in this regard are conservative 
substitutions, known to those of skill in the art. For purposes of the present invention, 
sequences having equivalent biological activity, and equivalent expression characteristics are 
considered substantially equivalent. For purposes of determining equivalence, truncation of the 

25 mature sequence (e.g., removal of leader sequence(s)) should be disregarded. 

The invention further provides methods of obtaining homologs from other strains of 
Borrelia burgdorferi, of the fragments of the Borrelia burgdorferi genome of the present 
invention and homologs of the proteins encoded by the ORFs of the present invention. As used 
herein, a sequence or protein of Borrelia burgdorferi is defined as a homolog of a fragment of the 

30 Borrelia burgdorferi fragments or contigs or a protein encoded by one of the ORFs of the present 
invention, if it shares significant homology to one of the fragments of the Borrelia burgdorferi 
genome of the present invention or a protein encoded by one of the ORFs of the present 
invention. Specifically, by using the sequence disclosed herein as a probe or as primers, and 
techniques such as PCR cloning and colony /plaque hybridization, one skilled in the art can obtain 

35 homologs. 

As used herein, two nucleic acid molecules or proteins are said to "share significant 
homology" if the two contain regions which possess greater than 85% sequence (amino acid or 
, nucleic acid) homology. Preferred homologs in this regard are those with more than 90% 
homology. Especially preferred are those with 95% or more homology. Among especially 



preferred homologs those with 96, 97%, 98%, 99% or more homology are particularly 
preferred. The most preferred homologs among these are those with 99.9% homology or more. 
It will be understood that, among measures of homology, identity is particularly preferred in this 
regard. 

Region specific primers or probes derived from the nucleotide sequence provided in SEQ 
ID NOS: 1-155 or from a nucleotide sequence at least 95%, particularly at least 96%, 97%, 98% 
or 99%. especially at least 99.5% identical to a sequence of SEQ ID NOS: 1-155 can be used to 
prime DNA synthesis and PCR amplification, as well as to identify colonies containing cloned 
DNA encoding a homolog. Methods suitable to this aspect of the present invention are well 
known and have been described in great detail in many publications such as, for example, Innis 
et al. PCR Protocols; Academic Press, San Diego, CA (1990)). 

When using primers derived from SEQ ID NOS: 1-155 or from a nucleotide sequence 
having an aforementioned identity to a sequence of SEQ ID NOS: 1-155, one skilled in the art will 
recognize that by employing high stringency conditions (e.g., annealing at 50-60°C in 6X SSPC 
and 50% formamide, and washing at 50- 65°C in 0.5X SSPC) only sequences which are greater 
than 75% homologous to the primer will {?e amplified. By employing lower stringency 
conditions (e.g., hybridizing at 35-37°C in 5X SSPC and 40-45% formamide, and washing at 
42 C C in 0.5X SSPC). sequences which are greater than 40-50% homologous to the primer will 
also be amplified. 

When using DNA probes derived from SEQ ID NOS: 1-155, or from a nucleotide 
sequence having an aforementioned identity to a sequence of SEQ ID NOS: 1-155 , for 
colony/plaque hybridization, one skilled in the art will recognize that by. employing high 
stringency conditions (e.g., hybridizing at 50- 65°C in 5X SSPC and 50%? formamide, and 
washing at 50- 65°C in 0.5X SSPC), sequences having regions which are greater than 90% 
homologous to the probe can be obtained, and that by employing lower stringency conditions 
(e.g., hybridizing at 35-37°C in 5X SSPC and 40-45% formamide, and washing at 42°C in 0.5X 
SSPCj. sequences having regions which are greater than 35-45% homologous to the probe will 
be obtained. 

Any organism can be used as the source for homologs of the present invention so long as 
the organism naturally expresses such a protein or contains genes encoding the same. The most 
preferred organism for isolating homologs are bacteria which are closely related to Borrelia 
burgdorferi. 

ILLUSTRATIVE USES OF COMPOSITIONS OF THE INVENTION 

Each ORF of the ORF IDs provided in Tables 1,2,4 and 5 is identified with a function 
by homology to a known gene or polypeptide. As a result, one skilled in -the art can use the 
polypeptides of the present invention for commercial, therapeutic and industrial purposes 
consistent with the type of putative identification of the polypeptide. Such identifications permit 
one skilled in the an to use the Borrelia burgdorferi ORFs in a manner similar to the known type 
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of sequences for which the identification is made; for example, to ferment a particular sugar 
source or to produce a particular metabolite. A variety of reviews illustrative of this aspect of the 
. invention are available, including the following reviews on the industrial use of enzymes, for 
example, BIOCHEMICAL ENGINEERING AND BIOTECHNOLOGY HANDBOOK, 2nd 
5 Ed., MacMillan Publications, Ltd. NY (1991) and BIOCATALYSTS IN ORGANIC 

SYNTHESES, Tramper et ai, Eds., Elsevier Science Publishers, Amsterdam, The Netherlands 
(1985). A variety of exemplary uses that illustrate this and similar aspects of the present 
invention are discussed below. 

10 1. Biosynthetic Enzymes 

Open reading frames encoding proteins involved in mediating the catalytic reactions 
involved in intermediary and macromolecular metabolism, the biosynthesis of small molecules, 
cellular processes and other functions includes enzymes involved in the degradation of the 
intermediary products of metabolism, enzymes involved in central intermediary metabolism, 

15 . enzymes involved in respiration, both aerobic and anaerobic, enzymes involved in fermentation, 
enzymes involved in ATP proton motor force conversion, enzymes involved in broad regulatory 
function, enzymes involved in amino acid synthesis, enzymes involved in nucleotide synthesis, 
enzymes involved in cofactor and vitamin synthesis, can be used for industrial biosynthesis. 

The various metabolic pathways present in Borrelia burgdorferi can be identified based on 

20 absolute nutritional requirements as well as by examining the various enzymes identified in Table 
1-6 and SEQ ID NOS: 1-155. 

Of particular interest are polypeptides involved in the degradation of intermediary 
metabolites as well as non~macromolecular metabolism. Such enzymes include amylases, 
glucose oxidases, and catalase. 

25 Proteolytic enzymes are another class of commercially important enzymes. Proteolytic 

enzymes find use in a number of industrial processes including the processing of flax and other 
. vegetable fibers, in the extraction, clarification and depectirdzation of fruit juices, in the extraction 
of vegetables' oil and in the maceration of fruits and vegetables to give unicellular fruits. A 
detailed review of the proteolytic enzymes used in the food industry is provided in Rombouts et 

30 aL 7 Symbiosis 21:19 (1986) and Voragen et aL in Biocatalysts In Agricultural Biotechnology, 
Whitaker et aL 7 Eds., American Chemical Society Symposium Series 389:93 (1989) . 

The metabolism of sugars is an important aspect of the primary metabolism of Borrelia 
burgdorferi. Enzymes involved in the degradation of sugars, such as, particularly, glucose, 
galactose, fructose and xylose, can be used in industrial fermentation. Some of the important 

35 sugar transforming enzymes, from a commercial viewpoint, include sugar isomerases such as 
glucose isomerase. Other metabolic enzymes have found commercial use such as glucose 
oxidases which produces ketogulonic acid (KGA). KGA is an intermediate in the commercial 
production of ascorbic acid using the Reichstein's procedure, as described in Krueger et aL, 
Biotechnology 6(A) , Rhine et aL, Eds., Verlag Press, Weinheim, Germany (1984). 



29 

Glucose oxidase (GOD) is commercially available and has been used in purified form as 
well as in an immobilized form for the deoxygenation of beer. See, for instance, Hartmeir et ai, 
Biotechnology Letters 7:21 (1979). The most important application of GOD is the industrial 
scale fermentation of gluconic acid. Market for gluconic acids which are used in the detergent, 
5 textile, leather, photographic, pharmaceutical, food, feed and concrete industry, as described, for 
' example, in Bigelis et al , beginning on page 357 in GENE MANIPULATIONS AND FUNGI; 
Benett et al f Eds., Academic Press, New York (1985). In addition to industrial applications, 
GOD has found applications in medicine for quantitative determination of glucose in body fluids 
recently in biotechnology for analyzing syrups from starch and cellulose hydrosylates. This 
10 application is described in Owusu et aL, Biochem. et Biophysica. Acta. 872:83 (1986), for 
instance. 

The main sweetener used in the world today is sugar which comes from sugar beets and 
sugar cane. In the field of industrial enzymes, the glucose isomerase process shows the largest 
expansion in the market today. Initially, soluble enzymes were used and later immobilized 

15 enzymes were developed (Krue'ger et al, Biotechnology, The Textbook of Industrial 

Microbiology, Sinauer Associated Incorporated, Sunderland, Massachusetts (1990)). Today, the 
use of glucose- produced high fructose syrups is by far the largest industrial business using 
immobilized enzymes. A review of the industrial use of these enzymes is provided by 
Jorgensen, Starch 40:307 (1988). 

20 Proteinases, such as alkaline serine proteinases, are used as detergent additives and thus 

represent one of the largest volumes of microbial enzymes used in the industrial sector. Because 
of their industrial importance, there is a large body of published and unpublished information 
regarding the use of these enzymes in industrial processes. (See Faultman et al, Acid Proteases 
Structure Function and Biology, Tang, J., ed., Plenum Press, New York (1977) and Godfrey et 

25 al, Industrial Enzymes, MacMillan Publishers, Surrey, UK (1983) and Hepner et al, Report 
Industrial Enzymes by 1990, Hel Hepner & Associates, London (1986)). 

Another class of commercially usable proteins of the present invention are the microbial 
lipases, described by, for instance, Macrae et ai, Philosophical Transactions of the Chiral 
. Society of London 310:221 (1985) and Poserke, Journal of the American Oil Chemist Society 

30 61: 1758 (1984). A major use of lipases is in the fat and oil industry for the production of neutral 
glycerides using lipase catalyzed inter-esterification of readily available triglycerides. Application 
of lipases include the use as a detergent additive to facilitate the removal of fats from fabrics in the 
course of the washing procedures. 

The use of enzymes, and in particular microbial enzymes, as catalyst for key steps in the 

35 synthesis of complex organic molecules is gaining popularity at a great rate. One area of great 

interest is the preparation of chiral intermediates. Preparation of chiral intermediates is of interest 
to a wide range of synthetic chemists particularly those scientists involved with the preparation of 
new pharmaceuticals, agrochemicals, fragrances and flavors. (See.Davies et al, Recent 
Advances in the Generation of Chiral Intermediates Using Enzymes, CRC Press, Boca Raton, 



30 

Florida (1990)). The following reactions catalyzed by enzymes are of interest to organic 
chemists: hydrolysis of carboxylic acid esters, phosphate esters, amides and nitrites, 
esterification reactions, trans-esterification reactions, synthesis of amides, reduction of alkanones 
and oxoalkanates, oxidation of alcohols to carbonyl compounds, oxidation of sulfides to 
sulfoxides, and carbon bond forming reactions such as the aldol reaction. 

When considering the use of an enzyme encoded by one of the ORFs of the present 
invention for biotransformation and organic synthesis it is sometimes necessary to consider the 
respective advantages and disadvantages of using a microorganism as opposed to an isolated 
enzyme. Pros and cons of using a whole cell system on the one hand or an isolated partially 
purified enzyme on the other hand, has been described in detail by Bud et aL y Chemistry in 
Britain (1987), p. 127. 

Amino transferases, enzymes involved in the biosynthesis and metabolism of amino 
acids, are useful in the catalytic production of amino acids. The advantages of using microbial 
based enzyme systems is that the amino transferase enzymes catalyze the stereo- selective 
synthesis of only L-amino acids and generally possess uniformly high catalytic rates. A 
description of the use of amino transferases for amino acid production is provided by Roselle- 
David, Methods of Enzymology 136:479 (1987). 

Another category of useful proteins encoded by the ORFs of the present invention include 
enzymes involved in nucleic acid synthesis, repair, and recombination. 

2. Generation of Antibodies 

As described here, the proteins of the present invention, as well as homologs thereof, can 
be used in a variety of procedures and methods known in the art which are currently applied to 
other proteins. The proteins of the present invention can further be used to generate an antibody 
which selectively binds the protein. 

B. burgdorferi protein-specific antibodies for use in the present invention can be raised 
against the intact B. burgdorferi protein or an antigenic polypeptide fragment thereof, which may 
be presented together with a carrier protein, such as an albumin, to an animal system (such as 
rabbit or mouse) or, if it is long enough (at least about 25 amino acids), without a carrier. 

As used herein, the term "antibody" (Ab) or "monoclonal antibody" (Mab) is meant to 
include intact molecules, single chain whole antibodies, and antibody fragments. Antibody 
fragments of the present invention include Fab and F(ab')2 and other fragments including single- 
chain Fvs (scFv) and disulfide-linked Fvs (sdFv). Also included in the present invention are 
chimeric and humanized monoclonal antibodies and polyclonal antibodies specific for the 
polypeptides of the present invention. The antibodies of the present invention may be prepared 
by any of a variety of methods. For example, cells expressing a polypeptide of the present 
invention or an antigenic fragment thereof can be administered to an animal in order to induce the 
production of sera containing polyclonal antibodies. For example, a preparation of B. 
burgdorferi polypeptide or fragment thereof is prepared and purified to render it substantially free 
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of natural contaminants. Such a preparation is then introduced into an animal in order to produce 
polyclonal antisera of greater specific activity. 

In a preferred method, the antibodies of the present invention are monoclonal antibodies 
or binding fragments thereof. Such monoclonal antibodies can be prepared using hybridoma 
5 technology. See, e.g., Harlow et ah, ANTIBODIES: A LABORATORY MANUAL, (Cold 
Spring Harbor Laboratory Press, 2nd ed. 1988); Hammerling, et ah, in: MONOCLONAL 
ANTIBODIES AND T-CELL HYBRIDOMAS 563-68 1 (Elsevier, N.Y., 1981). Fab and 
F(ab')2 fragments may be produced by proteolytic cleavage, using enzymes such as papain (to 
produce Fab fragments) or pepsin (to produce F(ab')2 fragments). Alternatively, B. burgdorferi 
10 polypeptide-binding fragments, chimeric, and humanized antibodies can be produced through the 
application of recombinant DNA technology or through synthetic chemistry .using methods 
known in the art. 

Alternatively, additional antibodies capable of binding to the polypeptide antigen of the 
present invention may be produced in a tv/o-step procedure through the use of anti-idiotypic 

15 antibodies. Such a method makes use of the fact that antibodies are themselves antigens, and 
that, therefore, it is possible to obtain an antibody which binds to a second antibody. In 
accordance with this method, B. burgdorferi polypeptide-specific antibodies are used to 
immunize an animal, preferably a mouse. The splenocytes of such an animal are then used to 
produce hybridoma cells, and the hybridoma cells are screened to identify clones which produce 

20 an antibody whose ability to bind to the" B. burgdorferi polypeptide-specific antibody can be 
blocked by the B. burgdorferi polypeptide antigen. Such antibodies comprise anti-idiotypic 
antibodies to the B. burgdorferi polypeptide-specific antibody and can be used to immunize an 
animal to induce formation of further B. burgdorferi polypeptide-specific antibodies. 

Antibodies and fragements thereof of the present invention may be described by the 

25 portion of a polypeptide of the present invention recognized or specifically bound by the 
antibody. Antibody binding fragements of a polypeptide of the present invention may be 
described or specified in the same manner as for polypeptide fragements discussed above., i.e, 
by N-terminal and C-terminal positions or by size in contiguous amino acid residues. Any 
number of antibody binding fragments, of a polypeptide of the present invention, specified by N- 

30 terminal and C-terminal positions or by size in amino acid residues, as described above, may also 
be excluded from the present invention. Therefore, the present invention includes antibodies the 
specifically bind a particuarlly discribed frageirient of a polypeptide of the present invention and 
' allows for the exclusion of the same. 

Antibodies and fragements thereof of the present invention may also be described or specified in 

35 terms of their cross-reactivity. Antibodies and fragements that do not bind polypeptides of any 
other species of Borrelia other than B. burgdorferi are included in the present invention. 
Likewise, antibodies and fragements that bind only species of Borrelia, i.e. antibodies and 
fragements that do not bind bacteria from any genus other than Borrelia, are included in the 
present invention. 
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3. Epitope-Bearing Portions 

In another aspect, the invention provides peptides and polypeptides comprising 
epitope-bearing portions of the B. burgdorferi polypeptides of the present invention. These 
5 epitopes are immunogenic or antigenic epitopes of the polypeptides of the present invention. An 
"immunogenic epitope" is defined as a part of a protein that elicits an antibody response when the 
whole protein or polypeptide is the immunogen. These immunogenic epitopes are believed to be 
confined to a few loci on the molecule. On the other hand, a region of a protein molecule to 
which an antibody can bind is defined as an "antigenic determinant" or "antigenic epitope." The 

10 number of immunogenic epitopes of a protein generally is less than the number of antigenic 

epitopes. See, e.g., Geysen, et al. (1983) Proc. NatL Acad. Sci. USA 81:3998- 4002. Amino 
acid residues comprising anigenic epitopes may be determined by algorithms such as the the 
Jameson-Wolf analysis or similar algorithms or by in vivo testing for an antigenic response using 
the methods described herein or those known in the art. 

15 As to the selection of peptides or polypeptides bearing an antigenic epitope (i.e., that 

contain a region of a protein molecule to which an antibody can bind), 1 it is well known in that art 
that relatively short synthetic peptides that mimic part of a protein sequence are routinely capable 
of eliciting an antiserum that reacts with the partially mimicked protein. See, e.g., Sutcliffe, et 
al., (1983) Science 219:660-666. Peptides capable of eliciting protein-reactive sera are 

20 frequently represented in the primary sequence of a protein, can be characterized by a set of 
simple chemical rules, and are confined neither to immunodominant regions of intact proteins 
{i.e., immunogenic epitopes) nor to the amino or carboxyl terminals. Peptides that are extremely 
hydrophobic and those of six or fewer residues generally are ineffective at inducing antibodies 
that bind to the mimicked protein; longer, peptides, especially those containing proline residues, 

25 usually are effective. See, Sutcliffe, et al., supra, p. 661. For instance, 18 of 20 peptides 

designed according to these guidelines, containing 8-39 residues covering 75% of the sequence 
of the influenza virus hemagglutinin HA1 polypeptide chain, induced antibodies that reacted with 
the HA1 protein or intact virus; and 12/12 peptides from the MuLV polymerase and 18/18 from 
the rabies glycoprotein induced antibodies that precipitated the respective proteins. 

30 Antigenic epitope-bearing peptides and polypeptides of the invention are therefore useful 

to raise antibodies, including monoclonal antibodies, that bind specifically to a polypeptide of the 
invention. Thus, a high proportion of hybridomas obtained by fusion of spleen cells from 
donors immunized with an antigen epitope-bearing peptide generally secrete antibody reactive 
with the native protein. See Sutcliffe, et al, supra, p. 663. The antibodies raised by antigenic 

35 epitope-bearing peptides or polypeptides are useful to detect the mimicked protein, and antibodies 
to different peptides may be used for tracking the fate of various regions of a protein precursor 
which undergoes post-translational processing. The peptides and anti-pep tide antibodies may be 
used in a variety of qualitative or quantitative assays for the mimicked protein, for instance in 
competition assays since it has been shown that even short peptides (e.g., about 9 amino acids) 
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can bind and displace the larger peptides in immunoprecipitation assays. See, e.g., Wilson, et 
al., (1984) Cell 37:767-778. The anti-peptide antibodies of the invention also are useful for 
purification of the mimicked protein, for instance, by adsorption chromatography using methods 
known in the art. 

5 Antigenic epitope-bearing peptides and polypeptides of the invention designed according 

to the above guidelines preferably contain a sequence of at least seven, more preferably at least 
nine and most preferably between about 10 to about 50 amino acids (i.e. any integer between 7 
and 50) contained within the amino acid sequence of a polypeptide of the invention. However, 
peptides or polypeptides comprising a larger portion of an amino acid sequence of a polypeptide 
10 of the invention, containing about 50 to about 100 amino acids, or any length up to and including 
the entire amino acid sequence of a polypeptide of the invention, also are considered 
epitope-bearing peptides or polypeptides of the invention and also are useful for inducing 
antibodies that react with the mimicked protein. Preferably, the amino acid sequence of the 
epitope-bearing peptide is selected to provide substantial solubility in aqueous solvents (i.e., the 

15 sequence includes relatively hydrophilic residues and highly hydrophobic sequences are 
preferably avoided); and sequences containing proline residues are particularly preferred. 

The epitope-bearing peptides and polypeptides of the present invention may be produced 
by any conventional means for making peptides or polypeptides including recombinant means 
using nucleic acid molecules of the invention. For instance, an epitope-bearing amino acid 

20 . sequence of the present invention may be fused to a larger polypeptide which acts as a carrier, 
during recombinant production and purification, as well as during immunization to produce 
anti-peptide antibodies. Epitope-bearing peptides also may be synthesized using known methods 
of chemical synthesis. For instance, Houghten has described a simple method for synthesis of 
large numbers of peptides, such as 10-20 mg of 248 different 13 residue peptides representing 

25 single amino acid variants of a segment of the HA1 polypeptide which were prepared and 

characterized (by ELIS A-type binding studies) in less than four weeks (Houghten, R. A. Proc. 
Natl. Acad. Sci. USA 82:5131-5135 (1985)). This "Simultaneous Multiple Peptide Synthesis 
(SMPS)" process is further described in U.S. Patent No. 4,63 1,21 1 to Houghten and coworkers 
(1986). In this procedure the individual resins for the solid-phase synthesis of various peptides 

30 are contained in separate solvent-permeable packets, enabling the optimal use of the many 
identical repetitive steps involved in solid-phase methods. A completely manual procedure 
allows 500-1000 or more syntheses to be conducted simultaneously (Houghten et al. (1985) 
Proc. Natl. Acad. Sci. 82:5131-5135 at 5134. 

Epitope-bearing peptides and polypeptides of the invention are used to induce antibodies 

35 according to methods well known in the art. See, e.g., Sutcliffe, et al., sup ray, Wilson, et al., 
supray and Bittle, et al. (1985) J. Gen. Virol. 66:2347-2354. Generally, animals may be 
immunized with free peptide; however, anti-peptide antibody titer may.be boosted by coupling of 
the peptide to a macromolecular carrier, such as keyhole limpet hemacyanin (KLH) or tetanus 
toxoid. For instance, peptides containing cysteine may be coupled to carrier using a linker such 
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as m-maleimidobenzoyl-N-hydroxysuccinimide ester (MBS), while other peptides may be 
coupled to carrier using a more general linking agent such as glutaraldehyde. Animals such as 
rabbits, rats and mice are immunized with either free or carrier-coupled peptides, for instance, by 
intraperitoneal and/or intradermal injection of emulsions containing about 100 fig peptide or 
5 carrier protein and Freund's adjuvant. Several booster injections may be needed, for instance, at 
intervals of about two weeks, to provide a useful titer of anti-peptide antibody which can be 
detected, for example, by ELISA assay using free peptide adsorbed to a solid surface. The titer 
of anti-peptide antibodies in serum from an immunized animal may be increased by selection of 
anti-peptide antibodies, for instance, by adsorption to the peptide on a solid support and elution 

10 of the selected antibodies according to methods well known in the art. 

Immunogenic epitope-bearing peptides of the invention, i.e., those parts of a protein that 
elicit an antibody response when the whole protein is the immunogen, are identified according to 
methods known in the art. For instance, Geysen, et ai, supra, discloses a procedure for rapid 
concurrent synthesis on solid supports of hundreds of peptides of sufficient purity to react in an 

15 < ELISA. Interaction of synthesized peptides with antibodies is then easily detected without 

removing them from the support. In this manner a peptide bearing an immunogenic epitope of a 
desired protein may be identified routinely by one of ordinary skill in the art. For instance, the 
immunologically important epitope in the coat protein of foot-and-mouth disease virus was 
located by Geysen et al. supra with a resolution of seven amino acids by synthesis of an 

20 overlapping set of all 208 possible hexapeptides covering the entire 213 amino acid sequence of 
the protein. Then, a complete replacement set of peptides in which all 20 amino acids were 
substituted in turn at every position within the epitope were synthesized, and the particular amino 
acids conferring specificity for the reaction with antibody were determined. Thus, peptide 
analogs of the epitope-bearing peptides of the invention can be made routinely by this method. 

25 U.S. Patent No. 4,708,781 to Geysen (1987) further describes this method of identifying a 
peptide bearing an immunogenic epitope of a desired protein. 

Further still, U.S. Patent No. 5,194,392, to Geysen (1990), describes a general method 
of detecting or determining the sequence of monomers (amino acids or other compounds) which 
is a topological equivalent of the epitope {i.e., a "mimotope") which is complementary to a 

30 particular paratope (antigen binding site) of an antibody of interest. More generally, U.S. Patent 
No. 4,433,092, also to Geysen (1989), describes a method of detecting or determining a 
sequence of monomers which is a topographical equivalent of a ligand which is complementary 
to. the ligand binding site of a particular receptor of interest. Similarly, U.S. Patent No. 
5,480,971 to Houghten, R. A. et al (1996) discloses linear C r C 7 -alkyl peralkylated - 

35 oligopeptides and sets and libraries of such peptides, as well as methods for using such 

oligopeptide sets and libraries for determining the sequence of a peralkylated oligopeptide that 
preferentially binds to an acceptor molecule of interest. Thus, non-peptide analogs of the 
epitope-bearing peptides of the invention also can be made routinely by these methods. The 
entire disclosure of each document cited in this section on "Polypeptides and Fragments" is ' 
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hereby incorporated 'herein by reference. 

As one of skill in the art will appreciate, the polypeptides of the present invention and the 
epitope-bearing fragments thereof described above can be combined with parts of the constant 
domain of immunoglobulins (IgG), resulting in chimeric polypeptides. These fusion proteins 
5 facilitate purification and show an increased half-life in vivo. This has been shown, e.g., for 
chimeric proteins consisting of the first two domains of the human CD4-polypeptide and various 
domains of the constant regions of the heavy or light chains of mammalian immunoglobulins. 
(EPA 0,394,827; Traunecker et al. (1988) Nature 331:84-86. Fusion proteins that have a 
disulfide-linked dimeric structure due to the IgG part can also be more efficient in binding and 
10 neutralizing other molecules than a monomelic B. burgdorferi polypeptide or fragment thereof 
alone. See Fountoulakis et al. (1995) J. Biochem. 270:3958-3964. Nucleic acids encoding the 
above epitopes of B. burgdorferi polypeptides can also be recombined with a gene of interest as 
an epitope tag to aid in detection and purification of the expressed polypeptide. 

15 4. Diagnostic Assays and Kits 

The present invention further relates to methods for assaying Borrelia infection in an 
animal by detecting the expression of genes encoding Borrelia polypeptides of the present 
invention. The methods comprise analyzing tissue or body fluid from the animal for 
itorr^/za-specific antibodies, nucleic acids, or proteins. Analysis of nucleic acid specific to 

20 Borrelia is assayed by PCR or hybridization techniques using nucleic acid sequences of the 
present invention as either hybridization probes or primers. See, e.g., Sambrook et al. 
Molecular cloning: A Laboratory Manual (Cold Spring Harbor Laboratory Press, 2nd ed., 1989, 
page 54 reference); Eremeeva et al. (1994) J. Clin. Microbiol. 32:803-810 (describing 
differentiation among spotted fever group Rickettsiae species by analysis of restriction fragment 

25 length polymorphism of PCR-amplified DNA) and Chen et al. 1994 J. Clin. Microbiol. 32:589- 
595 (detecting B burgdorferi nucleic acids via PCR). 

Where diagnosis of a disease state related to infection with Borrelia has already been 
made, the present invention is useful for monitoring progression or regression of the disease state 
whereby patients exhibiting enhanced Borrelia gene expression will experience a worse clinical 

30 outcome relative to patients expressing these gene(s) at a lower level. 

By "biological sample" is intended any biological sample obtained from an animal, cell 
line, tissue culture, or other source which contains Borrelia polypeptide, mRNA, or DNA. 
Biological samples include body fluids (such as saliva, blood, plasma, urine, mucus, synovial 
fluid, etc.) tissues (such as muscle, skin, and cartilage) and any other biological source suspected 

35 of containing Borrelia polypeptides o% nucleic acids. Methods for obtaining biological samples 
such as tissue are well known in the art. 

The present invention is useful for detecting diseases related to Borrelia infections in 
animals. Preferred animals include monkeys, apes, cats, dogs, birds, cows, pigs, mice, horses, 
rabbits and humans. Particularly preferred. are humans. 
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Total RNA can be isolated from a biological sample using any suitable technique such as 
the single-step guanidinium-thiocyanate-phenol-clxloroform method described in Chomczynski et 
al. (1987) Anal. Biochem. 162: 156-159. mRNA encoding Borrelia polypeptides having 
sufficient homology to the nucleic acid sequences identified in SEQ ID NOS: 1-155 to allow for 
5 hybridization between complementary sequences are then assayed using any appropriate method. 
These include Northern blot analysis, SI nuclease mapping, the polymerase chain reaction 
(PCR), reverse transcription in combination with the polymerase chain reaction (RT-PCR), and 
reverse transcription in combination with the ligase chain reaction (RT-LCR). 

Northern blot analysis can be performed as described in Harada et al. (1990) Cell 

10 63:303-3 12. Briefly, total RNA is prepared from a biological sample as described above. For 
the Northern blot, the RNA is denatured in an appropriate buffer (such as glyoxal/dimethyl 
sulfoxide/sodium phosphate buffer), subjected to agarose gel electrophoresis, and transferred 
onto a nitrocellulose filter. After the RNAs have been linked to the filter by a UV linker, the filter 
is prehybndized in a solution containing formamide, SSC, Denhardt's solution, denatured 

15 salmon sperm, SDS, and sodium phosphate buffer. A B. burgdorferi polynucleotide sequence 
shown in SEQ ID NOS: 1-155 labeled according to any appropriate method (such as the 
32 P-multiprimed DNA labeling system (Amersham)) is used as probe. After hybridization 
overnight, the filter is washed and exposed to x-ray film. DNA for use as probe according to the 
present invention is described in the sections above and will preferably at least 15 nucleotides in 

20 length. 

S 1 mapping can be performed as described in Fujita et al. (1987) Cell 49:357-367. To 
prepare probe DNA for use in S 1 mapping, the sense strand of an above-described B. 
burgdorferi DNA sequence of the present invention is used as a template to synthesize labeled 
antisense DNA. The antisense DNA can then be digested using an appropriate restriction 

25 endonuclease to generate further DNA probes of a desired length. Such antisense probes are 

useful for visualizing protected bands corresponding to the target mRNA (i.e., mRNA encoding 
Borrelia polypeptides). 

Levels of mRNA encoding Borrelia polypeptides are assayed, for e.g., using the 
RT-PCR method described in Makino et al. (1990) Technique 2:295-301. By this method, the 

30 radioactivities of the "amplicons" in the poly aery lamide gel bands are linearly related to the initial ^ 
concentration of the target mRNA. Briefly, this method involves adding total RNA isolated from 
. a biological sample in a reaction mixture containing a RT primer and appropriate buffer. After 
incubating for primer annealing, the mixture can be supplemented with a RT buffer, dNTPs, 
DTT, RNase inhibitor and reverse transcriptase. After incubation to achieve reverse transcription 

35 of the RNA, the RT products are then subject to PCR using labeled primers. Alternatively, rather 
than labeling the primers, a labeled dNTP can be included in the PCR reaction mixture. PCR 
amplification can be performed in a DNA thermal cycler according to conventional techniques. 
After a suitable number of rounds to achieve amplification, the PCR reaction mixture is 
electrophoresed on a polyacrylamide gel. After drying the gel, the radioactivity of the appropriate 
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bands (corresponding to the mRNA encoding the Borrelia polypeptides of the present invention) 
are quantified using an imaging analyzer. RT and PCR reaction ingredients and conditions, 
reagent and gel concentrations, and labeling methods are well known in the art. Variations on the 
RT-PCR method will be apparent to the skilled artisan. Other PCR methods that can detect the 
nucleic acid of the present invention can be found in PCR PRIMER: A LABORATORY 
MANUAL (C.W. Dieffenbach et al. eds., Cold Spring Harbor Lab Press, 1995). 

The polynucleotides of the present invention, including both DNA and RNA, may be 
used to detect polynucleotides of the present invention or Borrelia species including B. 
burgdorferi using bio chip technology. The present invention includes both high density chip 
arrays (>1000 oligonucleotides per cm 2 ) and low density chip arrays (<1000 oligonucleotides per 
cm 2 ). Bio chips comprising arrays of polynucleotides of the present invention may be used to 
detect Borrelia species, including 5. burgdorferi, in biological and environmental samples and to 
diagnose an animal, including humans, with an B. burgdorferi or other Borrelia infection. The 
bio chips of the present invention may comprise polynucleotide sequences of other pathogens ' 
including bacteria, viral, parasitic, and fungal polynucleotide sequences, in addition to the 
polynucleotide sequences of the present invention, for use in rapid diffenertial pathogenic 
detection and diagnosis. The bio chips can also be used to monitor an B. burgdorferi or other 
Borrelia infections and to monitor the genetic changes (deletions, insertions, mismatches, etc.) in 
response to drug therapy in the clinic and drug development in the laboratory. The bio chip 
technology comprising arrays of polynucleotides of the present invention may also be used to 
simultaneously monitor the expression of a multiplicity of genes, including those of the present 
invention. The polynucleotides used to comprise a selected array may be specified in the same 
manner as for the fragements, i.e, by their 5' and 3' positions or length in contigious base pairs 
and include from. Methods and particular uses of the polynucleotides of the present invention to 
detect Borrelia species, including B. burgdorferi, using bio chip technology include those known 
in the art and those of: U.S. Patent Nos. 5510270, 5545531, 5445934, 5677195, 5532128, 
5556752, 5527681, 5451683, 5424186, 5607646, 5658732 and World Patent Nos. 
WO/9710365, WO/951 1995, WO/9743447, WO/9535505, each incorporated herein in their 
entireties. , 

Biosensors using the polynucleotides of the present invention may also be used to detect, 
diagnose, and monitor 5. burgdorferi or other Borrelia species and infections thereof. 
Biosensors using the polynucleotides of the present invention may also be used to detect 
particular polynucleotides of the present invention. Biosensors using the polynucleotides of the 
present invention may also be used to monitor the genetic changes (deletions, insertions, 
mismatches, etc.) in response to drug therapy in the clinic and drug development in the 
laboratory. Methods and particular uses of the polynucleotides of the present invention to detect 
Borrelia species, including B. burgdorferi, using biosenors include those known in the art and 
those of: U.S. Patent Nos 5721 102, 5658732, 563 1 170, and World Patent Nos. WO97/3501 1, 
WO/9720203, each incorporated herein in their entireties. - 
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Thus, the present invention includes both bio chips and biosensors comprising 
polynucleotides of the present invention and methods of their use. 

Assaying Borrelia polypeptide levels in a biological sample can occur using any 
art-known method, such as antibody-based techniques. For example, Borrelia polypeptide 
5 expression in tissues can be studied with classical immunohistological methods. In these, the 
specific recognition is provided by the primary antibody (polyclonal or monoclonal) but the 
secondary detection system can utilize fluorescent, enzyme, or other conjugated secondary 
antibodies. As a result, an immunohistological staining of tissue section for pathological 
examination is obtained. Tissues can also be extracted, e.g., with urea and neutral detergent, for 

10 the liberation of Borrelia polypeptides for Western-blot or dot/slot assay. See, e.g., Jalkanen, 
M. et al. (1985) J. Cell. Biol. 101:976-985; Jalkanen, M. et al. (1987) J. Cell . Biol. 
105:3087-3096. In this technique, which is based on the use of cationic solid phases, 
quantitation of a Borrelia polypeptide can be accomplished using an isolated Borrelia polypeptide 
as a standard. This technique can also be applied to body fluids. 

15 Other antibody -based methods useful for detecting Borrelia polypeptide gene expression 

include immunoassays, such as the ELISA and the radioimmunoassay (RIA). For example, a 
Borrelia polypepti de-specific monoclonal antibodies can be used both- as an immunoabsorbent 
and as an enzyme-labeled probe to detect and quantify a Borrelia polypeptide. The amount of a 
Borrelia polypeptide present in the sample can be calculated by reference to the amount present in 

20 a standard preparation using a linear regression computer algorithm. Such an ELISA is described 
in Iacobelli et al. (1988) Breast Cancer Research and Treatment 1 1: 19-30. In another ELISA 
assay, two distinct specific monoclonal antibodies can be used to detect Borrelia polypeptides in a 
body fluid. In this assay, one of the antibodies is used as the immunoabsorbent and the other as 
the enzyme-labeled probe. 

25 The above techniques may be conducted essentially as a "one-step" or "two-step" assay. 

The "one-step" assay involves contacting the Borrelia polypeptide with immobilized antibody 
and, without washing, contacting the mixture with the labeled antibody. The "two-step" assay 
involves washing before contacting the mixture with the labeled antibody. Other conventional 
methods may also be employed as suitable. It is usually desirable to immobilize one component 

30 of the assay system on a support, thereby allowing other components of the system to be brought 
into contact with the component and readily removed from the sample. Variations of the above 
and other immunological methods included in the present invention can also be found in Harlow 
et al., ANTIBODIES: A LABORATORY MANUAL, (Cold Spring Harbor Laboratory Press, 
2nd ed. 1988). 

35 Suitable enzyme labels include, for example, those from the oxidase group, which 

catalyze the production of hydrogen peroxide by reacting with substrate. Glucose oxidase is 
particularly preferred as it has good stability and its substrate (glucose) is readily available. 
Activity of an oxidase label may be assayed by measuring the concentration of hydrogen peroxide 
formed by the enzyme-labeled antibody/substrate reaction. Besides enzymes, other suitable 
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labels include radioisotopes, such as iodine ( 125 I, 121 I), carbon ( I4 C), sulphur ( 35 S), tritium ( 3 H), 
indium ( 1I2 In), and technetium ( 99m Tc), and fluorescent labels, such as fluorescein and 
rhodamine, and bio tin. 

Further suitable labels for the Borrelia polypeptide-specific antibodies of the present 
5 invention are provided below. Examples of suitable enzyme labels include malate 

dehydrogenase, Borrelia nuclease, delta-5-steroid isomerase, yeast-alcohol dehydrogenase, 
alpha-glycerol phosphate dehydrogenase, triose phosphate isomerase, peroxidase, alkaline 
phosphatase, asparaginase, glucose oxidase, beta-galactosidase, nbonuclease, urease, cataiase, 
glucose-6-phosphate dehydrogenase, glucoamylase, and acetylcholine esterase. 

10 Examples of suitable radioisotopic labels include 3 H, M1 In, 125 I, I3I I, 32 P, 35 S, 14 C, 51 Cr, 

57 To, 58 Co, 59 Fe, 75 Se, 152 Eu, 90 Y, 67 Cu, 217 Ci, 21 'At, 2I2 Pb, 47 Sc, 109 Pd, etc. 11 'In is a preferred 
isotope where in vivo imaging is used since its avoids the problem of dehalogenation of the 125 I 
or 13l I-labeled monoclonal antibody by the liver. In addition, this radionucleotide has a more 
favorable gamma emission energy for imaging. See, e.g., Perkins et al. (1985) Eur. I. Nucl. 

15 Med. 10:296-301; Carasquillo et al. (1987) J. Nucl. Med. 28:281-287. For example, lu In 

coupled to monoclonal-antibodies with l-(P-isothiocyanatobenzyl)-DPTA has shown little uptake 
in non- tumors tissues, particularly the liver, and therefore enhances specificity of tumor 
localization. See, Esteban et al. (1987) J. Nucl. Med. 28:861-870. 

Examples of suitable non-radioactive isotopic labels include I57 Gd, 55 Mn, I62 Dy, 52 Tr, 

20 and 56 Fe. 

Examples of suitable fluorescent labels include an 152 Eu label, a fluorescein label, an 
isothiocyanate label, a rhodamine label, a phycoerythrin label, a phycocyanin label, an 
allophycocyanin label, an o-phthaldehyde label, and a fluorescamine label. 

Examples of suitable toxin labels include, Pseudomonas toxin, diphtheria toxin, ricin, 
25 and cholera toxin. 

Examples of chemiluminescent labels include a luminal label, an isoluminal label, an 
aromatic acridinium ester label, an imidazole label, an acridinium salt label, an oxalate ester label, 
a luciferin label, a luciferase label, and an aequorin label. 

Examples of nuclear magnetic resonance contrasting agents include heavy metal nuclei 
30 such as Gd, Mn, and iron. 

Typical techniques for binding the above-described labels to antibodies are provided by 
Kennedy et al. (1976) Clin. Chim. Acta 70:1-31, and Schurs et al. (1977) Clin. Chim. Acta 
81:1-40. Coupling techniques mentioned in the latter are the glutaraldehyde method, the 
periodate method, the dimaleimide method, the m-maleirnidobenzyl-N-hydroxy-succinimide ester 
35 method, all of which methods are incorporated by reference herein. 

In a related aspect, the invention includes a diagnostic kit for use in screening serum 
containing antibodies specific against B. burgdorferi infection. Such a kit may include an 
isolated B. burgdorferi antigen comprising an epitope which is specifically immunoreactive with 
at least one anti-5. burgdorferi antibody. Such a kit also includes means for detecting the 
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binding of said antibody to the antigen. In specific embodiments, the kit may include a 
recombinantly produced or chemically synthesized peptide or polypeptide antigen. The peptide 
or polypeptide antigen may be attached to a solid support. 

In a more specific embodiment, the detecting means of the above -described kit includes a 
5 solid support to which said peptide or polypeptide antigen is attached. Such a kit may also 

include a non-attached reporter-labeled anti-human antibody. In this embodiment, binding of the 
antibody to the B. burgdorferi antigen can be detected by binding of the reporter labeled antibody 
to the anti-5. burgdorferi polypeptide antibody. 

In a related aspect, the invention includes a method of detecting B. burgdorferi infection 

10 in a subject. This detection method includes reacting a body fluid, preferably serum, from the 
subject with an isolated B. burgdorferi antigen, and examining the antigen for the presence of 
bound antibody. In a specific embodiment, the method includes a polypeptide antigen attached to 
a solid support, and serum is reacted with the support. Subsequentiy, the support is reacted with 
a reporter-labeled anti-human antibody. The support is then examined for the presence of 

15 reporter-labeled antibody. 

The solid surface reagent employed in the above assays and kits is prepared by known 
.techniques for attaching protein material to solid support material, such as polymeric beads, dip 
sticks, 96-well plates or filter material. These attachment methods generally include non-specific 
adsorption of the protein to the support or covalent attachment of the protein , typically through a 

20 free amine group, to a chemically reactive group on the solid support, such as an activated 

carboxyl, hydroxyl, or aldehyde group. Alternatively, streptavidin coated plates can be used in 
conjunction with biotinylated antigen(s). 

The polypeptides and antibodies of the present invention, including fragments thereof, 
may be used to detect Borrelia species including B, burgdorferi using bio chip and biosensor 

25 technology. Bio chip and biosensors of the present invention may comprise the polypeptides of 
the present invention to detect antibodies, which specifically recognize Borrelia species, including 
B. burgdorferi. Bio chip and biosensors of the present invention may also comprise antibodies 
which specifically recognize the polypeptides of the present invention to detect Borrelia species, 
including B. burgdorferi or specific polypeptides of the present invention. Bio chips or 
.30- biosensors comprising polypeptides or antibodies of the present invention may be used to detect 
Borrelia species, including B. burgdorferi^ in biological and environmental samples and to 
diagnose an animal, including humans, with an B. burgdorferi or other Borrelia infection. Thus, 
the present invention includes both bio chips and biosensors comprising polypeptides or 
antibodies of the present invention and methods of their use. 

35 The bio chips of the present invention may further comprise polypeptide sequences of 

other pathogens including bacteria, viral, parasitic, and fungal polypeptide sequences, in addition 
to the polypeptide sequences of the present invention, for use in rapid diffenertial pathogenic 
detection and diagnosis. The bio chips of the present invention may further comprise antibodies 
or fragements thereof specific for other pathogens including bacteria, viral, parasitic, and fungal 
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polypeptide sequences, in addition to the antibodies or fragements thereof of the present 
invention, for use in rapid diffenertiai pathogenic detection and diagnosis. The bio chips and 
biosensors of the present invention may also be used to monitor an B. burgdorferi or other 
Borrelia infection and to monitor the genetic changes (amio acid deletions, insertions, 
5 substitutions, etc.) in response to drug therapy in the clinic and drug development in the 

laboratory. The bio chip and biosensors comprising polypeptides or antibodies of the present 
invention may also be used to simultaneously monitor the expression of a multiplicity of 
polypeptides, including those of the present invention. The polypeptides used to comprise a bio 
chip or biosensor of the present invention may be specified in the same manner as for the 

10 fragements, i.e, by their N-terminal and C- terminal positions or length in contigious amino acid 
residue. Methods and particular uses of the polypeptides and antibodies of the present invention 
to detect Borrelia species, including B. burgdorferi, or specific polypeptides using bio chip and 
biosensor technology include those known in the art, those of the U.S. Patent Nos. and World 
Patent Nos. listed above for bio chips and biosensors using polynucleotides of the present 

15 invention, and those of: U.S. Patent Nos. 5658732, 5135852, 5567301, 5677196, 5690894 
and World Patent Nos. W09729366, W096 12957, each incorporated herein in their entireties. 

5. Screening Assay for Binding Agents 

Using the isolated proteins of the present invention, the present invention further provides 
20 methods of obtaining and identifying agents which bind to a protein encoded by one of the ORFs 
. of the present invention or to one of the fragments and the Borrelia burgdorferi fragment and 
contigs herein described. 

In general, such methods comprise steps of: 

(a) contacting an agent with an isolated protein encoded by one of the ORFs of the 
25 present invention, or an isolated fragment of the Borrelia burgdorferi genome; and 

(b) determining whether the agent binds to said protein or said fragment. 
The agents screened in the above assay can be, but are not limited to, peptides, 

carbohydrates, vitamin derivatives, or other pharmaceutical agents. The agents can be selected 
and screened at random or rationally selected or designed using protein modeling techniques. 

30 For random screening, agents such as peptides, carbohydrates, pharmaceutical agents and 

the like are selected at random and are assayed for their ability to bind to the protein encoded by 
the ORF of the present invention. 

Alternatively, agents may be rationally selected or designed. As used herein, an agent is 
said to be "rationally selected or designed" when the agent is chosen based on the configuration 

35 of the particular protein. For example, one skilled in the art can readily adapt currently available 
procedures to generate peptides, pharmaceutical agents and the like capable of binding to a 
specific peptide sequence in order to generate rationally designed antipeptide peptides, for 
example see Hurby et ah, "Application of Synthetic Peptides: Antisense Peptides," in Synthetic 



Peptides, A User's Guide, W. H. Freeman, NY (1992), pp. 289-307, and Kaspczak et aL 7 
Biochemistry 28:9230-8 (1989), or pharmaceutical agents, or the like. 

In addition to the foregoing, one class of agents of the present invention, as broadly 
described, can be used to control gene expression through binding to one of the ORFs or EMFs 
of the present invention. As described above, such agents can be randomly screened or rationally 
designed/selected. Targeting the ORF or EMF allows a skilled artisan to design sequence 
specific or element specific agents, modulating the expression of either a single ORF or multiple 
ORFs which rely on the same EMF for expression control. 

One class of DNA binding agents are agents which contain base residues which hybridize 
or form a triple helix by binding to DNA or RNA. Such agents can be based on the classic 
phosphodiester, ribonucleic acid backbone, or can be a variety of sulfhydryl or polymeric 
derivatives which have base attachment capacity. 

Agents suitable for use in these methods usually contain 20 to 40 bases and are designed 
to be complementary to a region of the gene involved in transcription (triple helix - see Lee et aL, 
NucL Acids Res. (5:3073 (1979); Cooney et al 9 Science 241:456 (1988); and Dervan et at., 
Science 251: 1360 (1991)) or to the mRNA itself (antisense - Okano, J. Neurochem. 56:560 
(1991); Oligodeoxynucleotides as Antisense Inhibitors of Gene Expression, CRC Press, Boca 
Raton, FL (1988)). Triple helix- formation optimally results in a shut-off of RNA transcription 
from DNA, while antisense RNA hybridization blocks translation of an mRNA molecule into 
polypeptide. Both techniques have been demonstrated to be effective in model systems. 
Information contained in the sequences of the present invention can be used to design antisense 
and triple helix-forming oligonucleotides, and other DNA binding agents. 

6. Pharmaceutical Compositions and Vaccines 

The present invention further provides pharmaceutical agents which can be used to 
modulate the growth or pathogenicity of Borrelia burgdorferi, or another related organism, in 
vivo or in vitro. As used herein, a "pharmaceutical agent" is defined as a composition of matter 
which can be formulated using known techniques to provide a pharmaceutical compositions. As 
used herein, the "pharmaceutical agents of the present invention" refers the pharmaceutical agents 
which are derived from the proteins encoded by the ORFs of the present invention or are agents 
which are identified using the herein described assays. 

As used herein, a pharmaceutical agent is said to "modulate the growth pathogenicity of 
Borrelia burgdorferi or a related organism, in vivo 1 or in vitro" when the agent reduces the rate of 
growth, rate of division, or viability of the organism in question. The pharmaceutical agents of 
the present invention can modulate the growth or pathogenicity of an organism in many fashions, 
although an understanding of the underlying mechanism of action is not needed to practice the 
use of the pharmaceutical agents of the present invention. Some agents will modulate the growth 
by binding to an important protein thus blocking the biological activity of the protein, while other 
agents may bind to a component of the outer surface of the organism blocking attachment or 
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rendering the organism more prone to act the bodies nature immune system. Alternatively, the 
agent may comprise a protein encoded by one of the ORFs of the present invention and serve as a 
vaccine. The development and use of a vaccine based on outer membrane components are well 
known in the art. 

5 As used herein, a "related organism" is a broad term which refers to any organism whose 

growth can be modulated by one of the pharmaceutical agents of the present invention. In 
general, such an organism will contain a homolog of the protein which is the target of the 
pharmaceutical agent or the protein used as a vaccine. As such, related organisms do not need to 
be bacterial but may be fungal or viral pathogens. 
10 The pharmaceutical agents and compositions of the present invention may be administered 

in a convenient manner, such as by the oral, topical, intravenous, intraperitoneal, intramuscular, 
subcutaneous, intranasal or intradermal routes. The pharmaceutical compositions are 
administered in an amount which is effective for treating and/or prophylaxis of the specific 
indication. In general, they are administered in an amount of at least about 1 nig/kg body weight 
15 and in most cases they will be administered in an amount not in excess of about 1 g/kg body 
weight per day. In most cases, the dosage is from about 0.1 mg/kg to about 10 g/kg body 
' weight daily, taking into account the routes of administration, symptoms, etc. 

The agents of the present invention can be used in native form or can be modified to form 
a chemical derivative. As used herein, a molecule is said to be a "chemical derivative" of another 
20 molecule when it contains additional chemical moieties not normally a part of the molecule. Such 
moieties may improve the molecule's solubility, absorption, biological half life, etc. The 
moieties may alternatively decrease the toxicity of the molecule, eliminate or attenuate any 
p undesirable side effect of the molecule, etc. Moieties capable of mediating such effects are 
disclosed in, among other sources, REMINGTON'S PHARMACEUTICAL SCIENCES (1980) 
,25 cited elsewhere herein. 

For example, such moieties may change an immunological character of the functional 
derivative, such as affinity for a given antibody. Such changes in immunomodulation activity are 
measured by the appropriate assay, such as a competitive type immunoassay. Modifications of 
such protein properties as redox or thermal stability, biological half-life, hydrophobicity, 
30 susceptibility to proteolytic degradation or the tendency to aggregate with carriers or into 

multimers also may be effected in this way and can be assayed by methods well known to the 
skilled artisan. 

The therapeutic effects of the agents of the present invention may be obtained by 
providing the agent to a patient by any suitable means (e.g., inhalation, intravenously, 
35 intramuscularly, subcutaneously, enterally, or parenterally). It is preferred to administer the 
agent of the present invention so as to achieve an effective concentration within the blood or 
tissue in which the growth of the organism is to be controlled. To achieve an effective blood 
concentration, the preferred method is io administer the agent by injection. The administration 
may be by continuous infusion, or by single or multiple injections. 
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In providing a patient with one of the agents of the present invention, the dosage of the 
administered agent will vary depending upon such factors as the patient's age, weight, height, 
sex, general medical condition, previous medical history, etc. In general, it is desirable to 
provide the recipient with a dosage of agent which is in the range of from about 1 pg/kg to 10, 
5 mg/kg (body weight of patient), although a lower or higher dosage may be administered. The 
therapeutically effective dose can be lowered by using combinations of the agents of the present 
invention or another agent. 

As used herein, two or more compounds or agents are said to be administered "in 
combination" with each other when either (1) the physiological effects of each compound, or (2) 
10 the serum concentrations of each compound can be measured at the same time. The composition 
of the present invention can be administered concurrently with, prior to, or following the 
administration of the other agent. 

The agents of the present invention are intended to be provided to recipient subjects in an 
amount sufficient to decrease the rate of growth (as defined above) of the target organism. 
15 The administration of the agent(s) of the invention may be for either a "prophylactic" or 

"therapeutic" purpose. When provided prophylactically, the agent(s) are provided in advance of 
i any symptoms indicative of the organisms growth. The prophylactic administration of the 
agent(s) serves to prevent, attenuate, or decrease the rate of onset of any subsequent infection. 
. When provided therapeutically, the agent(s) are provided at (or shortly after) the onset of an 
20 indication of infection. The therapeutic administration of the compound(s) serves to attenuate the 
pathological symptoms of the infection and to increase the rate of recovery. 

The agents of the present invention are administered to a subject, such as a mammal, or a 
patient, in a pharmaceutically acceptable form and in a therapeutically effective concentration. A 
composition is said to be "pharmacologically acceptable" if its administration can be tolerated by a 
25 recipient patient. Such an agent is said to be administered in a "therapeutically effective amount" 
if the amount administered is physiologically significant. An agent is physiologically significant 
if its presence results in a detectable change in the physiology of a recipient patient. 

The agents of the present invention can be formulated according to known methods to 
prepare pharmaceutically useful compositions, whereby these materials, or their functional 
30 derivatives, are combined in a mixture with a pharmaceutically acceptable carrier vehicle. 

Suitable vehicles and their formulation, inclusive of other human proteins, e.g., human serum 
albumin, are described, for example, in REMINGTON'S PHARMACEUTICAL SCIENCES,- 
16th Ed., Osol, A., Ed., Mack Publishing, Easton PA (1980). In order to form a 
pharmaceutically acceptable composition suitable for effective administration, such compositions 
35 will contain an effective amount of one or more of the agents of the present invention, together 
with a suitable amount of carrier vehicle. 

Additional pharmaceutical methods may be employed to control the duration of action. 
Control release preparations may be achieved through the use of polymers to complex or absorb 
one or more of the agents of the present invention. The controlled delivery may be effectuated by 
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a variety of well known techniques, including formulation with rnacromolecules such as, for 
example, polyesters, polyamino acids, polyvinyl, pyrrolidone, e thy leneviny lace tate, 
methylcellulose, carboxymethylcellulose, or protamine, sulfate, adjusting the concentration of the 
rnacromolecules and the agent in the formulation, and by appropriate use of methods of 
incorporation, which can be manipulated to effectuate a desired time course of release. Another 
possible method to control the duration of action by controlled release preparations is to 
incorporate agents of the present invention into particles of a polymeric material such as 
polyesters, polyamino acids, hydrogels, poly(lactic acid) or ethylene vinylacetate copolymers. 
Alternatively, instead of incorporating these agents into polymeric particles, it is possible to 
- entrap these materials in microcapsules prepared, for example, by coacervation techniques or by 
mterfacial polymerization with, for example, hydroxymethylcellulose or gelatine-microcapsules 
and poly(methylmethacylate) microcapsules, respectively, or in colloidal drug delivery systems, 
for example, liposomes, albumin microspheres, microemulsions, nanoparticles, and 
nariocapsules or in macroemulsions. Such techniques are disclosed in REMINGTON'S 
PHARMACEUTICAL SCIENCES (1980). 

The invention further provides a pharmaceutical pack or kit comprising one or more 
containers filled with one or more of the ingredients of the pharmaceutical compositions of the 
invention. Associated with such container(s) can be a notice in the form prescribed by a 
governmental agency regulating the manufacture, use or sale of pharmaceuticals or biological 
products, which notice reflects approval by the agency of manufacture, use or sale for human 
administration. 

In addition, the agents of the present invention may be employed in conjunction with 
other therapeutic compounds. 

7. - Shot-Gun Approach to Megabase DNA Sequencing 

The present invention further demonstrates that a large sequence can be sequenced using a 
random shotgun approach. This procedure, described in detail in the examples that follow, has 
eliminated the up front cost of isolating and ordering overlapping or contiguous subclones prior 
to the start of the sequencing protocols. 

Certain aspects of the present invention are described in greater detail in the examples that 
follow. The examples are provided by way of illustration. Other aspects and embodiments of 
the present invention are contemplated by the inventors, as will be clear to those of skill in the art 
from reading the present disclosure. 

ILLUSTRA TIVE EXAMPLES 



LIBRARIES AND SEQUENCING 
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1. Shotgun Sequencing Probability Analysis 

The overall strategy for a shotgun approach to whole genome sequencing follows from 
the Lander and Waterman (Landerman and Waterman, Genomics 2/231 (1988)) application of the 
equation for the Poisson distribution. According to this treatment, the probability, PO, that any 
5 given base in a sequence of size L, in nucleotides, is not sequenced after a certain amount, n, in 
nucleotides, of random sequence has been determined can be calculated by the equation PO — e- 
m, where m is L/n, the fold coverage. For instance, for a genome of 2.8 Mb, nv=l when 2.8 
Mb of sequence has been randomly generated (IX coverage). At that point, PO = e-1 = 0.37. 
The probability that any given base has not been sequenced is the same as the probability that any 

10 region of the' whole sequence L has not been determined and, therefore, is equivalent to the 
fraction of the whole sequence that has yet to be determined. Thus, at one-fold coverage, 
approximately 37% of a polynucleotide of size L, in nucleotides has not been sequenced. When 
14 Mb of sequence has been generated, coverage is 5X for a 2.8 Mb and the unsequenced 
fraction drops to .0067 or 0.67%. 5X coverage of a 2,8 Mb sequence can be attained by • 

15 sequencing approximately 17,000 random clones from both insert ends with an average sequence 
read length of 410 bp. 

Similarly, the total gap length, G, is determined by the equation G — Le-m, and the 
average gap size, g, follows the equation, g = L/n. Thus, 5X coverage leaves about 240 gaps 
averaging about 82 bp in size in a sequence of a polynucleotide 2.8 Mb long. 

20 ' The treatment above is essentially that of Lander and Waterman, Genomics 2.: 23 1 

(1988). 

2. Random Library Construction 

In order to approximate the random model described above during actual sequencing, a 
25 nearly ideal library of cloned genomic fragments is required. The following library construction 
procedure was developed to achieve this end. 

Borrelia burgdorferi DNA is prepared by phenol extraction. A mixture containing 200 jug 
DNA in 1.0 ml of 300 mM sodium acetate, 10 mM Tris-HCl, 1 mM Na-EDTA, 50% glycerol is 
processed through a nebulizer (IPI Medical Products) with a stream of nitrogen adjusted to 35 
30 Kpa for 2 minutes. The sonicated DNA is ethanol precipitated and redissolved in 500 jjlI TE 
buffer. 

To create blunt-ends, a 100 jil aliquot of the resuspended DNA is digested with 5 units of 
BAL31 nuclease (New England BioLabs) for 10 min at 30°C in 200 ud BAL31 buffer. The 
digested DNA is phenol-extracted, ethanol-precipitated, redissolved in 100 pi TE buffer, and 
35 then size-fractionated by electrophoresis through a 1.0% low melting temperature agarose gel. 
The section containing DNA fragments 1.6-2.0 kb in size is excised from the gel, and the LGT 
agarose is melted and the resulting solution is extracted with phenol to separate the agarose from 
the DNA. DNA is ethanol precipitated and redissolved in 20 pi of TE buffer for ligation to 
vector. 
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A two-step ligation procedure is used to produce a plasmid library with 97% inserts, of 
which >99% were single inserts. The first ligation mixture (50 ul) contains 2 jag of DNA 
fragments, 2 jag pUC18 DNA (Pharmacia) cut with Smal and dephosphorylated with bacterial 
alkaline phosphatase, and 10 units of T4 ligase (GEBCO/BRL) and is incubated at 14°C for 4 hr. 
5 The ligation mixture then is phenol extracted and ethanol precipitated, and the precipitated DNA is 
dissolved in 20 TE buffer and electrophoresed on a 1.0% low melting agarose gel. Discrete 
bands in a ladder are visualized by ethidium bromide-staining and UV illumination and identified 
by size as insert (I), vector (v), v+I, v+2i, v+3i, etc. The portion of the gel containing v+I DNA 
is excised and the v+I DNA is recovered and resuspended into 20 jlxI TE. The v+I DNA then is 

10 blunt-ended by T4 polymerase treatment for 5 min. at 37°C in a reaction mixture (50 ul) 

containing the v+I linears, 500 |xM each of the 4 dNTPs, and 9 units of T4 polymerase (New 
England BioLabs), under recommended buffer conditions. After phenol extraction and ethanol 
precipitation the repaired v+I linears are dissolved in 20 \il TE. The final ligation to produce 
circles is carried out in a 50 |al reaction containing 5 jal of v+I linears and 5 units of T4 ligase at 

15 14°C overnight. After 10 min. at 70°C the following day, the reaction mixture is stored at -20°C. 
This two-stage procedure results in a molecularly random collection of single-insert 
plasmid recombinants with minimal contamination from double-insert chimeras (<1%) or free 
vector (<3%). 

Since deviation from randomness can arise from propagation the DNA in the host, E. coli 

20 host cells deficient in all recombination and restriction functions (A. Greener, Strategies 3 (1):5 
(1990)) are used to prevent rearrangements, deletions, and loss of clones by restriction. 
Furthermore, transformed cells are plated directly on antibiotic diffusion plates to, avoid the usual 
broth recovery phase which allows multiplication and selection of the most rapidly growing cells. 
Plating is carried out as follows. A 100 jal aliquot of Epicurian Coli SURE II 

25 Supercompetent Cells (Stratagene 200152) is thawed on ice and transferred to a chilled Falcon 

2059 tube on ice. AT. 7 jal aliquot of 1.42 M beta-mercaptoethanol is added to the aliquot of cells 
to a final concentration of 25 mM. Cells are incubated on ice for 10 min. A 1 ( ul aliquot of the 
final ligation is added to the cells and incubated on ice for 30 min. The cells are heat pulsed for 
30 sec. at 42°C and placed back on ice for 2 min. The outgrowth period in liquid culture is 

30 eliminated from this protocol in order to minimize the preferential growth of any given 

transformed cell. Instead the transformation mixture is plated directly on a nutrient rich SOB 
plate containing a 5 ml bottom layer of SOB agar (5% SOB agar: 20 g tryptone, 5 g yeast extract, 
0.5 g NaCl, 1.5% Difco Agar per liter of media). The 5 ml bottom layer is supplemented with 
0.4 ml of 50 mg/ml ampicillin per 100 ml SOB agar. The 15 ml top layer of SOB agar is 

35 supplemented with 1 ml X-Gal (2%), 1 ml MgC12.(l M), and 1 ml MgSO4/100 ml SOB agar. 
The 15 ml top layer is poured just prior to plating. Our titer is approximately 100 coionies/10 jal 
aliquot of transformation. 
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All colonies are picked for template preparation regardless of size. Thus, only clones lost 
due to "poison" DNA or deleterious gene products are deleted from the library, resulting in a 
slight increase in gap number over that expected. 

5 3. Random DNA Sequencing 

High quality double stranded DNA plasmid templates are prepared using a "boiling bead" 
method developed in collaboration with Advanced Genetic Technology Corp. (Gaithersburg, 
MD) (Adams etaL, Science 252:1651 (1991); Adams etal, Nature 355:632 (1992)). Plasmid 
preparation is performed in a 96- we 11 format for all stages of DNA preparation from bacterial 

10 growth through final DNA purification. Template concentration is determined using Hoechst 

Dye and a Millipore Cytofluor. DNA concentrations are not adjusted, but low-yielding templates 
are identified where possible and not sequenced. 

Templates are also prepared from two Borrelia burgdorferi lambda genomic libraries. An 
amplified library is constructed in the vector Lambda GEM-12 (Promega) and an unamplified^ 

15 library is constructed in Lambda DASH II (Stratagene). In particular, for the unamplified lambda 
. library, Borrelia burgdorferi DNA (> 100 kb) is partially digested in a reaction mixture (200 ul) 
containing 50 (LLg DNA, IX Sau3AI buffer, 20 units Sau3 AI for 6 min. at 23°C. The digested 
DNA was phenol-extracted and electrophoresed on a 0.5% low melting agarose gel at 2V/cm for 
7 hours. Fragments from 15 to 25 kb are excised and recovered in a final volume of 6 uL One 

20 pi of fragments is used with 1 \xl of DASHII vector (Stratagene) in the recommended ligation 
reaction. One \x\ of the ligation mixture is used per packaging reaction following the 
recommended protocol with the Gigapack II XL Packaging Extract (Stratagene, #22771 1). 
Phage are plated directly without amplification from the packaging mixture (after dilution with 
500 jlxI of recommended SM buffer and chloroform treatment). Yield is about 2.5x103 pfu/ul. 

25 The amplified library is prepared essentially as above except the lambda GEM- 12 vector is used. * 
After packaging, about 3.5x104 pfu are plated on the restrictive NM539 host. The lysate is 
harvested in 2 ml of SM buffer and stored frozen in 7% dimethylsulfoxide. The phage titer is 
approximately 1x109 pfu/ml. 

Liquid ly sates (100 pi) are prepared from randomly selected plaques (from the 

30 . unamplified library) and template is prepared by long-range PCR using T7 and T3 vector-specific 
primers. 

Sequencing reactions are carried out on plasmid and/or PCR templates using the AB 
Catalyst LabStation with Applied Biosystems PRISM Ready Reaction Dye Primer Cycle 
Sequencing Kits for the M13 forward (M13-21) and the M13 reverse (M13RP1) primers (Adams 
35 et aL, Nature 368:4-14 (1994)). Dye terminator sequencing reactions are carried out on the 

lambda templates on a Perkin-Elmer 9600 Thermocycler using the Applied Biosystems Ready 
Reaction Dye Terminator Cycle Sequencing kits. T7 and SP6 primers are used to sequence the 
ends of the inserts from the Lambda GEM- 12 library and T7 and T3 primers are used to sequence 
the ends of the inserts from the Lambda DASH II library. Sequencing reactions are performed 
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by eight individuals using an average of fourteen AB 373 DNA Sequencers per day. All 
sequencing reactions are analyzed using the Stretch modification of the AB 373, primarily using a 
34 cm well-to-read distance. The overall sequencing success rate very approximately is about 
85% for M13-21 and M13RP1 sequences and 65% for dye-terminator reactions. The average 
5 usable read length is 485 bp for Ml 3-21 sequences, 445bp for M13RP1 sequences, and 375 bp 
for dye-terminator reactions- 
Richards et aL, Chapter 28 in AUTOMATED DNA SEQUENCING AND ANALYSIS, 
M. D. Adams, C. Fields, J. C. Venter, Eds., Academic Press, London, ( 1994) described the 
value of using sequence from both ends of sequencing templates to facilitate ordering of contigs 

10 in shotgun assembly projects of lambda and cosmid clones. We balance the desirability of both- 
end sequencing (including the reduced cost of lower total number of templates) against shorter 
read-lengths for sequencing reactions performed with the M13RP1 (reverse) primer compared to 
the Ml 3-21 (forward) primer. Approximately one-half of the templates are sequenced from both 
ends. Random reverse sequencing reactions are done based on successful forward sequencing 

15 reactions. Some M13RP1 sequences are obtained in a semi-directed fashion: Ml 3-21: sequences 
pointing outward at the ends of contigs are chosen for M13RP1 sequencing in an effort to 
specifically order contigs. 

4. Protocol for Automated Cycle Sequencing 

20 The sequencing is carried out using ABI Catalyst robots and AB 373 Automated DNA 

Sequencers. The Catalyst robot is a publicly available sophisticated pipetting and temperature 
control robot which has been developed specifically for DNA sequencing reactions. The Catalyst 
combines pre-aliquoted templates and reaction mixes consisting of deoxy- and 
dideoxynucleotides, the thermostable Taq DNA polymerase, fluorescently-labelled sequencing 

25 primers, and reaction buffer. Reaction mixes and templates are combined in the wells of an 

aluminum 96- well thermocycling plate. Thirty consecutive cycles of linear amplification (i.e.., 
one primer synthesis) steps are performed including denaturation, annealing of primer and 
template, and extension; i.e., DNA synthesis. A heated lid with rubber gaskets on the 
thermocycling plate prevents evaporation without the need for an oil overlay. 

30 Two sequencing protocols are used: one for dye-labelled primers and a second for dye- 

labelled dideoxy chain terminators. The shotgun sequencing involves use of four dye-labelled 
sequencing primers, one for each of the four terminator nucleotide. Each dye-primer is labelled 
with a different fluorescent dye, permitting the four individual reactions to be combined into one 
lane of the 373 DNA Sequencer for electrophoresis, detection, and base-calling. ABI currently 

35 supplies pre- mixed reaction mixes in bulk packages containing all the necessary non-template 
reagents for sequencing. Sequencing can be done with both plasmid and PCR- generated 
. templates with both dye-primers and dye- terminators with approximately equal fidelity, although 
plasmid templates generally give' longer usable sequences. 



50 

Thirty-two reactions axe loaded per AB373 Sequencer each day, for a total of 960 
samples. Electrophoresis is run overnight following the manufacturer's protocols, and the data is 
collected for twelve hours. Following electrophoresis and fluorescence detection, the ABI 373 
performs automatic lane tracking and base-calling. The lane-tracking is confirmed visually. Each 
sequence electropherogram (or fluorescence lane trace) is inspected visually and assessed for 
quality. Trailing sequences of low quality are removed and the sequence itself is loaded via 
software to a Sybase database (archived daily to 8 mm tape). Leading vector poly linker sequence 
is removed automatically by a software program. Average edited lengths of sequences from the 
standard ABI 373 are around 400 bp and depend mostly on the quality of the template used for 
the sequencing reaction. .ABI 373 Sequencers converted to Stretch Liners provide a longer 
electrophoresis path prior to fluorescence detection and increase the average number of usable 
bases to 500-600 bp. 

INFORMATICS 

1, Data Management 

A number of information management systems for a large-scale sequencing lab have been 
developed. (For review see, for instance, Kerlavage et aL, Proceedings of the Twenty-Sixth 
Annual Hawaii International Conference on System Sciences, IEEE Computer Society Press, 
Washington D. C, 585 (1993)) The system used to collect and assemble the sequence data was 
- developed using the Sybase relational database management system and was designed to 
automate data flow wherever possible and to "reduce user error. The database stores and 
correlates all information collected during the entire operation from template preparation to final 
analysis of the genome. Because the raw output of the ABI 373 Sequencers was based on a 
Macintosh platform and the data management system chosen was based on a Unix platform, it 
was necessary to design and implement a variety of multi- user, client-server applications which 
allow the raw data as well as analysis results to flow seamlessly into the database with a 
minimum of user effort. 

2. Assembly 

An assembly engine (TIGR Assembler) developed for the rapid and accurate assembly of 
thousands of sequence fragments was employed to generate contigs. The TIGR assembler 
simultaneously clusters and assembles fragments of the genome. In order to obtain the speed 
necessary to assemble more than 104 fragments, the algorithm builds a hash table of 12 bp 
oligonucleotide subsequences to generate a list of potential sequence fragment overlaps. The 
number of potential overlaps for each fragment determines which fragments are likely to fall into 
repetitive elements. Beginning with a single seed sequence fragment, TIGR Assembler extends 
the current contig by attempting to add the best matching fragment based on- oligonucleotide 
content. The contig and candidate fragment are aligned using a modified version of the Smith- 
Waterman algorithm which provides for optimal gapped alignments (Waterman, M.'S., Methods 
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in Enzymology 164:165 (1988)). The contig is extended by the fragment only if strict criteria for 
the quality of the match are met. The match criteria include the minimum length of overlap, the 
maximum length of an unmatched end, and the minimum percentage match. These criteria are 
automatically lowered by the algorithm in regions of minimal coverage and raised in regions with 
5 a possible repetitive element. The number of potential overlaps for each fragment determines 
- which fragments are likely to fall into repetitive elements. Fragments representing the boundaries 
of repetitive elements and potentially chimeric fragments are often rejected based on partial 
mismatches at the ends of alignments and excluded from the current contig. TIGR Assembler is 
designed to take advantage of clone size information coupled with sequencing from both ends of 
10 each template. It enforces the constraint that sequence fragments from two ends of the same 
template point toward one another in the contig and are located within a certain range of base 
pairs (definable for each clone based on the known clone size range for a given library). The 
process resulted in 155 contigs as represented by SEQ ID NOs: 1-155. 

15 3. Identifying Genes 

The predicted coding regions of the Borrelia burgdorferi genome were initially defined 
with the program GeneMark, which finds ORFs using a probabilistic classification technique. 
The predicted coding region sequences were used in searches against a database of all nucleotide 
sequences from GenBank (July, 1997), using the BLASTN search method to identify overlaps 

20 of 50 or more nucleotides with at least a 95% identity (using default parameters). Those ORFs 

with nucleotide sequence matches are shown in Table 1 .' The ORFs without such matches were * 
translated to protein sequences and compared to a non-redundant database of known proteins 
generated by combining the Swiss-prot, PIR and GenPept databases. ORFs that matched a 
database protein with BLASTP probability less than or equal to 0.01 are shown in Table 2. The 

25 table also lists assigned functions based on the closest match in the databases. ORFs that did not 
match protein or nucleotide sequences in the databases at these levels are shown in Table 3. 

ILLUSTRATIVE APPLICATIONS 

30 1. Production of an Antibody, to a Borrelia burgdorferi 

Protein 

Substantially pure protein or polypeptide is isolated from the transfected or transformed 
cells using any one of the methods known in the art. The protein can also be produced in a 
recombinant prokaryotic expression system, such as E. colU or can be chemically synthesized. 
35 Concentration of protein in the final preparation is adjusted, for example, by concentration on an 
Amicon filter device, to the level of a few micrograms/ml. Monoclonal or polyclonal antibody to 
the protein can then be prepared as follows. 
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2. Monoclonal Antibody Production by Hybridoma Fusion 

Monoclonal antibody to epitopes of any of the peptides identified and isolated as 
described can be prepared from murine hybridomas according to the classical method of Kohler, 
G. and Milstein, C, Nature 256:495 (1975) or modifications of the methods thereof. Briefly, a 
5 mouse is repetitively inoculated with a few micrograms of the selected protein over a period of a 
few weeks- The mouse is then sacrificed, and the antibody producing cells of the spleen 
isolated. The spleen cells are fused by means of polyethylene glycol with mouse myeloma cells, 
and the excess unfused cells destroyed by growth of the system on selective media comprising 
' aminopterin (HAT media). The successfully fused cells are diluted and aliquots of the dilution 

10 placed in wells of a microti ter plate where growth of the culture is continued. Antibody- 
producing clones are identified by detection of antibody in the supernatant fluid of the wells by 
immunoassay procedures, such as ELISA, as originally described by Engvall, E., Meth. 
Enzymol. 70:419 (1980), and modified methods thereof. Selected positive clones can be 
expanded and their monoclonal antibody product harvested for use. Detailed procedures for 

15 : monoclonal antibody production are described in Davis, L. et al, Basic Methods in Molecular 
Biology, Elsevier, New York. Section 21-2 (1989). 

3. Polyclonal Antibody Production by Immunization 

Polyclonal antiserum containing antibodies to heterogenous epitopes of a single protein 
20 can be prepared by immunizing suitable animals with the expressed protein described above, 

which can be unmodified or modified to enhance immunogenicity. Effective polyclonal antibody 
production is affected by many factors related both to the antigen and the host species. For 
example, small molecules tend to be less immunogenic than others and may require the use of 
carriers and adjuvant. Also, host animals vary in response to site of inoculations and dose, with 
' 25 both inadequate or excessive doses of antigen resulting in low titer antisera. Small doses (ng 
level) of antigen administered at multiple intradermal sites appears to be most reliable. An 
-effective immunization protocol for rabbits can be found in Vaitukaitis, J. et a/., J. Clin. 
Endocrinol. Metab. 33:988-991 (1971). 

Booster injections can be given at regular intervals, and antiserum harvested when 
. 30 antibody titer thereof, as determined semi-quantitatively, for example, by double 

immunodiffusion in agar against known concentrations of the antigen, begins to fall. See, for 
example, Ouchterlony, O. et ai, Chap. 19 in: Handbook of Experimental Immunology, Wier, 
D., ed, Blackwell (1973). Plateau concentration of antibody is usually in the range of 0. 1 to 0. 
2 mg/ml of serum (about 12M). Affinity of the antisera for the antigen is determined by 
35 preparing competitive binding curves, as described, for example, by Fisher, D., Chap. 42 in: 
Manual of Clinical Immunology, second edition, Rose and Friedman, eds., Amer. Soc. For 
Microbiology, Washington, D. C. (1980) 

Antibody preparations prepared according to either protocol are useful in quantitative 
immunoassays which determine concentrations of antigen-bearing substances in biological 
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samples; they are also used semi- quantitatively or qualitatively to identify the presence of antigen 
in a biological sample. In addition, antibodies are useful in various animal models of 
pneumococcal disease as a means of evaluating the protein used to make the antibody as a 
potential vaccine target or as a means of evaluating the antibody as a potential immunotherapeutic 
5 or immunoprophylactic reagent. 

4. Preparation of PGR Primers and Amplification of DNA 

Various fragments of the Borrelia burgdorferi genome, such as those of Tables 1-6 and 
SEQ ID NOS: 1-155 can be used, in accordance with the present invention, to prepare PCR 
10 primers for a variety of uses. The PCR primers are preferably at least 15 bases, and more 

preferably at least 18 bases in length. When selecting a primer sequence, it is preferred that the 
primer pairs have approximately the same G/C ratio, so that melting temperatures are 
approximately the same. The PCR primers and amplified DNA of this Example find use in the 
Examples that follow. 

15 

5. Isolation of a Selected DNA Clone From B. burgdorferi 

Three approaches are used to isolate a B, burgdorferi clone comprising a polynucleotide 
of the present invention from any B. burgdorferi genomic DNA library. The B. burgdorferi 
strain B3 1PU has been deposited as a convienent source for obtaining a B. burgdorferi strain , 

20 although a wide varity of strains B. burgdorferi strains can be used which are known in the art. 

B. burgdorferi genomic DNA is prepared using the following method. A 20ml overnight 
bacterial culture grown in a rich medium (e.g., Trypticase Soy Broth, Brain Heart Infusion broth 
or Super broth), pelleted, ished two times with TES (30mM Tris-pH 8.0, 25mM EDTA, 50mM 
NaCl), and resuspended in 5ml high salt TES (2.5M NaCl). Lysostaphin is added to final 

25 concentration of approx 50ug/ml and the mixture is rotated slowly 1 hour at 37C to make 

protoplast cells. The solution is then placed in incubator (or place in a shaking water bath) and 
warmed to 55C Five hundred micro liter of 20% sarcosyl in TES (final concentration 2%) is 
then added to lyse the cells. Next, guanidine HC1 -is added to a final concentration of 7M (3.69g 
in 5.5 ml). The mixture is swirled slowly at 55C for 60-90 min (solution should clear). A CsCl 

30 gradient is then set up in SW41 ultra clear tubes using 2.0ml 5.7M CsCl and overlaying with 
2.85M CsCl. The gradient is carefully oveflayed with the DNA-containing GuHCl solution. 
The gradient is spun at 30,000 rpm, 20C for 24 hr and the lower DNA band is collected. The 
volume is increased to 5 ml with TE buffer. The DNA is then treated with protease K (10 ug/ml) 
overnight at 37 C, and precipitated with ethanol. The precipitated DNA is resuspended in a 

35 desired buffer. 

In the first method, a plasmid is directly isolated by screening aplasmid B. burgdorferi 
genomic DNA library using a polynucleotide probe corresponding to a. polynucleotide of the 
present invention. Particularly, a specific polynucleotide with 30-40 nucleotides is synthesized 
using an Applied Biosystems DNA synthesizer according to the sequence reported. The 



oligonucleotide is labeled, for instance, with 32 P-y-ATP using T4 polynucleotide kinase and 

purified according to routine methods. {See, e.g., Maniatis et ah, Molecular Cloning: A 
Laboratory Manual, Cold Spring Harbor Press, Cold Spring, NY (1982).) The library is 
transformed into a suitable host, as indicated above (such as XL-1 Blue (Stratagene)) using 
5 techniques known to those of skill in the art. See, e.g., Sambrook et al. MOLECULAR 

CLONING: A LABORATORY MANUAL (Cold Spring Harbor, N.Y. 2nd ed. 1989); Ausubel 
et aL, CURRENT PROTOCALS IN MOLECULAR BIOLOGY (John Wiley and Sons, N.Y. 
1989). The transformants are plated on 1.5% agar plates (containing the appropriate selection 
agent, e.g., ampicillin) to a density of about 150 transformants (colonies) per plate. These plates 
10 are screened using Nylon membranes according to routine methods for bacterial colony 
screening. See, e.g., Sambrook et al. MOLECULAR CLONING: A LABORATORY 
MANUAL (Cold Spring Harbor, N.Y. 2nd ed. 1989); Ausubel et al., CURRENT PROTOCALS 
IN MOLECULAR BIOLOGY (John Wiley and Sons, N.Y. 1989) or other techniques known to 
those of skill in the art. 

15 Alternatively, two primers of 15-25 nucleotides derived from the 5' and 3' ends of a 

polynucleotide of SEQ ID NOS: 1-155 are synthesized and used to amplify the desired DNA by 
PCR using a B. burgdorferi genomic DNA prep as a template. PCR is carried out under routine 
conditions, for instance, in 25 (0.1 of reaction mixture with 0.5 ug of the above DNA template. A 
convenient reaction mixture is 1.5-5 mM MgCl 2 , 0.01% (w/v) gelatin, 20 |iM each of dATP, 

20 dCTP, dGTP, dTTP, 25 pmol of each primer and 0.25 Unit of Taq polymerase. Thirty five 

cycles of PCR (denaturation at 94°C for 1 min; annealing at 55°C for 1 min; elongation at 72°C 

for 1 min) are performed with a Perkin-Elmer Cetus automated thermal cycler. The amplified 
product is analyzed by agarose gel electrophoresis and the DNA band with expected molecular 
weight is excised and purified. The PCR product is verified to be the selected sequence by 
25 subcloning and sequencing the DNA product. 

Finally, overlapping oligos of the DNA sequences of SEQ ID NOS: 1-155 can be 
chemically synthesized and used to generate a nucleotide sequence of desired length using PCR 
methods known in the art. 

30 6(a). Expression and Purification Borrelia polypeptides in E. coli 

The bacterial expression vector pQE60 is used for bacterial expression of some of the 
polypeptide fragements of the present invention. (QIAGEN, Inc., 9259 Eton Avenue, 
Chatsworth, CA, 9131 1). pQE60 encodes ampicillin antibiotic resistance ("Ampr") and contains 
a bacterial origin of replication ("ori"), an IPTG inducible promoter, a ribosome binding site 
35 ("RBS , ')> six codons encoding histidine residues that allow affinity purification using nickel- 
nitrilo-tri-acetic acid ("Ni-NTA") affinity resin (QIAGEN, Inc., supra) and suitable single 
restriction enzyme cleavage sites. These elements are arranged such that an inserted DNA 
fragment encoding a polypeptide expresses that polypeptide with the six His residues (i.e., a "6 



55 

X His tag") covaiently linked to the carboxyl terminus of that polypeptide. 

The DNA sequence encoding the desired portion of a B. burgdorferi protein of the 
present invention is amplified from 5. burgdorferi genomic DNA using PCR oligonucleotide 
primers which anneal to the 5' and 3' sequences coding for the portions of the B. burgdorferi 
5 - polynucleotide shown in SEQ ID NOS: 1-155. Additional nucleotides containing restriction sites 
to facilitate cloning in the pQE60 vector are added to the 5' and 3' sequences, respectively. 

For cloning the mature protein, the 5' primer has a sequence containing an appropriate 
restriction site followed by nucleotides of the amino terminal coding sequence of the desired B. 
burgdorferi polynucleotide sequence in SEQ ID NOS: 1-155. One of ordinary skill in the art 

10 would appreciate that the point in the protein coding sequence where the 5' and 3' primers begin 
may be varied to amplify a DNA segment encoding any desired portion of the complete protein 
shorter or longer than the mature form. The 3' primer has a sequence containing an appropriate 
restriction site followed by nucleotides complementary to the 3' end of the polypeptide coding 
sequence of SEQ ID NOS: 1-1 55, excluding a stop codon, with the coding sequence aligned with 

15 the restriction site so as to maintain its reading frame with that of the six His codons in the pQE60 
vector. 

The amplified B. burgdorferi DNA fragment and the vector pQE60 are digested with 
restriction enzymes which recognize the sites in the primers and the digested DNAs are then 
ligated together. The B. burgdorferi DNA is inserted into the restricted pQE60 vector in a manner 

20 which places the B. burgdorferi protein coding region downstream from the EPTG-inducible 
promoter and in-frame with an initiating AUG and the six histidine codons. 

The ligation mixture is transformed into competent E. coli cells using standard procedures 
such as those described by Sambrook et al., supra.. E. coli strain M15/rep4, containing multiple 
copies of the plasmid pREP4, which expresses the lac repressor and confers kanamycin 

25 resistance ("Kanr"), is used in carrying out the illustrative example described herein. This strain, 
which is only one of many that are suitable for expressing a B. burgdorferi polypeptide, is 
available commercially (QIAGEN, Inc., supra), Transformants are identified by their ability to 
grow on LB agar plates in the presence of ampicillin and kanamycin. Plasmid DNA is isolated 
from resistant colonies and the identity of the cloned DNA confirmed by restriction analysis, 

30 PCR and DNA sequencing. 

Clones containing the desired constructs are grown overnight ("O/N") in liquid culture in 
LB media supplemented with both ampicillin (100 )Lig/ml) and kanamycin (25 fig/ml). The O/N 
culture is used to inoculate a large culture, at a dilution of approximately 1:25 to 1:250. The cells 

are grown to an optical density at 600 nm ("OD600") of between 0.4 and 0 6. Isopropyl-|3-D- 

35 thiogalactopyranoside ("IPTG") is then added to a final concentration of 1 mM to induce 

transcription from the lac repressor sensitive promoter, by inactivating the lad repressor. Cells 
subsequently are incubated further for 3 to 4 hours. Cells then are harvested by centrifugation. 

The cells are then stirred for 3-4 hours at 4°C in 6M guanidine-HCl, pH 8. The cell 
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debris is removed by centrifugation, and the supernatant containing the B. burgdorferi 
. polypeptide is loaded onto a nickel-nitrilo-tri-acetic acid ("Ni-NTA") affinity resin column 
(QIAGEN, Inc., supra). Proteins with a 6 x His tag bind to the Ni-NTA resin with high affinity 
are purified in a simple one-step procedure (for details see: The QIAexpressionist, 1995, 
5 QIAGEN, Inc., supra). Briefly the supernatant is loaded onto the column in 6 M guanidine-HCl, 
pH 8, the column is first washed with 10 volumes of 6 M guanidine-HCl, pH 8, then washed 
with 10 volumes of 6 M guanidine-HCl pH 6, and finally the B. burgdorferi polypeptide is 
eluted with 6 M guanidine-HCl, pH 5. 

The purified protein is then renatured by dialyzing it against phosphate -buffered saline 

10 (PBS) or 50 mM Na-acetate, pH 6 buffer plus 200 mM NaCL Alternatively, the protein could be 
successfully refolded while immobilized on the Ni-NTA column. The recommended conditions 
are as follows: renature using a linear 6M-1M urea gradient in 500 mM NaCl, 20% glycerol, 20 
mM Tris/HCl pH 7.4, containing protease inhibitors. The renaturation should be performed over 
a period of 1.5 hours or more. After renaturation the proteins can be eluted by the addition of 

15 250 mM immidazole. Immidazole is removed by a final dialyzing step against PBS or 50 mM 

sodium acetate pH 6 buffer plus 200 mM NaCl. The purified protein is stored at 4°C or frozen at 
-80°C. 

The polypeptide of the present invention are also prepared using a non-denaturing protein 
purification method. For these polypeptides, the cell pellet from each liter of culture is 

20 resuspended in 25 mis of Lysis Buffer A at 4°C (Lysis Buffer A = 50 mM Na-phosphate, 300 
mM NaCl, 10 mM 2-mercaptoethanol, 10% Glycerol, pH 7.5 with 1 tablet of Complete EDTA- 
free protease inhibitor cocktail (Boehringer Mannheim #1873580) per 50 ml of buffer), 
Absorbance at 550 nm'is approximately 10-20 O.DVml. The suspension is then put through 
three freeze/thaw cycles from -70°C (using a ethanol-dry ice bath) up to room temperature. The 

25 cells are lysed via sonication in short 10 sec bursts over 3 minutes at approximately SOW while 
kept on ice. The sonicated sample is then centrifuged at 15,000 RPM for 30 minutes at 4°C. The 
supernatant is passed through a column containing 1.0 ml of CL-4B resin to pre-clear the sample 
of any proteins that may bind to agarose non-specifically, and the flow-through fraction is 
collected. 

30 The pre -cleared flow-through is applied to a nickel-nitrilo-tri-acetic acid ("Ni-NTA") 

affinity resin column (Quiagen, Inc., supra). Proteins with a 6 X His tag bind to the Ni-NTA 
resin with high affinity and can be purified in a simple one-step procedure. Briefly, the 
supernatant is loaded onto the column in Lysis Buffer A at 4°C, the column is first washed with 
10 volumes of Lysis Buffer A until the A280 of the eluate returns to the baseline. Then, the 

35 column is washed with 5 volumes of 40 mM Imidazole (92% Lysis Buffer A / 8% Buffer B) 
(Buffer B = 50 mM Na-Phosphate, 300 mM NaCl, 10% Glycerol, 10 mM 2-mercaptoethanol, 
500 mM Imidazole, pH of the final buffer should be 7.5). The protein is eluted off of the column 
with a series of increasing Imidazole solutions made by adjusting the ratios of Lysis Buffer A to 
Buffer B. Three different concentrations are used: 3 volumes of 75 mM Imidazole, 3 volumes of 
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150 mM Imidazole, 5 volumes of 500 mM Imidazole. The fractions containing the purified 
protein are analyzed using 8 %, 10 % or 14% SDS-PAGE depending on the protein size. The 
purified protein is then dialyzed 2X against phosphate-buffered saline (PBS) in order to place it 
into an easily workable buffer. The purified protein is stored at 4° C or frozen at -80°. 

The following alternative method may be used to purify B. burgdorferi expressed in E 
coli when it is present in the form of inclusion bodies. Unless otherwise specified, all of the 

following steps are conducted at 4-10°C. 

Upon completion of the production phase of the E. coli fermentation, the cell culture is 

cooled to 4-10°C and the cells are harvested by continuous centrifugation at 15,000 rpm 

(Heraeus Sepatech). On the basis of the expected yield of protein per unit weight of cell paste 
and the amount of purified protein required, an appropriate amount of cell paste, by weight, is 
suspended in a buffer solution containing' 100 mM Tris, 50 mM EDTA, pH 7.4. The cells are 
dispersed to a homogeneous suspension using a high shear mixer. 

The cells are then lysed by passing the solution through a microfluidizer (Micro fuidics, 
Corp. or APV Gaulin, Inc.) twice at 4000-6000 psi. The homogenate is then mixed with NaCl 
solution to a final concentration of 0.5 M NaCl, followed by centrifugation at 7000 x g for 15 
min. The resultant pellet is washed again using 0.5M NaCl, 100 mM Tris, 50 mM EDTA, pH 
7.4. 

The resulting washed inclusion bodies are solubilized with 1.5 M guanidine 
hydrochloride (GuHCl) for 2-4 hours. After 7000 x g centrifugation for 15 min., the pellet is 

discarded and the B. burgdorferi polypeptide-containing supernatant is incubated at 4°C 

overnight to allow further GuHCl extraction. 

Following high speed centrifugation (30,000 x g) to remove insoluble particles, the 
GuHCl solubilized protein is refolded by quickly mixing the GuHCl extract with 20 volumes of 
buffer containing 50 mM sodium, pH 4.5, 150 mM NaCl, 2 mM EDTA by vigorous stirring. 

The refolded diluted protein solution is kept at 4°C without mixing for 12 hours prior to further 

purification steps. 

To clarify the refolded B. burgdorferi polypeptide solution, a previously prepared 

tangential filtration unit equipped with 0.16 jam membrane filter with appropriate surface area 

(e.g., Filtron), equilibrated with 40 mM sodium acetate, pH 6.0 is employed. The filtered 
sample is loaded onto a cation exchange resin (e.g., Poros HS-50, Perseptive Biosystems). The 
column is washed with 40 mM sodium acetate, pH 6.0 and eluted with 250 mM, 500 mM, 1000 
mM, and 1500 mM NaCl in the same buffer, in a stepwise manner. The absorbance at 280 mm 
of the effluent is continuously monitored. Fractions are collected and further analyzed by SDS- 
PAGE. 

Fractions containing the B. burgdorferi polypeptide are then pboled and mixed with 4 
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volumes of water. The diluted sample is then loaded onto a previously prepared set of tandem 
columns of strong anion (Poros HQ-50, Perseptive Biosystems) and weak anion (Poros CM-20, 
Perseptive Biosystems) exchange resins. The columns are equilibrated with 40 mM sodium 
acetate, pH 6.0. Both columns are washed with 40 mM sodium acetate, pH 6.0, 200 mM NaCL 
5 The CM-20 column is then eluted using a 10 column volume linear gradient ranging from 0.2 M 
NaCl, 50 mM sodium acetate, pH 6.0 to 1.0 M NaCl, 50 mM sodium acetate, pH 6.5. Fractions 
are collected under constant A 2S0 monitoring of the effluent. Fractions containing the B. 
burgdorferi polypeptide (determined, for instance, by 16% SDS-PAGE) are then pooled. 

The resultant B. burgdorferi polypeptide exhibits greater than 95% purity after the above 
10 refolding and purification steps. No major contaminant bands are observed from Commassie 
blue stained 16% SDS-PAGE gel when 5 fig of purified protein is loaded. The purified protein 
is also tested for endotoxin/LPS. contamination, and typically the LPS content is less than 0. 1 
ng/ml according to LAL assays. 

15 6(b). Alternative Expression and Purification Borrelia polypeptides in E. 

coli 

Tthe vector pQElO is alternatively used to clone and express some of the polypeptides of 
the present invention for use in the soft tissue and systemic infection models discussed below. 
The difference being such that an inserted DNA fragment encoding a polypeptide expresses that 

20 polypeptide with the six His residues (i.e., a "6 X His tag") covalently linked to the amino 

terminus of that polypeptide. The bacterial expression vector pQElO (QIAGEN, Inc., 9259 Eton 
Avenue, Chatsworth, CA, 91311) was used in this example . The components of the pQElO 
plasmid are arranged such that the inserted DNA sequence encoding a polypeptide of the present 
invention expresses the polypeptide with the six His residues (i.e., a "6 X His tag")) covalently 

25 linked to the amino terminus. 

The DNA sequences encoding the desired portions of a polypeptide of SEQ ID NOS: 1- 
155 were amplified using PCR oligonucleotide primers from genomic B. burgdorferi DNA. The 
PCR primers anneal to the nucleotide sequences encoding the desired amino acid sequence of a 
polypeptide of the present invention. Additional nucleotides containing restriction sites to 

30 facilitate cloning in the pQElO vector were added to the 5' and 3' primer sequences, respectively. 

For cloning a polypeptide of the present invention, the 5' and 3' primers were selected to 
amplify their respective nucleotide coding sequences. One of ordinary skill in the art would 
appreciate that the point in the protein coding sequence where the 5' and 3' primers begins may 
be varied to amplify a DNA segment encoding any desired portion of a polypeptide of the present 

35 invention. The 5' primer was designed so the coding sequence of the 6 X His tag is aligned with 
the restriction site so as to maintain its reading frame with that of B. burgdorferi polypeptide. 
The 3' was designed to- include an stop codon. The amplified DNA fragment was then cloned, 
and the protein expressed, as described above for the pQE60 plasmid. 
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The DNA sequences of SEQ ID NOS: 1-155 encoding amino acid sequences may also be 
cloned and expressed as fusion proteins by a protocol similar to that described directly above, 
wherein the pET-32b(+) vector (Novagen, 601 Science Drive, Madison, WI 5371 1) is 
preferentially used in place of pQElO. 
5 The above methods are not limited to the polypeptide fragements actually produced. The 

' above method, like the methods below, can be used to produce either full length polypeptides or 
desired fragements therof. 

6(c). Alternative Expression and Purification of Borrelia polypeptides in 
10 E. coli 

The bacterial expression vector pQE60 is used for bacterial expression in this example 
(QIAGEN, Inc., 9259 Eton Avenue, Chatsworth, CA, 91311). However, in this example, the 
polypeptide coding sequence is inserted such that translation of the six His codons is prevented 
and, therefore, the polypeptide is produced with no 6 X His tag. 

15 The DNA sequence encoding the desired portion of the B. burgdorferi amino acid 

sequence is amplified from an B. burgdorferi genomic DNA prep the deposited DNA clones 
using PCR oligonucleotide primers which anneal to the 5' and 3' nucleotide sequences 
corresponding to the desired portion of the B. burgdorferi polypeptides. Additional nucleotides 
containing restriction sites to facilitate cloning in the pQE60 vector are added to the 5' and 3' 

20 primer sequences. 

For cloning a B. burgdorferi polypeptides of the present invention, 5' and 3' primers are 
selected to amplify their respective nucleotide coding sequences. One of ordinary skill in the art 
would appreciate that the point in the protein coding sequence where the 5' and 3' primers begin 
may be varied to amplify a DNA segment encoding any desired portion of a polypeptide of the 

25 present invention. The 3' and 5 T primers contain appropriate restriction sites followed by 

nucleotides complementary to the 5' and 3' ends of the coding sequence respectively. The 3' 
primer is additionally designed to include an in-frame stop codon. 

The amplified B. burgdorferi DNA fragments and the vector pQE60 are digested with 
restriction enzymes recognizing the sites in the primers and the digested DNAs are then ligated 

30 together. Insertion of the B. burgdorferi DNA into the restricted pQE60 vector places the B. 
burgdorferi protein coding region including its associated stop codon downstream from the 
IPTG-inducible promoter and in-frame with an initiating AUG. The associated stop codon 
prevents translation of the six histidine codons downstream of the insertion point. 

The ligation mixture is transformed into competent E. coli cells using standard procedures 

35 such as those described by Sambrook et al. E. coli strain M15/rep4, containing multiple copies 
of the plasmid pREP4, which expresses the lac repressor and confers kanamycin resistance 
("Kanr"), is used in carrying out the illustrative example described herein. This strain, which is 
only one of many that are suitable for expressing B. burgdorferi polypeptide, is available 
commercially (QIAGEN, Inc., supra). Traiisformants are identified by their ability to grow on 
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LB plates in the presence of ampicillin and kanamycin. Plasmid DNA is isolated from resistant 
colonies and the identity of the cloned DNA confirmed by restriction analysis, PCR and DNA 
sequencing. 

Clones containing the desired constructs are grown overnight ("O/N") in liquid culture in 
5 LB media supplemented with both ampicillin (100 (lg/ml) and kanamycin (25 |LLg/ml). The O/N 
culture is used to inoculate a large culture, at a dilution of approximately 1:25 to 1:250. The cells 
are grown to an optical density at 600 nm ("OD600") of between 0.4 and 0.6. isopropyl-b-D- 
thiogalactopyranoside ("IPTG") is then added to a final concentration of 1 mM to induce 
transcription from the lac repressor sensitive promoter, by inactivating the lad repressor. Cells 
10 subsequently are incubated further for 3 to 4 hours. Cells then are harvested by centrifugation. 

To purify the B. burgdorferi polypeptide, the cells are then stirred for 3-4 hours at 4°C in 

6M guanidine-HCl, pH 8. The cell debris is removed by centrifugation, and the supernatant 
containing the B. burgdorferi polypeptide is dialyzed against 50 mM Na-acetate buffer pH 6, 
supplemented with 200 mM NaCl. Alternatively, the protein can be successfully refolded by 

15 dialyzing it against 500 mM NaCl, 20% glycerol, 25 mM Tris/HCl pH 7.4, containing protease 
inhibitors. After renaturation the protein can be purified by ion exchange, hydrophobic 
interaction and size exclusion chromatography. Alternatively, an affinity chromatography step 
such as an antibody column can be used to obtain pure B, burgdorferi polypeptide. The purified 
protein is stored at 4°C or frozen at -80° C. 

20 The following alternative method may be used to purify 2?. burgdorferi polypeptides 

expressed in E coli when it is present in the form of inclusion bodies. Unless otherwise 

specified, all of the following steps are conducted at 4-10°C. 

" Upon completion of the production phase of the E, coli fermentation, the cell culture is 

cooled to 4-10°C and the cells are harvested by continuous centrifugation at 15,000 rpm 

25 (Heraeus Sepatech). On the basis of the expected yield of protein per unit weight of cell paste 
and the amount of purified protein required, an appropriate amount of cell paste, by weight, is 
suspended in a buffer solution containing 100 mM Tris, 50 mM EDTA, pH 7.4. The cells are 
dispersed to a homogeneous suspension using a high shear mixer. 

The cells ware then lysed by passing the solution through a microfluidizer (Microfuidics, 

30 Corp. or APV Gaulin, Inc.) twice at 4000-6000 psi. The homogenate is then mixed with NaCl 
solution to a final concentration of 0.5 M NaCl, followed by centrifugation at 7000 x g for 15 
min. The resultant pellet is washed again using 0.5M NaCl, 100 mM Tris, 50 mM EDTA, pH 
7.4. 

The resulting washed inclusion bodies are solubilized with 1.5 M guanidine 
35 hydrochloride (GuHCl) for 2-4 hours. After 7000 x g centrifugation for 15 min., the pellet is 

discarded and the B. burgdorferi polypeptide -containing supernatant is incubated at 4°C 

overnight to allow further GuHCl extraction. 
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Following high speed centrifugation (30,000 x g) to remove insoluble particles, the 
GuHCl solubilized protein is refolded by quickly mixing the GuHCl extract with 20 volumes of 
buffer containing 50 mM sodium, pH 4.5, 150 mM NaCl, 2 mM EDTA by vigorous stimng. 
The refolded diluted protein solution is kept at 4°C without mixing for 12 hours prior to further 

5 purification steps. ^ 

To clarify the refolded B. burgdorferi polypeptide solution, a previously prepared 

tangential filtration unit equipped with 0. 16 Jim membrane filter with appropriate surface area 
(e.g., Filtron), equilibrated with 40 mM sodium acetate, pH 6.0 is employed. The filtered 
sample is loaded onto a cation exchange resin (e.g., Poros HS-50, ^Perseptive Biosystems). The 
10 column is washed with 40 mM sodium acetate, pH 6.0 and eluted with 250 mM, 500 mM, 1000 
mM, and 1500 mM NaCl in the same buffer, in a stepwise manner. The absorbance at 280 mm 
of the effluent is continuously monitored. Fractions are collected and further analyzed by SDS- 
PAGE. 

Fractions containing the B. burgdorferi polypeptide are then pooled and mixed with 4 
15 volumes of water. The diluted sample is then loaded onto a previously prepared set of tandem 

columns of strong anion (Poros HQ-50, Perseptive Biosystems) and weak anion (Poros CM-20, 

Perseptive Biosystems) exchange resins. The columns are equilibrated with 40 mM sodium 

acetate, pH 6.0. Both columns are washed with 40 mM sodium acetate, pH 6.0, 200 mM NaCl. 

The CM-20 column is then eluted using a 10 column volume linear gradient ranging from 0.2 M 
20 NaCl, 50 mM sodium acetate, pH 6.0 to 1.0 M NaCl, 50 mM sodium acetate, pH 6.5. Fractions 

are collected under constant A 280 monitoring of the effluent. Fractions containing the B. 

burgdorferi polypeptide (determined, for instance, by 16% SDS-PAGE) are then pooled. 

The resultant B. burgdorferi polypeptide exhibits greater than 95% purity after the above 

refolding and purification steps. No major contaminant bands are observed from Commassie 
25 blue stained 16% SDS-PAGE gel when 5 jag of purified protein is loaded. The purified protein 

is also tested for endotoxin/LPS contamination, and typically the LPS content is less than 0.1 

ng/ml according to LAL assays. 

6(d). Cloning and Expression of B. burgdorferi in Other Bacteria 

30 B. burgdorferi polypeptides can also be produced in: B. burgdorferi using the methods of 

S. Skinner et al., (1988) Mol. Microbiol. 2:289-297 or J. I. Moreno (1996) Protein Expr. Purif. 
8(3):332-340; Lactobacillus using the methods of C. Rush et al., 1997 Appl. Microbiol. 
Biotechnol. 47(5):537-542; or in Bacillus subtilis using the methods Chang et al., U.S. Patent 
No. 4,952,508. 
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7. Cloning and Expression in COS Cells 

A B. burgdorferi expression plasmid is made by cloning a portion of the DNA encoding a 
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B. burgdorferi polypeptide into the expression vector pDNAI/Amp or pDN Affl (which can be 
obtained from Invitrogen, Inc.). The expression vector pDNAI/amp contains: (1) an E. coli 
origin of replication effective for propagation in E. coli and other prokaryotic cells; (2) an 
ampicillin resistance gene for selection of plasmid-containing prokaryotic cells; (3) an SV40 
5 origin of replication for propagation in eukaryotic cells; (4) a CMV promoter, a poly linker, an 
SV40 intron; (5) several codons encoding a hemagglutinin fragment (i.e., an "HA" tag to 
facilitate purification) followed by a termination codon and polyadenylation signal arranged so 
that a DNA can be conveniently placed under expression control of the CMV promoter and 
operably linked to the S V40 intron and the polyadenylation signal by means of restriction sites in 
10 the poly linker. The HA tag corresponds to an epitope derived from the influenza hemagglutinin 
protein described by Wilson et aL 1984 Cell 37:767. The fusion of the HA tag to the target 
protein allows easy detection and recovery of the recombinant protein with an antibody that 
recognizes the HA epitope. pDNAHI contains, in addition, the selectable neomycin marker. 
A DNA fragment encoding a B. burgdorferi polypeptide is cloned into the polylinker 
15 region of the vector so that recombinant protein expression is directed by the CMV promoter. 

The plasmid construction strategy is as follows. The DNA from a B. burgdorferi genomic DNA 
prep is amplified using primers that contain convenient restriction sites, much as described above 
for construction of vectors for expression of B. burgdorferi in E. coli. The 5' primer contains a 
Kozak sequence, an AUG start codon, and nucleotides of the 5' coding region of the B. 
20 burgdorferi polypeptide. The 3' primer, contains nucleotides complementary to the 3' coding 
sequence of the B. burgdorferi DNA, a stop codon, and a convenient restriction site. 

The PCR amplified DNA fragment and the vector, pDNAI/Amp, are digested with 
appropriate restriction enzymes and then ligated. The ligation mixture is transformed into an 
appropriate E. coli strain such as SURE™ (Stratagene Cloning Systems, La Jolla, CA 92037), 
25 and the transformed culture is plated on ampicillin media plates which then are incubated to allow 
growth of ampicillin resistant colonies. Plasmid DNA is isolated from resistant colonies and 
examined by restriction analysis or other means for the presence of the fragment encoding the B. 
burgdorferi polypeptide 

For expression of a recombinant B. burgdorferi polypeptide, COS cells are transfected 
30 with an expression vector, as described above, using DEAE-dextran, as described, for instance, 
by Sambrook et al. {supra). Cells are incubated under conditions for expression of B. 
burgdorferi by the vector. 

Expression of the B. burgdorferi-HA fusion protein is detected by radiolabeling and 
immunoprecipitation, using methods described in, for example Harlow et al., supra.. To this 
35 end, two days after transfection, the cells are labeled by incubation in media containing 35 S- 
cysteine for 8 hours. The cells and the media are collected, and the cells are washed and the 
lysed with detergent-containing RIP A buffer: 150 miVl NaCl, 1% NP-40, 0.1% SDS, 1% NP- 
40, 0.5% DOC, 50 mM TRIS, pH 7.5, as described by Wilson et al. (supra ). Proteins are 
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precipitated from the cell lysate and from the culture media using an HA-specific monoclonal 
antibody. The precipitated proteins then are analyzed by SDS-PAGE and autoradiography. An 
expression product of the expected size is seen in the cell lysate, which is not seen in negative 
controls. 

5 

8. Cloning and Expression in CHO Cells 

The vector pC4 is used for the expression of B. burgdorferi polypeptide in this example. 
Plasmid pC4 is a derivative of the plasmid pSV2-dhfr (ATCC Accession No. 37146). The 
plasmid contains the mouse DHFR gene under control of the S V40 early promoter. Chinese 

10 ^ hamster ovary cells or other cells lacking dihydrofolate activity that are transfected with these 
plasmids can be selected by growing the cells in a selective medium (alpha minus MEM, Life 
Technologies) supplemented with the chemotherapeutic agent methotrexate. The amplification of 
the DHFR genes in cells resistant to methotrexate (MTX) has been well documented. See, e.g., 
Alt et al., 1978, J. Biol. Chern. 253:1357-1370; Hamlin et al., 1990, Biochem. et Biophys. 

15 Acta, 1097:107-143; Page et ah, 1991, Biotechnology 9:64-68. Cells grown in increasing 
concentrations of MTX develop resistance to the drug by overproducing the target enzyme, 
DHFR, as a result of amplification of the DHFR gene. If a second gene is linked to the DHFR 
gene, it is usually co-amplified and over-expressed. It is known in the art that this approach may 
be used to develop cell lines carrying more than 1,000 copies of the amplified gene(s). 

20 Subsequently, when the methotrexate is withdrawn, cell lines are obtained which contain the 
amplified gene integrated into one or more chromosome(s) of the host cell. 

Plasmid pC4 contains the strong promoter of the long terminal repeat (LTR) of the Rouse 
Sarcoma Virus, for expressing a polypeptide of interest, Cullen, et aL (1985) Mol. Cell. Biol. 
5:438-447; plus a fragment isolated from the enhancer of the immediate early gene of human 

25 cytomegalovirus (CMV), Boshart, et al., 1985, Cell 41:521-530. Downstream^of the promoter 
are the following single restriction enzyme cleavage sites that allow the integration of the genes: 
Bam HI, Xba I, and Asp 718. Behind these cloning sites the plasmid contains the 3' intron and 
polyadenylation site of- the rat preproinsulin gene. Other high efficiency promoters can also be 
used for the expression, e.g., the human B-actin promoter, the SV40 early or late promoters or 

30 the long terminal repeats from other retroviruses, e.g., HIV and HTLVI. Clontech's Tet-Off and 
Tet-On gene expression systems and similar systems can be used to express the B. burgdorferi 
polypeptide in a regulated way in mammalian cells (Gossen et al., 1992, Proc. Natl. Acad. Sci. 
USA 89:5547-5551. For the polyadenylation of the mRNA other signals, e.g., from the human 
growth hormone or globin genes can be used as well. Stable cell lines carrying a gene of interest 

35 integrated into the chromosomes can also be selected upon co-transfection with a selectable 

marker such as gpt, G418 or hygromycin. It is advantageous to use more than one selectable 
marker in the beginning, e.g., G418 plus methotrexate. 

The plasmid pC4 is digested with the restriction enzymes and then dephosphorylated 
using calf intestinal phosphates by procedures known in the art. The vector is then isolated from 



,**:S C li iH ! id! H 



64 

a 1% agarose gel. The DNA sequence encoding the B, burgdorferi polypeptide is amplified 
using PCR oligonucleotide primers corresponding to the 5' and 3' sequences of the desired 
portion of the gene. A 5' primer containing a restriction site, a Kozak sequence, an AUG start 
codon, and nucleotides of the 5 ? coding region of the B. burgdorferi polypeptide is synthesized 
5 and used. A 3' primer, containing a restriction site, stop codon, and nucleotides complementary 
to the 3' coding sequence of the B. burgdorferi polypeptides is synthesized and used. The 
amplified fragment is digested with the restriction endonucleases and then purified again on a 1% 
agarose gel. The isolated fragment and the dephosphorylated vector are then ligated with T4 
DNA ligase. E. coli HB 101 or XL-1 Blue cells are then transformed and bacteria are identified 
10 that contain the fragment inserted into plasmid pC4 using, for instance, restriction enzyme 
analysis. 

Chinese hamster ovary cells lacking an active DHFR gene are used for transfection. Five 
\xg of the expression plasmid pC4 is cotransfected with 0.5 \xg of the plasmid pSVneo using a 

lipid-mediated transfection agent such as Lipofectin™ or LipofectAJvUNE.™ (LifeTechnologies 

15 Gaithersburg, MD). The plasmid pSV2-neo contains a dominant selectable marker, the neo gene 
from Tn5 encoding an enzyme that confers resistance to a group of antibiotics including G418. 
The cells are seeded in alpha minus MEM supplemented with 1 mg/ml G418. After 2 days, the 
cells are trypsinized and seeded in hybridoma cloning plates (Greiner, Germany) in alpha minus 
MEM supplemented with 10, 25, or 50 ng/ml of methotrexate plus 1 mg/ml G418. After about 

20 10-14 days single clones are trypsinized and then seeded in 6- well petri dishes or 10 ml flasks 
using different concentrations of methotrexate (50 nM, 100 nM, 200 nM, 400 nM, 800 nM). 
Clones growing at the highest concentrations of methotrexate are then transferred to new 6- well 
plates containing even higher concentrations of methotrexate (1 [iM, 2 t uM, 5 jaM, 10 mM, 20 
mM). The same procedure is repeated until clones are obtained which grow at a concentration of 

25 100-200 jxM. Expression of the desired gene product is analyzed, for instance, by SDS-PAGE 
and Western blot or by reversed phase HPLC analysis. 

The disclosure of all publications (including patents, patent applications, journal articles, 
laboratory manuals, books, or other documents) cited herein are hereby incorporated by reference 
in their entireties. 

30 The present invention is not to be limited in scope by the specific embodiments described 

herein, which are intended as single illustrations of individual aspects of the invention. 
Functionally equivalent methods and components are within the scope of the invention, in 
addition to those shown and described herein and will become apparant to those skilled in the art 
from the foregoing description and accompanying drawings. Such modifications are intended to 

35 fall within the scope of the appended claims. 
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30S ribosomal subunit protein Sll [Escherichia coli] 


30S ribosomal protein S 13 [Synechocystis sp.J 


neural cell adhesion protein BIG-2 precursor [Rattus norvegicus] 


unknown [Bacillus subtilis] 


YqeQ [Bacillus subtilis] 


unknown [Pseudomonas aeruginosa] 


OTCase [Escherichia coli] 


polynucleotide phosphorylase [Bacillus subtilis] 


IF2 (aa 1-741) [Bacillus stearothermophilus] 


similar to flagellar hook-basal body proteins [Bacillus subtilis] 


RpoS [Yersinia enterocolitica] 


sperniidine/putrescine transport ATP-binding protein (potA) i 
[Haemophilus influenzae] 


alphal A- voltage-dependent calcium channel [Homo sapiens] 


serine hydroxymethyltransferase [Bacillus subtilis] 


3'-exo-deoxyribonuclease [Bacillus subtilis] 


NAD synthetase [Rhodobacler capsulatus) 


ribosomal protein S5 [Bacillus subtilis] 


L6 ribosomal protein [Streptomyces coelicolor] 


ribosomal protein S17 (AA 1-85) [Mycoplasma capncolumj 


nusG [Escherichia coli] 


H. influenzae predicted coding region H10491 [Haemophilus 
influenzae] 


hypothetical ORF-6 protein - Sauroleishmania tarentolae 
mitochondrion (SGC6) 


| hemolysin [Serpulina hyodysenteriae] 


cell division protein [Bacillus subtilis] 


Mbl protein [Bacillus subtilis] 


ribosomal protein L19 - Bacillus stearothermophilus 


aspartyl-tRNA synthetase [Thernuis aquaticus thermophilusj 
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S-adenosylmethionine synthetase [Staphylococcus aureus] 
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ptsH protein [Escherichia coli] 


M. genilalium predicted coding region MUi4o [Mycoplasma 
genitalium] 


S14 protein (AA 1-61) [Bacillus subtilisj 


ribosomal protein L13 (rpLl'J) [Haemopmius innuenzaej 


sporulation protein (spoIIIE) [Haemophilus intluenzae] 


D-alanine:D-alanine ligase-related protein [bnterococcus raecansj 


large ribosomal subunit protein L'-tt [bucnnera apniaicoiaj 


asparaginyl-tRNA synthetase [Synechocysus sp.J 


UvrB [Helicobacter pylori] 


beta-b protein [Bailey stripe mosaic virus J 


0RF9 [Rhizobium melilotij 


long-chain-fatty-acid CoA ligase [synectiocysus sp.j 


RecG [Treponema pallidum] 


similai* to multifunctional ammoacyl-tKJNA syntneiase, especially 
to the prolyl-tRNA synthetase region [Caenorhabditis elegans] 


glycyl-tRNA synthetase - Thermus Uiermopmius 


pyruvate kinase [Bacillus stearothermophilus] 


"ORFl [Synechococcus elongatus] 


secretion protein SecY (AA 1-482) [Mycoplasma capncoiumj 


ORF for methionine amino peptidase [bacillus sudluisj 


IqueA [Escherichia coli] 


I Cdc28p [Schizosaccharomyces pombe] 


o287 [Escherichia coli] 


IflgG protein product (AA 1-26U) [Salmonella typnimunumj 


H. influenzae predicted coding region HI 1^34 LHaemopmius 
influenzae] 


(AE000012) Mycoplasma pneumoniae, phospnocarrier proiein 
HPr; similar to GenBank Accession Number A49683, from M. 
capricolum [Mycoplasma pneumoniae] 


. 50S RIBOSOMAL PROTH1N LI (BLJ). 
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glycine betaine-binding protein precursor [Bacillus subtilis] 


ATP synthase, subunit K [Methanococcus jannaschii] 


aminopeptidase P [Sus scrofa] 


POMl [Plasmodium chabaudi chabaudi] 


CheR [Rhizobium meliloti] 


ARS-binding factor 1 [Kluyveromyces marxianus] 


delta-2-isopentenyl pyrophosphate transterase [Escherichia conj 


Orf635 gene product [Euglena gracilis] 


HMG-CoA reductase (EC 1.1.1.88) [Pseudomonas mevaionuj 


ribose transport system permease protein [Mycoplasma genitauumji 


M. jannaschii predicted coding region MJUMy [Methanococcus 
jannaschii] 


unknown [Mycobacterium tuberculosis] 




exodeoxyribonuclease V (recD) [Haemophilus influenzae] 


DJD-carboxypeptidase [Enterococcus laecahsj 


M. jannaschii predicted coding region MJ02M [Methanococcus 
jannaschii] 


[bride of sevenless] gene product [Drosophila vinlisj 


'dosage-dependent dnaK suppressor protein' [Escherichia couj 


ribosomal protein S6 [Mycoplasma genitalium] 


|YqfU [Bacillus subtilis] 


flagellar P-ring protein [Pseudomonas putida] 


No definition line found [Escherichia coiij 


M. jannaschii predicted coding region MJ079S [Methanococcus 
jannaschii] 


| Yqkl [Bacillus subtilis] 


similar to Saccharomyces cerevisiae unknown, bMtf L Accession 
Number Z68194 [Schizosaccharomyces pombe] 


| methyl accepting chemotaxis homolog [Treponema clenticolaj 


M. jannaschii predicted coding region MJU/ya [Methanococcus 
jannaschii] 
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orf4 [Bacillus subtilis] 


3-hydroxy-3-methylglutaryl-CoA synthase [Ciailus gailusj 


0RF2 [Bacillus subtilis] 1 


protein antigen LmSTIl [Leishmania major] 


chromate resistance protein A [Methanococcus jannaschnj 


AMP-binding protein [Brassica napus] 


a negative regulator of pho regulon [Pseudomonas aeruginosa] 


0RF2 [Salmonella typhimurium] 


phospho-N-acetylmuramoyl-pentapeptide- transferase [bacillus 
subtilis] 


RING-finger protein [Helicoverpa armigera nucleopoiynecirovirusj 


PgsA [Bacillus subtilis] 


YqfV [Bacillus subtilis] 


unknown [Mycobacterium tuberculosis] 


peptidase D [Escherichia coli] 


ComE [Synechocystis sp.] 


frameshift [Plasmodium falciparum] 


beta-galactosidase [Thermoanaerobactenum thermosultungenesj 


B.subtilis genes rpmH, rnpA, 5Ukd, gidA and gicm [tf acmus 
subtilis] 


CG Site No. 29739 [Escherichia coli] 


T03G1 1.2 gene product [Caenorhabditis elegans] 


murE gene product [Bacillus subtilis) 


involucrin [Saguinus oedipus] 


0RF2 [Salmonella typhimurium] 


| yejE [Escherichia coli] 


putative [Bacillus subtilis] 


FemA [Staphylococcus simulans] 


hypothetical protein [Synechocystis sp.J 
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putative [Caenorhabditis elegansj 


dedA protein (dedA) [Haemophilus intluenzaej 


gastric mucin [Sus scrofa] 


frameshift [Plasmodium falciparum] 


outer membrane protein [Neisseria gonorrhoeae] 


P24A protein (unknown function) (Swiss Prot. accession numoer 
P32802) [Saccharomyces cerevisiae] 


mevalonate kinase [Methanobactenum thermoautotropmcumj 


phosphoglycolate phosphatase, chromosomal (M-^ubdzj 
[Haemophilus influenzae] 


repeat motif-containing gene [Borrelia burgdorferi] 


uridylate kinase [Methanococcus jannaschn] 


Probable essential component ot the nucleoskeleton ^wiss rroi. | 
accession number P32380) [Saccharomyces cerevisiae] 


type I restriction enzyme [Methanococcus jannaschn ] 


ankyrin 3 [Mus musculus] 


frameshift [Plasmodium falciparum] 


orfA gene product [Borrelia burgdorten] 


DNA polymerase - Plasmodium falciparum 


M. jannaschii predicted coding region MJ 14'Ztt [Metnanococcus 
iannaschii] 


membrane fusion protein (mlrC) homolog - Haemopnnus 
influenzae (strain Rd KW20) 


contains TPR domain-like repeats [CJaenornaDcims elegans j 


H. influenzae predicted coding region HUMS [Haemopnnus 
influenzae] 


serine/threonine-protem kinase [Plasmodium raiciparumj 


| hypothetical protein [Synechocystis sp.J 


ORF4 protein (AA 1-156) [Paramecium aurelia J 
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TABLE 3- 

Borrelia burgdorferi - Putative coding regions of novel proteins not similar to know proteins 



Contig ID 


ORF ID 


Start (nt) 


Stop (nt) 




1 


2330 


1134 




2 


3317 


2934 




8 


11375 


13021 




9 


11673 


11386 




10 


12925 


13629 




11 


13538 


14146 




17 


25212 


24700 




18 


25782 


25357 




19 


26115 


25870 




21 


27308 


27051 




22 


29628 


30458 




29 


40696 


41217 




30 


41201 


41992 




31 


42542 


41985 




32 


42593 


42982 




34 


44234 


44031 




38 


48041 


47079 




41 


49318 


49617 




43 


53234 


51810 




50 


59737 


58208 




58 


68227 


67733 




65 


79757 


80404 




66 


■ 81516 


80401 




75 


89552 


88353 




82 


93338 


92766 




85 


95207 


95854 




104 


108788 


108621 




105 


109764 


108943 




108 


112003 


111599 




113 


114317 


115846 




114 


114522 


114316 




119 


118439 


118927 




121 


119802 


119599 




125 


125688 


123967 




129 


128594 


129235 




135 


136116 


135259 




136 


136558 


136298 




139 


139149 


139559 




141 


140573 


140121 




143 


141738 


141412 


1 


145 


142218 


142060 


1 


146 


142686 


142342 


1 


154 


150528 


149074 


1 


158 


153832 


153981 




163 


158277 


158474 
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Borrelia burgdorferi - Putative coding regions of novel proteins not similar to know proteins 





171 


168052 


166205 




176 


171592 


171038 




186 


179607 


180089 




189 


182345 


182046 




191 


182567 


182773 




199 


192561 


192716 




205 


196592 


197476 




218 


207717 


206752 




219 


207733 


208437 




221 


209337 


208915 


- 


222 


209712 


209335 




231 


217179 


216025 




238 


223660 


223418 




240 


224720 


225724 




242 


227006 


227275 




248 


231761 


231501 




251 


232973 


. 233308 




252 


233669 


234004 




254 


235115 


235456 




258 


241824 


242198 




261 


248009 


247773 




269 


256846 


255872 




276 


265430 


265158 




279 


266582 


266298 




281 


268474 


268280 




286 


274157 


274384 




292 


' 280495 


280274 




294 


281344 


281042 




298 


287276 


285714 




303 


292943 


292644 




304 


293273 


293037 




305 


294965 


294648 




308 


299427 


298699 




309 


29905 1 


299212 




326 


320375 


319785 




327 


320425 


321036 




331 


324198 


324413 




339 


. 332785 


332459 




341 


333503 


334138 




342 


334116 


334739 




343 


334880 


335446 




350 


342916 


342443 




351 


344789 


342897 




363 


357596 


356931 




367 


361065 


360859 




370 


362519 


362196 
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Borrelia burgdorferi - Putative coding regions of novel proteins not similar to know proteins 



1 


374 


366905 


3661 14 


1 


377 


368632 


369537 


1 


378 


369928 


370560 


1 


379 


370532 


371353 


1 


382 


375028 


373193 


1 


383 


375102 


375542 


1 


387 


378677 


378198 


1 


400 


394952 


394722 


1 


401 


396247 


394937 


1 


403 


397569 


398327 


1 


406 


399103 


399294 


1 


436 


416160 


416570 


1 


445 


424660 


423950 


1 


446 


425181 


424642 


1 


450 


428559 


428200 


1 


451 


428933 


428619 


1 


455 


432590 


431628 


1 


461 


437823 


438092 


1 


463 


438690 


438313 


1 


466 


440749 


440222 


1 


470 


441568 


441350 


1 


471 


442039 


441614 


1 


472 


442216 


442037 


1 


473 


442666 


442262 


1 


476 


445202 


445017 


1 


493 


462106 


462519 




494 


462893 


462549 


1 


504 


482111 


481035 


1 


505 


481552 


481800 


1 


509 


483249 


483668 


1 


512 


484864 


485157 


1 


516 


489171 


A O d d O *~7 

488527 


1 


519 


492989 


49237^ 


1 


520 


493626 


A i~\ i~\ T 

492997 


1 


521 


494169 


494864 




524 


497 lsD 


a (in o -r 
4y /3oD 




525 


497674 


499254 




527 


500251 


. 501294 




528 


501281 


502156 




558 


533912 


533667 




568 


541267 


541491 




571 


544436 


- 544257 




572 


544565 


545068 




578 


549603 


551198 




580 


551508 


551657 




581 


552337 


551513 
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Borrelia burgdorferi - Putative coding regions of novel proteins not simdar to know proteins 





585 


556051 


557271 




590 


561342 


561139 




591 


561825 


561520 




592 


562536 


563360 




59.6 


565758 


566519 




599 


568389 


568682 




602 


568680 


568856 




605 


570829 


571167 




609 


576170 


577093 




612 


581549 


581091 




614 


582910 


584013 




619 


589384 


588674 




624 


592665 


593465 




626 


594542 


595405 




672 


631642 


632175 




677 


636650 


636892 




678 


637059 


638078 




681 


640861 


640412 




686 


644887 


645207 




689 


649716 


649961 




690 


650436 


650735 




691 


650733 


651056 




693 


653303 


653689 




705 


664733 


664918 




707 
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1) GENERAL INFORMATION: 

(i) APPLICANT: Human Genome Sciences, Inc. et al . 

(ii) TITLE OF INVENTION: Borrelia burgdorferi Polynucleotides and 

Sequences 

(iii) NUMBER OF SEQUENCES: 155 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Human Genome Sciences, Inc. 

(B) STREET: 9410 Key West Avenue 

(C) CITY: Rockville 

(D) STATE: Maryland 

(E) COUNTRY: USA 

(F) ZIP : 20850 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Diskette, 3,50 inch, 1.4Mb storage 

(B) COMPUTER: HP Vectra 486/33 

(C) OPERATING SYSTEM: MSDOS version 6.2 

(D) SOFTWARE: ASCII Text 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE: Herewith 

(C) CLASSIFICATION: 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE : 

(viii) ATTORNEY/AGENT INFORMATION: 



'O H 
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(A) NAME: Brookes, A. Anders 

(B) REGISTRATION NUMBER: 36,373 

(C) REFERENCE /DOCKET NUMBER: PB370PCT 

(vi) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (301) 309-8504 

(B) TELEFAX: (301) 309-3512 

( 2 ) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 910715 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1: 

ATATAATTTT TAATTAGTAT AGAATATGTT AAACTTTACC CTTGAATTTT TCTACTCTAT 60 

TTGTATATTC TATAGAAAAA ACGATTAGAA T T AAAC AAAG CCATAACTGA ACCAACGGTA 12 0 

ATTAGTAGAT AAAGGGATCA AAATATTTTT TATTGCAGCA AGAATACCTT GGTATATTAG 13 0 

AAAAACCAAA AGTCATAGTC AAATCATCTT TTGATAACAA TCCCCAAATC TATAATTTAT 2 40 

TATGAAATTA ATTGCTCCCT T^AAAAGATT AGTTTTTAAA ACTACAAGAC TACTATCAAT 3 00 

CACTATCAGA TAGATTAAAA CAACCTTTAC AAGAAAAAAA TCTTACTACT ATTTTATTGT 3 60 

AAATGTATTA TAAAATAAGT TCATGCAAAA ACTTACAATT TTTCACAACA AACTACAATA 42 0 

AAATCATGTA AACAAACAAT TTCTTTGAAA ATTAAGCAAA TTTATAAATA TAAATTATAA 4 80 

AGATATATAT TTTTATATGA TCAATAATAA AAATTAATAG GATACTTATT TGGAAAAATT 5 40 

ATTGAAAAAA CAATAAGCAT GAATTGCCAC AATAAGCTAA TTGTCACTTA ATAATTCTTG 60 0 

T TT AC TAG AC CACATTAGTA T AAAC TC AAA TATTGGCTAC^ TATAATATAG GGGCTTTATA 6 60 

CGCCACATGT TTAATGATAA CATAAGAAAA TATTGCAATA ATAAAAAGAT TGAAATATCT 72 0 

TTATTAGAAA AGAATCTCGA T AATT TAG AA AACAGAATAA AAATCATAAC TAATAAATAT 7 SO 

AACGTTGAAA AAAAT AT AT T CAAACTTTAA C TAT AC AATT AATTACACCT TAAAAATGCG 8 40 

TTACATAAAA ATTAAGGACT AC T AT AAAT A G AAAAC AC C A C AT AAC C T AC . AG AC TC T AAA 9 00 

GGAATAATTA AATCCTCATA TTTCAGTTCT CCAAAAGTTT AAATAGGGGC CTTTTACTTT 9 60 
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TCTTGATTAG CATATACATT ATTAAAGGCA TCTTCTTGGG CACTATCCTA AACTTTTTTA 10 2 0 

CATTATTATT ATTTTATTCT TTATTATTAC AAGATAATTC AAGAATC TAG ATTACAAGAT 10 8 0 

ATCAATCCTG CCATTAGTAG TTCAATAAAA CATTTAGAAT ATTTATACAT TATTTAATGT 1140 

ATTTTTTTCA TTTTTGAAAT AATATTGTTA TAAGTTAACT TAATAAGATA TTTGATTTCT 12 0 0 

TCAACTTGAG AATCCGATGT AC AT AGAAT C TGAACATCTC CTCTGCCCCA TTTGCCAATA 12 60 

TTCTTAATAT ATCTAGTAAA ACCCTCTTTT AAAATTATTT GATCTAGAGC AACAGTAATA 13 2 0 

GTAATATTAA TTTTATTTAC CCCAGGTCTA AAGCTAAAAT C T AC AAAAT A TCCGCCCTGT 13 8 0 

ACTTTAAATC CTGTATAGCA CTGTGTTTCA ACTTTCTCAA TTTCATTAAA ATTTAAAACA 1440 

AAAAT AAAAT CTTCTAATTC TTTATATATT GCTTTCATAT CGGAATTTAA TTTTTCAAAT 150 0 

TTTTTTAAAT TTTCGGTTTT AATATTATTA TCTTTTATAC CAGAATCTGT GTCATCTTCT 15 6 0 

ATGTCACTTT TCTTGCTGTT TACTAATACA TCGCTTTTTT TTTCATCAAA AAAC AT AC T A 162 0 

AAAAT ATTTT TAATAATATC ATTAAATATT TTATCTGAAT ATGTTTTTTT AAAACCAATT 168 0 

TTAGCTTTAA AAAAATCAAG CAAATCAACA CTTGGATTTT TTGTTTCCTT TTTTAAATAA 17 40 

GCTGAAAATT TGTC TGTAT A TTTTTTTTCT AATGCAAAAG ATCTAGCCTC TTCAACATTC 18 0 0 

AAAGAAT TTC TAGAAAACTT TTTAAGATAT TCAAAATCCT TAGATGTTAA TTTTTCTAAA 18 60 

TTAACAACCA TAAAAGGCTC ATTGTCTAAC AAATTATCTT TATCTAGGTC AGTAT AGAAT 192 0 

CTATATTCTA TGCCATCTGT T AAT AT AC C A AATTCAACTC TCTTTGCTTG AGAACGAATA 19 80 

TTTTCAAAAT AAGGTTTTAA TTGCTTTAGA TGATTTTCAA GCTTTTCCCT GCTATTATGA 2 0 40 

TATTTGGCCT CT ATT AAAAT AGTGGGTTCT TCATCCTTTT TTGTTGGATA AATAACATAA 210 0 

TCAACCCTTT TTAGTCCATC TTTAAGAATA TCTGCCTTCT CTTCAACTTT AACAATTGAA 2160 

ATATCAGTAT GATCATAGCC CATCGCATCT AAAAATGGAT CAATAAGATT TTGTCTTGTT < 22 2 0 

TGTGCTTCAT TTTCAATAAG ATCCTTATCC TTTTGAATTT TTCTACTTAC AGCTTTTATT 22 80 

GAATTTTCAA AATTTATATC TTTGTATTCA TTTGGCATAA TTATATTTTA CC AAT AAAAT 2 3 40 

TAAAAATTAA T AATT C T AAA AATAAATTTC CAAAATGTTG TCTATTTTAA ACTCTTAACT 2 40 0 

GATACCTTAA TTCTTTTTTC TACCTAATTT TTTAGTTTAA AATCTTATTT TTTAATTTTA 2 4 60 

TTATTTTTTC CTTACCTTAT TTATACTAAA ATTTTTAGTA TTTAGCGAAT AATTTTCATA 2 52 0 

TCCTTTTATT AAAGACAAAA TATGATTTTC TCTTTTTTGT TTTTTAATAC CTTAAAATCA 2 5 30 

CTAAGCAAAG TAATAAAGTC TTCTTTGGTT AATGAATAAA AGACTAGCTA- TAATAAAATT 2 6 40 

ATTTT ATTTT TCTTTACTAA ATTCAAAATG CTCTAAATAA AG C AAAT TAG AGAAATTCAA 2 7 00 
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AGGATCATTT TTAGCTATTA GCAGAGAAGT GTTTTTTACC AAAG T TAG AC ATAATGAACT 27 60 

AGCCAAAATT TCTTCTTTGG GTTGAGGCAT TGGACATTGA CAAAGAAATG ATTTTACAAT 2 320 

GTCGGTATTT TAAAACAAAT CTTCTAATCA TAAAATCAAA TACAGTGCAT TGAAAATAGA 2 3 80 

TATAATAAAC AATTTTTTAT AAAAAGATAT TGGTATTTTC TCACAATTCA TATCTATTTT 2 940 

ATAGAAACAC AATAATAATT TTTAGGAGAT AAAGTGCTAA TCATGGTTCT TTCATTTGTA 3 0 00 

TTGCTTGCAA TTCTTCTATA AAATATTCTT TCATTTGGGT ACTGATCATC TTTAGTTAAG 3 0 60 ' 

ATTTTTTCTA AATCTTCTTT AT AT C C T AT C C AT AAAAGC T TATAACCTTC T T T T AC AT AA 3120 

TCATAAGTAA AAAATCTTAA ATTAAATTGA TAGATATTAG CCCCAGAATA AAGAAATATA 3130 

AAGTTTTCAT TATTATATTC CTTTAATAAA GATTTGCGAT TCTTTATACT TGGATCTGGC 3 240 

CCTTTTTTAA AATTAATATC TTCTTTACTA AGAATACTAA ATG AAC T AAA TATTTTGTTT 3 3 00 

AATTTGGCCC ATGTTTAATT CAATTCCTTT ATAAGGATTT TCTTTGCAGT CTTTTAAGTC 3 3 60 

TCTAGTTATT CCTTAATAAT ATTATCACTA CTTTGAATAA CAAATTTTGC TTTAAAATTT 3 42 0 

AATGTAAAAG TTTATTACTA CGAGGAAATA TCGCAAATTT AAAACTTGAA TGCATATCTT 3 43 0 

AAAACCTTTT TTTGTTTTCA AAC TG AT AAA TAAGTTAAGT TTATAATTAC TAAATATATG 3 5 40 

CTTTCTTAGC AAGCTAAGAC CAAATATCAC AATAGAAGTA ATTCTCAATA AACAAAATAC 3 60 0 

AAAAAGTAGT TAT C AT AT C G TCTTTAACCT TAAATAAGGT TGCTATAAAC AACCAAGATA 3 6 60 

TTTAATTTCT TTTAAAACCC TTATTCAATC TTTTTAAGCA TAGGATCTTA TAATTATAAG 3 72 0 

AATATAATTT TATTTACATC TC T AT ATT AA TAGAAAGATG CAAATATGTG ATCAAATTGT 3780 

TATTTTTGTA ATATGGAATA GTCCTTTATA GGGACGCTTA ATGCTCTATA CTTAAGATTG 3 8 40 

GAATTCTCTA TGAAAATATA TACTCGCTAC CCATGTAAAG CTGACTTATT TTAGCACGTA 3 900 

TCGCTTAAAC AATTATATTT ATATTATCTT TTATAAAGTT AATTTTTTCT TGTAGATTAT 3 960 

TTTTTAATAA AAAAGG C AC A AATTACCACA ACAAGTTCCA GTATAAATTA ATAGTTCTTA 40 2 0 

" TCTCAACACT AAAG T AC ATA AACATCAAAT ATCAAAAATA TATAAGAACA ACATACTACA 40 80 

TTGTTTTAAT GAAAACCTTA AAAGGAATGG TTAAACTCTC ATTAAGCTAA AACCAATGCA 414 0 

AAAATATCTT TATAAATTAG CAAAAGAACT AAAAGTCACA AAC AAC T AC C ATAAAAATTT 42 0 0 

GGTAGTAAAT TCTGGAACTG AAATTTACTA TAAACTCAAT TATTCTAAAA AAAATATTGC 42 6 0 

CTTAAATTAA AGAATGCCTT AAAAAAACAA AATGCTCTGA TTTAAACCTA TACCCAAAAT 43 2 0 

ACAAATTTAC TAAAGAAGAA GATATAGATT TAGAGAAGAT CTTAATAATA AAAATATTAA 43 3 0 

T AT AAAAGT T GCTCAGTATG CTAAAGGCAA AGAGTTTAAG TCAAGTTTAG AAATTACAAA 444 0 

GAGTAAAACT ATAAACTTCC TTTAAGAATG AAAATTTATT TTTATACTTA CTTGGCTTAA 45 0 0 
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TATTAAGATT TTTTTATTCT TTTCATAATA ATCTCTTCTA TCACTTAACA TTTTGCTATA 1 45 60 

CAAAAATCTT ACACATCTAA ATACTTTTTA AAAAAATTTG ATTAGTGTTA GAATATATTC 4 62 0 

TATATTTATA AACTTTATTA GCACTCATAA TTTTACTAAA TTAATATATT ATATTTAATT 4 63 0 

TATTTTTAAA ATTTATCTCC ATTTACCAAA AAAACTAAAA TAAAACTCTC CAAACTTATA 47 40 

AATAAAAAAA TAAGGCAAAA CCCCAACAAA CTCAAGATCT ATAATACAAA AAT AC AAT AT 4800 

AAGAATCCCA AGCTTAAAAA CAACCCCCTA AAATCTTTTT TTATTGGCGT TTTTAAATAA 48 60 

TGGTAATAAA GAATTCCAAT CAACACGATC CCCCCTACAA CTTTTCAAAC CCTATAGCTT 492 0 

GGCTTTTTAT ATTATTTTTA AAT T T AC AT G TCACAACAAT AG AT AAT G C A TAAAATAAGT 4 9 80 

ATTAATAAAA CAAATACATT T AT AG AAC C T ATACAATTAT TGAGCATATG GCTAGTACTA 5 0 40 

AAAATGAAAA TGTACAAGAT AATATGCTAT TAATAAAAAT TAATGGCTAC TAAAACTTTT 510 0 

GAATCCACAT TTTTTCTTTA AAAAAATTCT AAATTATTAA AATAAATAGA AATTAAAATT 5160 

ACCAAAAATA TTATTATAGT AATAAATATG TAAAGCTATT TTTATTAAAA C TG AT AAT AA 522 0 

AAATATAATA GCTAAAATAA CATAAATTAA CTTTAAATTA T AT C AAAGAC TTAGATTTAA 52 80 

AATATTTAAT AAAAGGCAAA GCTATAAACA C CAT AT AC TT ATTTTATTAT TTTTTTCATT 5 3 40 

TTATTTAAAT T AATTT AAAT AAGACTCAAT CAAATAATCA ATCAAACATA TTGGGTGAAG 5 40 0 

AAAAAATAGG GTATTCTTGG TGAATCGTTT TAAAAGGGGG TATAGTAAGC TAAAAAACTC 5 4 60 

TTATTAAAGA GGATGTTTAT AGACTTAAAA GTCTAATTCA ATATGAAAGA GGCTTTTTAA 5 52 0 

AGCTAAAAAT GTTAAAGAAA ATCAAATTAA GCAACAAGAT GGTTTTGTTT C TAT AAAT AG 5 5 80 

TTTTAAAGAA TATATACATT TGCACATACC CTTCATTATA ACATCTACTA ATTACACAAT 5 64 0 

AAAAATAAAA ATGATTTATT AAGAATTATT AGTAACTTAT AAAAACTTTA TAAGTTACAT 5 7 00 

AGTCAAAAAT ATAAAAAATT AAAACAAAAA ATTAACGATA TGGAAAAATT GTATTTTATA 57 6 0 

GAAATAGAAA TATATTTGCA TTAAACAACT ATGAATTTAT AAAGATT C T A GTAGGAGAGA 5 82 0 

AAATATGAAA AAAAAAAATT TATCAATTTA CATGATAATG CTAATAAGTT TATTATCATG 5 8 30 

TAATACAAGT GACCCCAATG AATTAACTCG TAAAAAAATG CAAGACAAGA AC GTGAAAAT 5 9 40 

TTTAGGATTT TTAGAGAAAA TTCAAGCAGA TAATAAAGAA ATTGTTGAAA AACATATAGA 6 000 

AAAAAAAGAA AAACAAATGG TGCAGGCTGC TTCTGTAGCA CCTATTAATG TAGAGAGTAA 6 0 60 

T TT C C CAT AT TATCTTCAAG AAGAAATAGA GATAAAAGAA GAAGAGTTGG TTC C AAAT AC 612 0 

TGATGAAGAA AAGAAGGCAG AGAAGGCAAT TAGCGATGGG AGTCTTGAAT- TTGC T AAATT 6180 

AGTTGATGAT GAAAATAAAC TTAAAAATGA ATCTGCGCAA TTAGAATCTA GTTTTAATAA 6 2 40 
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T G T T TAT AAA GAAATCTTAG AACTTGCAGA TTTAATACAA GCAGAGGTGC ATGTTGCAGG 63 00 

AAGGATAAAT AGCTATATAA AAAAAAGAAA G AC C AC T AAA GAAAAAGAAT ATAAGAAGAG 63 60 

AGAAATTAAG AATAAGATAG AAAAACAGGC TCTAATTAAG TTGTTGAATC AGTTATTAGA 642 0 

AAAAAGAGGC GATATTGAAA ATCTTCATAC TCAATTAAAT AGTGGACTTA GCGAGAGAGC 6 43 0 

ATCTGCAAAA TACTTTTTTG AGAAAGCCAA AGAAACTTTA AAAGCTGCTA T TAC TGAAAG 6 5 40 

ATTAAATAAC AAACGTAAAA ATCGGCCATG GTGGGCAAGA AGAACACATA GTAATTTAGC 6 6 00 

AATACAGGCA AAAAAT G AG G CAGAGGATGC TTTAAACCAA TTAAGTACTT CTTCTTTTAG 6 6 60 

GATACTTGAA GCAATGAAAA TAAAGGAAGA TGTAAAACAG CTTCTTGAAG AAGTAAAATC 67 2 0 

TTTTCTAGAT TCTTCAAAGA GCAAAATCTT TTCTAGTGGC GATAGATTAT ATGATTTTTT 67 80 

AGAGACGAGT AAATAAAAAA ATATATTTTA AAGGCTAATA ACTTAAAATC AAAGTCTTCT 6 8 40 

GTTAAAGGAA GAGTTTTTTA TAATTTTATT TAAATAACGA AAAGCTTGAT AGTTAAAAAA 6 900 

• TCTTTTTTAT TAAAAATATG TTTACTAAAC AGAGCTCAAA AATGAC T AT A TTTAGTATCT 6 9 60 

C TAT AAAAGA ATTTTTCAAT ATTTTAAAAA ATTTATAGAT AAACATAATC TAAAACCATG 70 2 0 

CATTAATACA AACCTAAAAC ATACTTGGTC ACTTGTAAAA GTAAATTGTA TCTAACTTTT 70 8 0 

TTTATTTATT GAATATACGT AAAAATTCTT TATAATTTCT ATTTTAAAAC GCTGCTATTT 7140 

AGCAATACAA T AAAAGG C AT TACAGATTGC AATCAAACAA ACTAAAGTTT AAATAAAATA 7 2 00 

TTACCCTCTG TTCTAATCCT ATCAAACAAG GTAATAAATT CTTTAAATTT C T AAAAGC C T 72 60 

AAACTTTAAA AGAACTTGTC GAAAATAATA TTTCTCTTAA AAAAGGTTCT AATCTTTTAT 7 3 20 

TTATAAGAAC TTTTATACTA TT AT AAAAAT GTATCTTGCC TTGATATATT TGTATTCTTT 73 80 

ATAAATCAAG CCTTCTACTT TTTTTAAGAA TATTTCTATT TTTTATAAAC TAGTTTTCTA 74 40 

CAATAGAAAA GAAATAACCC AAAGCCCTAA AAACTTAAAT AAATGTTAGC TATAATAACT 7 5 00 

AAAATAGAGA TAAAAAACTC AATCATAAAT AATGGTAAAA CAAACTTAAA CC ACGTACCA 7 5 60 

TAACTCAATC TGGATATCCC CAATACAGCC ATTATAACTC CGCTGGTAGG TGTTATCAAA 7 62 0 

TTAATAAGCC CAGATGCAGT CTGCATGGCA ATAACAACTG AAGCTCTTGG AAT T G AC AAA 76 80 

AAATCGGCAA GAGGAGCCAT TATTGGCATA GTGAGACTAG CATGTCCTGA TGAAGATGGA 77 40 

ACAACAAATC CTATAAATAT TTGAATAATT TCATTCAATA TGATAAAAAG GGGTCTTGGA 7 8 00 

AGATTGTATA AAAAAT T AG T AGCAGCATTT AACATAGTAT CTGTAATCAA CCCATCATCA 7 3 60 

CATACTATCA TAACACCTCT AGCAAGTCCA ATAACAAGAG CAGCGGTTAG CAGAC-TTTCA 7 92 0 

GAACCTTTCA CAAACGCATC CCACATTTCA GTTTCACCTA ATTTACAAAT AAAAGC C GAT 79 80 

ATAATAGCAA CTCCAAGATA CAACATTGTC ATTTCTTGCA TCCACCAACC AAGATTAACA 8 0 40 
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ATGCTAAATA TCAAAATCAA TATCATAAAT CCAAATAAAA GTAAAACTAA TTTATGAGCA 8100 

AAAGTAAACT CAAGAGCATT CTGAGCATTA TCTCCGGTAG AAAGT C CATC TTTTTTAACA 8160 

AAATATTGAT AATGTTCATC TTTTTGAGAA TACACAAGCG ATTTTGAGGG ATCCTTTTTA 8 2 20 

ATTTTAGACG CATAAACACA AACATAGGTT ATAGCAGCCA ATACTGATAC AAAATAAAGA 8 2 80 

ACAATTCTAA AATAAAATCC ATCCTGCAAG CTAATAGAAG CTATTGCAGA TGCAATTCCT 8 3 40 

GTCGCAAATG GATTTACAGT AGAAGC CAT A GTTCCCACTC CAGCTCCTAJ\ AGCAATAATA 840 0 

GCCGCTCCAA CAAGACTATC AT AAC C C AAA GCTACTATCA AGGGAATCAT AACAAAATAA 84 6 0 

AAAGGAAGGG TCTCTTCACT CATTCCGGTT ACAGTTCCAC CAATTGAAAA AATAAACATT 8 52 0 

AACAAAGGAA TAAGCAACTT ATCTTTGTGC CCCAACTTCT TGATTAAAAJ^ ATAAATTCCC 8 5 80 

ACATCTATTG CTCCAGTTTT CATAATAATC CCATAAGCAC CCCCAACAAT TAAAACAAAA 8 640 

ACAATAACTT CAACTGCATG TTCCATCCCC TTTGACATTG CGGTTAAAAT AGTCATAATA 87 0 0 

GGATGTAAAA ATCCCCTAGA GCCTCGATCT ACATATTGAT AAGTTCCAGC AACAATTATT 87 6 0 

TCCCTTTTAG ATCCATCACC CATTTGCTTA AATTCTTTAT CAAACTTACC GGC AGGAATC 882 0 

ACATACGTTA AAATGGTAAC AAATACAATT AAAGAAAATA TTATTGTAAA ACTACTTGGC 888 0 

ATTTTGATCA TAACGTTTCT CCTAAATAAT TTCATAAATT TAATTTCACA TAAAAAATAC 8 9 40 

TGTTATCCCA AAGTTGATAC CATAATAGCT TTAATGGTAT GCACCCTATT TTCAGCCACA 90 0 0 

TCAAAAACAA CTGAATTTTT ACTTTCAAAA ATTTCTTCTG TAACTTCAAT TCCATCAAGT 90 6 0 

CCGTATTTAT CAAAAATATC CTTACCAATC ACAGTGTTTA AGTCATGAAA AGCAGGCAAG 912 0 

CAATGCATAA AT AT T GC AT C ATCTTTTGCC ATGCACATTA TCTCTTTATT AACCTGATAA L 918 0 

GCCTTTAGAA GATTTATTCT ATCTTCCCAA TTACTCTCCC C CAT AG AT AC CCACACGTCT 92 4 0 

GTATACACAA CATCAGCACA TTTAACAGCC TCTTCTTTAG AATCTGTAAT TGTAATTTTA 93 0 0 

CCCCCACTCT CTAGGGCTAA AGACCTAGCC TTAAGCGTCA AATCGGGGTC TGGAAAAAGC 93 6 0 

TCTTTGGGAG CAAAAATTCT AAAAT C AAG C CCCATAATAG CACAGCCTTT CAATAAAGAA 942 0 

TTAGCAACAT TCCCCCTACC ATCGCCACAA AACACTATTT TAATCCCTTT CAAACTCCCC 9 48 0 

TTATGTTCTT TTATTGTCAT TAAATCGGCT AGTATTTGGG TTGGGTGAGA AATATCTGTC 9 5 40 

AATCCATTGT AAACAGGAAC ATTAGAATAA TTCGCCAAAC ATTCAACAGT C TGT TG AGAA 9 60 0 

AAGCCTCTAA ATCCAATAGC AT C AT AC AT G CGTCCCAAAA CTCTAGCGGT ATCTATCATA 9 6 60 

GACTCTTTTG AGCCCATTTG ATTACCCTTA GATCCCAAAT AAGT AATATT - TGCCCCTTGA 972 0 

TCATAGGCTG CGATCTCAAA AGCACACCGG GTCCTTGTTG AATCTTTCTC G AAAAT TAT A ' ' 97 8 0 
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ACTATATTTT TACCTTTAAG TTTTTGCACT TCAATTCCTG CATATTTTGA CTTTTTTAAA 9 840 

TTAATCGATA AATCAAGTAA ATATTTAATA TCTTTGCTTG TAAAATCTAA AAGATTTAAA 9 900 

AAGCTCCTAT TTCGTAAATT ATACATCAAC CACCAACCTT TACAATCAAG TTTTTAAAAA 9 9 60 

CTCATTTAAC TCATGCTTAA ACATGCTTAA ATATTAAATA TCCTCTCTTA C T AAAG AC AT 10 02 0 

AGACATGCAT CTTGGCCCAC CACGACCCCT TGAAAGCTCG C TAG AC GG AA TTCTGTGAAC ' 10 03 0 

TTTAATACCA TTTTCTTCAA ACAGCTTATT AGTTACATGA TTTCTAGAAT AAGCAATTAC 10140 

TTCTCCTGGA GCTATCGCCA AAACATTAGC ACCATCATTC CATTGTTCTC TTGCACCATG 10 2 00 

TATTAAATCT CCACCCGCAC ATT T TAT T AT GTCAATTTTT CTGCCTAAAT AAAAGCTCAA 10 2 60 

AACATCTTTA AGCTTGGCTT TTTCTTTTTT AATATTAATT TTATTAGAAT TTGAATTGTA 10 32 0 

AGTTAAAACA TAAATTGAGA AATACATATC ATCACTTGTA AAACTTGTAA AAACGCTATA 103 8 0 

ATCAATTTGG GTAAAAACTG TGTCTAAGTG CATATAGGCT CTGTTTTTTG GAATTTTAAA 10 44 0 

AGCCAAAATT GTGCTAAATG GAGCCTTATT TTTAAAAAGA CTAGCAGCTA GTTTTTCTAC 10 5 00 

AGACCCCGCT TCTGTTCTTT CTGAGATTCC AATAACCAAA AGATCTTTAT TTAAAACAAA 10 5 60 

CTCATCCCCA CCTTCCAAAG AAGTTTCTTC CCATCTATTA AACCAAATTG GAACATTTTC 10 62 0 

TTTGTAAGCG GAATGATATT TAAAAATATA CTCTGCAAAT ATTGTCTCTC TACGTCTAAC 10 6 80 

CTTGGTATAC ATTTTATTTA TTGTAATTCC ATTGCCAATA CTGGCAAAAG GATCTCTGGT 107 40 

AAATAAAACA TTGGGCATAG GATCAATAAC AAAAAG AC T T GAACCATTAA CCCAATCATC 10 8 00 

AAGCGAAAAT TCACAATCTT TAAGCTCTTC TCTTGCAACG CCGGAAATCA TTTTAGAAAC 10 8 60 

CATATTATCA ACGGTTAAAT TAGAAAAATA ATCTTTTAAA ATATTAATTA CACCATCTGT 10 92 0 

TTTTATTTCT GCTTCCAGAA TAAATTGAGA TATAAATTTA TTTTTGAGCG CTACAGAAGA 10 980 

AGCAAGAACT TCACTAACAA GATCCTCAAC ATACTCAATT TCAACTGAAT TATCTTTTAA 11040 

AATATTTACA AAAACTTCAT GCTCTTGTCT TGCAACTTTA AGATAAGGAA TAT CATC AAA 11100 

TAAAAAATTT TTCATAATCA AGGGTGTCAA ATTTTCTAAT TCTTCTCCTG GCCTATGAAG 11160 

CAAAACTTTT TTCAAACGAC CTATTTCCGA AAATATATTT ATTGGATTTA AATATTCTTC 1122 0 

TTCCATCGAT TTCCCCCTTT ATGAAAATTG TCATATATTA AAAT AC TATA GTTTATATTA 112 3 0 

AAAAACATCA ACTATTTTTA ATAATATTAA AAATATAATA TAAAlTATAAA AAATTGAAAA 113 40 

AATAAAAGTT CTAAAAAACT TCAAATCAAA AACATAAACA AAAAATTATG CTAAAATACT 114 00 

AATCATGAAG AATATTAATA GATTAATATT ATTAATATTA ACTACACACA CTTTATTATT 114 60 

CTCTTGTGCC TTAATTGCAG ATAATAAGTC AAAAAA.TTTA AGCACATCAG AAATCATATT 1152 0 

AA.CACAAAAA ACACTACTAG AAAGCTCTTT AATAAAAAAT CCTTCTAATG TAGAATATCG .115 8 0 



AATACCAATA 
AAAAAC AG C A 
AAATGCTTAT 
TAGCGTCAAT 
TAATCATACA 
GGAAAAAGAA 
ACAATTAAGT 
AATAATAGAT 
AAAAGATAAA 
AAAAACAATA 
ACAATCCCCG 
CGATATAATA 
AAGATCTATT 
ATTTTTTTAT 
AAAAATTGCA 
AATCAAATTC 
ACAATCAAGA 
TATTAATTTT 
ATCCTCTAAT 
CTCTTTAATG 
AATTTCGGGA 
TTATACGATT 
AAAAGAAAAA 
GAAAGAAAAA 
ATACTACCCA 
TTCAAATCCT 
TTCAAAACAA 
CACCCAAATG 
GTTGTAAACG 



TCCAGTATCC 
GCAAAAATCA 
AAAAATTATC 
GGAAATTTAA 
AATTCAGATA 
ATTTTAAACT 
CACATCAACT 
GGAAAAGAAT 
AAATATTTTG 
ATT GAAAAAC 
CCCAGAAGAA 
CCAAAAATAA 
TTATCAAATG 
TTTTGGCAAC 
TTCAATGGAA 
GATACAGCAT 
ATATTAAAAA 
GGAAGAAGTA 
TTATGGACAG 
GT T GAT AG AA 
ATAATTACTC 
GCAGGAATAC 
TTCATTGGTT 
ATTTTTGGGA 
TGAACAAATA 
GGGAAGAATG 
TAGAACAAGC 
GAATATATTT 
AAAAAAGAAT 



AAGAAATTTT 
AAATAAGCCC 
TAAATAATGA 
CAATTAAAAT 
AT GAAAAT T T 
TAATTGAGCA 
CATTCTTTCC 
ATATTGCACC 
AACAATTTAT 
AAAAAATTTC 
GAAAAAGGTC 
TAG AC C C AAA 
GCGACATAAT 
ATGTGGGAAT 
TTGATAGCTT 
CTACTCAAGG 
TATTCTCACC 
GAT AC AT T G A 
ATTCATTCAA 
T AT AT AAAAT 
CTGGAGAAAT 
TTCCAAGCGT 
ACAATAAAGA 
GAGCTTGCAA 
TTATGCCTGT 
CAAAACCGCT 
TCAAAATTGG 
TGATTCTGGA 
TTCAATATTG 
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AAACAATAAC 
TCAAAAACTT 
AACAGAATGG 
TGATAGTGCT 
AACAGAACTA 
AACATTTCAT 
TCAAGAAAAT 
GCACATAATA 
GCACTTTTTA 
AGATCTTCAC 
AACTGC CG AT 
TACAGGCATT 
ACTAATAAAA 
ATTTGATGAA 
TGATATAAAA 
TTCAGGATAC 
AATAACAGAC 
CAATAACTTT 
TCTTGAAGAA 
AGCAGGACTT 
AAATGCAGCA 
GCTTCCAAAA 
AATAGTAGAT 
CATTACAAAT 
ATTTTGATTA 
ATTAAAGGAA 
CTATTTAATA 
AC GGG AAG AG 
GAT AAAAT C T 



AATGATTCTT 
GAAGAAATAA 
ATAAAGTTTA 
TTTGAAAAAA 
AT AG AAC T AC 
GAT AAAAATT 
ATAAACTCAA 
GCAAATCAAT 
AAAGTTGAAA 
AATGAACTGT 
TCCGATAATA 
GAAATAACTC 
CCAAAAATAG 
GAAAAATATG 
TCAATAATTA 
GAAlAAGCTTT 
AT AAG AAC AA 
GGATATATGG 
ATTCACAACA 
AATGTATCAA 
GCTTACAATT 
AGGCTCATTA 
GCAATAGAAT 
CTCTGGTGCT 
ACAGCAATGA 
AAAA.CAATAA 
ATGAGAATAA 
GAAAGGGCAT- 
TAGATAAATC 



TTTTAATAAA 
AAAACTATCT 
TAG AT C AAAG 
AAACAAATTT 
AAATGCATCT 
TAGGATATAT 
TAACAAAAGA 
TATTAAAAAT 
AC AG C AAAAT 
ATTATTCAAA 
ACAATAAATA 
CTAAAAATTT 
ATTGGACAGA 
AAGCCACTAA 
CAAGCAATCA 
CAACATACGT 
TTCAAAAAGC 
TTCCATTAAT 
AAACCTATTG 
GAAATTACGA 
TTTACATGTC 
AACCAACATT 
TAAAAAAATC 
CAGGAAGTTA 
AAAAATT ATT 
AATAAAAAGC 
AATTCACCAT 
AGAAATTAGA 
C TTG ATT AAT 



11640 

11700 

11760 

11320 

11330 

11940 

12000 

12060 

12120 

12180 

12240 

12300 

12360 

12420 

12480 

12540 

12600 

12660 

12720 

12780 

12840 

12900 

12960 

13020 

13080" 

13140 

13200 

13260. 

13320 



GAATATGGAA 
CTTGCCCTAT 
GACAGTAAAT 
CAAATTACTA 
GGTGGAAAAA 
ACTAAGTAGA 
TTTTTATTGT 
AGAATCTCCC 
TATTCAAATT 
TAACAACGAT 
TAAAAATAAA 
TCCACTAAAA 
TCCGTCTATT 
TGTTTTAATA 
TTTTTGTTTT 
CTTTTATAGG 
GAGAATAAAT 
ATTTCCAATC 
AATCTTTTCT 
TAACAGGTTC 
TAATAGATAA 
ATGCAGATCG 
CCCCCAAGGT 
AACTAGAATC 
CTTTTAAAGG 
CAAAAACATT 
CTAAAAAACT 
GAGACATTTC 
CAGCAGAAAT 
CAATCCCAGC 



ATTATTATGT 
ATACAGCTCT 
TAATAATTGA 
TTAATTTAAT 
TTTCTTTTAT 
AATATTGTCA 
TGTACGACAA 
TCTAAATACA 
ACAAACAATA 
AAGATCGTCT 
TACAGAGAGT 
ATTCATTCTA 
TTTAAGCTCA 
ACAAGAACTA 
TCTATTAATA 
AGCAAAAAAG 
C C C AT C AG AT 
ATAAAAATTG 
GTCTTGAGAA 
TAGACCAATT 
AGTAGAAAAG 
AAGTTCATTA 
AAAAGAAAGC 
TAAAGAATAT 
ATCATAATTA 
AAGCTTAAAA 
AAATTTAAAA 
TAAATTTTTA 
TCCAGAGTTT 
TTCTTGTAGC 



CAAAAATTTT 
CAAAATAGCA 
CTATTGGTCA 
CAAAAAGACA 
TCCAGGAAAT 
AAAAATACAT 
TAAAAATAAA 
T C AAT AT AG A 
GCTTAGACGT 
TAAAAAAAGA 
TTTTTATTGG 
AAAACAAAAA 
ACATAACAAA 
CAAAAATTAA 
AT AAACTC GT 
TTCCAAGAAA 
CCCCTTAATA 
AATTTAAAGC 
TT7AAAGAAAT 
TGGTCCATAT 
TAAATTTCTA 
TCCGTAAATT 
TTATTGTCAA 
GGAACAAGTT 
TATTCAAAGT 
GAAAGTTCAG 
TAATCCAAAT 
TAAGGCGATG 
TT C AT AG C AT 
AAATAAGGAA 
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CAAGGAATTA 

TTAAAAGAAA 

AAAGG AAT C T 

ACTGAACTAA 

GAAAATATTG 

AAAAACAATA 

CCATGATTAT 

TGTAATTAAA 

AG T AAAAAT A 

AGATCTTACA 

TCCTAAAACT 

TAGCAATAAC 

AGTAGGAATT 

T ATT ACT AAT 

AGTTTGTATC 

TATAAATTGT 

AATCTGGTTC 

CTGATGAAAA 

TGAAAGATTT 

ACCCTTTAAA 

AAAATTC TGT 

TCTGCAAATT 

AAAAAGTTAA 

TGGTTGTAGT 

CGTCTTTCAT 

AAACTCTATT 

ATCTCGGCTC 

ATGGTTTTTG 

CTTCTTTAAA 

AATCTAAAGA 



GCAATAATTT 
AT AT AAT AAA 
ATAATAGCAA 
GGAAAAAATT 
CAGATCTTGG 
TTTCTGATTT 
GAAACTGATT 
GCTACAAATG 
AAT T GG C AAA 
ATAAACAATG 
TCATTTAAAT 
TTAAGCTCAA 
GAAGCAAAAA 
AAATGAAAAT 
TTTGTTGTTT 
AAAATTATTT 
TAAATTATAT 
TTTTTTAATT 
TGATAAATCA 
ATATTTAAAA 
ATATTTAAAC 
TATTTTCCAA 
AACGTACAAT 
ACCAATCTTG 
AGCAAACAAA 
TATCAAAGGA 
AATTTTATAA 
AGGCTCCAAA 
CTTTTTATAA 
AAGT T T AAGC 



TGGGGAACTG 
CATATTTGGG 
AAAATTAACA 
TGAAGAACAA 
TTTTCATAAA 
CAATGGTTTA 
TTAAAGTTCT 
AAT AT ATT T A 
ACACTAGTCT 
AAACAGGGTA 
TTAAAGTATA 
CTATTAAATA 
AAAC AAT AAA 
CATTATTATT 
TCAAATGACG 
CTCCAAATAG 
TCTCCAACAA 
TTAAAAAGTG 
ACAAAGAAAT 
GTCTTAGTAT 
TTCAAAGTCA 
CCAACATCTA 
TCCTTTTTGT 
GAAAAATCTC 
AATTGAAAAT 
TCATAGGCGA 
TACAAAGCAG 
GGACTTTGAA 
TATTTAATTC 
TCAGAAGAAG 



13330 
13440 
13500 
13560 
13620 
13680 
13740 
13800 
13860 
13920 
13980 
14040 
14100 
14160 
14220 
14280 
14340 
14400 
14460 
14520 
14580 
14640 
14700 
14760 
14820 
14880 
14940 
15000 
15060 
15120 
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CTTTAATATC TTCAAAACTA TTTTTTAATT CACCTGAAAG CTCAGTAGTA AAATAATCAT 15180 

■ AATC AT AAAT TAAAGAGGCT GTTAAACTTT GATAAAAAGT TTCCGGATCA GATAAAAAAA 15 2 40 

TACTACTATT CTTATTAACC AAAGATTTTA CATCAGAATC ATATTTTTTA TTAAATGAAT 153 00 

ATAAAGTAGC CTTATTTTCA AACTTTAAAG TACTTCTAGA AAATAAAGGA TATCTAATAA 15 3 60 

AAGGAAGCAA GTTTAAATTT ATTTGGTTAA TAATAGAGTG CTCACTTTTT TTATCTTTAT 15 42 0 

CTTCAACTTT AAAATCTTTA TTTAAAGGAC TATACTCAAT AGTATTAAGA TATAATAAAT 154 80 

TTTCAAAAGT AATTAAACGA TTGTAAAAAT CAGCATGAAT TTTTATATCC GTTTTATTTT 15 5 40 

TTATATCAAA TAAATAATTT TTTATTTCAT AATTAAAGTC CTTTGGACTT GTT ATGC CAT 15 6 00 

AATTATCAAA AAAAACATTA TTTCTTAAAT AAGGATTAAT GCCAAACCTA ATAAAAAAAG 15 6 60 

AATCGGATTG ATCAATATTT TTTAAAGTAA TTGGTTCTGG AGGAATATAT AAATCTTTGG 157 2 0 

TTAATTCTGT TGTTTTTTTA GTATTTTTCT CCTTCACACT CTTTTTATCA TTATCTTTAT 157 8 0 

" CTTCTAGATT TTTAATTTCT GGGCGCATTA TCATTTCTTT AGTATCAGCT GGAAATGTCC 15 8 40 
ATTGGTTATT GTAAAGATCT TTTTGAAAAT TCAAATCAAT ATATGGAGCA TAAATTCTCT ' 15 9 00 

CCAAATAAAA CCATTTTCTT GTAGGATCAT TAACATCTTT TGGTTTCTCT AAAGGAGATT 159 6 0 

TAACATAAAG ATTTTCATAG CCCGACAATT TAAAACTTAA ACCTAAATTA TTTAATTTAT 16020 

AATC TAAAAT CGAACCGTCA TTAAATGTTC GCTTATAAAA AGAAGATAAA TTCCAATCAA 160 8 0 

AAGTGCTAAT GCTAGTTTGC TCTTTAACCG AATCTTTATC TAAATTTAAA AGAGAAAAAA 16140 

ATGTAGCACT TTCTATCCTA TCTC TAAAAT CAATATTAAC ATACGGGTCA GAATAGTGCT 162 00 

CTAAAACAAC CGAGAAAAGT GCATCACTTA AAAGAAATTC TGTTTTAAAT T T AAAT AAAT 162 60 

ATCTAAAAGG AAQTTCAAAC CC AAAT AC AT CTCCTTTGTT AAGATTGGAA AAACTAAAAA 163 20 

GAGATTGTTT TAAAGTCCTA TTATCAAAAG GATAATATC C TCCATCGTAA CTATAAACAT 16380 

TCCTGGTAAA ACCCAATCCA AAATTTCCTT CCAAAGTTTT AAAATGCCCC AAAGTATTGC 16 440 

CCAAATTAAA ATCAATTCCA GAATAAAATC CCAGATTAGC ATAAATGTCA AAAATAAGCT 165 00 

TAACATAATC TTTATTAACA C TGGGTGC T A AATTTTC TGC AAAAAAATAA GTT AAAT ATC 165 60 

CATTTCTTAT ATAAGGTTTT TTACCCGAAT TATAAACAGA ATTGAAATCA AAAT C C AAAA 16 62 0 

AAGAAGAATC TTCACTTGAA GATTTATTAC CAAAAAGATA AACGGTATTA AAAACAGAAA 16680 

AACCTTTTCG TGGATTTAGA CCTAAAGATG GATTAAAAAA CAAACTATCT CCCGGTCTGA 167 40 

AAAAAAAAGG AATATAAAAT ACTGGAACTC TTCCCATGTA AAATATGGCA TTTAAAAACC 16800 

CAAAATCTCC ' CGAGGGC AAT GCCCATATTT TAGAAGCCTT GATTGAATAG TAAGGCTCTG 16 8 60 
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GAATTTTACT AGTTGTTGCA AAAGCTTGTT CCAAAATGGT AACATCATTG TCTATCTTTT 16920 

TTAAAACCTT TCCTCCAAAC GAAAGAATAT GATCTATTTG ATTTTTTTGC ATTTTTTTTT 16980 

GAAGAATACC ATTTTTTAAT AAAAAATTTT G AG AAT C AAA ATCGACAAGA AATTCATTGC 17 040 

CATAAAAATA AAGCTTTTCA TTGGTATCCA TATCAAGAAT ATATTCAACA TTTCCAATAG 17100 

CATAAAGTTT TTTAGAGTTC TTATTAAGGA CTATTCTGTC GCCTTTAATA TTGTGCTTTT 17160 

TATTTTCTTT AATATCTTCA AC C AAGATAT TAACTCTTCC TTCAAAAATA ATACTTTCAT 17 2 20 

CTTTAGTAAG TCCATAAGTG AAATTTTCAA GATTATCTGC AGTTTCAATG ATTATTTTAT 17 2 SO 

ATCTACCAGA TCCGGCAAGT CCCTTTCCTT TGATAAAAAG CTCAGGATCT ATTCCAAACT 17 3 40 

TTTTTAAAAG CAATTCTCGT ATTTTTGAAA CATCTGTTTC TTTTAAACCC TCTTTTAAGG 17 40 0 

CCCATTTTTT TAAATCCTCA TCGGTTGAAA GCTCAAGTTC TCTTAAATAA GATTTTTGAC 174 60 

TTAAAGTTAG CTTATCCCTT T TT T T AG AAT TTTCATCATC TATAGTCTGG GCAAAAATTG 17 52 0 

CATTAGAAAA TGTTAAAAAA ATTAAAAATA C T AT AAAAG A TTTTTTAAAA ACATTCCTGT 17580 

ATAGGAATTC TCGCATTTTG CAACCTCTTC AGGAATACCA GAAACAACGA TATTTCCCCC 17 640 

TGCCAACCCA CCATCAGGAC CCAAATCTAT TATATAATCT GCCTGTTTAA T T AC AT C C AA 177 00 

ATTATGCTCT ATTAGTACAA CTGTATTACC ATTGGAAACT AACCGCTGCA AAACCTCTAA 177 60 

CAACTTCTTT ATGTCATCAA AATGCAGCCC AGTTGTTGGT TCATCAATAA TATAAAAGGT 17320 

TTTACCCGTG CTCTTTTTAC TTAACTCAAA AGCCAACTTA ATGCGCTGAG CTTCTCCTCC 17 3 80 

TGATAAAGTT GTTGCAGATT GTCCTAATTT AATATATTCA AGTCCAACTT CAATTAAAAA 17 9 40 

TTTTAAATAA TGACTAATTT TTGGGACATT CTCAAAAAAT TTACTTGCCT CAAAAACACT 18 00 0 

CATC TCT AAA ACATCATGTA TATTTTTTCC TTTGTATCTA ACTTCTAAAG TTTCTTCATT 18 0 60 

GAATTTTTTA CCCTTACATA AATCACAAGG AACAAAAACA TCTGGTAAAA AATGCATTTG 1312 0 

AATATTAAGA TACCCATCTC CTTGACATTT CTCACACCTT CCACCTTTAA CATTAAAAGA 1318 0 

AAATCTGCCG GCTTTAAAAC CCCTTGACTT TGCATCTGGA AGCTTGGCAA AAAGCTCCCT 132 40 

AATTTCTGTA AAAAATCCAA CATAAGTTGC TGGGTTTGAT CTTGAAGTTC TCCCTATTGG 183 00 

TTTTTGATTT ATTTGAATAA TTTTATCGAT TTTTTCATAC CCAACAATAT CTTTAAAGCC 18 3 60 

ATCACAATAC TTTTCATTAA GCTTTAATCT AC TAT C AAG A GCTGGATATA ACACCTCGTT 13 420 

AAGTAAAGTA CTTTTTCCGC TACCAGAAAC ACCTGTTATT ACGGTAAAAA CTCCCAAAGG 13 480 

GATACTTAAG TCTATATTTT TAAGATTATT TTTATTAGAG CCCAAAAGCA AAATTTCTCC 18540 

CTTATCTGCC TTTCTTCTAG AGCTTGGAAC ATCTATTTTA AACTTGCCGC TAAGATATTG 18600 

ACCAGTTAAA CTATTTTTGC TATTTAAAAT ATCAATCAAG GCTCCCTTTG CAACTATTTC 136 60 



CCCTCCAAGA 
TTGCTCATCA 
AGAGATTAAT 
AATAACACCC 
AC C AG AT AGA 
AAATTTAAGC 
, ATCAAGCTGC 
TTGAATGTCT 
GCATGAATTA 
TTCTGTTGCA 
ATGAAATCCT 
TTTTTCATTT 
AGTATTTAAG 
TGAACTTGTC 
AATGCTCTCA 
AAATGG AC T A 
AGGACAACTG 
CACTCTTAAA 
TCGAACATTA 
TTTATGTAAA 
TCTATTAAAA 
CCTTACAATT 
AACTATTTTA 
ACCAATTTTT 
AGAGCGGGGA 
TATATAATCA 
AGATTCCATA 
GCCAGAGCCA 
ATTTTTTAAA 



ATTCCAGCAC 
TGTTCAACAA 
TTTTCATTAT 
GAAAGTGCTG 
CTACCTGATA 
CTACTTTTAA 
AAGTTTTCAA 
TTTCCATTAA 
CATATTTTTT 
AG AT AT C GC C 
CCATCTAGCT 
GAGCCGTATA 
TCAAAATTAT 
TTAAACGTAA 
AAATCAAACT 
TTAAATGAAA 
TTGTGCTCTG 
TATCCATTAG 
TTACCAAGCT 
TTTAAATTAA 
CCTTGATTTA 
GGTGCAAAAA 
TCTAAAGATT 
GCAAATATTA 
TTATTGCTTA 
ACATTGGGTT 
TACCTTCTTT 
CTCTTGCCAG 
TTATGTTCTT 



CAGGACCCAT 
CAATTACAGT 
CTCTTTGATG 
ATCCTATTTG 
TTCTATTTAA 
TTTCCTTTAA 
AAAATACATA 
TTTTCACAGT 
TAGACATCAA 
TTTTTAAAAG 
CTTTTGCTTC 
AAATCTGTTT 
AATGTTTAGC 
G AAAAGC AT C 
CAAGTGTAAC 
AAAGTCTGGG 
TAAATAGTTT 
AAACAGCAAG 
TAATCCTATC 
GTGCATCTTC 
ATATTTTTTC 
GTATAACCTT 
GCTCTTCTAT 
GTCTATAGTA 
TTGTTCTCTG 
TTTTCATTAC 
GCCCTTCTGC 
ATATTACAAC 
TTGCTCCTCT 
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ATCAATAATA 
ATTACCAAGA 
AAGACCAATA 
AGTAGCAAGC 
ATATAAATAA 
AATTTCTTTA 
AGAATCAAAT 
TAAAGCTCCA 
ATTTTCGTAA 
GGGCAAAAGT 
CATTTCTTTG 
AAGAACTTTA 
AAGTCCTTTA 
ATCATTAAAA 
GCCAAGACCA 
TTCTATAAGA 
GTCTATTTTT 
AGAAGTCTCA 
AACTATAATT 
TATTAAATAA 
TAAAACCTTT 
GGATCCTTCA 
TAATCTACCA 
ATCATAAATC 
CTCAATAGCT 
ACCTAAAAAC 
AAAAATAGTA 
TAAACCATCT 
GACAATAATT 



TAGTCCGCAG 
TTTTTAAGAT 
CTTGGCTCAT 
CTAATACGCT 
GAAAGGCCAA 
GATATTTTTT 
ACTGACAAAT 
ACGCTTAGGC 
AAAATTTTAG 
CCTTCAAATG 
GACTGGTAAA 
TCTGGAATGT 
AAAATAGCCA 
GAAAG AC T AG 
GAGCACTCAC 
GGAAGTGAAA 
TCCAAATCAT 
AT AG AT T C C G 
TCAATGGTAT 
TCTTCAGAAT 
TTATGAGAGC 
GAATAACTTA 
TCATTTGGAC 
TCAGTAATTG 
ATAGAAGGAG 
TGC CTTGC AT 
TCAAAAGCCA 
TTTGGAAT AT " 

f£i rp rp rrt rp rp ^ 



TACGCAAAGT 
TAACAAGAGT 
C AAGAAC ATA 
GAGCCTCGCC 
CATCAATTAA 
CGTCCACCAT 
TGGTAAGATC 
GTTTACCTTT 
TACTCTCTGA 
TTTTAGAATA 
TAAAATCTAT 
CTTTTATGGG 
CAGACCAAGA 
TATCAGGACA 
TGCAAGCACC 
AT C C AC AC AA 
TATCAATTTC 
CAAGTGTAAC 
GTTTTTTATT 
TTATCCTAAC 
CTTTAGACCC 
AAATAGTATT 
AGTATGCTTT 
TTCCAACAGT 
AAAGT C CAT C 
AAGC TGAAAC 
GAGAAGACTT 
CTACATCAAC 
AACTTT-TTTC 



18720 
18780 
18840 
18900 
18960 
19020 
19080 
19140 
19200 
19260 
19320 
19380 
19440 
19500 
19560 
19620 
19680 
19740 
19800 
19360 
19920 
19980 
20040 
20100 
20160 
20220 
20280 
20340 
20400 
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CAAAAATTAC 
TATTTTATCT 
GTCAAATTTA 
TTCAAAATCA 
AATCTTTTTA 
TTGACGTCTT 
ATACATTATT 
AGTAGTAGAT 
TGGAATATCT 
TCTAAGCAAC 
TGCCCTTACG 
AGTAGTAATT 
TTCCATTTGC 
AATTATTTGG 
TACAAACACA 
AAGCGCTGCA 
ATTATACATT 
ATCTTTCGGA 
TTTAGAATAA 
CTCTACCCTC 
ACATTGAAGA 
AATTACAAAA 
AGAAAATGAA 
AGCAAACTCT 
TTTATCTCTT 
TATTTCTTTA 
AT C TGG AG AT 
TTTAGCAAGA 
TTCTTTTTCA 
ATAAGAAACA 



ACCTCTCTTT 
CTTAAAACAA 
AGCTTATCAA 
TAGCCAACAT 
ACAATTGTCT 
CTATTAGTCT 
ACAAGTCCAT 
CTTAAAAATC 
AAGCCCTCTC 
GAAATAACTT 
CCAAGATTTA 
AAAACCCGCT 
CCATCAGAGT 
TCAACAACCA 
ACCTGATTAA 
GGAAGTCTAA 
CCCCTAAATT 
AAAAAATCAA 
TTTTCAATGC 
TGTTTGAGTC 
CTTAAATCAT 
TAAGATTTAG 
CTAACTCTAT 
CCATGTTCAC 
TCTAGATTCA 
AT AG AAATC T 
CCAAGAGCAT 
GACGTTACCG 
ATAAATAAAT 
AAATACTCAA 



TT T T AT T AC G 

TTGCGTCTTC 

TAAGCTTTTT 

TTTTATTTTT 

TAGGAGTAAT 

CCTCAATTGC 

TAGAATTTCT 

CCACCTTATC 

TAAGCAGGTT 

CCACTCTCTC 

CCAAATATTC 

CTTTAAGAGC 

GCCTAGTAAT 

CACTACTTTT 

TTAATGCTTC 

ACCCAAAGTT 

GAGGCAATGT 

AAAG AC AAT A 

CCGAACAAAA 

TCTCGGCTTC 

GAGATATTTT 

CAAAAAGAGT 

ATATTTCAAC 

TGCTAGGCCA' 

TTAAAGTTCT* 

TTTGAC C T AC 

AAATTGAAGA 

TTCTTATTCG 

CTTTTGAAGG 

CAGCATTATT 
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AGC TAT AC T A 

AAATCTTTCA 

T T TAG AC AAT 

ATTATTAAGT 

ATTATTTTTT 

CTCCCGCATA 

AGCAGCCCTA 

AGCATCTAAT 

AATCCCAACA 

AAGGGTATCA 

AGTC AAATC C 

CACTCTTTTT 

AATTTCAGGA 

CTCATTCTCT 

AAATTCATCA 

AACAAGATTT 

AACATGAGAT 

AGGTCTTTCC 

CCCTGTTTCT 

TACAAGTTTG 

GGGTATCGCT 

AAAACTATTT 

AATTTCATCA 

AATTTCAACA 

CTCATAATAA 

AAAAAATTCT 

TACGGTTGCA 

CTTAATTTCT 

AACATAAGAT 

TGGAAAAAAA 



ATTTTGCTAC 
TCATTAACAG 
CTCTCACCCG 
TCCTTTTCTA 
TTATTATAAT 
GCTAAACTAA 
CCAATTGTTT 
ATTGCAACAA 
ATAACATCGA 
AGCTCTGAAT 
TCAGACATTT 
TGAATTTCGC 
TCAACAAGAC 
TCAACACCCG 
TATTTAAGAG 
AATTTTCTAG 
TCATCTACAA 
ATTGT AC TTC 
CTAAGCATTT 
CCATTGTCTT 
TC TAATAC AT 
GTAGCTCCTA 
AAATC TAAAC 
ATATCTCCCT 
AGCTCTACAA 
CGTGCTGATT 
AC AAC AAT T A 
ATCTCAGTAT 
TCTGGCTGAT 
TCTTTAAACT 



TAAGCTCTTT 
CTTCTTCTAA 
AAATAATTTT 
AAATATTTTG 
CAATCTGAAT 
TTTTGTCGTA 
GTATTAATGA 
GAG AT AC TT C 
TTTCAGATTT 
GTAAATATTT 
TTTTTGTCAA 
TGTAAAGATC 
CTGTTGGACG 
GGGTTGCAGA 
GTCTGTTTTC 
AATGATCTCC 
ATAATAAGTA 
CACTCAAATA 
CCAAATCATA 
TAAAATATTG 
TTTCATAAGG 
AATTTTTTTT 
AAATTCGATA 
TAATCGAAAA 
AAATATCTGA 
TTTTGAAAAA 
CATCTCGTCT 
TAATAGTGGC 
AATAATCATA 
CTC TAT AAAG 



20460 
20520 
20580 
20640 
20700 
20760 
20820 
20880 
20940 
21000 
21060 
21120 
21180 
21240 
21300 
21360 
21420 
21480 
21540 
21600 
21660 
21720 
21780 
21840 
21900 
21960 
22020 
22080 
22140 
22200 
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CTGTGCTGCT AATGTTTTGT TGTGACTGAC AACTAAGGCA GGCCTGTTTA GATCTTTTAT 2 2260 

TATATTTGCA ATTGTAAAAG TCTTTCCACT GCCTGTAACA CCTTTTAAAG TTTGATATTT 22 32 0 

ATTTCCAAGC AAAATAGAAT TTTCAATCTC TTTTATTGCC TTAGGCTGAT CCCCAGCAGG 2233 0 

AAGATATTCT GACTTCAAAA AAAAATC TAT CATTAATTTA ACGACCAAAA TTTAATACAC -2244 0 

ATTCTTATAA ATTATATGAT AATAAATTCT ATATCAAGTA TATAATTCAT TATAAATCAA 2 2 500 

TATAATTTAA TTAATCTTTG TTTAATAAAA TAAAAGGAAA TATTGATGCT AAAAATC GAA 22 5 60 

GCTAAAAGAA AATTGAAAAA TTATATTCTT CTTGAAGAAG ATATGCATTT TAAAGAAGAA ' 2 2 620 

GCAATAAAAA TTCAAAAAAC AAATAATTCA ACAGAAATTT TAAATAGATT TTACAAAGAT 22 68 0 

CTAGAATTTG GCACTGCTGG AATAAGGGGA ATCATTGGAG CTGGAACATG TTACATGAAC 2 2 740 

ACATATAATA TAAAAAAAAT AAGCCAAGGA ATATGCAATT AC AT AC TT AA AATAAACAAA 22 80 0 

AACCCTAAAG TTGCAATAAG CTATGATTCA AG AT AT T T T T CAAAAGAATT TGCTTACAAT 22 860 

GCTGCTCAAA TTTTTGCCTC AAATAATTTT GAAACATATA TATATAAAAG TTTAAGACCT 2 2 920 

TCCCCACAAC TATCTTATAC AATAAGAAAA TTTGACTGTG ATGCTGGCGT TATGATAACA 2 2 980 

GCAAGTCATA ATTCAAAAGA ATATAATGGA TATAAAGCAT ATTGGAAAGG TGGAATCCAA 2 3 040 

ATAATACCAC CTCATGACAC ACTAATAACT AATGAAATTA AAAATACAAA AAACATAATA 2 310 0 

AATACAATTA C C AT AAAAGA AGGCATTGAA AAAGGGATCA TCAAAGAACT TGGCAATGAA 2 316 0 

AT AG AC G AAG AGTATGTGAA- AGCAATAAAC AAAGAATTGC CTGATTTTGA AAAGAATAGC 2 3 220 

AAAGAAACAA ACTTAAAAAT AGCCTACACA GCATTACATG GCACCGGTGG G AC C AT AAT A 2328 0 

AAAAAACTCT TTGCAAATAG C AAAAT AC GG CTTTTTTTAG AAAAAAATCA AAT AC TAC CA 23 340 

'AACCCTGAAT TTCCAACAAT AAATTATCCT AAT C C AG AAA. AACAAACATC AATGCTTAAA 2 3 400 

GTAATAGAGC TTGCAAAAAA AAAAGATTGT GACATTGCCC TTGCAACAGA T C C AG AT GC C 2 3 460 

GACAGAATAG GGATTGCATT TAAAGATCAA AACGAATGGA TATTCTTAAA CGGAAATCAA 2 3 520 

ATATCATGCA TTTTAATGAA CTATATACTC TCAAAAGAAA AAAATCCTAA AAATACATTT 2 3 580 

GTAATATCAT CGTTTGTAAC AACACCAATG CTAGAAAAAA TTGCAAAAAA ATATGGTTCT 2 3 640 

CAAATTTTTA GAACTTACAC AGGATTTAAA TGGATAGGAA GC T T AAT T AA TGAAATGGAA 23700 

AAAAATGAAC CAAATAAAAA ATTTGCTTTT GCATGCGAAG AAAGTCATGG ATATCTAATA 237 60 

GGAAGAAAGG T TAG AG AT AA GGATGCATTT TCAGCCATAA AAGGAATTTG TTCTTTAGCA 2 3 820 

C TT G AC T T A A AAGCCAAACA ACAAACAATT AAGGATTATC T T G AAAAG AT - AT AC AAAG AA 2 3 8 8 0 

TTTGGATATT AT G AAG AAT T TAATATAGAA AAAAACTTTG AGGGGGCCAA TGGAGAAATT 2 3 940 
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CAAAGAGAAA AGTTAATGCT AAAACTAAGA AAAG AAC AAA AAGTACAATT TGCAGGAATT 2 4000 

AAAATAATTG AAAAATTAGA CTATAAAACT CTTAAAAAGA TTAACTTTAA. AAATGAAATT 2 40 60 

TCAGAAATTA AAGAATATAA ATACCCCATA AACGCAATAA AATTTATACT TGAAAACGAA 2 412 0 

ATTGCAATAA TTGTAAGACC CTCTGGAACA GAGCCGAAAA TTAAATTTTA CATATCTGTA. 2 4180 

AAACTAGAGT ATAAGGAAAA ACATAAAATA TTTGATATAA TAAATGCAAT AAAGATGGAG 2 42 40 

ATAAAAAAAT ATT AAC AT AA CAGAAAATTT AATAAATTTG GTAGAAATAG ACTCAAAAGA 2 4300 

AATTGCAAGA AAAAATAAAA ATAAAGAGGT TTCAATTTGG CACTTATTAA TGTCTATAAT 2 43 60 

TACCACTCCC AAAAAATCCG AAATAAAATT T AT AG AT AG C AAAACTCTAA AAAACATTAA 2 4420 

ACAAGAAGTT ATATCTGAAA TAGATAAATT AGAGAAAATT T T AAT AG AAA AAAAC G AAAT 2 4 480 

AATTATTCCC AAAATCAATA AAGAAATCTT TGCTCTCATA AAAGAAGCTA AAAAGGAATT 2 45 40 

T AAAT C C AAA CCTTTAATAG GGGC AAAAG A AATTTTTTAT CAAATATTAA AAAATAAAAA 2 4 600 

ACTTCTTAAA AAACATAAAC TAAGTAAATC TAGCTTTAAC TTTAAAGATC AAAATATATT 2 4 660 

AGAATACATG GAAAAAAATA AAAT AAG ATT AATTGAAACC TACAAAGAAT TTGATGAAGA 2 4720 

AATACGACTT GAAAATGAGC ACTTTGAAAT TGGAAAGTAT GTCAAAAATT TAACAGCACT 2 4780 

- TGCAAAAGCC AAAAAATTAG ACCCCTTGGT TGGAAGAGAA GCAGAGATTA AAACTCTTAC 2 4 840 

AAATATACTC T TG AG AAG AA ATAAAAATAG TGCAATGCTA ATAGGCGAAC CTGGTGTGGG 2 4 900 

AAAAACAGCA ATAGTTGAAG GCCTTGCATC AAGCATAGTG CAAAAAAAAA TAAGTAGCAA 2 49 60 

ACT AC AAG AC AAAACAATTC TAATGCTTAA GGTTTCAAAC TTGGTATCGG GAACAAAATA 2 5020 

TAGAGGCGAG TTTGAAGATC GTTTAAATAA TATAATTAAG TATATTGAAA AAAACAAAAA 2 5 080 

CACAATCATA TTTATTGACG AAATACACAC TCTAATAGGA GCTGGAAACT CTGAAGGAGC 2 5140 

TCTTGATGCA TCAAATATAC T AAAAC CATC ACTTTCTAGA GC TG AAAT AC AAATTATTGG 2 52 00 

CGC AAC TACT TACAATGAAT AT C G AAAAT A TATTTCAAAA ' GAC AAAGC AT TCGCCA.GAAG 2 52 60 

ATTCCAAACA ATTACCGTAA AAGAGCCTGA TGAAAAAGAT aCACTAAAAA TAATCGAAAA 2 5320 

TATTGCAAAA AATTTTGAAG ACTATCATGG AGTGATCTAT GAAAAAAGCG CGCTTTTAAA 2 5380 

TATAGTAAAA CTTTCATCCA AATATCTAAT AAATAAAAGA TTTCCAGATA AAGCAATAGA 2 5440 

TATAATAGAC ATTGCCGGCG C AAT T AAAAA GGAAGAACT T ACAAAAGACA ACATCATAAC 2 5 500 

ATCAGATGAT AT A C AAAAGG CAATAAATGA AAT AT TAT C T ATT AAAAC AG CAAATAACAC 2 556 0 

TAAAGAAGA.A ATTTTAGAAT TAAAAGAAAT AG AAAG C G AA ATAAATAAAA AGGTGATCGp 2 5 620 

ACAAAAACAT GCGGTAAGCG AACTTATCAA AG AAATT AT T AAAGTCAAAC TTGGACTTAA 2 568 0 

TGACGATTCT AAG C C TT T AA CTTCAATATT GTTAATAGGA TCAAGTGGAT GTGGAAAAAC 2 5740 
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TGCTTTAACT GATGAAATAT CTAAAAAAAT TATCAAAGAT C AAAAT T C AG TATTAAAACT 2 5300 

AGATATGTCA GACTATAAAG AAGAAAACTC TATTTCAAAA TTAATTGGCA CAAATCCAGG 2 5860 

ATACGTAGGC TACTCTGATG GAGGCATTCT GACAAATAAA TTAAGACATT CATTTGAAAC 2 5 920 

TTTAATATTG TTTGAAAATA TTGAAAATGC CCACAGCTCT GTATTAAACC TAATAAGTCG 2 598 0 

AATGCTTGAA AACGGAGAAC TTATTGACAG C AAAG AAG AT AAAAT ACTAT T T AAAAAC AC 2 6040 

AATTATAATA ATGACTACAA ACATTGGATC TAGAATGCTT CTTGGAGAAA AAAATATTGG 2 610 0 

ATTCAACAAA AATCAACAAA AAAGCTTAGA AACAAAAAGC TTTAAAGAAG AAATAAACCA 2 616 0 

AGATCTTGAA AAAAG AT T T A AATTATCCTT TTTAGACAGA ATTCAAAAAA AAATCATCCT 2 6220 
AAATATCCTT AC a AAG G AAA ATGTAGAAGA AATTTGCAAA AACTACTTAA ACACCCTTAA ' 2 6230 

AACAAAATTT CACTCTAAAG GAATCGAGAT AGAAATAAAA AAAGATGTTG ACAAATTCAT 2 6340 

AACCACAAAA T AC T AT AAAA AAAAT T C AGG AGCAAGAAGC GTAATTGCTG CAATAAAGGG 2 640 0 

G AAAAT AGAA G AAAAT ATTA T C AC C AAAAT AGCTGAAAAT CAAAACATAA ATAAAATAAC 2 6460 

GATTTATTTA GAAAAAGAAA AAATAATAAT AGAATAAAGA GGAATTATAA TATGTTTAAA 2 652 0 

AAAGTAGAAA AC AAGG C AAA TTTTCCTAAA ATAGAAGAAA AAATATTAAA ATTTTGGAAT 2 6530 

GACAATAAGA TCTTTGAAAA ATCAATAAAG CAGAGAGAAG GATGTGAAGA ATTTACATTT 2 6 640 

TATGACGGAC CGCCTTTTGC AACAGGACTT CCTCATTTTG GACATTTTGT TCCAAACACA 2 6700 

ATAAAAGACA TAATTCCAAG ATATCAAACA ATGCAAGGCA AGTATGTTAA AAGAAATTTT 2 6760 

GGATGGGATA C TC ACGG ACT ACCTGTTGAA TACGAAGTAG AAAAAAAATT GGGAATTTCT 2 6 820 

GG AAAAT AC G AAATAGAAAA TTATGGCATT GAAAATTTTA ACAAAGAATG CAGAAAAATA 2 6880 

GT AC T TAG AT ATACAGAAGA ATGGAAAAAT ATAATCTTGA GA-CTTGGACG ATGGGTAGAT 2 6940 

TTTGAAAAGG GTTACAAAAC CATGGATATA' AGCTTCATGG AATCCGTGTG GTGGGTATTT 2 7 000 

AAAAATC TTT ATGAAAAAGG TTTAATCTAC GAAAGTTACT ATGTACTACC CTATTCCCCA 2 706 0 

AAGCTTGCAA CTCCGCTTTC AAATTTCGAA GTGAATCTTG GAGAATATAA AGAAGTCAAT 2 712 0 

GACCCATCAT TAACAATAAA ATTTAAAATA AAAGATAAAA AC GAAT AC TT ACTAGTGTGG 2718 0 

ACAACCACCC CCTGGACATT GCCCTCAAAC CTTGGAATTG CAGTAGGACA AGAAATAGAA 2 7240 

TATTCTAAAA TTTTTGACAA AACAAAAGAA GAGATTTTAA TACTTGGATC AAAAAAGCTT 2 73 00 

AATAGCTATT ACGATGATGA AAATT CAT AT ACTATTATAG AAAAATTCAA AGGCAGCAAG 2 73 60 

CTTGAAGGCA T AG AAT AT G A ACCTATTTTT AACTACTTTT TAGAACAAAA- AGATAAGGGG 2 7 420- 

GCTTTCAAGG TACACACAGC TGATTATGTT AC AAC TG AC G ATGGAACAGG AATTGTTCAT 2 748 0 
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ATTGCTCCTT TTGGAGAAGA AGACTACAGA ATACTCAAAA AACACACAAA TGTCGATATA 2 7 540 

AT AG AC C C CT TAGATGCTGA ATGTAAATTT ACAAATCAGG TAAAAGATTT TAAAGGACTT 2 7 600 

TTTGTAAAAG ATGCTGATAA AAAAATAATA GAAAACCTAA AATTACGCAA TTTTTTATTC 27 660 

AAAAGAGAAA ATTATCTACA CAGGTATCCA TTTTGTTATA GAACAAACTG CCCAATTATT 2 7720 

TACAGACCAA TAAGTTCGTG GTTTGTAAAT GTAGAAAAAA TAAAAACCAA AG TTT T AG AG 2 7780 

GTAAATGAAA AAATTAATTG GATGCCAGCC CATTTAAAAA AAGGAAGATT TGGAAAATGG 2 7840 

TTAGAAAATG CAAAAGATTG GGCAATAAGC AGAAACAGAT TTTGGGGAAA TCCAATTCCA 2 7900 

ATTTGGATAT GCTCAAAAAC AGGAAAAAAA ATTTGCATTG GAT C AAAAAA AGAGCTTGAA 27 9 60 

AACCTATCTG GCCAAAAAAT CGAAGACTTA CATAAAGACC AAATAGATAA AATAACCTGG 2 8020 

CCAAGCAAAG ACGGTGGCAA ATTTATCAGA ACAAGCGAGG TTCTCGATTG TTGGTTTGAA 2 3 080 

TCTGGAGCAA TGCCTTACGC AAGCAACCAT TATCCATTCA CAAATGAAAT TAATTTTAAA 2 814 0 

AATATATTTC CTGCTGACTT TATTGCAGAA GGT C TAG AT C AAACAAGAGG ATGGTTTTAT 2 8200 

. ACTCTTACAA TCCTGGGAAC TGCTCTTTTT G AAAAC AC AG CATTCAAAAA CGTTATTGTA 2 8260 

AATGGACTTG TGCTTTCAAG CGATGGAAGA AAAATGTCAA AATCCTTTAA AAATTATACA 2 8320 

GACCCAATGC AAGTAATAAA CACCTTCGGA GCTGATGCTT TAAGGCTTTA TTTAATAATG 2 83 80 

AGCCCTGTAG TTAAAGCTGA TGATTTAAAA T AT AGC G AC A ATGGAGTAAG AGACGTTCTT 2 8440 

AAAAATATAA TAATACCCAT TTGGAACGCT TATTCATTTT TCACAACTTA TGCAATAATT 2 8 500 

GATAAATTCA AACCTCCAAA AAATCTCAGC CTGGCTAAAA ACAATAACCT TGACAAATGG 235 60 

ATCATAAGCG AACTTGAAAG TCTAAAAAAA AT AC T AAAT A CAGAAATAGA CAAATACAAT 2 8 620 

CTAACAAAAT CAATAGAATC TTTACTTGAA T T TAT AG AT A AATTAAACAA TTGGTACATA 28 6 80 

AGAAGATCAA GGCGAAGATT TTGGAAATCA G AAAAC GAT A AAGACAAAAA TGATGCCTAC 28 7 40 

GAAACATTAT ATTATGCAAT CAAAACTTTA ATGATTTTAC TTGCACCTTT TATTCCATTT " 2 8 800 

. AT AAC AGAAG AGATTTATCA AAATTTAAAA ACTGATGAAG ACAAACAATC AATACACCTT 288 60 

AACGATTATC C AAAAG C AAA TGAAAATTTC ATTAACAAAA CAATTGAAGA GAAAATAAAT 2 8 920 

CTCGCAAGAA AAATAACTTC -AATGGCAAGA TCACTCAGAT C ATT GC AC AA TATAAAAATA 2 8 980 

CGCATGCCTA TTAGTACGAT ATATATCGTC ACAAAAAATC AAAAT G AAC A AAAT AT GC T A 2 9 040 

ATGGAAATGC AAGAAATAAT ATTAGATGAA ATAAATGCAA AAGAAATGAA AATAAAAGCT 2 910 0 

AACGAAGAGG AG C TT AT AAC TTAC AAAGC A AAAGCAAACT TTAAAGAACT TGGGAAAAAG 2916 0 

CTTGGAAAAG AT ATGAAAGC " GGTATCTACT GAAATTAGCA AGC T AAAAAA TGAAGACATA " 2 922 0 

ATAAAAATAA T AAATGG AAC AT C C T AC GAG ATAAAAGTAG CCAATGCAAA GCATTATTTA 2 9280 
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TCATTAAATG ATATAATATT AGAAAGAGAA GAAAAAGAGA ACTTAAAAGT AATAAATGAA 2 93 40 

GAATCCATTA CAATAGGAAT AGACTCACTA ATCACTAAAG ' AGTTGTACTT GGAAGGGCTG 2 9400 

ACAAGAGAAT TTGTAAGGCA AAT AC AAAAT TTAAGAAAAG AAAAAAATTT TGATGTTAGC 2 9460 

GATAGAATAA AT T TAT AC AT AGAAAATAAT GAAACTTTGA AAGAAATGCT AAATAAATTT 2 9 520 

G AAAAAT AC A TTAAAACTGA AACATTAGCC TTAAATATCA TATTAAACAA AAGTAAGCTA 2 9580 

GAAAAAAAAA TAAACCTTGC CGATGACATA TTTACACTAA TAGGAATTGA AAAATGTTAA 2 9 640 

AAACATTAAC AAAAAT AAT T ACCATTTCAT GCCTCATAGT GGGATGCGCA AGCCTGCCTT 2 9700 

ACACTCCTCC AAAAC AAAAT ' CTAAATT ACT TAATGGAACT TTTACCTGGC GCAAATTTAT 2 97 60 

ACGCCCATGT AAATTTAATT AAAAACAGGT CTATTTATAA CTCTTTAAGC CCTAAATATA 2 9820 

AATCAGTTCT TGGGCTTATA AGCAATTTAT ACTTTAGCTA TAAAAAAGAA AAT AAC GAT T 2 98 80 

TTGCTCTACT AATAATGGGT AATTTCCCAA AAGATATTTT CTGGGGAATT CATAAAAATA 2 9940 

GAAATACAGA ATCAATAGGC AATATATTTA CAAATCCAAA ATGGAAACTT AAAAATTCAA 3 0000 

ATATATACAT TATTCCAAAC AAAGCTAGAA CTAGCATTGC AATAACCCAA AAAGATATAA 3 00 60 

CCGCAAAAGA CAATAATATG CTAACAACAA AATATATTGG GGAAATAGAA AAAAATGAAA 3 012 0 

TGTTTTTTTG GATTCAAGAT C C AAC ATT AT TGCTCCCAAA C C AAATAGT A AGCAGCAAAA 3 0180 

ATTTAATTCC CTTTAGCAGT GGAACTTTGT CTATAAACAG CTTAAATCAA GAAGAATATA 3 02 40 

TTTTTAAATC CTTAATCAAA ACAAATAATC CACCAATACT AAAAAT ATTG TCAAAAAAGT 3 03 00 

TAATTCCAAC CGTCTTGACA AACATGACAA ACCTCACAAT ATCAAGCCAC AT AAAGAC C A 3 03 60 

CAATAAAAGA C C AAAAT AC G GTTGAAATAG AATTTAATAT TCAAAAATCT AGTGTTGAAA 3 0420 

GCCTTATAGA AAAACTAGCT TCAAATATTC AAACCTAAAA TTTCTGCCAC TCCACTAAAA 3 0 480 

TGAGGTATTA TTTTGATTTT TGCAAGTAAA ATAATGAAAC AAAGCTCCAA TTTTACCAGA 3 0 5^40 

TTCATTATTA AATTTAGTAG GCTCAAGTGC TACAAGATTT TTTATATTAT TATTATTATC 30 500 

AAAAGCCATT T C T AAAGAC C ATAAATTTTC TAATTTTTCA TATATTCTAT CTATTAAATC 3 0 660 

GGGTCTTGCG CTTATTCCTC CTCCGATCAA AATTTTTTCA GGATTCAAAA TAAAAGTTAA 3 0720 

ATTAAAAATA CCAAATGACA AATTCTCAAA AAATCTATCA ACTTCATTTT TGGCATGAAT 3 0780 

ATTCCCATTC TC AGC TAG AT C AAAAAC AAA TTCTCCTGAA ACCTCTTTTA AAGGTTTTCC 3 0 340 

TAATCGCATA GCAACTCTTT TTCTTAAAGC CGAAACAGAC GCAATGGATT CCCATTTGCA 3 09 00 

ATTAAAGGGA ATATTGTTGC T AAT AC C T C C AGT AATC AT A AATCCAACCT- CTCCGGACAT 3 0960 

AAAAGAATTT CCTCTTAAAA GCTTGCCATT TGCAAAAATT CCAGCACCAA TTCCTGTGCC 3102 0 
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AAGAGTTATA GCAATAAAAT TATTAGAGTC AATAGCATTA CCCTTAAATT TTTCTGCTAA 31080 

GGCTACACAA TTAGCATCAT TTTCAATCTC TGTACTTACT CCGGTTAAAG ATTCTAATCG 3114 0 

CTCTTTTAAA GGATAATTAA CAAATCCAGA AATAGCATTT ACCCTAAGAA CATTTCCCTT 312 0 0 

AAGATCAACA AACCCAGGAA TACAAATTGC AACTCCCGCA ATATCACTTG ATTCTTTGTA 312 6 0 

AGAATTAATA ATATTAACTA AAATATTTAC TTGTTCGTCA GAAGTAGCAC CTGTGCTTAT 313 2 0 

TTCATTTTTA TCAAAAAAAA CACCGCTTGA ATCTGAAAGC GAATATTTGG TACTAGTCCC 31380 

GCCAATATCA ATCGCTAAAT AATGTTTCAT ATTTATCCTC AAGGC C T AAT TGTACATAAA 31440 

T GAT CAT AAA TTTTCTATAG CAATATAAGA AATTTTAGAA ATCTTGTTTA TAACTATTTG 31500 

CGCTTTAATC ATCTCCTTCA AATAAGAAAC ATGGGAAATT ATGCCAATTT GTCGCCCAGT 31560 

CATCATTTGA AAC TT AGAAA GCTTAGGCAT AACTTGAGCC AAAGTATCTT CATCAAGATT 31620 

GCCAAAACCT TCATCTAGAA AAAAAGCCTC TATTTTTAAC TCACTATCCC TTATTTTATC 31630 

AG AT AAAGC T AAGGACAAAG C T AAAGAC AC AAGAAATTTC TCACCCCCAG ACAAAGTTTT 317 4 0 

TACCGTTCTT ATTTTATTAA CATCTTTTTT GTCTTCAATT AAAAAATCAA ACTCTTTGCT 31800 

CTCTTTGTTC GTTTTGAGCT CAAAATCAGG AAAAATCCAC C TT AAAT ACT TTTCATTTGC 318 6 0 

CAGTCTTAAA ATATCATTAA TTAAAAAAGT TTGAACATAA TATTTCAATC CAGAAGATCT 31920 

AATAACGACC TTCCTTAATA CATCTAGCTT ATCTTTCCTT TCTTTAGCAA G AT TT AAT T C 3198 0 

ACCCCTTAGC GAGTCTAAAT TAATTTTTTG TTGATTAATC TTTTTTTGAA GAGTTTGAAA 3 2 040 

ATTTAAAAGC TTGATTTTAT ACTTTTCAAT ATCTCTGGAT AAAAATTCAA GC TT AG AAC T 3 210 0 

AATTGATAAA CTCAATTTTT GCAAAAAAGA CAGACTATTC TTATTAATTT GCTCTAAGTC 3 216 0 

AGTTGTTGAT TCAAAAGAAA ATGAAC T AAA AAAAACATTT TTTAAATTTG AAAT TAG ATT 3 2 220 

AATAAAATTA TTTTGCTCTT CATTTAATCT CGCTTTTAAA GTCAATATAG ATTCCTTTGT 3 2280 

AAATTTAATT TGTGTTTCGG TTTTAATTTT TAAATCTTCT AAATTTTTAA GATTTAAAAC 3 2340 

AAGCATATTC CATTCATTTT CCACACTTTT CTGCTTAGCC AAAACAACAT TAAATTCCCT 3 2 400 

TTCCAAAGAA GAATAATCAT TAAAACTTAA ATTTAAATTA AGTTTTAACA ATAAATCCTT 3 2 460 

AAT C T T T AAA AGATTTTGAT CAAAATTTTT ATTTTTCAAA GAAATTTCAA TTTTTAAATC 3 2 520 

TTTTTTC TT A GCCTTAAATT GTTCAAGCTT TTCTAATTTA TTTTCAAATG CTAAAATTTT 3 2 530 

TTCTCTGTCA AAATAATTTA TGTATTTGTC AAATAAATTT TTTCCAATCA ATCTTAAAAT 3 2 640 

TTCAGCATTA TTCTTTTCAA ACTCC AAAGC ATTAACCTCT TGTTTAGAGA TTTCTTCTTG 3 2 700 

TCTACAAGAT AGCTGATATT TAAGCTCATC AATTTGATTT TGTATCAAAT GAAGCTTTGA 3 276 0 

ATTTAAAGCG TAAAGCTCTT TCAAACTGCA AAGCGATAAT TTATCTTTAT ' GCTGATAATT 3 2 320 
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TTTATATTCA GCCTCAATAT ATTTTAGCTT CTCTTTATCA CTCTCAATAG AAAAATTTTT 32380 

ATCATCAAGA TATTTTAACA ACTCTTTATA CAAGTCAATC TTAATAATAT TTTTTTCCTT 3 2940 

ATTTTTATTA AAATCTTCTT TGCCAGTAGA TTTTAATAAA AATTCTAGCC TATCTCTATA 33000 

TTTTGAAATC AACTCATCAT TAAAAGTTTG GAACAATTTT AATGCTTCAT AGTAAACATA 3 3060 

TTTGTCAAAA TCAAAATTAG ATTTCTCAGA AGAAATGCTT TTAATCTCAT CATTTTTTTT 3 312 0 

GC T C TG AG AT CTTAATAATT CTTTTTTTTC ATCCTCAAGA CTATTTTTCC TTAAAAGCAA 3 318 0 

GCTTTGATAA TCATTCTCAA CAAGTTTTAA ATTAAAAAGA TTGCAATTTT TATTATAAAG 3 32 40 

CTCCTTAACA TAATTAAAAT TAAAATCATT , GCTATACAAA TCTTTAATTT CTTCTAAATT 3 33 00 

AT T C AT C AC T TTTGAAAGTT CTAAATCAAG CAATCCAATA TCATTAAACA ATTCGCCTTG 3 33 60 

TACAGCAACT AAATTTTTCA AACTCCAAAA AT C TG AAC AT AAATAAACTT TTCGATCCAA 3 3 420 

ATCCAAATTT TCTTTTAATT TCTTTTGAAG GGAATGATCC TTCTCTAAAG AATTTAAATA 3 3 480 

TTTAATCTGA GAAGATAATT GATCGTTTAG AGAAGACATT TCAATTTCCA AGCCCAAATA 3 3 540 

TCTCTCATTA GACGCTATTG CCTGATTACA TAAAGAAATA GCTCTTCTAA TATTTTCAAG 3 3 6 00 

ATCAATTTCT AATCGATCAA TATCAACCAA ATCCAAATAA CCTTTAAGGG AT TT AC AC T C 3 3 660 

ACTCTCATCA TAATCAAGAA TTGATTTTTC AT AAG ATT C A GAATTCAACA ATTTATCTAT 3 3 720 

ATTAAACTTT GTGCGCTCAA AATC AC TTTT TAAATAAAAT TCCAAATTAT CATATTTTTT 3 37 80 

CAAATTAAAA ATATTATCAA TTATTGCAGC TTTCTCTTTG GGAGTTGACG TTAAAAATTC 3 3 840 

TTGAAAATTG CCTTGTGGTA AAATTACAGT TTGACAAAAT TGGTTAAAGT CTAATCGACA 33 9 00 

AAGACTTTTA ATATGCTCTA AAACATCGGT TCGACCCTCT ATAATCCTAT TATCAAAAAA 3 3 960 

ACAATTAAGC AACATGCTCT TAGGAGTCTC TATATTTTTT ACATTAAGCT CAACAAAAGA 3 4020 

TTCATAAATC TTCCCAGAAA TAGTAAACGT TAATTTAACA TAAGCGCTAG TCTCGCCTTT 3 4080 

TGATATAATA TCTACAATTT TTTTTCCAAG TCTGTAAACA CGAGCATATA GTGCCAAAGT 3 4140 

TATGCAATCT AAAATGGTGC TTTTGCCTGA TCCAGTATTA CCAGAAATTA AAAAAATGCC 3 4200 

CGATTGTCTT AAAAGAAGTG TATCGAAATT CAACTCATGT TCGCCTTTAT AAGAAGCAAT 3 4260 

ATTTTTAAAT ATGAGCTTAT TTATCCTCAT ATTCACCCAA ATATCCGTTA GCTAAAACCT 3 4320 

CGTTAAAAAG AGAAATAAGC TCTTCTTCCT TAAATTTGAT ATCCCTAATA ACACCGTTCT 3 4380 

CAAAATCCCA TCTCAACTTT TTCTCAAAAA AATATTTTTC ATCCATTTCA AGCACTTCAA, 3 4440 

GTTCTCCAAT AAAGTTGGAA TCGTCTTGCA AATC C TGAC T TGAGGGT AAA- GAATAGGAAA 3 4500 

TAGAAACTAA AT T C AT AAAA TTAAGCCTTG C T AAAT CAT A AATAGACTCC TCAGCGCTAG 3 4560 



177 

TATCAACTGC CTCATTAAGT TCAATTTTCA AATAAATAGT AAAAGACTCT TCTTTTTTGG 3 4 620 

AATTAGCCAA AAAATCAAGA ACTTCATTTA AAGAACCTTT AGCAAAGATT AATTTATTGA 34 680 

AAATCGGCAC CGGAAATGCT TCTTGCAAGA TTAATTTATT GTCATTAAAA TGTAAAACGT 3 4740 

• TTATGTATTT ATCACAGGTC TCATTAAATG AATATTGCAT AGGAGATCCT GAATAAACAA 3 4 800 

TATTATCTCT TAGTTTCATG AACTTATGAA TATGCCCAAG AGCAACATAA G AAAAAC CAT 3 43 60 

TTCCAAAAAC ATT AAAAGGG ATAATATAAC TACCTCCCAA GGTGTCAATC TTTTTACTGC 3 4 920 

TGCCAAAAAA AGAATGCGCC ATTAATATCT TAGGAATTCC TTTATACTTG TTTTCTAAAA 3 4980 

AATTAGATAA ATTTGATATT TTTTCTCTGT AGGCATTTTC TAAATTTTCA AGAAATAGTT - 3 5 040 

TGCTGGAATA CTGATCTTCC AGTCCAAAAA TATTGTCAAA ATTTTGACCT AAAATAAGCC 3 510 0 

TTTCATTTAT ATGCGGAAGA CAAACAACAA TAAACTTAAG ATTTCCATTA TCTTTTAATA 3 5160 

AAACTATTTG CTCATCAGAA TCATATTCAG TTATTAAAAA AAAATTAAAC CGTGAGAGAA 3 5220 

GTTTTTTATT TAT AC TC AAA TAATCCTTTT TGTCATGATT TCCAGAAATA ACCACACACC 3 5280 

ATTTACAAGA AGT AAAAGAA AGTTCATAAA AAAAATTATT CACTAATCTT TGCTCTTCAA 3 5340 

ACCCAGGCCT TTTGGAATCA TAAACATCCC CGGCAACAAG TAAAAGATCT ATATTTTCTT 3 540 0 

TTTTAATAAA TTCTAAAAGA AAATATAAAA AATTTTTCTG CTCCTTAAGA ATTGAAAAAT 3 5 460 

TTTCAATTTT TTTTCCAATG TGCCAATCTG AAGTATGCAG AATTTTATAA TTGCTCACAA 3 5 520 

AATACTCTCA CTTTTTTTAA TTCTTAAATT ATATTTATAT ATTATAATAC AATATATAAA 3 558 0 

CATAGGGAAT TTATGCAAAA TAAAAAGTTG ATAATAGTTG AATCGCCAAC AAAAGCCAAA 3 5 640 

ACAATAAAGA AGTTTCTCGA TGAATCATTT CTAGTAGAAG CATGCATTGG ACATGTAGTA 3 570 0 

GATCTACCAA ACAACGCAAA AGAAATCCCA AAAGAATATA AAAAAT AC G A ATGGGCAAAT 3 576 0 

ATTTCTATAG ATTATAACAA TGGATTTAAT CCAATTTACA TTATTCCCAG CAATAAAAAA 3 5 820 

CCAATTGTAT C AAAAC T AAA AAAATTAGTA AAAACAATAA ATGAAATATA. TCTTGCAACC 3 5 830 

GACCAAGACA GAGAAGGAGA AACTATAGCA TTTCACTTAA AAGAAGTATT AAAAAT C AAA 3 5940 

AAC T AC AAAC GGATGATATT TCATGAAATC ACAGAAACCG CAATAACTGA ATCACTAAAA 3 600 0 

AATACTAGAA ATATAGACAT GAACCTTGTT AATGCCGGGG AAGCTAGAAG AATATTGGAC 3 60 60 

C G AC TAT AC G GGTATACAAT CTCTCCACTA CTTTGGAAAA AAGTAGCTTA TGGACTTTCT 3 612 0 

GCTGGGCGAG TACAATCTGT TGGATTAAAA TTATTAATAG AGAAAGAAAA AACTAGAATA 3 618 0 

AATTTCAAAA AGGCAAATTA TTATTCAATT TTACTTCAAT G T AAAC AC G A GAAAAAAAAC 3 62 40 

TTGTTGCTTG AAGCAAAATT AGAAGAAATT GACGGCAAAA ATATAGCAGA GGGTAAAGAC ,3 63 00 

TTTGTAAATG AAACTGGAAA ACTTAAAAAT ATTGCCAAAA CAACAATAAT AACCCAAGAT 3 63 60 
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TTAATGATAG AGCTTGAAAA AGAATTAAAA AATGGACAAA AAATTGAATT AATTTCAATA 3 6420 

GAAACTAAAA AAATAAAAAT ACCTCCTCCA AAGCCATTTA CCACCTCTAC ACTTCAACAA 3 64 30 

GAAATAAATA AGCGTCTTAA AATTGGAACA AAGCAAATCA TGCAACACGC TCAAAAACTT 3 65 40 

TACGAACACG GATACATTAC C TAT AT GAGA AC AG AC T C T C ATAATATTGC TAAAATTGCA 3 66 00 

AAAGATAAAA TAACAAAAAT AATAAAAAAT AAATATGGGA AAGAGTATAT AGAGGAAAAA 3 66 60 

GATAGAATTT ATGAAAAAGA AAAAATGGCT CAAAATGCAC ATGAGGCAAT AAGGCCTTCT 3 6720 

GAAATATTTA TTCCAAATGA AACCATAGAA ATAGAAAGCA AAACCGCTAA AGAAAT T T AC 3 67 80 

AAAATAATAT GGGATAGAAC CATTATTTCT GGAATGAAAG ATGCAATAAA AGAAAATATA 3 68 40 

AAACTGACTT TTAAATATAA AAACTTAATT "TTCAGATCAA GTTTTACAAA AATAATTTTT 3 6900 

GATGGATTTC TTAAACACAC TAAAGAACAA GATGAACATC TTAACATAAA TTTTGACTTA 3 69 60 

ATTAAAAAGG GAGATACATT TTCCATAGTT AAAATGAAAA CAAGTGAGCA CGAAACAAAG 37 020 

GCTCCATTTA GATACACAGA AGCGTCTCTT GTGCAAAAAA TGGAAAAAGA AGGAATAGGT 37 0 80 

CGTCCCTCGA CCTATTCTAC AATTATATCA ACACTTTTAG AAAGAGAATA TGCATTCAAA 3 7140 

CTTAACAACA CATTAATGCC AACTATAAAA GGCGCTGCTG TAATAAATCT TCTTGAGAAA 3 72 00 

TATTTTCCAG TACTCATTGA AC T AAATTTC ACCTCTAATA TGGAAGAAAA ATTAGACAAA 3 72 60 

ATAGCAATAG G AAAAC TAG A TAAAATAAAA TATCTAAGTA AATTTTATAA TGGCAAAAAA 3 7320 
GGACTAAAAG ATACAGTAAT GCAACTAGAG CCTAAAATTG ATTCCTCTGA ATTTAGAACC ' 3 73 80 

GTTATTGAAA GTCAAAAAAT AGAAAATAAA AATAGCATTA AT T AC AC AAT AAACATTGGT 3 7 440 

AAATATGGGC CTTATTTGAT ATTCAAAGGA CATAATTACT CAATTAATGC AAAAACTCCA 37 500 

TTAGAAAATT TGTACAAAAA AGATGAAATA GAAAAAATAA TAAATGAAAA AGAGCTAAAA 37 5 60 

C C C AAT AT AC TTGGGGTTGA TCCTTTAACA GGACTTAATG TGATCTTTAA AAATACAATT 3 7 620 

TACGGAAACA TTGTTCAACT TGGAGAAGAT ACCCATGCCC CTCAAGAATA TACAAAAAAA 3 7680 

GG AAAAC C T A AAAAATTAAA AATAATAAAA GC AAAAAAAG CATCAACTAA AAAAAT T G AC 3 7740^ 

CCTGAAAACA TAACATTGGA GCTTGCTTTA "AAATTGCTCT CACTGCCAAA ACCAATTGGC 3 7800 

AAACATCCCC AAACCAATGA AC AAATC ATT GCTGCAACTG GTGTTTTTGG GGATTATATT 3 78 60 

AAAAC TGAAA GCGGAAGCAT TGCTTGCTCG CT AAAAAAAG ATTTAAAAGC ATA.TGACATA 3 7 920 

AC AC T AGAC A AGGCCATCAG CCTACTCAAC GAAAGAGCCA ATAAAGTGGG TATAATCGTT 3 7 930 

AAAACAATCA CATTTTCTAA AAAC AAAATT GGCAACAAAA TATATATTTA- CAAAAAAAAC 3 8 040 

GACAAATTTT ATGCTAAAAT TAAAAGAAAG AAGATTGATT TACCTGATAA C ATT AAT C TT 3 810 0 



179 

GAAGAAATAA ATGAGAAATA TGTATTCAGC TTGTTATAAA TATGAATGAT TTCAAACTCC 3 8160 

CAATTTATAA AT AC AAAG AT GAATTAATTA AAGT AC T AAA AAACCACAAT GTTTTAATTG 3 822 0 

TAGAAAGTCC AACAGGTAGC GGAAAAACCA CCCAACTACC AAGAATAATA TATGAAGCGG 3 8230 

GTTTTGCAAA ATTAGGAAAA ATTGGAGTAA CTCAACCAAG AAGAATAGCT ACAGTATCAA 3 8340 

TAGCTGAATA TATTGCCAAG CATATTGGCG TAAATGTTGG AGAAGAAGTT GGCTATAAGA 3 840 0 

TAAGATTTGA AGAAATTACA AGCCCAAAAA CCAAAATCAA ATTAATGACT GACGGAGTGC 3 3460 

TTCTGCAAGA GCTAAAAAAA GATACACTGC TTTATGAATA TGATGTAATA ATAATAGACG 3 8 520 

AAG C AC AC G A AAGAAGTTTA AACATTGATT TTATATTGGG TCTTATCAAA GACATTTCAA 3 8580 

GG AAAAGGG A TGATTTTAAA ATCATAGTTT CGTCTGCTAC AAT AAAC AC A AAAATATTTT 3 3 640 

CAAAATATTT TAATAATGCA CCGGTTGTTA GTATTGAAAC TATCACTTAC CCAGTACAAA 3 8700 

TAATATACAA TCCTCCTCTT TT AAAC AC AT CAAAAGGAAT GAT AT T AAAA ATAAAAGAAA 3 87 60 

TTGTCTTAAA CGT AAT AAAA GAAAAAAAAG CGGGAGATAT TCTTATATTT TTATCTGGAG 3 8820 

AGAAAGAAAT AAAAGAAACT ATAAAAGAAT TACAAGAATT AAACTCAAAA AAAAATTTAA 3 8 880 

TAATATTTCC TTTATACGGC AG AAT GC CCA AAGAAGC TC A AGAGCAAATA TTTATGACTA 38940 

CTCCTAAAAA TAAAAGAAAA ATAATAGTGT CAACAAACAT AGCAGAAACT TCAATCACAA 3 9 000 

TTGAAAATAT TAAAATAGTA ATAGATAGTG GAAAAGTTAA AACAAATAAA TTCCAAACAA 390 60 

AAAC TC AT AC CTATTCGCTC CAGGAAGTTC C AAT T T C AAA. ATCATCAGCA ACTCAAAGAG 3 912 0 

CTGGTCGAGC AGGAAGACTT TCAAAAGGAA CTTGCTACAG ACTTTACAAA AGAGAAGATT 3 9180 

ATCAATTAAG AGAAGATTAT CAAAAAGAAG AAATATATAG AACAGACCTA TCTGAGGTAG 3 92 40 

TGTTGAGAAT GGCAGATATT GGAATTAGAG ATTTTACCCA CTTTGACTTT ATCTCAAAAC 3 93 00 

CATCAACGCA TTCGATTCAA ACTGCAAGCA AAATATTAAA ATCTCTGGAT GC TAT AAAC A 3 93 60 

ATAAAAACGA ACTTACAGAA ATTGGGAAAT ATATGATACT ATTCCCATTA ATACCAGCAC 3 9 420 

ATTCAAGAGC ATTAGTCGAA G C AAT GAT AA ATTACCCACA AGCGATCTAT CAAACCACAA 3 9 430 

TAGGTCTATC ATTTTTATCC ACAAGTGGAA TTTTTCTACT ACCCCAAAAT GAAGAAATGG 3 9 540 

AAGCTAGACA AGCTCACTTA AAATATAAAA ATCCAATGGG AGATTTAATT GGGTTTGTTA 3 9 600 

ATATCTTTGA AGATTTTAAA AAAGCTCTAA AT AAAG AAG C TTTCACAAAG GAAAATTATT 3 9 660 

TAG AT C T AC A AGGACTTGAA GAGATAGCAA ATGTGCAAAT GCAGCTTGAA AACATTATTA 3 9720 

GC AAAT T AAA TATACCAATA ATACAAAAAG GTGTTTTTGA CAACGAAGGA TATTTAAAAT 3 9780 

CAATAATGAG AGGAATGAGG GATTATATTT GCTTTAAAAC TT C AAAAAAG AAATATAAAA 3 9840 

CCATCAAGGC TCAAAACGTA ATAATTCATC CTGGATCACT TATTAGCACC GATTCTGTGA 3 9900 
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AATATTTTGT TGCAGGAGAA ATTATAGAAA CTACAAAAAT GTATGCAAGA TCTATTGGTG 3 996 0 

TCTTAAAAAA AGAATGGATT GATGACATTA TCCTTAATGA AGAGTTTAAA CATAACGACA 4002 0 

TATCTAGCAA AGAGAACCAA "ATAACAAATA CCGGGCAGAC AAAAATTATC AATGAAATCA 400 8 0 

AAATAGGGAA AAAAATTTTC AAAGCGGAAT AGAAAAATAA CATTTATGTA ATAAAAATTA 4014 0 

ACCTAGAAAC GCTAAAAGAA ATAATTTTTA AAAACGAACT AAACAATCAA AATAATGAAG 402 0 0 

' ATCTCAAAAA AATTAAAATA CAATTGATGC ATAAAAATAT AACGGTTTTT AACAACAAAA 4 0260 

AATTTTTAGA AAC T AT AG AA ATAGTCAAAA ACATGGGAAA AGATTGGCAT TGTATAAAAA 40320 

AATATGAAAC AAAGAATGTA AACATTGACG AACCTGAAAA AATGAAAAAT CTTTTAGAAT 403 80 

GCACAATGCA ATTTATAAGC TTTCCCCCCA AAAAAAACGC TCTTTTTTTA TCGTTGGAAA 4 0440 

CAGATTATTC TGGAAATTTT AGACTAAAAC CCAAAGAAAA TTTCATAATG GCAATAGAAG 405 00 

AATCTATAGA AAGCATAAAA AGCCTTATAG AAAAC AAAGA ATACATACAA AAGTTACATT 40 5 60 

TTATAAAAAA ATTAATAAAT AAGGTTTACA AAAAATTAAA TTACTTTTTT TAAAAACTAA 40620 

ACTTTGAAAG CCTTGTTATA ATATAAAATA TAATAATCAA ATATTATTCA AAGTTAACAG 40 6 80 

CAATGAAGTT TATAATAAAT TATGAACTGG CTATCCTTTT TTTATGTTTT ATTATTTTTA 40 7 40 

TTAATTTTTC CTTTTGAATT ACAGAGTAAT AATAAAGAAA ATATAGAAAA TTTAATAAAG 408 0 0 

. GTACATATGC TTTATGATTT AACCAATAAC CTGTCAAAAG AATTAGAAAC AATAAATAAA 40 8 60 

ATTAAAAATT TTGACTTAGA ACAACATTAT CTGCTAATTA CAAAATATTA TCTAAAAATA 409 2 0 

AAAAAATATA AAGAAGCTAA TGATTTTTTA AAAAAAATAA ACCAAAAAAA GATCAAAAAT 409 8 0 

CAAAAAATAA AAAAC GAAAT CATTTCGCTA AAATTAAGAA TAAATGAAGA TAATATTAAT 41040 

GAAGAAGAAA TCAAAAAAAT TTTAAATAAC GAAAAAAATA TAGATGTCAA AAT AATTT AT 41100 

CAAATATTCA GTCTTATAAA ATTTAAAAAT AAAAAATTAG CAAATAAAAT TAAAAACATA 41160 

ATACTAACAA ACTATCCCAA AAGCATTTAT TCTTATAAAA TAAAAAGAAA TGAATAAAAA 412 2 0 

AATATTAACA CTGCTAGTAT TGATTTTAAG TATTTCATCA G T ACT AAT GC TGTCCAAATC 412 80 

AATCACCAAA AAATCCAAAT ACAAAATTAT TAGGGATTAT TTCATAAACA GCAATTATGT 413 40 

TCTGGTGAAA ATTGAAAATA AAGATC T AAA ATTTACCATA TC AAAAC CT A TTTACGACAA 41400 

AAAGCTAAAT AATTACTTCT TTAAAGGC C A AACAACAAGC CATTTCTTAA TTTCTAACAA 41460 

TGTTGACATT GCAATTAACA CAAGTCCATA CGAAGTTAAA C AAAAC ATGT TTTTCCCAAA 4152 0 

AGGACTATAC ATATATAATA AAAAAAT GAT TTC AAAAC AA AT AAAT AAC T ■ ACGGAGAGAT 415 8 0 

TGTAATAAAG C AC AAC AAAA TTATATTAAA TCCCAAGGAA G AC GAAAT AG AAAAC TGC G A 41640 
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TTATGGATTT AGCGGATTTT ' TTGTTTTAAT CAAAAACGGA AAGTATAAAA AAAATTTTAA 417 0 0 

AGAAACAAGG CACCCAAGAA CAATAATAGG AACTGATAAA AATAACAAGC ATTTATTTCT 417 60 

TGTTACAATA GAAGGAAGGG GTGTCAATAA TAGCAAAGGG GCCTCTCTTA ATGAAGCTAT 4182 0 

TGATTTTGCA TTAAGCTACG GCATGACTAA CGCTATTAAT C TAG AC GGGG GGGGCTCAAG 418 8 0 

CACTCTTGTT GTAAAATCAA ATAACGCTCC TTACAAATTA AACTTCACAG CAAACATCTT 41940 

TGGACAGGAA AGAGCTGTCC CATTTCATTT AGGAATAAAA CTTCCTAATT GAAAAATCTC 42 00 0 

CAACCGATAT TAAATCCAAG CATAATCTCA GTTGTTAACC CAGAAAAATT TTTATAATTA 42 0 60 

GAAAATGGAG AAATAGAAAG C AT AAAC AAA GGCCTAATAT ATAAACCATC AAGATCGGGA 4212 0 

AT AAAAAG AT CAGCAGCAAG CCCCATGCTT AAAAAAAAGA GATTGAAGTT ATTAGAGCTT 4 218 0 

AAATCAAAAG CATATTTAAA CCCAATTAAT GGGAAAAGCA TTCTAACCTG CTCTTTGAAA 422 4 0 

ACCATTGGAT ATGTTCCATA AAGCCCAAGC G AG AAAT AT C TCCCATTGTG AGTAACAACA 42 3 00 

AAAGCCTCTT TGTAAGACAT TTCAAAAAGT ACATAATTTG CATCAAAAAA TAAATTCAAA 42 3 60 

TTAATCCCAT GATCTGCTCT GGTAAAATTT GGAGC AAAT T TAGTGGCGCC TGTTTTATCA 42 42 0 

GTATAATTAG T AAAT T GAT A AGAAAAACCT ' CCACCAAAAG AAAGTGGATA AGAAACAATT 42 48 0 

AAATTATTAG AAGAGATGAG AAATAAAATA AAAAAAAGAT ATTTCTTCAT TAACAATCCT 42 540 

TAAAAATTCT AAAAAATACT ATATTATTAT AGTAACACAC TAAAGTAGTA TATAAAAAAT 42 60 0 

CTGGGAAATT ATGAATACAA AAAC ATT ATA' TTTAATATCC TTAATTCTTT TAGCTTGCAA 42 660 

TAAAAATAAC AAAATTCCTC TCATTCAAAA ATTAGATTTG CCCAAAAGCA GCATTCTTGG 4272 0 

CTTTAGCAAT AAAATGGGCA TAATAATAAA AGATTATGCT TTTCTTAGTA AAAGC AC T AA 427 8 0 

GAAAAATAGC GAATTGGATT ATGATT AC GC AATTCTACTC AGAAAAGACG AAGTCGTAAA 42 840 

AATTGAAAAA ACACTAGAAA AAAC AGAGC G CTATGGAATT GAAGGAAATT GGATCCTAGT 42 900 

CAATTACAAG GGAACTAAAA GATACATCTT TAGCAAAGAC ATCAATATAG TCAACAATTT 42 9 60 

AATAATTGAT C ATT CT AAAT AGCTTTACTA CATAACCGGA CAAAAGTCCG ATCAATGTAA 43 02 0 

TAAATTACTT ATTTTTTTTC TTATGTCTAT TTTTTCTTCT TTTTTTCTTC CTTTTATGGG 4308 0 

T AG AAATTT T TTTTAATTTT CTTTTTCTTC CGCAAGGCAC TCCCTAAATC TCCTTATCAA 4 3140 

CCTTAAAAAT TAAATTCAAA ATGTTATCTA AATCATCCTC TGGATGAAGC CATAAAACAT 4 3200 

C AGAAATTT T GGCAAAAAAG GTCATTTGCC TTTTTGCATA TAAAAACGAA TTTTTGTTTA 43 2 60 

TTAAACCTAT TATATCATTT AAACCATAGC AAGGTCTACT TTTCCATAAC AAAAACTCAT 43 3 20 

TATAGCCTAT TCCTTTAAAA GCCGGAGTAT TTTCATTGTA ACCCTTGCTA AATAAACCTT 433 8 0 
TAATCTCGGA AAGTAGTCCA CTATTAAGCA TTTCATTAAT TCTTATTGAT ATTCTGGTTT . 4 3 440 
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. TCAAATCTTC AAAAGATCTC TTAAGGCCTA TAATCACAAT ATTTTTAAAT TCGCTACTTT 43 5 00 

GTTTTTTTTG AAATTGGCTA ATAGGAATTC CTGTTTGATA GTAAACCTCA AGCGATCTTT 43 5 60 

TAATGCGATA AATATCATTC TTATTTAACA TATTAAATCT GATGGGATCT ACATTTTTTA 43 62 0 

ATTCTTTTAA AAGATAAGAT TTACCCTTAA GC TC TAAAAG ATTGTTTACA TAAATTCTTA 43 680 

TTTTAGAAGT AACCAAGGGT GTTGAAGGAA ATCCATCCTT TAAATGCTTA AAATAAAAAG 43 7 40 

CAGTACCTCC TACAAATATA GGAATTTTTT TTTTCTGTCT TATTTCTTTT ACTATTTTTA 43 8 00 

AAGCTTGTTC GTAAAAAATT CCAATAGTAT AATCCTTTTC GGGATCTAAA AAATCTACTA 43 8 60 

AATGATGCTT TATATGTTTC ATTAAATTTT TACTTGGCTT TGAAGAAGCT ATATTAAACT 43 92 0 

CTTTATAAAC TTGAATAGAG TCAACATTAA TAATTTCTGC TTTATTTTTT GGAAAATGAA 43 98 0 

ATAAAATATT GCTTTTGCCC ACAGCTGTAG GGCCAAAAAT AAAAAC T AC T CTATCTTCCT 440 40 

TCAATTGAAT ATCTAAATTT ACCAGTCAAA ACGTCATTAA AAGCTTGCCC TAATATTTTA - 44100 

TCATCAAAAA TAGCGTGTTC TGCTAAAGAA ATATTGTCTA TAATTTGCTC AGTGCGCATT 4 416 0 

ATAGTTGCAA CAACAAGTTC ATAAAAATTT CCATCAAAAT CTTGTATTTT TTTTAAAGGC 4 4220 

ACTTTAGTCA TTTAATCTCC TTATAAACCA AAC AT ATT AA ATAAGTTTAG CTATTTTTTT 442 8 0 

TCAAGTTTCT TTTATCAATT TCATCTCTAA TTAATTCAAA AACTTCATTT GGATTAATAT 443 4 0 

TTGTAACATC AAT C AC T AAA TCGGTCTCTG AAAAATAATC ATCAATATCT ATATTGTAAA 4 4400 

TAGCTAAATA TCTTT.TTTTG TCATTTTCAT C TC T AAT AAA AGTACTGCTT AAAAC GT C AG 44460 

AATACATGCC CCCCTCTCTA GTCATTATTC TCTCAGCTCT AACTTCCATT TTAGCATAAA 44 52 0 

GAT AT AT T T T TAAATCAGCA CTCTTAGAAA TCCAAATAGC AAG AC GAG AT GC AAGC AC TG 445 8 0 

TATTATTTTT TCTAGAAAGC ACAGACAATC TAT TAT C AAG GTATTTATCC CAATAATAAT 44 64 0 

CATTTCTGCC TATTATCTCT TTTTCATAAA AC T C TGAAAA AGGAATATTA TGCTCTCTTG 447 0 0 

CAATATCATG AAAAGTATAA TTAATAAACT CAAGACCGTA ATGTTTGGCA ATCATCCCGC 447 60 

TTACAGTAGT ATTGCCACAA CCACTCTTAC CAGAAAGTGC TATTTTCATT CAACATTCCT 4482 0 

TATTTGCTCT TTTATTTTTT CTAAATTTAA CTTCATATTC AAAATCAAAT TCTTAATATC 44 38 0 

AAGATC AAC C GCCTTATTAC TCATGGTTGT TATTTCTCTG TGCATTTCTT GAGAAATAAA 44940 

TTCAAGAGCT TTACCACATA TCTCATATTC AAG AT T T T T A TAAAAAGTTT CTATATGAGA 45000 

ATCTAAGCGC ATGATCTCTT CATTAATGTC TAGACGAATT GCCATTTTAG CTGCCTCTTC 45 0 60 

TGCAATATTT AAATCTCTAA ATTCATCCAT TAATTTAGAA ATATTTTCTT- TAATACTTGC 4 512 0 

AAATAATTTG ACATTTATAT CACTGCAAGC ATCTTTAACA ATTTTAAGGT CCCGCTCTAT 4 518 0 
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TAACACAAGG GTTGACACTA TGTCTGACTT GGTATTTTCT CCTTCAAAAC TTCTTCCATT 4 5240 

ATTGTAATGT AATAAAGCTT CTTCTAGAAC ACCTTTAAAC AAC C C AT AAA TCTCTTCTTG 453 0 0 

ATGTTCACTA TCCTCATCAA TTATCAAAGC TCCTTTTAAT GATAAAAAAT CGCCCAAACT 45 3 60 

TAGTTCGTTT TTAATATTAA GATTGGTATG T G C C A^AAG AA TCTCTAAGCC TAGAAATAGC 4 5 420 

CTCAATATAA TTGGGATTAA TCGTAAAATT CACACTAGGA ACCAATTCTT TATATCCTAC 4 5480 

ATTTAAAAAA ACATTGCCTC TGCTAATATA TTTTGAAATC AAATTTCTTA TATCAAGATC 45 54 0 

ATAGCCAGAA AAAATTTCTG GTAACCTAAA TTTAAATTCT AAAAAC TTTC CATTATAAGA 45 60 0 

TTTCAAATTA ACACTAAACA TATAGTTACC AATTATCTTT TCCAAATAAA AAAATCCCGT 45 6 60 

CATGCTTTTC AAT AT AAC AC CCTTACAGAA AATCGTGTAA AATAAAATTA TTTCCAGCGC 4 5720 

CCATTGTAAT AAACAAGTCT CC AG AT ATT A ATAAACTTTT TATAAAATTA ATAGAGTCTT 457 8 0 

TAACATCCTT AAAAAAATAA GTATTCTTAT TTATTTTTTT AAT AT T T AAA AACAATTTAA 45 840 

CAGAAAGTTC ATCTGGATTA AAATTTTCCC TATTTGAAAG ATATATATTG TGCAAAATTA 459 0 0 

AT AT AT C GGC AGCACTTAGA ACTTCAACAA AATCGGCAAA AAATTCTTTT GTTCTTGTAA 45 9 60 

AGGTATGAGG CATAAAATCC AAAATTATAC GTTTATTCTT ATAAAAATTT TTAATACCAA 4602 0 

AAAGAGTATT TTTAATTTCC CTAGGATGAT GAGCATAATC GTCCATGTAA ATCACTCCAT 46080 

TTTCCTCTTT AACAACTTCA ACCCTTCTTT T TAT AC C GC T ATAATTTTTT GCAATTCTCT 4 6140 

TTATTGCTTC TTCAAAATCA AAAATTGATT TCCCATTACT TTCTAAGAAA AGATTTAAAG 4 62 00 

CCAAAAGCGC TGC TGAAAAA TTTAATACAT TATGAAATAA AACAGTCTTA AGCTCAACAT 462 60 

TTAACAAGCC TAAAAAAGAA AAACAAAAAT ATTCACTCCT AAC TGC AAT A TTACTTATTT 4 6320 

G AAAAT C AG A TAAATCTCCA GACCCATAGC T AAAAAT AC T TATATCTTTT CTGTTGATTT 4 6380 

GCC TTTTAAT TTTAAGCAAA TTATTATCAT CGGAATTAAT TATCAATATT CCATTTTTCT 4644 0 

TTAAATTATT AATATACTGT AAAAAAGCCT CTTCAAGAGC CTCATAATTT TTAAAAAAAT 46500 

CAACATGCTC GTAGTCAACA TTGGTTAAAA TAAGCATATT AGGGCTAAAA TTCAAAAAAT 46 5 60 

GTTTCTTATA TTCACAAGTT TCAACAATAA AAATATTGCT AATACCTGCT ATTGCAGAAT 46 62 0 

TATCTTTAAA ATCTTTAACA CTTGACCCCA CAATAACATT GGGATTTAAT CCTAATTTAT 46 680 

TAAAAAGAAC ACCTAAAAAC GCCGTAGTGG TAGTTTTACC ATGAGAACCT GCAATTCCAA 46740 

TGCTATAGTA CTTTCTAGAA AGCTCTCCAA GAGCCTCAGG ATAAGATAAA ATAGGTATAT 45 300 

TTAATTCTTT TGCCTCAAGT AAAACTTGCA AACCATCCTT ATTATAGGCT GAAGAATATA 463 60 

CTATTAAATC AAAAG AC C T A TCAAGCTGTT T T AAT G AAAA CTCATAAATA TTATCATAAT 469 2 0 

AAGATATTTT ATTATTACTT AAAATTTCAT C GG TAT AAAA T T T AT C AG AA ACATCTACCC 46980 
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CTTCTACACA ATACCCTTTT GAATTTAAAA AACAAGCCAG AGAACAAGCC CCACTTCCCT 47 040 

TTATTCCTAC AAAAAAAATA TTATTCAAAT CGTCAAAATC AACCTTCATA GCTCTCTTCT 4710 0 

AAATAATCTT TTTTGTCATA AAATTTATGT AT AAC TAT AT C GAT AG AT AA TATATTAATT 47160 

ATTGT AT AC T TAAGTACGTT CGTAATAATA TAGGTTCTAA GCATTTCTGT ATTATTAAGC 47 22 0 

AAGTTATTTC CAAGAGGAAT ATTTAAAAAC AGTTTAAAAA GGTAATTGTT TCCATCTTTT 472 8 0 

TTGATTTTAA GATCATAAAC AATATAATTT CTATCATACT CAGAAACACA ATGTTCAATA 47 3 40 

ATTTGCCTTA CAGCTCTCTT AGAAATAGAT AAAACCCCTT CTTCATAAAA ATGGGGCCTT 47400 

. AC AAC AG AT C GAATATAATT TTTCTTCCTA GCAAAGAACC ATCCGCTTTT AAAAAAAACT 4 7460 

TTAATTGAGT TTAATAGCAA ATTGGGCCTA ATAGACGTTA TTTCAAAAGC AGCTGCTGGT 4 752 0 

ACAACATGCT CCCCCATTTG CCTTGAAATT CTTGCTTTTT CTATTTCCTG CCTGGTTGAA 47580 

ACATCTGTTA TGTAAATAAT CTTAAAAACA TTTGGCAACA AAAGTTTTGA AATTATTTTA 47 640 

TCTATCATTT TAAGACTTGT TCCTAATATT AATATTTTAT TAAATTCTTC TTTTGCAAGC 47700 

ACTTCAAGCA TTTCTCTGCA ATGAGCATCA TCTTCAAATA CAGATCGCCT TACCGCTTTA 4 7760 

AAAACATTAT CTTCAAACTT AGCAGAACTT CCGGCAATAA TTTTCATATT TTTAATTAAA 47 32 0 

ACACCATCAT CAATTATTAA AGGTATTGAA TATTTATCTG CTACCAAATG CGATCTAAAG 478 8 0 

CTCTTGCCAG TTCCAGCAGA TCCTACTAAT GC AT AC AC CT T AAC C C T AAC AAATTTATGC " 47 9 40 

TTAATGCTAA TTGCAAAGTC TTTAACCTTG CTTAATATTT TTTTTAAAAA AAAATCACTT 48 00 0 

GAAAAATTCT GAAAATTCAT AG AC AT C AAA AATATCTTTT ACTTGCTTTA AAAATCTAAA 48 0 60 

CTAGGCTTAG AGCAAAATTC ATTCTTTTTA AAGAATGTTC CATTAAATTT T AC C AAAAAA 4812 0 

GC ATGTAAAA ■ AGTAATCGCT TTTCTTGAAT TTATTACAAT ATTTCTTGTC ATTAATTAAA 48180 

GGATGATTGT TAAAGGAACA C TG AG AC C TT ATTTGATGGG TAAAGCCTGT TTCAATAACA 432 40 

ATCTCGACAA GAGTAGCTCT TTTGCAAGAT AATATTGGAT TAACCTTTGT AATTGCATTA 483 00 

ACAAAATTTT TATCTTCTAA AACAAAAGTT TTTCTCAACC TTTTATTTCT AAATAAATGA 483 50 

TTTTTATAAA CAACAGGAGA CTTAACCTCG CCTAAAAGTA TTGCAAAATA TTTTTTAATT 48 42 0 

ATAGATCCAC CACTAAATGC CTCACTTAGC TTTCTTGCAG TATTTATATT TTTTGCAAAA 48 480 

ATAATAATAC CAGAAGTATT TCTGTCAAGC CTGTGAACTG CCGAAGGCTT AAAGCTTAGG 48 5 40 

GATCTTAAAT TTTGACTTAA AAGATAAGAA TTCACTAAAA AATCAAGAGA ATTTTTACCT 48 6 00 

CCATGAACTA AAATACCTTT TTGCTTATCT AAAACAAGTA AGTC ACTGTC TTCATAAATT 48 660'. 

ATTCTTTTTC GAATATATTG AAAATCAATA TTGCTTTTAA AGCATTTATC CGTGGTTAAG 48 72 0 
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TTCAAATTTT GGGCTAAAGA TTTGTACAAA TAAATTTTAT CACCTTTGCA AACTCTGCAT 487 8 0 

GAAAAATGTG ATTTTAAACC ATTTAGCCTA ATGTCACCTT TTCTAATATG TTTTATTATA 43 8 40 

CTCGCTTTAG AAAAATTTAA AATTTTAATT AAAATTGAAT CTAGTCGCTT .GCCATTATCA 4890 0 

TTAGCAAGCA CTTCTAAAAA AATATATTTA TCCAAACGCA AAAAATACCC CTAACAAACC 439 60 

TTACTATTTT TTTTACAAAA AAAATTAACT AC T AAAAAT G T AAAT AT AG A AACAAAAAAT 4 9 020 

GATGGAAAAA CGGGGTGAAA AAACCAAATA TTTAAACCAA AGAATAAAAT GGACAAATAA 4 9080 

AATATTAACC C T AAAAAC AT AGAAGCAAAA GCCGCTATTT TGCTTACAAA ATT T AAAT AA 4 9140 

AGTCCAAAAA CAATAATAGG GAAAAACGAA ACTTCCAAAG CTCCAAAGGC AAAAAT ATT A 492 0 0 

ATAAAGAATA AAAAATTGGG AGGAAAGAGA GAAAATATAA GTATTATTAA AATAAAAAAA 492 60 

ATATTAGAAA TCATTATTAT TCTGCCAATC T TT AC AT C T T CTTTTAAATC TTCTTTATAA 493 20 

ATAAATATTG ACTTTATTAA AACAGATGTT ATTAATAGCA AATTTGAATC CACTGTAGAC 49 3 80 

ATTATTGCAG AT AAAAGAC C TATAAAAAAC ATAAAACAAG AAAAAGGATT TAAAACTTTT 49440 

AAAGCCACAT TTAAAACAAC TTTATCATTT GGACTTAAAT CTGGAAAAAG AATAATAGCA 49 50 0 

AAAAAC C C T A TTAAATGCAT CAAAACAATT AAAAAGCTAA TAATAAAAGT AG AAAT GGG A 495 6 0 

AG AG AAAAT T TTATAGCATT CTCATCTTTA AATGCTATAA AATTATTAAT AATCTGAGGC 4 9 620 

TGCCCTAGTA TTCCTATTCC TATTAATATC CAAAAAGAAA TTATATATTG TGGCTTTAAG 49 68 0 

TCAGCATTTG AAGGAAGTAA AAGGCTTTTA TCTAAGCTAG ACGTTGCTGT TTTGAATAAA 497 4 0 

TTATTAATAC CCCCTCCCAA ATCTAGCATC TTGGAAAACA AAATAACGGA TGAAACTAGC 49800 

ATTAAAAATC CTTGAATCAA A^CCGTATAA GCTACTGCCT TAAAGCCGCC AAAAAATACA 498 60 

TAAATAAAAA CCAAGAAGGC AAAAAAAGTA AGACCAACTA CGTAATCAAT ACCCCAAAAA 49 92 0 

ACTTCTATAA GTTTGGCACC ACCTATTAAT TGGGCAGAAA TCAAAAACAT TGAAAAAAAA 49 98 0 

ATCAATACAA ATCCACTCAT TAACGCCAAA AAATCACTTT CATATCTATG CCTAATATAA 50 040 

TCAATAATAT TAATTGCATT AATTTTTTTT GATTCGCGAT TTAATCTCTG ACCAACAATA 5 010 0 

ATAAAAACAA TTAAAGTTGT AGGAATTTGT ATGGTAGCTA ATAATATAAA AGATAATCCA 50160 

TACTTATAAA CAGCAGAGGG AC CGG AAAT A AAAC T AC TAG CACTAATATA GCTAGAAGAA 502 2 0 

.AATAACAAAG CCATAACAAT AAAATTAATA TTTCGATTTG C AAG AAAAT A TTTATTTAAT 502 3 0 

AAC AAAAAC C TACCTCTATT TCTTTTTTTA AGAAAATCTA AAAATAAAAA AATATCAATA 50340 

ATGTATCAAG TTTTACTAAT TACTAAAATA AAAAAACAAA CCAAAAAAAA ATTATACTGG 50 400 

GGAAT AAAAT TCCTGACAAA AAAAACCACA AAGGAATATT AAATATAGTA GTTGATGTGT 50460 

CAATAAAATA GGCAAAACAA AACCACAATA CAAACATAAA AAC AT AC AAT AATATAGCGT 5 0 520 
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ACAAAATCCC ATTTCTCATT TAAAACAACC TTAACAAAAG GACATCAAAA TTTATAAATT 5058 0 

CAAATATAAT GTATATTATA TAATATATAT TATATGGATA AAAATAAACA TATATTAATT 50 640 

GGTATATGTG GGGGCATAGC CTCTTACAAG TCAGTTTA.CA TAGTTTC C AG TTTAGTTAAA 5070 0 

-TTAGGATACA AAGTTAAAGT TATAATGACA CAAAATGCAA CTAAATTTAT TACTCCATTA 507 6 0 

- ACTTTAGAAA CCATTTCTAA GAACAAAATA ATTACTAATT TATGGGATTT AGACCACAAT 5 0320 

GA.GGTGGAGC ATATAAAAAT TGCAAAATGG GCACACCTAA TTCTTGTTAT TCCTGCTACC 5 08 80 

TACAACACAA TATCTAAAAT TGCATCAGGA ATTGCTGATG ATGCATTAAC TACAATAATA 5 0 940 

TCTGCAAGCA CGGCTCCTAC TTATTTTGCA ATAGCAATGA ATAATATAAT GTATTCAAAC 51000 

CCTATTTTAA AAGAAAATAT AAAAAAGCTT AAAACTTATA ATTATAAATT CATTGAACCT 510 60 

GATAAAGGAT TTTTAGCTTG CTCATCAAAT GCTTTAGGGC GCCTTAAAAA TGAAGACAAA - 5112 0 

ATTATAAAAA TAATATTGAA TGAATTTAAT CAAAAAGACT ACCTAAAAAA T AAAAAAAT A ' 5118 0 

CTTATAACAG CATCCAGAAC TGAAGAATTA ATAGATCCAA TTCGCTATTT CTCAAATACA 512 4 0 

TCAACGGGAA AAATGGGGTT TTGCTTAGCA CAAGAGGCTG TCAAACTAGG AGCTCAAGTT 513 0 0 

ACAATTATTA CAGGACCAAC CAATGAAAAT GATCCTGAAG GGGTCAACAT TATAAAAATA 513 6 0 

AAAACTGCAA TGGAAATGTA CAAGGAAGCT CTCAAAATAT ATAATAAATT TGAAATAATA , 5142 0 

ATTGGAGCCG CAGCTGTTGC CGATTTTAAA CCCAAACACA TTTTCAATAG TAAAATTAAA 51480 

AAAAATAAAA TCAATAGATT ATATATAAAA TTAGTAAAAA ATCCCGACAT AATCCAACAC 515 40 

ATAGGACACA ATAAGCTTAA AAACCAAATT GTTATTGGAT TTTGCGCTGA GAATTCTAAA 516 00 

- AATTTAATTC AAAAAGCTAA AGAAAAATTA AAAAAGAAAA AC TTGGACTT TATCATTGCA 51660 

AATGAACTTA AATATTTTGG TTCAAAATTA AACAAAGTTT ATATAATAAA TAAACAAAGC 5172 0 

A.TAAAAGAAC TGCCAGAAAT GGAAAAATCA GAAGTAGCTA AAGAAATTTT AAAAATTTTA 517 80 

TACTAATATG CTTAATAGTT TATTAATAAT CAATAATCTT TTAAAAGCAT TTTAATATAT 51840 

TCGGAGTTCG TTTCACTTTT AATTTTTTTA AGCTTATCAG AAAGCGATGA AGATTTATTA 51900 

TAAACAGCTC CTTTTAATGC TAAATGCCTT AAATCAATAT TTTTGCTGTC AATGATTTTA 51960 

GAATAAAAAT TATCAAAATT ACCCTTTTTA CCAGCCAACA TTGAAGCAAC GCCCCTTAAA 52 02 0 
ACATTTGAGG GTCTATTAAT ATTTTCTTTA TTAACAATTT CTAAAGCAAT TGACAATGCT - 52 0 30 

TTTAGAGAAT CCTTATCTAA AAGGTAACTA AACATTGAAA TTTTAAAATT ATTGTCAATC 52140 

TTAAAATCAA ACATAATGTT TTTTATCTCA ATATTCCCAA GATCCATATC ■ AATTAAGGCC 52 2 00 

TTAGCAGAAG CCTCCCTAAC TTTAAGAGAT GGATCGCTTT TAAGCTTATA AATCAAAATA 52 2 60 
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TCATCAGAAT 

GACAAAGAAG 

AAATCAGCAT 

GCCTTAATTG 

TCAACAGCGG " 

GAATATTTTT 

AAATAATAAG 
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CCCCCCGAAT 
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TTTTGGGGAA 

AAACTACAGC • 

ATGAAATCTG 



AAGAGTCCCT 
CTCTTAAAAA 
CAATAATAGC 
TTTCAGTTAC 
ATGGGCCCTC 
ACATTTTTCC 
CAAAAACTTC 
CTGCAATAGA 
ATTTTTCTTT 
AATATCTTTT 
ACTTAAGAGA 
CAAGTCTTTT 
TAATGCTTGT 
CTAAACCAAC 
TTTCTGTAAT 
CATACACATT 
TCTAATATAT 
AATACTAACA 
CCACTGAAAC 
CTTTAAAAGA 
AAAATAAAAA 
CAAACCATAA 
ACTCAAATAA 
AAAC AT TGAA 
AGTATCATAA 
AATAAACATT 
TAAAAGGGCA 
AATCACTGTT 
ATTACTAAGG 
CTGAGTAATA 



ATGTCCTTTG 
TCCTTGTAAA 
TAATTTAACA 
TTTATCTGAA 
GTAATTATCT 
AAGAGCAATA 
CATCATGTTT 
TACCACATTG 
ATCATCAAAC 
ACTCTCATAA 
AATAAACAAT 
TTTAAGAGAA 
CACTTGACTA • 
AT T AG AAAAA 
TTCGGGCAAC 
AAAAATAAGT 
CTAAAAAGCT 
ATTCCAGCTG 
j TTTTC AAAAA 
ACAAATAAAA 
ACAATTACAC 
TAATTAATAC 
AJ^CGGTGTTT 
TAAAAAAGCA 
ATAGAAAACT 
AAAAAAGACA 
TTTAATTTTA 
G C AAT AG AAA 
ATAGAAACAC 
ATTGAAATGG 
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ATTGCATTAA 

ATCTCTTTAG 

TTTAAATTAT 

GCAAGATATG 

AGCGAAATTT 

AGTATTTCTC 

T TAG AAT AC T 

CCCTCTTTAT 

TCCTTAAGAT 

TTTTCAAGAA 

TCAAGTATTT 

AAATTATATT 

TC AAGC C CAT 

TTCTCTCCCT 

AAAGGC GG AC 

AAAAAAAATA 

TATTTATTCC 

CCATTAAAAA 

AGAAATAAAT 

TTTCAATTAA 

AAAT C AT AAA 

CAAAAACAGA 

TTGCATCACG 

GACCTAAAAG' 

TGCCTCCCAT 

C TGG AAT AAA 

TATTATTCCC 

TAT AAAAAAT 

TTCCTATCTC 

GAAAATCCAA 



TAGCTTTAAA 
ACTTTAAAGA 
TGTTATTACT 
ACAACGCTTC 
C AT AAATTC T 
TTCTAGCCCC 
CAAGAGAATT 
TTTCAAGAAT 
ACGAAATTGC 
TATAATTTGC 
CCCTTTTAAG 
G AC TAT C GC T 
AAAGAATTGT 
TAGAAGAATT 
TAGGAAGAGC 
AAAAATAAAA 
TAAAACAGAA 
ATAAAGATTT 
TGCATATAAA 
ATCAATTTTA 
AGAAATAGAT 
TATTGCAATA 
AATAGAAAAA 
AAAACATTTC 
AAGAAATAAA 
AATTAACAAT 
CAAAACAGCA 
TCCTACAGGA 
AAGAGTAGAT 
GAATCATACG 



CCTAATATTA 
AGGATCTTTG 
CTGAAGATAC 
GATTGCAGCA 
ATCCTGATAA 
ATCATTTCCA 
AAGCTCTCCT 
GTCAATAAGA 
C AAGC C AAAT 
TGTATCAATG 
CTCAGCATTA 
TGATTTTTTA 
ATCGTTAACA 
TTCTCTCTCA 
TGGAGAATTA 
GTATTTCATA 
TAACAAATAA 
TTAAAACTAA 
GGAAAAAGTG 
ACTCCTCTTT 
TGAGCTAATG 
TCAAGAATAG 
TAATATTTTT 
AAAACACTCG 
TTTAAAATAT 
AAAATTTTAA 
TGCTCTGCCA 
AGC TGATAAT 
GCTAATGCAA 
AAGCCATCTG 



52320 
52330 
52440 
52500 
52560 
52620 
52680 
52740 
52800 
52860 
52920 
52930 
53040 
53100 
53160 
53220 
53280 
53340 
53400 
53460 
53520 
53580 
53640 
53700 
53760 
53820 
53380 
53940 
54000 
54060 
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GTTAAAAATT TAAAACCTTT TCTCTGAAAT AAAATGTTGG CTTCCAGGCA AAACCAATCA 5 412 0 

TAAGGCAATT TGCAAACGGA AT T AAAAATT GTAAAAACCC C C C AAAAATT ACGCCAATAA 5418 0 

CAGCACTATA TATTCCAAAA C G AC CAT AAA ATAAGAATAT GCTCAATATT ATTCCAAAAG 5 42 40 

AAAGCATAAT GGGCGAAAAC GAAGGAATGA AAAAAATTTT AT AT G AAT T T AGAACAGACA 5 4300 

CGAAGATTGA TGATAGGCTT ATTAGTAAAA TAT AT AAT AC CAAATAACCA AATACAGAAC 543 6 0 

TTGCAAAAAT TAAGTTTTCT CCCC TAT AAT AAGATATAAA ATACATAATA GGCTTTGCAA 5442 0 

AAATAATCAT AACTAAAACA ATTAACCCAA TAGAAATAAT GTTAAAGGTT ATGACXGTTC 54480 

TGAAAAAAGA AACAGCTTTT TCGTGCGATT TGTTTTTTTC ATGTGTAAAT TCAGGCAAAA 54 54 0 

AAGCCGAGGT CATCGCGCCC TCTGAAAGAA TTTTGCGCAA ATTATTAGGA AT AT TG AAAA 5460 0 

CATAGTTAAA AATATCAGCA TCAAGATTTG CACCAAAATA ATAAGAGAAA ATCTTTATCT 54 6 60 

TTACAAAGCC CATTATTCTT GAAAAAAAAG TGGAAATCAT GACCAAAATT GTAGAAACAA 547 2 0 

CATATTTATT CATCGAAATT TTCCTCTTCA TACTTTTTTA AATATGAAGT TCTAAAATTT 54780 

AAAAAATCAT CATTTAGAAT TGCGGCTCTG ATCTTTGAAA TCAATCGAAA CATATAGTGG 548 4 0 

ATATTATGTT CACTTGCCAA AACTATTCCA AAAAGCTCTT TCGATTTTAT TAAATGTCTT 549 0 0 

AAATATCCTC TTGAATACCT TTTACATAAA GTACAGATGC AATTTTTCTC TACCTTAGAA 549 6 0 

GTATCATCCT TATACTCCTT TCTACCAATG C AC AT AAT C C CATTATCTGT C AAAAG AG AC 5 5 020 

CCATGCCTAG TAATTCTTGC GGGATTAAAG CAATCAAAAA TAT C AAT GC C AT AAT AT AT G 5508 0 
GCATTAAGTA TGTAATGGGG AGTGCCAATA CCCATTACAT ACCTTGGTTT TTCTTTTGGT . 5 514 0 

ATCAACAAAA AAC TAT AT T C AAGGATTTCT AAATATTTCT CCCTTGGTTC TCCAACAGAA 5 5200 

ATGCCTCCAA TGGCAATACC TGGGCTGTCT AATTCCAATA TATCATTGAT ACTTCTTTTC 552 6 0 

CTTAAATCTT TAAAAAAATT TCCTTGAGTT ATTAAAAATA AAAGCCCGTT GTATCCCTCT 5532 0 

TTTCTGTTTT TAGAAGATTT GAACGTGCTG CTAGCCCAAT TGGTTGTAAT ATTTGTATAT 553 8 0 

AAATTGGCTT CATTATAATC AATCCCATAA GAAC TGC AAA TGTCAAGTGG CATAATAATA 55440 

TCACTGCCAA AAATTTCTTG CATAGCAAAT ATTCCCTCGG AAGTAAAATA ATGGTACGAT 55500 

C CAT C TAT AT GAGATTTAAA ATGCACACCT T TT AG AT C AA TTTTTC TC AG AT C AG AAAAA 55 5 60 
GAAAACACCC GAAATCCGCC CGAATCGGTT AAAAAATTTT TATTCCAAAT TGTAAAATTA f 5 5 620 

TGAAGACCAA CATATTTTTC AACAGTTTTA ATTCCCAGCC TTAAATATAA ATGATAAGTA 5568 0 

TTTGCAAGCA TCAAATTACA TTCTAACTTC TCAAGAACAG CATGTTTTAA- CCCTTTCATT 5 5740 

GCCCCCAA.AG TACCAACTGG CATAAAACAA GGAATATCTA CTCTACCATG AGGAAGATTT 55800 
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AAAAATCCAA CCCTTGCATT AAAATGCTTA TCATTCTTGA TT AC ACT AAA CATATAAATA 55860 

TCCCAAATAA TTATATATAT TATTTCCTAA CAATCCTATA AACAAAAAAA TTGATAATCA 5592 0 

AAAAAAATAT AGTTGTAAAA GAACTTGCTA TATATATATG CAAATAGCCT AGATCCGCTA 55930 

AAAAATTAAA AATTACAATA GAAATAACAT AAACAACAGC AAAAGCAATG CTATTTAATA 5 6040 

GGCTGAGTAT AAAAAT ATT T TTTTTAAGAG CAAGAGCAAT AAACCCAACA GTAAAGCTAA 5 610 0 

GAAGAATCAA TCTAAATGAA AAGAATATCC TATTTAATAA ATCAAAAAAT GCATCAGAAT 5 616 0 

AATTTAAACG TTCAGCTTTG AGAAAACTTA TCCAATTAAT AAGTTTAGTA AAATTTAACG 56220 

CCTTTGATGA GAGCATCACA GTTCTTATGT AATCGGGCGC CAGCTTAATA ATTCCTGTCC 5 6280 

CATCAAGAAC ATCGTAGGCG TTCTCCTTAA TTTTTTTACC AACCTTAACA AACTCTCTAA 5 63 40 

TACCATAAAG CCTCCATTTA TTATCTTTCC ATTCGGCTTT ATTTATATCG TACCTTGTTT 5 640 0 

GAAACTCATC TTTATTGTCT TTAATTATAA TCATCAAGTT AG C AAAAG T A TTCTCATCAA 5 6460 

TATCATAAGA TTTGATATTA TAAATTTCTC TAGCAAAATC CCTTATTATT ATAGTTTTAT 5 6 520 

CCCCAGATCT ACTGTCGCCA ATGCTATTCT TAATAAGAAC ATCTCTTCTT GCTATAGTAT 5658 0 

CTA.TTACCAA ATAATTATCA AAAAAGAAAA GAACAACTGA AATAAATATA CTAATTAAAA 5 6 640 

TAATTGGTTT TAATATCCTG GTAAGTGGAA CTCCACAACT AAAAAG AC C T ATTATTTCAT 5 6700 

TTCTCATAGA AAGATTGCCA ATAAGATTCG AAATAGCAAA AAGAAAAGAT AAAGCCACCC 5 6760 

CATCTGAGAA TGCCTTTGGC AAATATAAAT AATAAATATA AAGAATATCC TTAAGGCCAA 5 6 820 

TATTCTTTTC AAGATAGTTA ~ AGAAGATTAA CAAACAAATC ACCAAGCATA AT T AAAAT C A 5 6 880 

XGAAAAGCAG GTTCATGGAC AAAAAAGTAA GAATGATGCT TTTTATAAAA AGCTTATCTA 5 6940 

TTTTCATTTT TTTAACAATC T C AAAAAG AG AATTGCTCCT GCAATAATTA AAATTAAATT 5 7 000 

AGGCAAAATA GTAACAATAA TAGGACTTGG TGCATACTGC ACAGTATAAA CTTTTCCACC 57060 

AATAAACATT AC C C AAT AAA AAACACAAAC AATAATTGAA ATTACAAGTT CAAGAATAAT 5712 0 

GGAATATTTT CT ATT AG AAT ACATTCCCAT TGAAAAAGCT AAAAAAATAA AAAAT AAAAC 5718 0 

TGAAAGTGGT AAACTAATTT TTTGATAAAA TTCAAGATTA AACAGAGCCA AATTTTGCTT 572 40 

CATGCTTCTA TCTTGATAAG GTTTGAAATT T AAAT T T AAA TTATACATAT AGTTTAAATT 57 3 00 

TTCAAAAACA TAAGATTCAT CC AC AT AAT A GTTTTGATTG TAT AAAT AAT TTAAATAAAG 57 3 60 

ATTTGAAAAA TTTAAACTTA AAAAGTCTCC TTCTAGATTA TTTTTTATAT TTGAATCTGC 57 420 

AAT T AAAT T A TTTTGCTTTT T AAT T AAT T T TATAACATCT CTCATGCTCA TTTGTGAAGG 5748 0 

AGTTA.CATAA TTTAATAAAA AAC TAT C AC T AAATGTAACC TGATCGA.TTG AATATTTCAT 57 540 

CTTATCTGCA T AAAAAT AAT C AT AAAAT C C ACTCTCACTG TCTGTTAAGG CAATAGA.TAG 57 60 0 
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AACATCATTT AAAATAAAAT ACACTTGAAA ATTTTCTTTT CTAATATCAA GATTTTTTGC 57 6 60 

CATAAATATT CTATCAAAAC CCTTAAGCCC AGTGTTATCA AAAAAAGTTA CATTTTTATA 577 2 0 

ACCATTTTCC GATTTCTCAC C AG AAAC AAA AATCAAATCT CCATATTGTT TGCTTGAATA 577 30 

AGGCTTTAAT ACCAAATGGG GAACTTCTTC TTTTATTTCA TTAAAAATTT TTAATCTGCC 57 8 40 

AATAGATCCA AGTGGAAGTA AAATATCATT GGATATAAAA GATACAAAAG CAATAACTAT 57900 

TCCCAATTTA AAAAATGGGA CAAGTAAATC AAAAATTGAT ATGCCAATTG AACGAAAAGC 579 60 

TAAAATTTCA TTGTGAAGCT TGAATTTATG AATAGTAAGA ATTACTGAAA TCAAAGAAGC 53 0 20 

AAAAGGGGGA GAAAGCGCAA TAACCATAGG AAGAGAATAT ATAATAAAAA TAAAAGCCTT 5 8080 

AAAAAAGGGA ACATAATTTT GAAGAAGTAT TCTCATAAAG AATAAAATTT GAT T TAT AAA 5S140 

AAAT AC G AAA AAGAAAAATA AAAACGTAAT TAAAAAATAT TTAAAAAATT CAGCAATTAT 5 82 00 

GTAAGACTCA TAACTGTTTT TTAATATTTT CATCTACAAA AACCAAACCG TTATTAATAG 532 60 

TGCCCAGTAT GACATAATTT TCAAATCTAG AAACTTTTAT TAAATTCAAA TTAAGAAGCC 5 83 20 

CATTATTGGG TCCAAAATAA TCCCAGTTGT CATTTTCAGA ATCATAAATC AATAACCCAT 583 30 

GATCAAAGGT TGCAAACAAT AGC TTTTT AT CTTTAATCTC CATATCCATA AAATAATTAA 58 440 

CATCAATATT ATTGGCAATA ACGTGCTTTT TGTAACTATT TTTATTTAAA TTTAATTCAA 58500 

AAAGACCCCC ACCATATGTT CCAACAAAAT AACTATCTTT ATATTCTTTT ATAAAATTAA 5 85 60 

TATTTTTTTC ATTATCATTT TTGCTAAAAA AATCCAAATG TTCAATCTTT TTCAAATTAT 58620 

CGACATTAAC ACTATAAATA GCCTTGTCAA CTGTTCCAAC TAATAATAAA TTTTTTAAAC 58 6 80 

TATCAAAGCA GAGTGAAGAA ATTTTATTAG ATCCAAGCGG TATATTTTTC CAATTTTTTA 58740 

AATCATAAAA CCATAATCCA GAATTTAGAG TGCCAACAAA TATTCCATTT TTAACAGCAA 58 8 00 

GCAAAACTTG TACATTGCTA AAATCAGCAT TACCGGGAAC ATTTATTTGC TTTAAATCCC 588 60 

CATCAACATC ATCTATATAA TAAACAACAT TTTTACCACC AAT AT AAAT T GTTCCATTAT 5 39 20 

AATCCGCAAA ACCCCTAATG CCATTTAAAA AAATGCTTTT TTTATCCTTA AGATAGACTC 58 9 80 

TACAATCATT TTTTTTAATA TTATATCTTA AAAGCCCTCC CAATATATTA GTTACAAATA 590 40 

TATTGTCATT AAAGACAAAT GTATCAAAAA CGCTGTTGTC AAGAAATCCT AAAGACTCTA 59100 

AGTTTAAATG ACTTACTCCA AGTTTATTAC TTAAAAAGCC ATAAATCTCT CTATCATAAC 59160 

CTGAGATAGA AAATTCATTA ATCTCTTTAA ATGCAGAAAT TGCATCAGAT TTTTCTTTAA 59 220 

CAAGATATTT TAATTCAGCT AAT CTT AAAC TAGCATGAGA ATATTTATAG- TCTTTTAAAA 5 92 80 

AT AG AT C AAA ATTATATTCG GAAAGATCAT AAAAACCATT CTCATAATTT ACATATCCAA 59 340 
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AAAAC AAAT T CGCTTTAGCT AGCAATTCTC TGCTGTGCTG ATTCTCATTA GTTACTATTT 59 400 

TATTCAAATA ATAATTTGTC AAGCCAATAT TTTTTTTAGC ATAACTTTCC CTGGCTTTTT 5 94 60 

TAAAATAAAA ATTATTTTCT TTTAAAAAAG C ATC AC T AAG AAAAAAAGAT TCATTATCTT 5 9520 

TTAATCCTAT CAAATAGTCT CTTTTAAATT TACCCTCATT ACTCCCAAGA AC AAC AT TAT 5 95 80 

TATCATCAAT AATGACTGCT TCTTTTTTCT TCTCTACAAT ATCACTAATA TGAGAATCTT 5 9 640 

GAATAGATCT ATCTGTAGTA AGGCAGGAAA AAAACAAGAA AAAACATATA AG AC AAC C TT 5 97 00 

T AAAT AAAT T ATTCAAAACA AATTTCATAT TATTTTAATA ATCTTTATCT CTAACAATTT 597 60 

CAAGATCAAT TTTTCCAAAC TTGTCTATAT CAATTATTTT GACCTTAATT CGCTGACCTT 598 20 

CTTCTAATTT TGGGGGTCGA ACTAACCCCG CATTACCTCT TATATTCTCT CCACCGCCAC 598 80 

CAAATCTAGA ATATC T ATT A CTATTCCCAA ATCTTCCAGA ACCATACTTA CTGTCTCTGG 5 99 40 

GTTTCAAACG AGT AC TT AAA AATCCTTCCT TTGCAGGAGT AAGTTCAATA AAAGCCCCAA 600 00 

AGCTATTAAT CTTTTTGACA GTTCCTTCAT AAATTTCGCC TACCTTTGGC TCTCTTACAA 60 0 60 

TACTCTCTAT TCTTTCTTTA GCTTTTTGCA TCTTAAAATC ATCATCCCCG AAAAGAATGA 6012 0 

TTTTTCCATT CTGCTCAATT TGAACCTTAA CTTCAAATTC ATCTGTTATA GCCTTAACAG 60180 

TTTTTCCAGT AGATCCTATC ACAAGAGATA TCTTGTCAAT GTCAATTTGA AGTTGAACAA 60 2 40 

TTTTAGGAGC AT AC T T AG AT AT AC C AAC T C TTGAATTAGA AATTACAGTA TTCATAATAG 603 00 

ATAATATATG TATTCTACCT ATTCTTGCTT GCTCAAGAGC ATCTCTCATT AAATCTTTAG 603 60 

TAACATTTTC AATCTTAATA TCCATTTGAA ATCCAGTAAT TCCATTTTTT GTACCGGCCA 6 0 420 

CTTTAAAGTC CATATCACCT AGATGATCTT CTTCTCCAAG AATATCACTT AAAAC T AC AT 60 48 0 

ATTTATCCCC TTCGCTAATA AGCCCCATGG CTATCCCCGC AACCTGCCCT TTAACAGGAA 60 5 40 

CCCCTGCTGA CAT T AAAG AC ATGCTCCCAG CACAAACAGT AGCCATTGAA GAAGATCCGT 60 6 00 

TAGACTCTAA AACCTCAGAA AC T AC C C T AA TGGTATAAGG AAAATCATTT TTTCCAGGAA 60 6 60 
CCATTGATTC TAAAGCTCTT TGA.GC T AAAT GACCATGGCC AATCTCGCGC CTGCCAGTCA ^ 60720 

TTAGTCTACC GGTCTCACCA ACTGAAAATG GGGGAAAATT GTAGTGGAGC ATAAAATTAA 607 8 0 

GGCGTTTATC GCCATCAATA TCATCCATTA TTTGTTCATC AATGCTTGTA C C AAG AGT AG 60 8 40 

TTACCGCTAA AGC TTGCGTC TCTCCCCTTG TAAAAAGCGC AGATCCATGC GTTCTACTTA 60 9 00 

AAATATCAAC TTCTGAGATA ATATC TCTTA TCTCATTAGG AGTTCTGCCA TCTGTTCTAA 609 60 

TATTATCGTT AAGAATAGAG CTTCTAACAA TCTCCTTCTC AAAATCATCA AAAGCCTTAT 6102 0 

GAAAAAGAGA TTCATTGCTA TCAGTCAATT TCTCAAGAGA A.GAAAAGTAC T C AT AAGATT 610 80 

TATTTCGCAG CAAAGTTATG GCTTTATCTC TATTAAGCTT TCCCTTAACA AAACAAGCTT 61140 
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CTTTAAGATC AG C AT AAAC A AAATCCCTAA GCTCATCTTT AAATTCAAAT ATTTTTTCTT 612 0 0 

CAAAAGCTAA AGGAAGTTTT TCCTTCTTGC CTACAATATC TAAAAATTCT TTTTGAGCAT 612 60 

TACAAATTTG CTTAATATAT TCATGAGCAC CATCTATTGC TGAGAGCAAA ATATCCTCAC 613 2 0 

CAACCTCATT AGCACCACCT TCTACCATAG TAATTCCATT TAAACTTCCG GCAACAACAA 613 30 

TATCAAGATC AGAATCATGA ATCTCTTCAA ACGAAGGGTT TACTATAAAC TTACCATTCA 6144 0 

AATAAACCAT TCTAACAGCT GCAATTGGAC CATTAAACGG AATATCTGAC AAAAAAACTG 615 0 0 

CCGTAAAAGC AGCATTCATT CCAACAATAT CAGGAGGATT AAGCTGATCT GTAGCTAAAG 615 6 0 

TTGTAGGAAT TACTTGAATT TCTCGACGAA ATCTTTTATC AAAAAGAGGT CTCATCGGCC 61620 

TGTCTATTAG TCTGGAAACA AGTATTTCTT TATCCTTTGG CTTTCCTTGT CTTTTGATAA 616 8 0 

ATCCTCCCGG AATTTTACCG GCTGCATAAT ATTTCTCATT ATATTCAACA GAAAGCGGAA 617 40 

CAAAATCTAA ATCTTCTCTC ACGTTACTCG AGCAACAAAC AGTTGCAAGA ACCGAAGATC 613 0 0 

CAGCATAAGT TGCAAGAACC GATCCATTAG CCTGTTTAGC CATAAATCCG GTCTCAAACA 618 60 

CTAACTCGTC TCTGCCTATT TTCAACTTTA ATATTTTCCT CAAAATTCAA CCTCTTTTTA 6192 0 

TTTTCTAAGA CC AAGTTTAG ATATCAACAT GCTATAAGCT TCTAAATCTT TTTTCTGGTA 619 8 0 

ATACCGCAAT AAACTTCGCC TTTGCCCTAC TAACTTTAAC AAGCCTCTTT TTGAACTATG 6 2 040 

ATCTTTTTTA TTTATCTTTA AATGTTCAGT TAAATACTTT ATTCTACCTG TAATAAGTGC 6210 0 

AATCTGAACC CCAACAGAAC CAGTATCACT TTCATTTTTT CCAAATTCAG AAACTATTTT 62160 

TTGCTTTTGC TTTTTATCTA TCATAAAGCA ACTCCTATAC CATTATAGCA AAGCTCTAAC 62220 

AAACCTCTTG CC AT AATTTA AAATAACTAC TACGATAGAT TATAATATTT TTTCTTAAAA 622 80 

AT AAC AAAAG CAATTTATCC TTTTCGGGTT ATTTTTAATA AT AAATT AT T AAATTGTTTA 6 23 40 

AAAAAACAAA TATAAAATTA AAATGTCATA ATATATTTAT AATTAAAATA TAATGACATA 6 2 400 

TTTATATTTA TTCAAACCCA CTCCTTGAAT TACTGCTAAT ATTTTCTCTT CTCTGGATTT 6246 0 

TAAAATTTTA AATTCATTAA TATTGATTTC AATTTCAAAA TAAACACCAT TTTTAACAAG 6252 0 

ATTTATCTTA TTAGAATCAA TGTAAACCTT TTCAAAACTT TTTAAAGATT CTAGACTAAT 6 2 580 

TAAGGAAGCT TTACTCAAAT TTTCACACAA TGTGGAATCT TTTAATCTAA AC AT AC C T AC 6 2 640 

TTTAGTCCTT TTT AAATT AC TAAC AT AC GC GCAAGAATTT AGAGAATATG CCAAATCTCT 6 2700 

TGCAATACTC CTAATATAAG TACCTTTTGA ACAGCTAATT T TC AAAC T AA GCAAAGAAGA 627 6 0 

AC T AAAAT C A TAACTTAATC TTTGAATATT . AT AAACAGTG ACTTTTCGTT - TTTTAATTTC 6282 0 

AAAAAACTTT CCATTCAAAG CAAGTTTATA GGCTCTGCTG CCATCAATAT GAACAGAAGA 62 3 80 
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AAATCTAGGA GGACTTTGAT AAATCTCTCC TACAAAATCT TTAAGCTTTA AATCTATATC 62 340 

C TC T AC ATT A GGAATATAAT CTGTTTTACT AACTATTCTT CCATTCGGAT CAAGGGTATC 63 0 00 

TGTTTCTAAT CCAAATCTGA ATTCTGCTAC ATACTCTTTA TCTAAAGAAG T AAAAT AAC C 63 060 

TGAAAGCTTT GTGTATTTTC CCACAAGACA AACCAAAATT CCACTTGCAA ATTTATCAAG 6312 0 

TGTGCCAGCA TGCCCAACAC GATTTGTATT AAAAT ATTTT TTTATAGGGA AAAGAGTTTC 6318 0 

AAAAGAAGTT TTACCTTGTT CTTTATTAAT TAAAAGGAAT CCATTTTCCA AATTTAATTC 63 2 40 

TCTCTTGTAG TATTTAATCC TTCAATTAAC TTATTAACAT AAAATGATTT GGAAAGAGAA 63 3 00 

TCATCCTTAA CAAATAATAA TTTGGGAGTG CTTCTAACTT TAATTCGCTT AATAATTTGA 63 3 60 

CTTTGAATAA ATCCCTTAGC AT T ATT T AAA. GCTTTAACTG CATTGTCCAA AGAAGCACCT 63 42 0 

TCCTTAATAG AGCCCATAAA CACTTTAGCA TTTATTAAAT CTTTTGAAAA TTCTACTTTA 6 3 480 

ACCACGGTTA AAAATGAATG AATTCTGGGA TCTTTAATCC CCCCACTTAC TATTAAATTG 63 540 

CCGATTTCTT GAGCAATAAA ACTTTCAAGT TTAAACTTTT TAATATTCTT ATACATAAAC 63 60 0 

AC AT AT AAA T AAAACAATAC TAAGTTTTAA AAGATTTTTT AACCTTTTTT ACCTCAAATG 63 660 

CTTCAATTAT ATCTCCTTCT TTAATATTAG CATAATTATC AATCATAATA CCACACTCAT 63720 

ATTGCTCAGC AACTTCTTTA ACATCATCTT TAAATCGCTT TAAAGATGAA ATTTTGCCGG 637 80 

AATGAATCTG TAAACCATCT C T C AT T AC AT TAGTAATCGC ATCTCGCTTT ATTAGCCCCC 63 840 

GAGAAACATA ACAACCGGCT ATTACCCCTA TTTTAGGAAC ATTTATTACA GCTCTCACTT 63 900 

CAGCAAAGCC AATAAACTGC TGCTCAACAT CTGGCTCAAG CATTCCTTCA AGAACTGACC 63 9 60 

TAACATCATT TATAGCATCA TAAAT AAC AT TGTACTTTCT AATCTCAACT TTTTCCTGAT 6 4020 

CTGCTAGTAC CTGAGCTTTT GCAGTAGGCC TTACATGAAA TCCAATAACA ATAGCATCGC 640 8 0 

TTGCTGAAGC AAAGCTAATA TCTGTTTCGG TTATTACCCC TGCTGATGAA TGCACAACTC 6 4140 

TTACTCGAAC CTCATCGTTT GTTAATTTTT CAAGAGAATT CTTTAAAGCT TCCACTGAGC 6 4200 

CTTGAACATC TGCTTTTAAA ATTATTTTAA GCTCTTTAAG CGCTCCTTCT TTAATTGAAT 642 60 

CATAAAGATT CAACATAGTA ACTTTCTTTA CATTTTTGGA AGA.TTCATAT TTTTTAAGAT 643 2 0 

CTTGTCTTTT AGAACTGATC AATTTTGCTT CTTTTTCAGT TTTAGTTACT TGAAAAGGAT 643 80 

CCCCGGCTTG AGGCATTGAA GAAAATCCTA AAACACTAAT GGCTTTAGCG GGTCCAACGC 64440 

TCTTAACAGA AACACCCTTT TCGCTAATTA ATGCCTTAAC TTTACCATAG CACGCTCCAC 64500 

CCACAAAAGA ATCTCCCA.CA TAAAGCGTTC CATCCTCAAT AATAACAGAA CAAACTATTC 645 60 

CGCGCCCCAA ATCAATCTTG GCATCAAGCA CTTTTCCAAT AGCTCTTTTG GATGGATTTG 64620 

C C TT T AAC AA CATCATATCT GACTGTAAAA GAATC AT AT C AAGTAGTTCA GAAATTCCTA 64680 
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TATTTTTAAG AGCAGAAATC ATCACAAAAA TAGTATCTCC CCCCCAATCC TCAGATACTA 647 4 0 

AACCGTATTC TGAAAGCTGG TGTTTAATCT TATCGGGATT TGAATCTGGT AAATCAATCT 643 0 0 

TATTTATAGC AACAATAATT GGAACATTTG CCTCTTTTGC ATGATTGATA GCCTCAATGG 648 6 0 

TTTGGGGCAT AACACCATCA ATTGC TGAC A CAACAAGAAC AACAATATCT GTAACTTGAG 6 4 920 

CCCCACGACT TCTCATCATA GTAAAAGCTT CATGACCAGG AGTATCTAAA AATGTTATTT 6 4 980 

CTCGATCATT ATAAACAATA GTATAAGCTC CAATATGCTG AGTAATACCA CCGGACTCTG 6 504 0 

TTTGATTT AT ATCTATATTT TGAAGCACAG AAAGTAGTTT GGTTTTGCCA TGATCAACAT 6 510 0 

GACCCATTAT TGTAATAACA GGAGGCTTTT CAACTCTTTT GCTTTGATCT TCCACTTCTT 6 516 0 

CTTCTATAAC CGTTTCATCA TAAATAGAGA CAACATTAAC TTTTGAACCA TATTCTTCAA 6 5220 

CTAAAATAGT TGCAGTATCA GAATCTATCT TTTCATTAAT AGTAACCATT ACGCCCAAAG 65 23 0 

CCATTAATTT AGCAATCAAA TCAGAAGATT TTAAATTCAT CTTTCTTGCA AGATCAGAAA 6 53 40 

CAGTAATGCT ACCCATAATG TC AATTGAC T TTGGAATAGG GTTGGCTAAA TTTTCTCTCT 65400 

TCTTTTTCTG AAGTTGTTCA AAAACTTTTT GTTGAATTGT TTTGCTCTCA GTTTCTGCTT 654 60 

TTTTTCTCTT ATAGCTTTTT TGACTCTCTT GTTGCTGTTT TTTTTTCTCG CCAAGCTTAC 6 5 520 

GATTTAACTC TTTACTATTC TCAGAATCCG CTGCAGGTGT GCTGCTAACA ATAGCGGGAA 65 58 0 

CTTTAGTTTT TATAAGTCTT C T AAAAG AC A TAGAAGTAGT AGTATATTTA TTTTGAGAAT 65 640 

TATTTTTGGC AACATATGTT TTCTTTACTG AACCTTGATA TTGAAAGGAT AAGCTGTCTC 65 70 0 

TGTTTTGTGA ATATCCACCA GTTCTGTTAT CTCTGTTTTG TGAATATCCA CCAGTTCTAT 657 60 

TGTCTCTGTT TTGTGAATAT CCACCAGTTC TATTGTCCCT GTTTTGTGAA TATCCACCAG 6 5 820 

TTCTATTGTC CCTGCTTTGT GAATATCCAC CAGTTCTGTT GTCTCTGCCT TGTGAATATC 65S8 0 

CACCTCTATT ATCCCTATTT TGTGAATACC CACCAGTTCT GTTGTCTCTG TTTTGTGAAT 65 9 40 

ACCCACCAGT TCTGTTGTCT CTGTTTTGTG AATACCCACC AGTTCTGTTG TCTCTGTTTT 66 0 00 

GGGAATATCC ACCAGCTCTA TTGTCCCTAT TTTGTGAATA TCCACCAGCT CTATTGTCCC 66 0 60 

TATTTTGTGA ATACCCGCCA GTTCTATTGT CTCTACTTTG CGAATATTCA GCGTTATTGC 6 612 0 

TGTTATTATG CAAATCAACA AAGCTATTTG AATCATTTTT AACGCTTAAA TCATTATATG 6 6180 

TTACAATTTT TACTACCTTC TTTTTCAACT TAATAATCTT AAC TTTTTTG CCATCTTCAT 6 62 40 

TTTTAATATC ATCAATATTT TTCGACAAAC CTACTCCTCC TCAAACTCAA AACTAAGCCC 66 3 00 

TATTTTACAA CCCGGACAGG AGGTCATATT TTCATTAATA ACAACACCGC- ATTCAGGACA 66 3 60 

AAGAAGCTCT TCATCTTCTT CTACCTTTTC CATAGACTCA TCATTGTCAT TAGCAATTAT . 6 6 420 
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TATCATCCCC TCTTTTAATA TTTTGTTAAT TTCTTCTTGT TTTTCATAAC TTACACCAAG 6 6480 

ATTAAAAAGC ACTCCCTCAT CTGCTTGTAA AAAATTGTTA ATATCATCAA ACCCCTCTTT 6 65 40 

TGATAAATTA GAAATCACAG AAGGATCAAG CAATTTAAGA TCACTTATTT TACTAATCTC 6 6 600 

TTCAAATTGC TCCTCCTCAA CAACATCTTG CATAACTTTA TCAAACATTT CGAGTGTTTC 666 60 

TTGCTTAAAC TCCGAATTAG CCTTCATTTC TGCAAATTGA CTGCTAGTTT TAACATCAAT 6 6720 

AGCCCAGTCA AGAAGTCTAT TAGCAAGTCT AACATTTTGA CCCATTTTAC CTATAGCAAG 6 6780 

AGAAAGCTGG TCATCACTAA CAACCACTAA AGCTTTATGT AAATCCTCGT CAAGAATATA 6 6840 

AACATGTTCT ATCTTTGAAG GAGTCAAAGA ATCCTTTATA AATTCTTTAA TATCTTTACT 6 69 00 

ATAGGGAATA ATATCAATTT TTTCTCCTTC AAGTTCCTTA ATTATAGATT GAATTCTGAC 669 60 

TCCTTTTTGT CCTATACAAG GACCAACAGG ATCAATCTCT TCTTTTTCAG AATAAACAGC 67 02 0 

GACTTTGATT CTGTAACCAG GATCGCGAAC TATTTTATGA ATCTTAATAA TACCTTCTTC 67 0 80 

AATTTCTGGA ATTTCAAGCG CTAAAAGCTC TTCAATAAAC TTTGG AT GGG TCCTAGAAAG 67140 

AATAACTTCA ATACCATTTT TACCCTTTTT GACATTATAA ACTAAAACTC TAATCTTATC 672 00 

ATTAAGGTTA TAAACTTCTC TTGGCGATTG ATATTTCTTG GGAATTATAC CATCCGTATT 67 2 60 

ACCAAGATTA ACATAAAGAT CACCATTTCT ATTTTGTTGA ACGTACCCAA TAACAACCTT 673 2 0 

ATTCAACTTG CTTTTAAATT CTGATAAAAT CTCATTATCC TCAATTCCTT GCAGGTCATT 6 7380 

TTTGGTTCTT TGTTTTGCAA CCTGAATAGA AAGCCTATCA AAAACTTTGG GATTAATTTC 67 440 

AATGTAAGCA TAATCACCTT CTACAATATT TTCCTTTGAG AT ATC TTTTT CTAATATTTC 67 5 00 

AAGCAAAGAA TCTTTTACCT CTTTTACAAT TTTCTTTTTT GCATAAACAG ACAAATCTCC 67 5 60 

CGTATCATCA TCAAACTTAA TAAAAGCATT CTCATTGCTT CCAAAATACT TCTTATAAGC 67 62 0 

TATTAATACT GATTCTTTAA TTGTTTTTCT AATAGAATCT ATACTCATGC C AC GAT C ATT 67 680 

TGCAATATTT ACAATCATAT GCCCCGTGCC CTTTATCATC CAAACTTCCT CCTTAAACTA 67 7 40 

ATCTAGCCTT TTTAACATCA CTATAAAAAA CATTTACTTC TTTGCTATCT GTTTTAAAAA 67 8 00 

TAAAACTTTT TGGC TTTGAC TCTAATATAA AACCCTCTTC AAATTCATTA TCCAACATCA 67 8 60 

ACTTAATCTT TTTACCTTCA AAAATTTTAA ACTCTCTGTC ACTTTTTATT TTTCTATCTA 67920 

TTCCTGGAGT AGAAAGCTCT AAAGTAAAAC CATATTTAAG ATTTGCTTCT AAAATTAATA 679 8 0 

AAATCATTTT ATGCAAATCA GTCAAAAAAT CAATATCTAA GGAAAAATTT TT AC TAT AAA 68 040 

GAACTATTTG AATTTTTCCA T T AT T T T T AT TTCTAAAGAT ATTAATTTCT AATATCTCAA 6 8100 

CATTTAACCG CCCTGTTAAA TCTTTTATCA AATTAAAAAC TTCATTATTT TTGTCAAAAT 68160 

- ACTTAATC'AA CTGTATTCCT AAAAATAATA AGGTTCTTTT AAAGAACCTT ATTAAATACA 63 220 



TAAACTAAAC 
TTATAAGATT 
TCTTCACAAA 
TTAAACTGAA 
CTAAGATTCC 
TAATTAAAAC 
AATAATTTTC 
AAACATTCAG 
TAAGACAAAA 
TCAAATTTAA 
AC AT AC C T TT 
TAGCTCATAC 
TGATTGAAAA 
ATACTCATTT 
ATCAGAAGAA 
TTCTAGAATA 
AT AAAT AC C A 
GTTGCCCTGC 
CAATTCATGA 
TATAATAGAA 
CATAATTATT 
AACTAAAAAA 
TTTATCTGTA 
TAAAGTAATT 
AATTAAACAA 
ATTTTTAGTG 
AGATGTCAAT 
TAAATCAATA 
ATTTGATGCT 



CTTAAGTCAA 
TGGCCAAAGA 
TGCACATAGA 
AATTTTTATA 
CTTTCATTAA 
CAAAACGGCT 
TTTTAAAACT 
CAATTCCACT 
TTAAAGATTT 
TGTTAAAATT 
TTCCACAAAA 
TAACTGGACT 
GGAGTAATAT 
AATTTAATAT 
ACATGGGGAA 
ACATTAGCTC 
TAAGAATTAA 
TTTTCAATTT 
AAATGTGTGG 
TAAGCAATAG 
AAACTCTTTT 
GTGGATTCCC 
ATACCTATTA. 
AAAGCCACCT 
AAATACTTTT 
TAGTGCTCAA 
ACAGGCCTTT 
■ TATGCAAAAA 
ATTTCATCAA 



GGTTAACACT 
AAGCTTTATC 
TGCTCCTGTG 
TTTTGATCTT 
CTTCTGGCTT 
TAACAAAATA 
ACAAGGAACA 
TGCCAAAAAT 
GTAATGCTCT 
AAAAAGTGAC 
GACACAAAAA 
GAGAAATAAC 
TATTAATATC 
GAATATCAGT 
GAAACTCTAA 
TATCTATTAC 
GAGATGGCTT 
TCATTGAAAG 
CAAACAAACT 
CAAGCCCATC 
CTGTTGCATT 
CTTTGGCAAT 
AAGCTTTAGA 
GACGCAAATA 
CTTTATTAAT 
CAACAGGATG 
T AT ATT C ATT 
ATTCTGCAAC 
AAATTTCCTG 
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TAGCAAAAAT 
ACCTTATAAG 
GTAACAATAT 
AATTTAATCT 
TTTCCATACT 
CCAATGTATT 
GTTACTATTT 
CTACCAATTG 
TTATATTCAA 
TTACATTGGT 
GGCAAAAATA 
CTTTAAAACA 
TATGTTAGAA 
GTCATTTTTC 
ACAAGAGTTG 
CCTTAAGGGA 
TTCTTCAACT 
ATTAATAAAA 
TCTAGCTTTA 
ATTTGTGCTA 
CCTTAAAATG 
GTTATCACTT 
AGCTGGCACA 
GGTTGATTTA 
TCTTACAAAA 
CCGAGACTTT 
TTTTTTTGCC 
CTTTTTAAGA 
TTCAAAAGCA 



AATGTCAACA 
CTCCCAATTG 
CATCAAGTAA 
TATTTTCAAG 
TTCTTGAAAA 
CCATATGATC 
GATCAAAATC 
ACTTTTGAGC 
AAAAATAAAT 
CACAAAGAGC 
TACTCTTTAA 
ATTTGATTTA 
ATAAAATTTT 
AAGATCTCTT 
CCCTCTCGGC 
AGTCCTGCTA 
TCTCTTAAGA 
GCCTGATGAT 
ATATACTCTA 
GTACCTCTTC 
TTGGCTGTTT 
GCTCCAATCC 
AAAGAGCCTA 
CCTGCCATAT 
TTTTCAGTAA 
TCAAGAAGAA 
AAATAACCAA 
ACTTTATTAT- 
AC C AC ATT AT- 



TTAAACCAAA 
CATAATAAGA 
AACAATCTTT 
ATTTTTAAAT 
AATATTTATA 
AAAACCATAA 
AATATTATTT 
ATCCCTTTTA 
CAAATTCTCA 
ATTAGAAGAT 
AACATTTAAA 
ACAGCTCAAT 
TTAACTCTAA 
TAT C ATT AC C 
CCACCAAACT 
TGCGAGCAAC 
AAACAAGATC 
TAATAGACGA 
AAATATACTC 
CAACTTCATC 
CATTCATTTC 
TGCAAAAAAT 
TATGCGCCAT 
TAGGTCCAGT 
AGATTTCAGT 
TTTCTTTACC 
AGTTAACAAC 
GCATAACAAC 
CTTCAGCATT 



68230 
68340 
68400 
68460 
68520 
68580 
68640 
68700 
63760 
68820 
68880 
68940 
69000 
69060 
69120 
69180 
69240 
69300 
69360 
69420 
69480 
69540 
69600 
69660 
69720 
69730 
69840 
69900 
69960 
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ATTAATATCC ACCTCAAGAG AAATAAGTTT TTCTGTTTTA TATCTTTTTG AAGAATTTAA 7 0020 

AGCTTGGCTT TCCATAAAAT GTGGTGGCAC TTGAGCATAA TTACTCTTTG TAACTTCAAA 70030 

AAATAACCCC CTATTATTAG TTTTTCTAAT CTTTAGGTTA TTAATCTTGC TAAGCAATCT 7 0140 

CTCTGATTCA AGATATTGAT CAATATATTT ATTTGCATTA ATCTTTAAAT CTTTTAAGTT 7 02 00 

ATCAAGCTTT AAGTCATAAC CTCTTTTAAT AAGTTCATCA GGTGCACTTG AAATTGCACT 7 02 60 
ATTTATCAAA AAATAAACTT TAGAAATACT ATCCTCTTCA AATTTATCAA AATTCCAATA . 7 0320 

ATCAAAATTA TGCTTGTCAA ATAACTTTTT TACCGTAAAA AAT AC AG AAA GAGCTTTTTC 7 0330 

AATAAATAAA AAATCTTTTT T AAT AT AT C T TTTCATTTGA AT C C T AG AT A TTATTCTCTC 7 0440 

AATATCCCAT AT AT T AAT AA AAGTTTCTCT TAAAGTCACA GTCAAGCTAA TATTTTTGCA 7 0 500 

AAAAAATTCA ACATGATCTA GCCTGGTATT AATCTCAGAA ATATTTAAAA TTGGATTTAA 7 0560 

AATAAATTCT CTTAAAAGTC TCTTTCCCAT TGCAGTTTTG CAATCATTTA ACACAGAATA 70 620 

TAATGAATAT T GAG AAG AAA AATCATTATT ATTTTTTACA AGTTCAAGAT TAACTTGAGT 70 68 0 

TACGTCATCA AGAAACATGT ACGAAGAATC ATTATTGATA TCTATTTTAT CAATATTACT 70 740 

TAATAAATTT TTTAAATTAT TTTTTATATG ATTTATAATA AGAAAAATTG AAATGTAATA 70 800 

GGGCTTTTCC TCATCAAATC CAAGAGAGCT CAATCCAAGT ATGTTAAAAT GCTCCTTTAT 70 8 60 

TGTT TTTATT GCAATATCCT TATCAAGATG CCAAGTAGGA ACTCTGTTAA TT AAAAAT C T 70 92 0 

ACTAAGATTA AGCTTCTCTG AGTATTCATA AT AAAAAT T T TCAGAAACTA TTATCTCTTT 70 98 0 

AGGAGAGTAT TTCTCAAGAT CCCTTTTAAG TTTTTCAAAA AAACCATTCT CATAAAACAT 71040 

TATTCCAAGA C TGGAAGT AG ATAAATCTAT ATAAGAAAAC G AAT AAT AAT CTTTATAATC 71100 

ACTAATAGCA ACTAAATAGT TATTAATATC ATCATTTAAA AAATCTTCAT CAATAATAAC 7116 0 

GCCTGGGGTT ATTACCTCAA CAACCTCTCT TTCTAAAGGC CCCCCAGAAG TAGAATTGGA 7122 0 

CGCTTGTTCA CAAATTGCAA CCTTTTTATC AAATAAAATT AATTTCCTTA TATATTCTTT 712 SO 
ACTGGTATGA T AAGG*AAC C C CACACATTGG AACATTTTCT CTTTTTGTCA ACGTTAAATT _ 713 40 

AAGAAGCTTG CTTACCTCAA TTGCATCATC AAAAAACATT TCATAAAAAC TTCCTACTCT 71400 

GAAAAAAAGA ACAGCATCTT TATATTTTTT CTTGATATCT AAATACTGCC TTATCATTGG 714 6 0 

GGTAACATTT TTTTCCATAT GCTTCCTAAA TAATATTGAA TTACAATTGA TATTATAAAA 7152 0 

TAAATATAAT TCAATTAAAA AGAAAGAATA TAAAATAATA AAAAG AC CAT AAAAAAAATA 7153 0 

TTTTACGCAA TTAAACGCTA TTTAATTATT AAAAAGC C T A ATGTTTTAAA TTTAATTAAC 71640 

TTTAAGGGTT TTTATTGTCC TTTTCTAAAA GATGCTTAAC AACATCGTTT GTTATATCAA 717 0 0 

CAGTGCTATT GTGGTAAAGA ATATATGGAT TATTTTTTTT C AT AAT C AAA GAAAACCCAT 717 6 0 
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TAATTTCTGC 
TTAAACTATT 
CTCTCTTTAG 
AATCATTATC 
ACGTATTTAT 
GATTTAAAAC 
TCGAAAAAAC 
TCTCCATAGC 
ATATTTGTAA 
AGACAGCGGC 
ACTAAAAGGT 
AAAAAAAGCA 
TACAAAAGAA 
ACTAAGAATT 
TAATATATTT 
ATCCTCATAT 
GCTCTGACCA 
ATTAGATAAA 
AAATCTAAAA 
AT C AT AAAAA 
ATAATTAGAA 
CATAGCATTA 
ATCAGGAACT 
AACGGAATGT 
ATC TCTAAAT 
ATAATAGCCT 
TGAAGAATTT 
CTCAATGTTT 
T AC AT T T G AA 



AAC AT ATTG A 
AATATTGGCC 
CTCATCAACT 
AGCAATCGAT 
TTGTTCTTGA 
TTCAATCACA 
AT T AAAAG AT 
ATTAATCAAT 
TAGCTGTTAA 
AATTGAGGTA 
CTAAACAAAG 
TCCCAAACTA 
CTGTAAATAT 
ATGTGGTGAT 
G AAT AG AC AC 
C C C AAAAG AG 
AATAAAAATC 
GAGGTAGAAT 
GTTTTATAAT 
ACATATTTTA 
AAAGT AT AC C 
AAATCGGAAA 
TCCCTCTTGC 
GAAAAATCTA 
GTCAAACTAA 
TCGCCTAAAA 
GAATTGCCTC 
AAATTTATTT 
AAATAACCAA 



AT AC C AC GAA 
AATCTCTGCT 
TTCAAATTAT 
TT AT CAT AC A 
TACCGATTTT 
ATTCTATCAA 
AATAAAAAAA 
ATCTCATCTC 
CTTTATCATT 
AAAGACTTCT 
AATTTTCTTG 
AAATATTTTT 
TTTTCAAAAT 
GGGGTTGAAT 
TCCTTAAGGT 
AAAAATATCT 
CACCAAAAAA 
TTCTTGTATC 
TGTCTCTTAA 
AAGCAGTTTG 
CGGTAAACGC 
AGCTTTTAGC 
CAGAAAAAAT 
TAAATCCACC 
GACTTTGCTC 
AATTAGAAAG 
CAAAATTCAT 
TCATAAGCCC 
GCTGCTGTAA 
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GTATTTTACT 
GTTCTAAATT 
ATTGATTTCC 
TATGTTTTAA 
TTATTTGATC 
AATCAACAAT 
ACAATGGTAA 
AATTCCTAAG 
GTCAAAATAA 
AATTCCAGTT 
CCCTTCTAAA 
T AAC AAAGG A 
CCCCCAACCT 
TTCAATTTCA 
CAAAATAATA 
CTCAAAAGTT 
ATCAAACTGT 
CCAAGCCGCG 
ATAATAATTT 
CAAAGTGCCA 
TCCAAAACTA 
ATCTCGATAT 
AGGCCCATTA 
TACGGTCCAT 
TAAAAAAGAT 
CTCCCACTGC 
AC C AAAT CCA 
TTCTGTATTG 
ATTTGCCATA 



TAAAGATTCA 

ATTCTTTGCT 

AAAAGATCTT 

ATTCTTAAGC 

AAGATTAGCT 

TCCTATCTTA 

AATCAAAAAA 

AAAAATTTAA 

AAAGG AT AAG 

CCCCAGCTAA 

GAATAGGAAG 

AT AG AT ATC T 

CTAGCCTGCA 

AAACCATTAC 

TCAAAATAAG 

G TAG AAG ATT 

TGCTTAAGTA 

CTCAAACTAA 

GAAGGTCTGT 

AGAAGGGTTT 

AGTTTaAGCA 

TCTTCCCAAC 

ATATCCTGAT 

CTTTTTTGAA 

AAATTTAGTC 

CCAAATACTG 

AAATTACTTG 

CCTGGAACAA- 

C C CAT C T T AA 



CT ATT ATT AT 
AAAC TAG AC A 
GC ATT AT CT A 
TCTAAATTTA 
TTCAATTGAG 
ATAACATCTA 
AACACAAATT 
AT C C AG AAT A 
CTATTACAAA 
AAGCAAAACT 
CAAAATCTAT 
GCACAGTATT 
TAAAATTTTC 
CAAGAGGAGG 
GAGTAAACAC 
TAATAAAATG 
AAAATCCATT 
GAGAATTTTC 
T AAC C TC ATT 
GTTTGCCAAG 
AAGAATAATT 
TTGTAAATGG 
AAGCAGTATT 
AAAACCAATT 
TTGCTGCAAA 
AGAATGGAAA 
TTGCTCGCTC 
TATCAGGAAT 
ACTTGTCCAA 



71820 
71880 
71940 
72000 
72060 
72120 
72180 
72240 
72300 
72360 
72420 
72480 
72540 
72600 
72660 
72720 
72780 
72840 
72900 
72960 
73020 
73030 
73140 
73200 
73260 
73320 
73380 
73440 
73500 



, 9 'It 



199 

ACTAAAAACA TCTCCCTCTT GAAGAGGAAT CTCTCTAAGT ATTACATGCG AAGCTGTATT 73 5 60 

TTTATTTTTA GAAACAGTAA TAG AC T C AAT ATGAGCTTTA TCCTTTTCTA AAATTTTAAT 7 3 620 

TAACAAATCA ACAAATTCCC CTCTTATCTT TTGCGAAGGA * ATAATTTCTG TAAAAATATA 7 3 680 

CCCTTCTCTA AAATAACTTT CCTTAATTTT GACAAAATCC TGCTCAAATT TAGAATCATT 7 3740 

AAAAATATCA CCTTCGCTAA AGGTAATAAA ACTTTTTAAT TCTTCCAAAC TAAAAACTGA 7 3 300 

ATT AC C AGAA ATTTCAAGCT TTCCAAATCT AAAAAC AT T G CCTTCTGAAA GAAAATATTT 73 860 

CAAAAAAACT TCCTTTTCTA GTCTTTTAGA ATCTTTAAGG GAATCTTTAA TAT C AAC AG T 7 3 920 

GCTATTGATA ATCTTAACAT C AAT AT AT C C ATTATTTTTA TAAAAAG AC T CTAATTGACG 7 3 980 

CTTGTCTTTA TC AAC ATT AC TTTTTAAATA TTT AC CAT C T GAGAAAAGAG AC AC T AC TC T 7 4040 

TG ATGC T AAA GATTTCCTCA AGGTACTGCT TTTAAAGCTT AAATTTCCTT CAAAGTCAAT 7 410 0 

CCCCTTAACA ACATATTTGG GTCCAGCTAC TATATTAAAA ATAATATCAA CTAAATTTCC 7 4160 

TTCTTCTTTG AT T,T C AAAAT TTGCAGAAAC CTCAAGATAT CCCATGTCTT TATACATCTC 7422 0 

TTCAAGCTTG CCAATACCTT TATTAACACT TGCAAGATTT AAAGGCTCAT TGGTTTTAAT - 7 4280 

ATTCACCTTC TCAACAAGTT CGCTATTC CA AAAAACTCTA CTGCTATCAG AAAAAACAAC 74340 

AGAATTAACT AAAGATTTTT CTTTTACAAT AAATGTAATA AAAAGATCCT CACCATCTAT 7 4400 

TTTAAATATA GGCTTAATAA GCCCAGAAAA ATAATCAAGA GAATAAAGAT CAATTTGCAA 7 4460 

TTTATCAAAA ATTTCATTAG AATATGACAC GCCAATGTAA GGTTTTAAAA T AT T AAT AAA 7 4520 

ATCTCTCTCC TTCTTATTCT TAAGTCCTTC AAAATTAATA CCCTTTATTA TTTTCCCCTT 74580 

GTAATTTTCA ACTTGACCAA AAC T AAAAAC AACAAAAAAT ATTAAAAAAC TTACAAAAAA 7 4 640 

CAAACCTCTA ATTGAACCCA TCTTAACCTC TT AAC AAT T T AATATTTAAA' TTTCCAAGAA 7 4700 

ATGC C TAT AT TATTTCCTAT TCCATCTAAA CCTTTTTTCA TAAAATTGTA ATCAAACTCA 7 47 60 

TAATTAACCA AAAAAAATGG AGAATCAAAC TCAATACCCa AAT T G AC AAC aAAATTTAAA 7 4320 

TCTTTTGAAA AAGGAGACAT TTGTTCTTTC AAAAAACCAA AGCCCCCACT AATAAAAACA 7 4880 

CCCTCAACAA GATATTTGCC TACCTTAACA CTTGTATTGT CAAGAACATC AACAAAAGTA 7 4940 

GGATTCCCGA TTTTGAAAAA ATTACTATTA ATAGAATTTT TCAATATATC TGTCTTTATA ' 7 5000 

CTCAACAAGT CTAAGTTTAA TACAGAACGC ATATAATCTT CAATGGGTTG AATTAAAAAA 7 50 60 

TCAAGAGCAA TGTCACTTAC TATTCCAATT GCCATTTCAG CAGCATTAGT CCCTGCCGAT 7 512 0 

CGCAATCCTC CCTCATACCC TCCTATTGTT GAGCCTGAAA GCAAATATTT AATTTCCTGC 7 518 0 

TCATTTGTAG AAGGATAAGA CATAAACTCA ATTTTCCATA AACTTAAAGG ACTATCAATG 7 52 40 

CTTATTGTAA CAAGCAGTTT ' ATCATTTCTA TCCTTAATAG TATTTGTAGC CTCCGCTTTT 7 5300 
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ATCCATGGAT CAAATTTAGC CCTACTCTCA TTAAAGGATA TATAAGAGCC GCTTTTAAAA 7 53 50 

ATAAATTTTT TATTATTATA ATTAACAAAA CCACTTGCAA TATTCAAATC TCCCTTAATA 7 5420 

AT AAAAT C AT CTGTTTTTGT GTCAGATTTT ATTACAAGTT TATCCCCTCT TGAAATAGTA 7 543 0 

GCTTGTAAAA AAGAAATATT ACTATCTGGC CAAtGAAAAG TAACACCGCT GTCAAAATTT 7 5 540 

ATCTCAAGAT C AG T T AAAAT ATCAAAATCT AGAAGATTAA TATCAGTTTG CAATCTTTTT 7 5 600 

GCTCGTTTGA AAGGATTTAT TAATAAATCA ACAACAGAAC TTTCAAGAGA ATAAACCCAA 75 6 60 

GCATTTGAAA T ATT T AAAAT GCCTTTAAAC ATAATTTCAT CAGCATTTCC TTCAATTGAA 7 5 720 

AAATCGCCTA AAGCATAGCC TGTAAAGCTT AAGGCAATTT TTTCAAATTT AATAGGAACT 7 5 7 8 0 

CCCGTTCTAC CAGTCACATT AATATCTATT TTGTAATAAT CAATAATAGT ATCACTTAAA 7 5 840 

AAATTTAAAT TTAAACTAGT AGAAACAAAA ATCTTGGAAT AT C GATC TAG GTTAAACTCA 7 5 900 

TTACTAAAAA TGATTTTATT ATCCTGAATT GCAACTGGCA TATCAAATAT TTCTAAAGCT 75 960 

CTATCACCAC CAAATTTTCT AGAAGCTCTT AAAT AC T C AG TGCTAATTGA TCCTTTTTGA 7 6020 

ATATTTAAAC TTCCATTAAT ATTAGGATTA TACAAATCCC CATCAATATC GAATTCACCA 7 608 0 

TTTAAAACAA GATCGTAAAG AAT AAAAT G A TTGTCAACAT TAAATAAAGA ATGTGAATCC 7 614 0 

AAAAAATCTT " TGGTGATTAT TTTTGAATCA AATTTAATAT CTCTCACATT TCCAAGAATT 7 6200 

TTATTTTTAA TTATTTTGCC TGACGAATTA AAACTAAGGG GC AAAT AAT C TTTTAAAATA 7 62 60 

AAGC TAT ATT CCCCACTGCC ATAATGATAT AAAACATTAA CAAGGTCATA ATCAATTGAA 7 6320 

GC CAT ATT AA ATTTTTCAAA ATCATTGCTA AATTCAATCG TAAGATTGGA TAAAGATTCA 7 6330 

TTTTTATACT TAATGTCTCT AAAGAAAAAT TCGCCCTCTG TTTTGGTTTT CAAAACTCCA 7 6 440 

AAJTTGCTCTT CAACTCCACT TTGGAAATTT CTAAAATTTG CATTAAACCT GTAAGAAAAC 7 6500 

AAGTCGCTAT T AAAAAC TAT ATT AG AT AC C C C T AT AG AAC TGCTTAGGTC ATATCTTAAG 7 65 60 

CTTCCGGTAA GAAACTCTTT TTTATTGCGC TTGGCTTTTA TGTCATATAT GTTAAGCTTA 7 6 620 

TTATCCAATA ATCCTAAATT CATAGAAAAC TGAACGGGAA CGCCCAAAAA AGTTAATTTA 7 6 680 

TmTGCCTCAA GATATCCACT CAAAGAATAA TTTTTAAAAT CATTCTTTTT AAAATTTAGC 7 6740 

AAAAAATTAC CATTAACCTT TCCCTCTAAA AGGGAGAAAG AAT T AAAAT T GTAAAAATCT 7 680 0 

AAGTCTTGAA ATT T AAGC AA AAAAT AAC TT CCATATTCAT CGGAATTAAC CCCTAAAAAA 7 686 0 

TATCTCTCTG AATTTAAGCT AGAAAATAGA TTCAAACTTC C AT T AAAAT T AT C TT T T AAA 7 6 920 

TTAAATTGTC CATATCCTTG CAAATTTGAA AGTTTGTTTA TAAGTTTAAC ' ATCAGAAATG 7 6 930 

TACAATTTAT CATATTCATA TAAGCCCTTA AAACCAAAGT TGAAATTATA GGCAGGTGTT 77 0 40 
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TTAGAAACTT TTATTATATT AAACTCGTCT ATTTTAAATT TCAAATCTTC A^TTAAGGCCT 7710 0 

AAATAGTTCC CATTAAAATT TATATTTATT AAAAG AT C A.G AGGTTTTATT GTAAACCTTA 77160 

AAATCATTAA CATTAAGGGT ATAAACTACT TTAGAATCAA AAT AAT T AAA ATCTAATTTA 772 2 0 

ATACCAAGAG GAGATTCGGC AACAATAAAC TTATCTTTAA GATTAACATT AAAATGCAAA 772 30 

GGATAAACTT TATTCAAATA AGAAAAATTC GTGCTAATAT TAAACCCACT TTCAAATAGT 77 3 40 

TCAACAAACA AGTTAGAATG CAAATTGTGA TCATTGTACT GCAAATCAAA ATTGTTTGAT 77 4 00 

TTGTAAAAAT TTTTTTCTCC ACTGGCATCA AGCACAAATT TGAAATTGTC TAACTTTGAA 77 4 60 

AATACCATGA AATTGAATTT TTTTAATTTA TTTTTATGAT AATTAAATTT ATTAAAATTA 775 2 0 

AAATCAGAAA CCAAATTTAA ATATTTACCT GAAAATAAAG TCTTGGGAAA AAAATTTATC 77 5 80 

AAGTGAGAAC TGGGAATAAC TTCTTTTAAA AAAAGC AAAG GAAATTCTTT AATACCTAAG 77 6 40 

CTTAAAGAAA ATTCTTCA.TC ATTAAGATCT CCTTTTAAAG AAATTTGAGA GTTTTTATTT 7 7700 

TC T AAAT AAA TCAAATAGTC AACAAAAATT TTATCCTTTA AAAAATAAGT TTTTAAAATT 77 7 60 

AAATTTTGAA AACTAAGATT TCCAAGACTA AAAT TAT CA.G ACTTAACCGA AAAAAT AT C T 77 82 0 

TTATCTTTAT TAAAATCTAA ATACCCATTT AGGTCGTTAA AGTTTAAAAT TTTTGCAGAC 77 8 80 

TTAAAGTTAA GACGTCCCAT TGGAAGCAAA TCTTTCAAAG AAT AAT AAC C TTTATAGTTT 77 940 

ACAACCCCCC TTTTAAGCTT TAAAAAAGCA TTCTTAACAC TTACAATTCT ATCATCCCCC 7 8000 

TTGATTTCAA GCTGCAAGCC TTGAACTTCT TTTCCTATAG TATCTACATT TAAAGATGAA 78060 

TCTATTATTC CTGCATATCT TAAATCTTTG TCCTTAAAAT CATAAGAAAA TGCCAATTGC 7 812 0 

CCATTTAAAC TTATATCAAA ATAATCTTTA TAAATTTCAA AGCCTTTGTT TAGCTTAATC 7 818 0 

CAATCTAAAA GACTAACATT G AAAAAT AAA GCATCTAATC GAACAAAACC ATTAGCCTTG 7 82 40 

TCATAACTTA AATTAAAATC AAAATTCTCT CTTCGTAAAT TAAAAATTTT TAAATTTCCT 7 83 00 

TTTGAATAAT TTATTTGGAA CCCCTGCTCA AGTAAAGAAA AA.T AAC TTGT TTTAAATTCA 783 60 

AAAAAGCTAA AAT T AAC AT A GCCATCTTCA AAGCCTTTTT TGAATTTCCC CTCAAAATAG 7 8420 

AAAGTTGAAT CCAAAATTCC ATCATCAACT CTTTCAAAGG GTAAATTAAT TTCTAAATTT 7 3480 

TTAACAGCAC TAAAATCAAC TACAGAGCTA AATAAAAAAT CTTCATCTAC GGTACTTAAG 7 85 40 

G AAAAAT T T T TAACTTGAAA ATTAAGCCAA CTATTATCAT TAAGCTTGAT ATTAATATTG 78600 

ATATTTTCTA AAT T AAT ATT TAATCTATAA AGGTAGTTTA AAAT T T TAT T AAAAACTGTA 736 60 

TTTTCATTGT CAGAATAGGC ATTGCTAGGA TTTAAATCGC CAGATAAACT . AAAGTCGTTT 7 3720 

ATATCAAAAT TGAAATTACT TCCTTTAACA TAAACATTTA AAAT AAT ATT TTCATCACCC 7 8780 

AAAATTAATT TAAACAGATT T AAAT C TAT C CTAACAATAT CTATTAATAT TTTATCTTTT 78840 
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CCATCCAAGC TTAACTCTAA ACCGTCTATC TTGATTGATG ATAAGAAATA CGGTGAAATT 7 8 900 

TTATCATATT TAATCTTAAA GCCAAATTTT GATTCAAGAT ATTTTATAGC AAAAAACTTT 7 89 60 

GCAGAATAAA TTTGAGCTTG AACAAATAGA TTAATGGAAA AAATTATTAA AACAAAAATA 7 90 20 

AAAAATGGC A AAATCAACAA TATAAATGTC TTACTTCTCA AAAACAACAA ATTCATACAC 7 90 80 

T C TAT C GAT A ATTATTATTA TATAATAATT ATCGATAACC TAATTATTGA CACCAAAAGA 7 9140 

AAGGAAGAAA AAATATTTGT GATTAAAATA TTGAAAAACT TTTATTGCAT AGAAGGAATT 7 92 00 

GATGGAAGCG GGAAAACAAG CATCACTAAT AAACTAAAAG CTCTTTGCAA CGATGAATCA 7 92 60 

AGGTATTATT TTACAAAAGA AGCATCAAGT GGAATAATTG GAGAAATGAT AAGAAAGCAA 7 93 20 

TTAATGAATT TTGAAAATCC TTTAGAAGAA TCAACATTTG CATATGTTTA TGCTGCAGAC 7 93 80 

CGACACGATC ATTTATATAA AAAAGGTGGA ATACTGGAAA TTTTAAACAC AAAATC TAG A 7 94 40 

AAAATAATAA CTGATCGCTA TTTATTCTCA TCGATTGCAT AT C AAGG AAA ATTAGGATAT 795 00 

GAATTAAATA AAAATTTCCC ATTGCCTGAA AAAGTATTCT TTATCGAAAC AGACCCAAAC 7 95 60 

AT AGC TTATG AAAGAATACA GAAAAATAGA ACACAAAGTG ATCTTTTTGA ACTTGAAAAA 79 6 20 

TATAAAACTT TTGAACAAA.T TGCTCTAAAA TATTTAAAAA TATTTAAAAA AC T AG AAAAA 7 96 80 

AAAATTAATG TGATTTACAT CAACAATTCA ATAAAAGATA ATTTAGATAA AAACGCAAAA 7 97 40 

AAAATTTTCA AT C T AAT AAA ATTCTAATAT AATTAATCAT ATGCATATTT TCAAAAATGT 7 98 00 

CCCCTTCCAA ATAAATTTAA TTTTATTTCT TTTAGTATCA GTTGCAAAGA TAAATGCATC 79 8 60 

GTCCAAATTT TATTACGCAG AACAATGGTA TGTAATTTTT AATTCTCAAA TGAAAAAAAA 7992 0 

ACCTGAAAAC TATAAAAAAA ATATATTTTT TCTTCAAAAA GCCTTAAAAT ACCCATTTGG 79980 

AAATCCAAAA TATTCTCTAA C T AAAAT AG A AACCAAAGAA CAGTGGGAAA AATATAAACT 30040 

TCTTTTCAAA ATGCATGTAA ACTTGCTTCT AGTTAGGCAA AATTTACATT TAGGAGATTT 8 0100 

ATTCGACACA AGAAATTTAT ATTTTTTCAA AACTCCAGAA AAAGATGGAA TTATTTCCAA 80160 

TC TAG AAAAA TCAAAAAAAT ^ TAT ATAAACT AGC T ATT AAT T AC T AC AGC G AAGC AC T AAA 8022 0 

AT AC C AC AAA AAACTTGAAA ATTACACAAC TGTTAAACTA GAAAACGATG GAATAACAAA 8 02 80 

CTGGGAAGAT GAATATCATA AAATTTCTCT TAAAGAGCTT AATTACTATG AC AT T AT T AA 803 40 

AAAAGAACTA CTAAGAATTG ACGAAACTAA AGCATTTTTT GAACAAGGGC CAAACTATTA 80400 

TTAAAAAAAC TCTTTGCCCT CTTTGGAAAA AAAAATTTTA T T T AT AT AAT CCTTATTTAA 80460 

AGAAAACTTA AAAACAAGAT CTTTAAAATT ATCCTTACTC AAAATACT AT - ATTCTGAGAA 8 0 52 0' 

AAGAGTTATT AAGGCTCTTT CTGCT AAAAA AGGCAATTCT AAAAT ATTTC TTAAAATTTC 80580 
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GGCTCTAAAT TCACGCGCTT TTTCACTATC TAAAGAATTT ACAAAATTAG AATTTTCAAC 8 0 640 

ATCAGTGCTT AGTGCTACAA TTTCATTTTC AAGAAATTTT TTATCTCCTT GTGAATATAG 8 0700 

CAAAGCAAAT GGCTTTAAAA AAGAAAAAAA ATATTCCTTA CCTATAAGAT AATGGTGCAT 8 0760 

TGAACATCTT GTAGAGTAAT TTGGGTAAA1\ AGCAGATTCA ATCTCTTCAT CGCCACCAAC 8 0 820 

AATAAGCAAA GGATCAAAAT AAGGAGCTGG AATTTCTTTA TTGTTGTAAA AATAATACCT 8 0 880 

ATACGAAAAA AAAGATTCTT CCATGCAATC AATGTGCCCA CAATAAGCTC CAAGCTTATA 8 0 940 

AATCTTATCT GAATATTCTA CTAAAAGTTT GGCAGTATCA TTGAAAGATT CTTTTCTAAA 31000 

ATTATAAAGC AGTGTAGGTA ATATAAATAA AATATTCTCA TTTGATGAAA TTTTATTTAA 810 6 0 

AACAAAAATT AAACGTTCAT CATAAAAACA TGCCTCATCA ATAATAAAAG TGCCACAACT 8112 0 

AGGATTAGAG GCTATTAAAT TTTCAATATC AAAAGAGTTG CTAGCATAAC CAATCTCATC 8118 0 

AATTTTATCT TTTCCACCGC CTCTATATGG TATTACGTTT TCTGGATAAT ' CTTGAAACCT 812 4 0 

. CCTCTTGTCG AGAAAATTTC TAATAAAAAA TACATTAACC C T AC T T C TAT TTCCTTTAAT 813 0 0 

AATATTGCCC AATACCTTGA AAGATTTTTT TCTTACAACA AGCGAATCTT TATAAATTTT 813 6 0 

TGCAGCATAT TCTGTTTTTC CACTTCCCAT GGGTCCAACT ACAAGAATTA AGTTTATTTT 8142 0 

TACCCTAAAA TCAAAATGAC TAACAGAGAC AATGTTATTT AATTTAGTAT CTTCTTTATT 8148 0 

AGCAAAGTCT AAACAAAAAC CCAAAAATCC TCCCTAAAGT AAATCAAATT CAATTATATA 81540 

AATAAAAACA ACAAAAAACA TTAACATTAA AAGCCTAAAA ATTAATAATT TAGGATCTTA 81600 

TTAAAGCTAT TATTCAAAAG AATAATAGCT TTCAAAACTA TCATCATCTA ACAAAGCTTT 816 60 

CTTTATTTTT AGTTTATTCT TCTCATAAAT TTCAATATAA TTAAATTTTT TAGAACTATT 817 2 0 

AACTTTTTTA TAAATTGAAA CC A^ACTTCC AACCACATAA TTTTTAATTT CTACCAAATT ' 817 8 0 

AG AT C C AAAA TATTTTTTTT TACTTATCAA GCTTGATCTA AT AT C C AAAA CAGAAGTTTT 818 40 

TTCAAAAAAT AAATTTAAAG CATTTGGAAT AAAAAAATCC CTAATATCAA TCAAGAACAA 31900 

CTCTCTGATC CCAAAACTAT TAAAATTGCA GCCCAAATTG TTAAAAAGAT TAAACTTAAA 819 60 

AGCATGTAAA GCAAAGGTAT AAACATCTCT TTTATCAGGA TATTGAACCT C AAT CAT AT C 82020 

AACATAAGGA TAAACAGAAT AATTTATTTT ATAACCAAGC AAACTATTCT CATAATAAAC 820 8 0 

T GG AG AC T T A TCTTTAAAAT AAATTTTATT AAAATATTTG CTATTTAAAC TAAATTTGCT 82140 

GTCAAAATCT ACTATTCCTG AAAAAATGC C T AC TAAAAC T CCATCTTTTA GTATGGCAAC 8 2200 

ATTATTTTTA TTATCAATGC AATAAATTCC TGACAAACTT TTATAATCTT CTAAAAGTTT 822 60 

ACTCTTCATG TCGGGATCCT CTAAAAGATC AT AAAAC ATT TT AT AT T CAT TTATTGTCTC 823 20 

AGGAGGAAAT TTTTTAAAAA TCCTATAAGC TTCATCAGGA TCTAAAAGTT TGTATTTTAA 8 23 80 
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AAAATAAATA 
AGAAACAGAA 
TGTAAAGAAA 
TTCTTTTAAA 
TAAAATTTTT 
GCAAATTAAA 
TTC TTCATAC 
TACTTCTTTA 
AATTTTATCC 
TAGCAAATTG 
"ATTTTTAGAC 
ATATAGGTTT 
CCTAACCTTT 
CGTATTCATC 
TTTCTTTTAA 
TATCCGATGC 
CGGCAGTGTT 
CTTCATCGTC 
TTT TTTTAGC 
CCAAATTTAT 
GGTGTTTGTT 
TGCCCCTTGG 
GCAAAGCATG 
TGGATTTTTT 
AAATTTCATC 
GATCAGCACC 
AAAGCTTCGT 
AAGAAACTGT 
CGGGACGATT 



CCGTGAATTC 

TTGTCATAAT 

AAATCTTCTT 

AACCATTTAA 

TTGAAATCAT 

TCTTTGTCTA, 

ATATTCTTAT 

AGGGTTACTG 

GTTAAAGCAA 

AAATCAAGAG 

TCATTGAAAA 

ATAGAAATAA 

TACATCCTCC 

CTTATTAGCT 

AACAAGTTCT 

CTCTTTTAAA 

CTCAGAATAA 

T AC TAAAAAT 

CAAACTAGTA 

TTGCTCGCTA 

TATTGAAAGT 

AATAATGGTA 

GCCTGCCTCA 

TGCAACTCCC 

TTGATTATTC 

ACTAGCTCCA 

T TT T AAAGAA 

TACTTGCCTG 

TGTAGCGGCC 



CATTATATTC 
TAAAATTTGA 
TTGATCTAAT 
AAAATAAAAA 
CTCCAAAACT 
TTTGCAATTC 
TTTCATTTTG 
CTTTAAAGTT 
CATTCTCTTT 
ATCCATAAAT 
GAATACTTGA 
AAAGAATGAA 
CCCTTTACTT 
TCAAAACCCA 
TTTGCAAGCT 
CATTCTTCAA 
GCTTTAGCCT 
ATTGGACCAA 
GCTTGCATTA 
GCATAACCAC 
CTATCTTCCC 
ACTTTGTGAA 
TGATAAGCCG 
ATCAATATTT 
CTTGCAGCTA 
GGAGTAGCTC 
TGAATATTTA 
TCAAATCGTC 
ATAACAATTA 
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TTTAATTTTG 
ATTTCTAAAT 
AGTATTAAAG 
ATCATTACCA 
TTCAAGTCTT 
TTCATTCAAG 
TCTTAAAAGC 
ATTAATATTA 
TAATGAAAGC 
TAAATCATTT 
AATATCTTCA 
ACCCATCTTC 
CTTTTGTAGT 
AAAGCTCTGT 
TAACAAGTTG 
GTATTCTTTT 
TTGAAAACTC 
CTTCTTCACC 
AATCATTTTG 
CATAGCATAT 
TTGGAAGAGA 
GTGGATCAGC 
TCTCAAGCTT 
TATCTCTGGC 
TTAAGGCTCC 
TTGCTATTAC 
ATATTGCCTC 
CAGGCCTAAG 
CATTGGTATG 



CCCTTAAGAA 
ATATAATTAA 
ATGCTAAAAA 
TATAAAGAAA 
CCAGAAGCTT 
TTTCTATACA 
AACGAAAAAT 
ATTGCTTCTT 
TCATAAAGAG 
CCTTTTTGTA 
TCTTCTTTGA 
AAATAAAACA 
AGAGTCTGAT 
CACTTCTTTG 
ATCCTTATGC 
TACCTCTCTG 
TTTCGGAAGG 
CATTCCCCAC 

AACAC'CCGCT 

j 

CTTTATTTTG 
AAATGCAACA 
ATGTTCAAGA 
TTGCCTATCA 
TTCTTCCATA 
TTCATTAATT 
TTGTAAATTA 
TCTTTCCTTA 
CAAAGCAGAG- 
CGTTCCAAAT 



AAGAAAACAA 
TGTTTTCGGT 
AAAACCTATC 
AAGCCTTAAA 
CAAGCCTCAT 
AAGTAATAAT 
AATAAGTGTA 
TTAATAAATA 
CATCTGAAGC 
AATTGGAAAA 
CTGAAATTGC 
TAAACACTTG 
GAAAATAAAT 
TCTGTCAAAG 
TTTAAAAGAA 
TCAACTTTAT 
AAAATAGGTG 
TCCGTAACCA 
GTTGTAACAC 
TCAAGAATTT 
CCAAGTGCCC 
TAATAGTGAA 
GTAATAGTCA 
TCCTTCATTA 
AAATTTGCAA 
ATATCTTTTG 
ATATCAGGCA 
TCAAGAACAT 
CCATCCATTT 



82440 
32500 
82560 
82620 
82680 
82740 
82800 
82860 
82920 
32980 
83040 
83100 
83160 
83220 
83280 
83340 
83400 
83460 
83520 
83580 
83640 
83700 
83760 
83820 
83880 
83940 
84000 
84060 
34120 
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CAACTAACAG CTGATTAAGA GTTTGCTCTC TTTCATCATG ACCACCGCCA AGCCCCGCAC 8418 0 

CACGACTTCG ACCAACAGCA TCAAGCTCAT CAATAAAAAT AATACATGGA GAATTTTTTC 8 42 40 

TAGCATTATC AAATAAATCT CTAACACGAC TTGCTCCAAC CCCAACAAAC ATTTCAACAA 84300 

AATCTGAGCC TGACATGTGA AAGAAACTAA CCCCAGCCTC* ACCGGCAACG GCTTTGGCAA 8 43 60 

GCAAAGTCTT GCCAGTACCC GGAGAGCCCA CTAAAAGCAC TCCTTTGGGG ATTTTTGCAC 8 4420 

CTATTTTTTC AAATTTTTTT GGATTTTTAA GAAATTCGAC AACTTCTCGA AGCTCTTGCT 8 4480 

TAACCTCTTC TTGACCAGCC ACATCTTTAA AGGTGATTTT ATTCTTTCCA GCTTCATACT 8 4540 

TTTGAGC ATT ACTTTTCCCA AATGTAAAAA CCTTCCCACC GCCACCTTGA GTTTGACGAA 846 00 

ATATAAAGAA AAAGAAAATA AAAAACAAAA TCCATGGCAA AGTTTGTAAT AAAACCCCAA 8 4 660 

T C AG AGAAGC TTGACTTTTC CCTGAGCTAA GCTCAACTTT TTTATTTTTT AGTTCTGAAA 8 4720 

GTAAATTTAT ATCAAGATAG GGAATGCTGG TAGAAAAATA AGACTTTGCA AAGTTAGAAC 8 4780 

CCTTGACGAC AAATTGAATC AAATTTTTAT CAATTATTAC TACAGACTCA ACTAGACCAT 84 3 40 

TGTCTAAATA ACTCTGAAAA GTGCTATAAG GAACATTTTT ATAGCTTTCC CCCCCCCTTA 8 4900 

T AAAAT AT G A CATAAATATT GCTGAAATTA GAAAAACAAC AACAAGTCCT AAAATCCAAT 8 49 60 

TTTTATTCTT TTTTTTGTTG TTAGATTTTC CATTGTTATT CAT ATT ATT A TTGCCATTCA 8 5020 

TTCCTTTAAA AGCCCTCCAA TCAAAGATAT ATTAATTTTT TTAAGAATGC TTTTTTCACT 85080 

CCATACTAAG TTTAAAGTAT TTAAATCAAT AATCCCAATT AACCTGTTAT CTAATGCTAA 8 514 0 

C AAC AT T AAA TAAGCCGGAT TACACCTTAT AAAC TTAGAA AAAAATTTTT TTGCTTTCAA 8 5200 

TCTATCCTTA AAAAATTTAT A&CTAAXCTC ATAAGAACAA CATTTTAATC TTGATACAGA 8 5260 

AGCTGCATTA CACTCTAAAT ATTTTAGCAA AATCTTACCT AAAGATAAAC TATGCCATTT 853 20 

ACCAACTTCC AAAAT AAAAT CAAAAGGTTT GT AAAAT T T T TCATCCCTTT TAAAAATTAA 8 5380 

ATTAATTTTA TTATGCCTTT TTTCTAAAAA AAAATCATTG GTTTTTAACA AAACATTATT 3 5440 

TTTTTTCCTA TTAATCTCTA CTTTAAACGC TTCATTAAGA GCTTTATAAG AAACTTTGGC 8 5500 

TGCAATTCCT TCTGAATTTA AAATTTTAAA AATCAATCTA AATACCAAAT AC TT AGG AAA 85560 

ATCTAAGAAA GTTTTCAGAT CAAAAGAATA ATAATATTTA CCTTTCTCAA CAGGAAAAAA 8 5 620 

TTCATCTTTT CC AAAAT AAT CCGCAAATTC CTTTGAAAAT TCAGATATTC TTTTAAGACA 8563 0 

TTTTTCATAT CCTTTAAAAA CCTTTTTTAT AGCGGGTAGC AAATTATTTC TAACCCTATT 8 57 40 

T C TT AG AT AT AAATTTTGAG CATTTGTACT ATCAACAAAA AAC CC AAT AT TATTCAAAGA 8 580 0 

TAAAAAATTT TCAATTTCTA GTCTTGAAAC CTCAAGCAAG GGCCTTATAA TGTTTCTATT 35 3 60 

GACACTAGGA ATACCTGAAA GACCATCCAA AAAAGATCCT TGAAAAAATC T C AT AAT T AT 3 592 0 
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TGTTTCAATT TGATCGTTTT CGTTATGAGC AAGTGCAATA TAATTTGCGC CATTTTCTTT 85980 

AAGAGCATTT TCTAAAGCAA TATATCTAAA TTTCCTTGCA AGCTCCTCAA TAGATACTCC 8 6 040 

CAACCTAGCT GATTCACTTT T T AT AT C TAT ATCACATTTT T T AATTTGT A AAGCAATATT 8 610 0 

GTAAAGATCG CAAAACCCCT TTACATGCTC TATCTCTTGA TTTTGCTCAT TATCAGATCT 8616 0 

AATAAAATGA GCAAAATAAA ATG C AAT AAC ATTATTGCTC AGGTAATATT TTAAATTCAA 3 622 0 

TAATAAAGCC GT AG AAT C AG CCCCGCCAGA AAAAGCAACA AT AAC C C GAT TTTTATCTAA 8 6280 

AGAATTTTTT TT AT AAAATT TATCTATTTT AATTTGTATA TTTTCGTCTA AAAAATGCAT 86340 

TAAAAATTAC TAG AAT T AAT TTTTTGAACC TTATTTTTAA AATTTGCTTC GCTAATATCA 86400 

ATCAGCTCAT CACTTAAAAA AT C AT AC AAT TTTTCAAGTC TATCCATTTC ATCCTTGCAA 8 64 60 

AATCTAGAAA GAACAAAACT CTTTATATCA CGCATAAGAT TGCTTCCAAC CCCAATATAA 8 6 520 

AGTCTACTAT AGTTAGAGCT TCCAAGAACA CTTGAAATCG ATCTAAGACC ATTATGAGTA 86580 

GACACACCAC CTCGCTCTTT AAGCCTGCAT TTTCCCAGGG GAAGATCAAC ATTGTCAAGA 8 6 640 

ACCACTAATA AATTCTTTAT ACAGATATAA AAATCTGAAA ATATTGAAGG AAATAGAGAG 8 6700 

CCACTTAGAT TCATATAGGT CAATGGCTTA ACCAAAATTA CTCTTCCGGA AATCATTTTT 8 6760 

AATTCTGAAT ATTCATACTT TTTTTTTCTC TTTAAAAAAA GGCCGTTTTT AGAAACAATT 8682 0 

TTATCCAAAA G AG AAAAAC C AAC AT TAT GC CTAGTTAAAG AAAATTCTAA TCCAGGGTTT 8 6880 

CCTAATCCAA GTATCAACAA CCCCATAAAA TCACTTTATA AT AAC AAC TT CCAAATTCTC 8 6 940 

GTCATTTTCT GCAAGCCTAA CATTAGAAGG CAACACAAGA TCTTTAAGAA GAACGCTATC 87 0 00 

TCCTTTATTA ACAGGAGTTA AATCAAGCTC TATGAATTCT GGCAAATCCA AGGGCAAAGA 870 6 0 

CCTTACCTTA ACCTGCTCTT TTAAAACAGT CAAAATTCCA CCTTCTTTAA C C C C AAT AG A 8712 0 

AGCTCCAATA AGCTTAATAG GAACATATTT TTCAAGCTCA ACATTCCTAT CTACTTCGTA 8718 0 

AAAATCAATA TGATAAATGA GCTTGCTGGC AATATTTTCT GCAGCATCTT T AAC AAAAAC 87 2 40 

ACATCTTTCA AGCTTGCCAT CATCTAATAT TAAGACAGTA TTATCCGTAA ATTTTGCAAA 37 3 00 

TTTCTTATTA AAT TC ACT AC TCTTAATTCT CAAGTGTGAA ACATCCTTAC CTTGCCCGTA 87 3 60 

AACAACAGCT GGTATTTCAG ACTTAGCTCT TATTCTGCGA GCATTAGAAG ATCCAAAGCT 87 42 0 

TGATCTATAT TGGCAACTTA AAACCCTGCT ATTTTCCACC AAAAAACTCC TAATGTAAAA 87 48 0 

TACTGGGACG GAAGGATTCG AACCCTCGAA TGACTGGACC AAAACCAGTT GACTTACCAC 87 5 40 

TTGTCGACGT CCCAAATACC TT ATT AAT AC TTACAATTGA CAAGCATACA" AGATACAACG 87 600 

AGCTTTGTCA ACAATTATCT AAAAATCT AA TTCAAGTTCA AGATCGGCTG GATTTTCTCT 87 6 60 



TAT AT ATT C C 
TACAATGTCT 
CTTTTGCCCT 
AACATATGCT 
TGTAATATCC 
TATTTTTTGT 
TAAGTAATTA 
CCCTAGATTT 
CATAAACCAA 
TTATCTTGTC 
AAAAATCAGT 
AATCACTTAT 
AAATCATCTC 
AATCTTTTAG 
ACCCTAACAG 
TTTTTATCTG 
GTTTTTTTTG 
TCTGCACCTT 
CCCCCATAAT 
TCTTGTCCTT 
AT AT AC T T AA 
CTGTCATTTT 
AAAAATTCAA 
GCCTTATCAC 
TAAACTTTCA 
ACAAAATTTT 
ATTTTAGATA 
TTCCCTTTTA 
GTTTTCATAT 
AG AAAC AAAA 



T T AAAAAT AG 
TTATATTCAC 
TTAATAACTC 
AATAATTTAG 
ACTTATAAGC 
AAACACGTTT 
GGGATAAATA 
TTCACTCATT 
CCCTTTTCCT 
AATATATAAA 
CCAATTACAA 
TATTTTACAT 
CTAAAATAAC 
CTTGAACCTC 
CCATTTCTAA 
CATTACCAAA 
CAAGCCCAAC 
CATTAACCAA 
AAGGAAAAAC 
TAATATTAAT 
AAACAACCTC 
CAATGCCAAA 
CTCTCTCTTC 
CATCAAAATT 
CTGGGTTTTT 
CTTTTTGAAA 
AAAATTTATT 
AATCTTCATA 
TAAT AAAAAT 
AACTAATATT 



AAGTTTGCAA 
CGACTCTAGT 
TAATATTGTG 
AACCAGAATT 
CTCCCGCAAA 
TTATGATATT 
ATGGTTCCTT 
AAATGAATTA 
TCAGCATTAA 
GCTTCCATTT 
ATATCGCTAA 
AAATCATTAA 
TATTACATCA 
AGAAATTGGC 
ATT AT C C G AA 
TTTTAAAACT 
AACTTTTGTT 
CTCTTTGTTT 
CACCTTTATC 
AGAAATAATT 
TGAAAGGTTA 
ATCTGAAATT 
AAACTGATTA 
AGAAGTGCCA 
AACAAGAAGT 
AC G AAT AT AA 
AAAAG AATT T 
TCCAGTATGA 
TTCTTGCATA 
ACTCTTTGTA 
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AGCTTTTCTA 

TCTTCTGTTA 

AAGAACCAAA 

TTTACTATCA 

AAGTACATAA 

TTTAGTTTTT 

TGG AC CAT AT 

CCAAATTTGC 

GATTAATTTT 

GCTTAAATGA 

CATTAATGCC 

TATCATTTAC 

GGATTAATAT 

TTAATATTTG 

TTATTTATAA 

TTAAATTTTA 

CCATTTAAAA 

AATTTATCCA 

AAATTATTAT 

TTATCATTAT 

GTATCTAACA 

TGAAAAAGAA 

ACATCATTAA 

GAGGGTATTA 

CTAACTCCCC 

TAATCTGATT 

TTTTTATAAA 

ATTGGAATAT 

CTTACAAGGT 

TTAAGCTCGA 



AAATCCTGAC 
GGCATCGCAA 
CAGTTATCAA 
ACTTTCTTAA 
CTTAAATCTA 
TTAATTAATT 
TTTTTCAAGC 
ACCAGAAACA 
TTTTTCTTTA 
T AC AAAAGT G 
TATAACATCA 
TTTTAACATA 
CAAGATTATC 
AAGTTTTAAT 
TCAGGGTATT 
AAGAATTAAA 
CAACAATCTT 
CCGATTCTTT 
CATTATCCTT 
TTATTTTATA 
TGGAATATAT 
GTCTTTTAAA 
AATATCTCAA 
AAATAGAATC 
CTAAGTAATC 
CATGAGATAA 
GAT C T TT AAA 
CAAAAAACCC 
TTTTGTTAAG 
AGTAAACCAA 



TAATAGGATG 
TAAATACTCC 
AAGTAACTGC 
TCCTTATGTC 
AAATATTTTC 
T TAAT T AAAC 
TCATAGTATT 
ACAGTCCAGT 
AAGAATTTAA 
GCTATTATAA 
ATTCCATTAA 
CCTTCCATCA 
AAGCTCTAAC 
TACCTCTCCA 
TTTATAAGAA 
AATATTTGCT 
TACTATCTCT 
T AAAAT AG C A 
AAAAATCTCT 
ATTTTTAACA 
TTTAAAAAAA 
AAATTCTTTA 
AT AAT C AT AA 
CTCGAAACTA 
AATAAGCCTA 
TTGTGTATAA 
CCAAGATATA 
AATATTTCCT 
A.TC TT C T ATT 



87720 
87780 
87840 
87900 
87960 
88020 
88080 
88140 
88200 
88260 
88320 
88380 
88440 
88500 
88560 
88620 
88680 
88740 
88800 
88860 
88920 
88980 
89040 
89100 
89160 
89220 
89230 
89340 
89400 
8 9 4 6 0 
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GAACTTCTAA 
ATTAAATCCT 
TTAACACACC 
TCTCTGATGA 
TAAGTCTCTC 
GAGGATCTTT 
TATCGTTTTT 
CATTTATTAT 
GCATATCTAT 
AAGTAGGAAT 
AAATATGTCC 
CTTTCCTAAA 
AAAATCAATT 
TTCCTCTATT 
GGCAATCAAA 
TTTTATTAAA 
CCAAAAAATT 
GCTTTAAAAA 
TATCTGCAAT 
TTGTAAAAGG 
ATTTACCAGC 
GCACGCTCAA 
AAGTTTTAAA 
CATTTAAATT 
TTGGAGGAAC 
CAGGTTTACC 
GATTTTCCCT 
CACCTTTTGC 
AAACTACCGT 



TAAAAAAAAT 
TTCTCAAACA 
AAAAGGCAAT 
GGAAATCGGT 
TTTGTAGATT 
CCATGAATCA 
GTATTTTTTT 
GTCGCAATCA 
TCTATTGCTA 
AAATATTACT 
AATATGAACT 
TAAAATCTGA 
TTATTAAAAA 
CTCATAAATA 
ATTTTTCTCA 
AAGCTTATGG 
TGCTTCAGAA 
TTTAGTCCCG 
AATCAAATCA 
ATAATTTGCG 
ATTGGGTAAT 
ACTATTACCC 
ATTCCAATTA 
TTTAAGCCTA 
AAAAAGAGTT 
ATTTTCAGCA 
C AC C T TG AAA 
ATTAAACTTT 
TATATTTACA 



TACTACACTT 
TTTACCTTTT 
AAATAGCTGA 
ATTATTTTAT 
CTATGAGCAA 
AAATTTTGAA 
TTAACACAAG 
TCTATGAACA 
ACACTAACAT 
CTATCAATAT 
GGATTATAAG 
TATCCAAAAA 
GTTTTAGCCA 
GAGATGCCAA 
GAACCGTCCA 
CTATAAGATT 
ATATCAATAA 
AGCCCTACTC 
TCATAAGAAC 
ACCCTAGATT 
CCAACAAGCC 
GATTCTCCAG 
CCAAGACCCC 
TACAAAAGAG 
AAATCTTTAC 
CAAAGCACAT 
ATTACACTCC 
TCTCTTAAAA 
GAGTCCTTAA 



208 
GCTATTATTA 
TAACATATAA 
CGGGCAATCC 
TAT C TAT AT A 
CAACAAGTTC 
AAAGATCATC 
AAATAGTATC 
TTTTATCTTC 
TCTCATCAAT 
TTAATAAATA 
TGCCCCCTAA 
CCAAGTCTTA 
AAATAAAAAA 
CAACCTTTTC 
AATCAAGCTT 
TTAATTCATT 
CCAAAGCTAA 
CAAAACTAGC 
GCCTGAGCAT 
TTGCTGAGGT 
CAATATCCGC 
GTTGAGCAAA 
CTCTGCCACC 
TTC CATC ATT 
CATTAGCACC 
GACCATTTTT 
CACCACTCCC 
AAGAAACACA 
AGTTATAC AA ' 



AAACAATTAA 
ATTATTATCT 
ATTTACAATT 
AATATGCTTA 
AACAGAACTT 
GCCAATAATT 
AACAGTATAA 
ATTCTCTAAT 
CAATTTATGA 
CTCTATTTCT 
TATTGCAATT 
AAAATAAAAA 
TTCTTTAATA 
TTTTCCTAAG 
GTTGGCAATA 
TAAAAGAATG 
AATTTTAGTT 
ACCTTTAATT 
AC C AAGATGA 
TATCCTATTA 
C AC C AAAAAA 
CCTTGGAACC 
TTTTAAAACA 
TTCATTATAA 
ACTTCTTTTA 
GTAAAAAGAT 
ACCGTTTCCG 
CCCAGAACCA' 
ACTTTCTCCA 



AAATAAAAAA 
TTAATGTATT 
CTATTTCTAA 
AAAGAACTTT 
ACAATACTTT 
AAAAAAAGTT 
GTTATACCAC 
GCAAGCTTGA 
GCTGGATTGC 
TTAGCCAAAA 
CTCACGATTT 
GCCCACAATA 
AGTTCATCAA 
GCTTTTATCA 
ATAATTTTTT 
TTATATGACT 
TTAGCAATAT 
ATTC CGGGAA 
GGAATC TTTG 
AGAAGAGAAG 
AGTTCAAGAC 
CTTCTAACTG 
ACAAATTCGT 
ACTTCTGTAT 
AAACCCATTC 
AAAGTGCTAA 
CCATCTGGAC 
CCATTGCCCG 
ATTTTTCAAT 



39520 
89580 
89640 
89700 
89760 
89820 
89880 
89940 
90000 
90060 
90120 
90180 
90240 
90300 
90360 
90420 
90480 
90540 
90600 
90660 
90720 
90780 
90840 
90900 
90960 
91020 
91080 
91140 
91200 



TAAAACCAAA 
CCTTTAAAGT 
CAAGACCAAC 
CAGCTTTAAC 
GTCCATTTTT 
TTTAATATCA 
ATAGTAAAAA 
TCTTTTTGAA 
TCTCAAAATA 
ACCATTGGCT 
TAT AC TT AAA 
TTTCTCTCAC 
TCTTCTTTAT 
TCTCCGTCTT 
GAAATTTTGT 
TCTACCAGTG 
GTCAAGCATT 
GTCTACCATT 
CTCTCTCTAG 
TTAAAAGAAT 
CATATTCAAG 
TTAAAACAAG 
ACTCAACAAC 
TTAATGAACT 
CCTTTTTAGG 
TCATAACCTA 
CAAATTTATT 
TCATCATCTT 
GTAATAAGAT 
TTAGGATCTA 



AATCTCCAAT 
TTTAAACTCT 
GTTTTTACCT 
AAAC TGACC A 
TGAACTACCA 
TTAGGATACT 
AGACTTTCTT 
TTTTTCACAA 
AAAGAAAAAG 
AAAAGATAAA 
AAACTATTTC 
TTGATTTTCT 
AGGTACATCT 
TATTAATAAG 
CTATTTTTAA 
C AT AC AT AT A 
AAATTAATTA 
AATAGCGCAA 
CAAAATTGCA 
ATTGGAATAC 
CTCATACTCT 
GGGTAGCTGC 
TGCAATGCAA 
ATAAACTTCG 
AAAATTGGGT 
CTTATCCCAT 
TTTTCACAGG 
TAGCTCTTGT 
TTCCGGTTTT 
TTATTTTGCC 



CTTTTCAATT 
ACCTTACCAG 
TTATGAAACT 
CCACTTCTTT 
CCACTTTTAC 
CAAAGCACAA 
TGTTCAAATC 
CAAAAGCCTC 
AAGAACAGAC 
TAATTACATC 
AT C AAC C AAA 
TCTTCTGTAT 
AATAAGAGAA 
CAAAACACTA 
AAATTCACCC 
TTACCTCAAC 
TACCTTACAA 
AGCTCAATAA 
GACGACTTTA 
GTCCTAACAT 
TCACTAAAAA 
ATTTTTAAAG 
TCGATCTTTT 
GGTTTTAGCA 
ATTTTTGAAA 
CTATATGTTT 
GGGCGCTGGA 
CCAAATTTTA 
AC TAT C AAC A 
CCTATCCCAC 
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AAAAC TAAAC 

ATGAAAGCGC 

TTGTACCTCT 

TAACTCCAAG 

TTGTTGCCAT 

ATCATTTATG 

CTTAAAAAAG 

ACCCTCAAGA 

AACGTTAACA 

GTCTTTTACT 

ATATAAGAAT 

CTGTAAGAAA 

TTTACGACAT 

TTAAATTCCA 

TCAATAGCCT 

TAAAC ATTGT 

GGGAATTGAC 

AACAAAAAAT 

AAGTTCCACC 

CGTCTTTGTG 

CCTCTCTGGG 

ACAAAGGAGC 

TAAAATTATA 

AAACGCTAGT 

TAAAC T GAT C 

ATATATTTTT 

ACAAGATTAT 

CTTCTACCAA 

CGCATCTCAG 

TTTTTAGAAG 



AATACTTACG 
AAATATTGTA 
TTGTCTAACA 
TCGCTTGGAT 
TAATTTTCCT 
CCTCTAATTA 
GGCTTAAATT 
TCAAGAACAC 
TTATTCTTAC 
TTTACCAAAA 
AGGTTTGCCT 
CAACCTTTTT 
AAGGCTTTCC 
ACTTATCTTT 
T AT AT TGCTT 
AAATTTAATA 
TTCATAACTT 
ATCCTTAACC 
GGTAGCTAAT 
CACCTCTATT 
CAATTTACCC 
ACCTATTAAA 
AAAAGAATAT 
AATATCATAA 
ATAATACTCT 
C AAA TAT C AA 
GCAAATCTAA 
AAATCCAAAC 
AATTATAAAT 
AAGAAGAATA 



TATTTTCGCC 
TAATCTCTTC 
ATTATCTCTC 
ATAGAATCTC 
CCAAAACTAA 
AAAAC CTACT 
C T AAA T AAC C 
TAAAAAAGGT 
CTATAGCATG 
CATTAATCAA 
GTGCCCAACT 
ATCTTTTTTA 
TATTTTAACC 
TTCAACAGGA 
GCCATTTATT 
AAAAAGAAAA 
TCAAGACTTT 
TTGCCCCCGG 
ATGTCATCTA 
CTCCCAAAAC 
TCTTTTCGAA 
TATCCCCTAG 
ACTTCATTTA 
AAAAGAACAC 
GTCTTATTTT 
G AC C AAAAGC 
TTTTGGTATT 
TTTCCCCTTG 
TTTAC CGTTT 
CTTAAGACCC 



91260 
91320 
91330 
91440 
91500 
91560 
91620 
91680 
91740 
91800 
91360 
91920 
91980 
92040 
92100 
92160 
92220 
92280 
92340 
92400 
92460 
92520 
92580 
92640 
92700 
92760 
92820 
92880 
92940 
93000 
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CACATAAAAT CAAGACCCTC TATTGCAAGA TTTTCAAACC CAACTACAGT ATCTCCTGAA 93 0 60 

GGATTTTTAG CATCATACTT TTTGCCATCT TTTATTATAG TTAAAATTCG GC C AT AAAC T 9312 0 

TCCCCATTAT ATTTATAAAT ATAGATAATA GAATTCTTTA TGTTACTTAC AT CAT T AT AA 9318 0 

CCAACCCAAT ATCCTAAAAC TTCATTTTCA AAAACAGGGT TTTCATCCTT GCTAACAATG 93 2 40 

TCCTTTTCAT TTGAATCTTC TGAATTTGCA AATAAAAGCA TTGAAAAACA AAAAAAAAGA 93 3 00 

AAAAACTTTG AAAAAACTCT AGTCATCAAT CCTCCTTAAA ACCAAATTAT AGCTCTTTTT 93 3 60 

TTAAATTACT CATGTAAGGC AGCTAATTTA AAAATTAGCC ACAAACATCA T T AT AC AAC T 9 3 420 

TATTTTATAA TTTTAATTAT TAAGATAAAA AC C T AG AC AA AAAAATATAA AATTAAGCAA 9 3 430 
AAAC AC AAC A GGCCAATTAA TTGTTATATG GGACAATTAA TGCTAATATT AATAAAGTTA " 93 540 

ATTGTCTTTA AGGATTTAAC CGTGGTAAGA GGAATTTATA CAGCTGCCAG CGGAATGATG 93 6 00 

GCAGAAAGGC GCAAGCTTGA TACCGTGTCA AATAATTTGG C AAAC AT AG A TCTTATTGGA 93 6 60 

TACAAAAAAG ATTTGTCTAT TCAAAAAGCA TTTCCAGAAA TGCTAATAAG AAGACTAAAT 93 72 0 

GATGATGGTC TTTATAAATT TCCCAAAGGA CATCTTGAAA CAGCTCCGGT TGTGGGCAAA 9378 0 

ATAGGAACAG GGGTTGAAGA AAATGAGATA TACACAGTAT TTGAACAGGG CCCATTAAAA 93 3 40 

ACTACTGGCA ATCCATTAGA TTTAGCACTC ACCGATCAAG GATTTTTCGT AATACAAACT 93 9 00 
TCAGATGGAG AAAGATATAC AAGAAACGGT TCTTTTACTA TTGGAAAAGA AGGAATCCTT - 93 9 60 

GTTACAAAAA GCGGATTTCC CGTTCTAGGA GAAAAAGGAT ACATATATCT TAAGAAAAAT 940 2 0 

AATTTTAAAA TAACACCTCA AGGACAAGTC TTTCACAATT CAAACTTTGA ATCAGACCCC 940 8 0 

. AAAAGACTTG TTAGCGAGTA TGAAAATTCT TGGGAAAATT ATGAGCTGCT TGAT AC C ATT 9414 0 

AGAATTGTAA ATTTTGAAAA TCCCAGATTT CTCAAAAAAC AGGGAAATTC TTTATGGATC 942 0 0 

GAT AC AAAAA CATCTGGCAA AGCACAAGAA ATTGATATAT CATTAAGGCC TAAAATAGAA 9 4260 

ACAGAAACAC TTGAGGCTTC CAATGTTAAT GCTGTTAAAG AAATGGTTTT AATGATTGAA 943 2 0 

AT T AAC AG AG CTTATGAAGC TAATCAAAAA ACAATACAGA CTGAAGATAG TCTATTGGGA 943 8 0 

AAATTAATAA ATGAAATTGG AAAATATTAA GGAGCATGTT TTATGATGAG AGCATTATGG 94 440 

ACAGCAGCAA GTGGAATGAC TGCACAACAA TACAATGTAG ATACAATTGC CAATAACCTT 9450 0 

TCAAATGTAA ATACTACAGG ATTTAAAAAA AT AAG AGC AG AATTTGAGGA TCTAATTTAT 9 45 60 

CAAACCCATA ACAGAGCAGG AACCCCTGCA ACTGAAAATA CTTTAAGACC ACTTGGAAAT 9 4 520 

CAAGTTGGTC AC GG AAC AAA AATTGCTGCC AC C C AG AG AA TATTTGAACA' AGGAAAAATG 9 4 680 

CAATCCACAA AT T T AC T C AC TGACGTTGCC ATTGAAGGAG ATGGATTTTA C AAAAT T C T T 94740 
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CTACCTGATG GAACTTATGC ATATACTAGA GATGGGTCAT TTAAAATCGA TTCTAATCGA 948 0 0 

GAGCTTGTAA CAAGCCAAGG AT AC AAAG T A TTGCCTAATA TACTCTTCCC AGAAGAATAT 94 8 60 

A.TCCAAAACT CAATTACAAT ATCTGAAGAG GGAATAGTAT CGGTAAAAAT TGATACCAGC 9492 0 

AACGAACCAA TAGAGCTTGG GCAAATTGAA ATATCAAGAT TTATCAATCC TGCAGGACTA 9 493 0 

AGTGCCATTG GAAGCAATTT AT T T AAAG AA ACAGCTGGAT CAGGCCAAGA AATAGCAGGA 9 5 040 

ATACCAGGAA GTGAAGGCAT GGGAAGACTA AGGCAAGGCA TACTTGAAAT GTCAAATGTA 9510 0 

TCTATTGCTG AAGAAATGGT AACAATGATA GTAGCTCAAA GGGCTTATGA AATAAACTCA 9516 0 

AAAGCTATTC AAACTTCTGA CAATATGTTA GGAATTGCAA AT AAC TT AAA AAGGCAATAA 9 5 220 

AATAAAAAAA AGATTATTTA TTTTTATTTT ATTTTTCACA ACAAGCTCAA TTATAAGAGC 952 3 0 

TTCTCATGAT TTATGTTTCA ACATTGCGCC TAGTAAAACA TATTTCTTTT CAAAGAAGTA 95340 

TTCAAAAATA TGTAACAATC AAAGC TT AT C AAAAAT AT AT ATCCCCCCAC ATT T AAC AAA 9 5 400 

AAAATCAATA ATTTTTGAAA TGATTTATTA CATTACAAAA AATTTATCAA AT G AAAAT AT 9 5 460 

CTATATACTT CAATTTAACT TTGATGAATC TGAA^TAAAC ATAGAAGATA AATTTTTCAA 9 5 520 

AAAAGTAAAA TTTAAGGTAA AAAGC AAC AA TTCATACAAA AATATTCCAA TTGAAAAAAC 9 5 580 

TCTTGTTTAT TATGCAAAAA ACTTTGAAAG C T AC AAAAG A CACAATTACA TCAATATGTA 9 5 640 

CATTGATGTA ATCGAGCCAA TTGTATTTGC AAAAGAAAAT CTAAAAAAAA ATGAAATCCT 9 5 700 

TAATGAGTAC AAT AC AT AC T TTAAATACAA AATTAACACA ACAAGAATAA ATGATGTTTT 9 5760 

AAGTCTAAAT GAATTAAACA ATAGCAAATA C AAAGT TATA CGCAACACAA TCAAAAATGA 9 5 820 

AGAGATAAGA TTAAATAAGG TGCAAAAAGA ATAATACCTA ATTTTATCTT CCTTTTCTAA 95 88 0 

AAATTATTAT TTTAATCTCC CTTAATGCAG CTAATATTTA ACAAATCAAG GATTAATTAG 9 5 940 

TAATTTAACG AAAAAAGTTT CATTAATTGC AATAATTGAT ATAAAATAAT AGATATTAAA 9 6000 

GAAATACAAT AAATAAGGTA AAGAATGAAC AAACTAATGT TGATGTTAAT TACATTTGCA 9 6060 

ACGAGTCTAT TAGCCGAAAC AAAC AAAGC T TCAACAGGAC TAAAAACAGA TCAATCATTT 9 612 0 
AACAATAGCC TATCTGAAAG CGTAAAATTA AAAGAAATTG CGGATATTTA TCCCACAAAT , 9 618 0 

ACAAATTTTT TAACAGGTAT TGGAATAGTA GCGGGACTTG CTGGAAAAGG AGACTCTATA 9 6240 

AAAC AAAAAG ACCTTATAAT TAAAATTTTA. GAAGAAAACA AT AT AAT AAA TGAAATAGGC 9 63 00 

T C T AAT AAC A TAGAAAGTAA AAATATTGCA CTAGTAAATG TCAGTCTCCA AGTAAAAGGT 9 63 60 

AATACAATCA AAGGTTCAAA AC AT AAAG C T TGCGTTGCAT C AAT AC TGG A CTCAAAAGAT 9 6 420 

TTAACAAATG GAATACTTTT AAAAACAAAT CTT AAAAAT A AAGAGGGGGA AATAATAGCA 9 6 430 

ATTGCATCAG GAATTACACA GC C C AAT AAT AAATTAAAAG GATCTGGATA T AC TAT AG AT 9 6 540 
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AGTGTAATAA TAAATGAGAA TCAAAATATT AACCACAGTT ATAATATAAT TCTTAAAAAA 96 600 

GGAAATTATA CATTAATAAA TAGAATTCAT AAAATATTAA CCTCTAAAAA AATCAACAAC 9 6 660 

AAAATTAAAT CAGACAGCAC AATAGAAATA GAAGCAAAAA ACATAAGCCT ATTAGAAGAG 9 6 720 

ATTGAAAATA TTAAAATAGA AACCAACCCC AAGATATTAA TAGACAAAAA AAATGGTATT 9 6730 

ATTTTAGCAA GTGAAAATGC AAAAATAGGA ACTTTTACAT TTTCCATTGA AAAAGACAAT 9 6 840 

CAAAACATTT TTTTAAGTAA AAATAACAAA ACAACAATTC AAGTAAACTC AATGAAATTA 96 90 0 

AATGAATTTA TATTAAAAAA TTCCAACAAT C T TAG C AAT A AAGAATTAAT TCAAATAATT 969 6 0 

CAAGCTGCGC AAAAAATTAA TAAATTAAAT GGGGAACTTA TCTTGGAGGA AATTGATGGA 97 020 

AAC C AAAATT AATTCACAAA ATCTAAAATT TAAAAATCAA ATAAATAATT TTAAAAATTC 97 03 0 

TGTAGAAATA AAAAAATCCT TTCAAAAAAA CGAAGATCTT CGAAAAGCTT CTTTAGAATT 9714 0 

TGAAGGTATG TTTATCAAGC AAATGCTTGA AAGC AT G AAA AAAACTCTTA ACAAAGATCA 972 0 0 

AAATTTGCTA AACGGAGGCC AAGTAGAAGA AATTTTTGAA GATATGC TTT GCGAACAAAG 97 2 60 

AGCAAAACAA ATGGCACAAG CTCAAAGCTT TGGCCTTGCC GATTTAATTT ACAATCAATT 9732 0 

ACAAAAAAGT AAATAATTCA AAAAAT AC TC CCCCTAAACT CAAAATTATA TCCTATTTAG 973 8 0 

TTTAAAACCA TTTTTAAATT AAATTGGCAC AGTTTTTGCA TGGAAATTAA GTAGTAAAAA 97 44 0 

CTTAATCACA ATATTCAAGA AAGGGGAGAA AAT AT AAT AA CTATGAACAT ATTTAGTAAT 97 50 0 

GAGGATTTAA ACATATATTT AAAATCAGTA AGAGAACACA AGCTAATTAC TC AC GAAGAA 97 5 60 

GAAATCAAAC TTGCAGGACA AAT AC AAAG A GGCAATGCAA AAGCAAAAAA CAAGATGATA 97 62 0 

AATGCAAACT TGCGACTTGT TTTAAAAATA ATAAAAAGAT ATGCGGGTAA AGGGTTAAAA 97 68 0 

ATTGAAGACT TAATTCAAGA AGGCAACTTG GGATTAATAA GAGCTGCTGA AAAATATGAC 9774 0 

CCGAATAAAA ATACCAAATT TTCAACTTAT GCATCATTTT GGATTAAGCA ATCACTACAA 97 80 0 

AGAGCATTAA ACACTAAAAC CAGATTGGTA AAAGTCCCAT ACAGAAAAGA AAATCTAATA 97 8 60 

CTACAAATAA AT AAAT AT T T AACAGAAGAA GAAAAATCGC CCAAAAAAGA AGAAATAATG 97 92 0 

AAAAG AT T C A ACCTATCTCC TGCTCAGTAT ATAAAAATTA TTCCCTATCT TGAAAAAGAA 97 98 0 

TATTCTCTGG ACAAAGAAAT AGAGGGATCT GAAAATTCAA CACTCTTGAA T C TAT AC GAG 98040 

GATAATTCTT TTAACCCTGA AATTACCCTT GAAC AAGATT CAACTCTAAA ACATTTGAAT 9 810 0 

TATATACTTG AAAC AAAATT AAATG AAAAG GAAAGATACA TAATTAAAAA AAG AT A.T AAC 9 8160 

CTGGACAATA GTCCCAAAAA AAGCACCTTA "aAAGA'TATTT CAACAGAACT- TGGAATATCA 93220' 

TCAGAAACTG T AAG AC AG AT TGAAAAAAGA GTTCTTAAAA AATTAAAAGA AGAAATAAAT 932 8 0 



TAACATTGAC 
TATTTTATAT 
TTGCAATAAC 
ATGCCCCACT 
ACAACGAGGA 
GCTATGATGA 
TTATTCCATT 
_ C AGTAATAAT 
TAAAC ATAAA 
ATCCTGATGC 
TGATGAAAAT 
CTATTGCAGG 
GAGACGTATT 
CAAAAAATAT 
AT ACGC T AAA 
AC TT ATT AAA 
.TGACGACTGT 
AAATCAAACC 
TACGGAAGCT 
TGAAATTGAC 
ATTAAACTTT 
CATCTTGGGT 
AT TAT TAT T A 
AAT AC TTGGA 
. TTATGATATG 
AAATACATTT 
AT AC T C TGG A 
CCCAACAACA 
CACCCCACTA 
TGTTGCAAGC 



ATTCATGACA 
TAAAAAAAAC 
TCAGGCATTT 
TAAAAATAGG 
TAAAAAAGCC 
ATTTATGTTA 
TTTACCAAAA 
ACATTTCCCA 
AGATAAAAAA 
AAAAATAATG 
C AT TT T AG AA 
AAGCGTACCA 
TCTTGATAGC 
TGCTAGAAAA 
AGTCCTTAAA 
TCTTTACGAG 
TGCGTAGCTG 
GAACACAAAA 
ATT ATGTC TG 
TTAATAGCTG 
GCCAAAGGTC 
CATCTTTACG 
AGTGGTGGAC 
AGAACTCTAG 
GGATTTCCGG 
CAATTTCCAG 
CTAAAAACAG 
AAAAATAATA 
AAAAGGGCAA 
AAT T T A TAT T 



TGTTCTGGTC 
AAGTTTATTA 
GCAAGTTTTT 
TTTGAAAAAA 
AAAAGCAAAC 
GAACAATTTA 
TCAATGAGTT 
ATGCAATCAA 
GAAGAAATAC 
AAT AAC CAT A 
AAGCTTAAAG 
GAAATAATAG 
AAAGACACAG 
AATGGAATGG 
AAAGAAGGAC 
GAAACAATCA 
TAG T AGAAAA 
AATATTACGG 
TTTGTATAAA 
TAACATCTAG 
TAGCAATTTC 
CCCCTTTAAT 
ATACATTGAT 
ATGATGCTTG 
GAGGTCCAAA 
TTACCACCTT 
CTTGCATACA 
TAGCTGCAAG 
TAAAAGATAC 
TAAGAGAAAA 
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TACTTGTAAG 

TTGTAATTTT 

TATATTTTAA 

CACAAAAAGA 

CTAAGTTTTA 

TAAAACTTAA 

T AT AC AAAAA 

AACATAGAAA 

ACAAAAAAAT 

TGGGAAGTTT 

AGATTGACAG 

GCAAAGAAAT 

AAGAGTCCGT 

TAAAAGTAAT 

CTGATTTAAA 

GATGAAAGTG 

TGGAATTCAT 

CATAGTGCCT 

AGCACTAAAA 

ACCTGGACTT 

ATTAAAAAAG 

GCACTCAAAA 

TGC TAAAC AA 

TGGAGAGGCT 

C AT CGAAC AA 

TAAAAAAAAA 

CCAACTCGAA 

CTTCCAAAAA 

TCAAATCAAC 

AATAGATAAG 



TCAGTGGTCA 
T ATT AT AAT T 
TGACAATTCA 
AAGCTTAATA 
CTTAATCATT 
TCTTAAAATA 
ACTAAAAAAT 
T TC AAT AG AA 
C G AAAAAGC A 
AATCACTTCA 
ATATTTTTTC 
TGGAGTTAAA 
AAC AAAGG AG 
AGGACACATT 
CCAGGAATTC 
C TTGGAAT AG 
ATTTTAAGCA 
GAGATTGCCT 
AAGGCAAATA 
ATTGGATCTT 
CCCATTATTT 
ATAGAATATC 
AAAAATTTCG 
TTTGATAAAG 
ATATC TAAAA 
GAAAACTGGT 
AAATTCAAAA 
GCTGCCTTTG 
AAATTGGTAA 
CTTAAAATAC 



TGAATGTTTG 
TCTATTGTTA 
AAAATTGCAA 
ATAAAAAACA 
GACGACGTGG 
ACTTATGCTA 
GCTAACAAAA 
AAATTTCATA 
TTTAAAAAGT 
AATAAAGATT 
GACAGCGTAA 
GTAGAAAAAA 
CTTGAAAAAG 
TGGTC TAAAA 
GAATTCGACA 
AAACCTCTTG 
ATATAAAATT 
CAAGACTTCA 
CTAAAATATC 
TAATAGTTGG 
GCATTGATCA 
CATTTATATC 
ATGATGTTGA 
TGGCAAAACA 
ATGGAGATGA 
ATGATTTTTC 
GCAAAGATAA 
AAAATCTAAT 
TAGCAGGAGG 
AAACTTACTA 



98340 
98400 
98"460 
98520 
98580 
98640 
98700 
98760 
98820 
98880 
98940 
99000 
99060 
99120 
99180 
99240 
99300 
99360 
99420 
99480 
99540 
99600 
' 99660 
99720 
99780 
99840 
99900 
99960 
100020 
100030 



CCCTCCTCTT 
GTATTTAAAA 
TAAAAACCAG 
GCATGGGAAG 
TTTGTCCTTT 
TGGATTTAAC 
TTGACATACT 
TAATTAAATT 
AAATTTACCC 
CAAACATAAT 
ACAACAAAGA 
TTACAAGCGT 
AATACTCGGA 
TTACCAGCTT 
CAACAAAGGC 
AAGGGGTCCG 
CAATTTTTAA 
ATTAAAATAA 
AATAAAAATA 
GTATTTCCAG 
TTTTGGATAG 
AAATTTATTT 
GACTTTTTCA 
CCTCAGCTTA 
TTGCTAAAAA 
ATTAACTCTA 
AAAAATTACA 
GATCCCAAAA 
GGGGGATCTC 



GACCTTTGCA 
T AT GG AG AAA 
TATAGGGGGA 
AACATCTCTT 
TGTGACAGCT 
CGATCATTTA 
CTATACCGGA 
AATAAAATTT 
TATATTTGAT 
AACACCCAAT 
TGATATCATA 
TAAAAGGGGA 
GTTTTTTTTA 
AC T T AT AGG A 
TATTCACCTA 
AATTGAAAAT 
GATTGAATCA 
AATGTGAAAA 
TGTCAAATAA 
GAATTTCCAT 
GTAAAAAAAA 
CGATTCCATG 
AAGTAATACT 
TTTACGCAAC 
TAAAAAGCAT 
AATTCGCAAA 
AAAACATTAT 
TAATCAAACA 
TTGGCGCTAA 



CAGACAATGG 
GTCCAATTGA 
AAAATAATGA 
ACAATATGCA 
GTCCTTTCTG 
GAAAAATTTA 
TTTCTGGGAA 
GAAAAAATTG 
AATAAAATAA 
ATCACAGAAC 
AAAGCAATAT 
AATCTCTTGG 
GAAGGATTAG 
TATTTGGAAA 
ATAATAAAAG 
TTC TTAAAAA 
ATTTCTTGGT 
AATTTATTAC 
AAAAATAATA 
CATACAAAAA 
TTCTATAGAA 
CGGAAAACTT 
TGGAATAATA 
CGGAGGATTT 
AACCCATGAA 
TAACATACAC 
TTACACAGGA 
ATTGACACAA 
TGCTTTAAAC 
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AGCAATGATT 
AATTGATGCA 
AAAGAATTTT 
TACCAGTAAT 
CTTCCACAGC 
TCAATATATG 
GCGAAAAACA 
TAATTGATCC 
TTAGTGGATT 
TTGAAATGC T 
TAAATCTTGA 
GAAACATTTG 
AACAAAATTT 
AATTTGAAAC 
AGTCAATTAA 
ATACATTTTG 
ACAAAGGAAA 
AAAGTAAATG 
TTTTTTACAG 
TTAAAAGAAT 
GAAAAACTAA 
AGACGCTATT 
AAAAGCTTTT 
GTTTCAACTC 
ATGGATCTAG 
ATAAGCTTTA 
TCTCCTATAA 
AACACTAACA 
AACCTTGCAC 



GCGGGACTTG 
AATTCAAGAA 
AGCAATGCAT 
ATCTTCGTTT 
T T AT AAAAAA 
GAAAGAACAA 
ACAAATAACA 
TGTGTTTGCT 
T AG AAAAAT C 
AAGCAAAAGC 
TACAAAAGCG 
CTACAATCCT 
CAGTGGAACA 
AGAGCAAGCC 
AGAAAATGTT 
AATTTAAATT 
TACTGATATT 
CTTTATTGTT 
GGGGAGGAAC 
TTGATAATGA 
TAAAAGAACA 
TTTCTTTTAA 
ACGTTTTAAA 
CTGCAATTAT 
ATCCCGGACT 
AAGAAAGTGA 
GAAGAGAATT 
AACCAATTAT- 
TCTGCATTAA 



GATTTAATAT 

TAGAAAATTA 

GATATTTCAA 

AATATGCAAG 

TTTGAAATAG 

AATGAGCACT 

ATAGAGAAAA 

G AC G AT GG AG 

ATAAAGTACG 

TCAAAACTTA 

ACGGTAGTTG 

AAAAACAAAG 

GGAGATTTAT 

TTAGAAAAAA 

TCAAAAAAAG 

CCATTAAATT 

GCAATATATT 

TTCATGAGTA 

TGGGGGT C AC 

AATTGAATTT 

AGATAATATT 

AAATTTT AC T 

AAAATATAAA 

TGCATCCAGC 

TGCAACAAAA 

AAAATACTTC 

TTTAAATCCA 

TAGCATACTT 

AAAGGATGCT 



100140 
100200 
100260 
100320 
100380 
100440 
100500 
100560 
10'0620 
100630 
100740 
100800 
100860 
100920 
100980 
101040 
101100 
101160 
101220 
101280 
101340 
101400 
101460 
101520 
101580 
101640 
101700 
101760 
101820 
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GAAATCTACT 
CTTAGAAGGC 
ATAATAAGCA 
ATTTTGATTC 
ACAAATCAAA 
AAAAT T AT AA 
AAAAAATTCA 
AAGGAGACAA 
TATTAATAAT 
AAGAAATTAG 
AAGAATTTAG 
TATTTTTTTT 
■ TAAGTC AACT 
AAGCTTTTGG 
CTGAATATTT 
TCTTTAAAAT 
AAGAGATAAT 
AAAAATTTTC 
AAAACTTAAC 
CACATCTTTC 
TAATTTTTAC 
TC AACT AC AT 
TTATAAAAAA 
TAAAAAAAAT 
ACGAAATCGA 
CTCCCTCAAA 
TACTTTCAAG 
GATTTAAAGA 
TTTACAAAGA 
AAGAAAAAAA 



TCATCCATCA 
AATTTTTTAA 
GAGCCGGAGC 
CATTTAAAAA 
ATGCCTGCAT 
AAAAAACTTT 
ATAATAAGCA 
AATCTAAATG 
AATAATTTTT 
CGGATTTGCT 
AAGGTTTGTT 
GCTTATACAT 
TAAATTGCTA 
AATAATTGCA 
CCTAAAAGAA 
TTCAAAAACA 
AAACGAATAT 
TTCAAAAAAG 
AAACCCTAAT 
TACAAATTCG 
CAAATGTTAT 
TAATTCTGTT 
TATAGAAAAT 
TCAAACTTGG 
AAATTTATCA 
TATTTACTTT 
ACTTAGAGTC 
AAGCTTTCTA 
AG AAAG C AAA 
ATCCATATTT 



ATCGGGGAAA 

CGCAGAAGAA 

TGGAGCAATA 

AGGCTCTAGA 

TTATATAGAT 

AAAAGATAGA 

TTCTTCAACT 

ATAATAAACG 

ACATCTTTGG 

GAAGTTTTTG 

G AAC C T ATT A 

ATAGGATTTT 

TTCTTCAATA 

ATCGTGGTTT 

AGCAAACTAC 

AAATAAGGGC 

GA.TCAAAAAA 

ATTAGCGCAA 

TTGCTCATTT 

CAAAAGATAG 

TTCAGCAATG 

TATTATGAAA 

ATAAACAAAG 

ATTTTTTCTG 

TTTAATGTCC 

ATCTTGGCAG 

TACAATTTCG 

ATAAATAAAG 

AAAAT AAAAA 

AATCTTGAAG 
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- AATTTAAATG 

ATGGCAAGTA 

AAGGAATTTG 

GG AG AT C AAA 

GAAGATGAAA 

GAAAAAATCA 

TTAATAGCCA 

ATCCTGTAAA 

GATTTAGAGG 

TTTTAATCCT 

TTGAGCTATC 

T AAT AC T AC A 

GAATACTAGG 

ACATAATACA 

TTGATTATTT 

CAGCAATGAC 

TACTGCCAAA 

TTGAGCTTGC 

TCTCAAATCT 

CAAATAAATA 

AAAAAAATTT 

AAGAATACAA 

AATTAAATCA 

AAAAAGAAAA 

ATAACTCACT 

CAAGAAATAA 

CAAAACTAGA 

ATATAACAAT 

AAGAATTGGC 

AAGTCGACTT 



ACCTAAGCGA 

TAG T T AAAT T 

CAAATGCTGG 

TTAAAAATGC 

TTTTAAATAT 

ACTCTCTCAA 

AAT T G C T AAT 

AATAACTGGA 

ATTTTTAAGA 

ACTGCTTTAC 

CTACATTCAA 

AT C C C T AAT A 

CTTAGTGCTT 

CTCACAACAA 

AAATCCTGGA 

AATGCTTCCA 

TGCAATTCTT 

AAAAAAAATA 

TGACACAGTA 

CCTAGAATAT 

AAAAAAAATA 

TGAAAACATA 

TAGCATTACT 

ACCAAAGGTA 

TTTAAAAATA 

AAAC AAAAT A 

CAGAAGCTTA 

TGAAGAGTAT 

AAAAATTCTA 

TATAAAAGAT 



AAAGAATTAC 

TTCTAATCTA 

TGCATGTGCA 

AAAATTACTA 

AAATATTTTA 

AG AAAAT AT C 

AAAAG AT AT T 

ATAGTAGACA 

GGATTTATTA 

AAAAAAACTG 

GCACTACTTG 

G AAT C AAT AA 

GGCCTACTTG 

ATATTTAAAC 

ATAAACTATC 

AAAATTGCAA 

TTACTAGGAG 

TTAAACGGAA 

G AAG C AAAAG 

ATTAAAACTG 

GAAAAAAATA 

AAAAATGAGC 

GTTTATGATG 

ATCTACATAA 

TTGGAAGAGC 

CCAAAAACAA 

G AAAT T C AAA 

TTCGCCTCAT 

AAT AT AAT AA 

GAGCAAAGCT 



101880 
101940 
102000 
102060 
102120 
102180 
102240 
102300 
102360 
102420 
102480 
102540 
102600 
102660 
102720 
102780 
102840 
102900 
102960 
.103020 
103080 
103140 
103200 
103260 
103320 
103380 
103440 
103500 
103560 
103620 
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TTAAAATATT TTTAAAC GAA CTTACAATTA ACATTAGAAA AGATTTTTTA GAAAACAAAA 103 6 80 

TAGATATTAA TCAATATCTA AAGTACACAG AGCATTTGAA AAATATTTAC AAATATCGCC 10 3 7 40 

CCTATAATCA AAATAAAAAA TTAATAATAG AAAACTTAAT GCTAAATTAT GAGGAGATAT 10 3 8 00 

GAATAATTTT TTCAAAAAAG C TTTAAC AAA GCTAAACAAA TTATCTAACG AACAAAAAAC 10 3 8 60 

TAAATTTATT GAACAAATTT ACAAAAAAAT AGAAATATAT GACGGAATAT TTGCATCAAT 10 3 9 20 

TAATGAAGGA ATCATTGTAC TTGACAAACA AAACAATATA ATCTATGCAA ACAAGATTTT 103 9 80 

ATACCAAATT TTAGCTTTAA CATCTAAATC AAAAATAGAA ATTCTTGATG ACATTCAAAT 10 40 40 

TCCAAACTTA ATAAATTTAA TAAAAGAACT AGTTAGAACA GAAGATAAAA TAATAGGATT 10 410 0 

AG AAGT T CCA ATCTCAAACG GCATATATAT TAAAATCTCA ' TTTATGCCTT AT GT AAAAG A 104160 

AAAAAAACTT GAAGGCAACA TTATTTTAAT CGAAGACATT AAAGAGAAAA AAAAGAAAGA 10 4220 

GGAACTATTT AGAAGAGTTG AGGCTTTGGC* CTCTTTTACA AGGCATGCAA GAAATATTGC 10 4280 

CCATGAAATC AAAAAC C C AC TTGGAGCAAT CGATATAAAT TTACAACTGC TAAAAAAGGA 104340 

AATTGAAAAA CAAAAAATGA AAAATGGTAA AGCTGAAAAT TATTTTAAAG TAATAAAAGA 104 400 

AGAAATAAAC AGAGTAGATA AAATAGTAAC AGAATTTTTA CTAACTGTCA GAC C AAT AAA 1044 6 0 

AATTAACTTA CAAGAAAAAG ATATTAAACA AGTAATAGGC AGCGTATGTG AATTGTTAAA 10452 0 

TCCTGGATTA GAAAATAAAC ACATAAAACT ATTGCTTAAT TTAAACAAAA TAAGCAATAT 10 45 8 0 

TCTCATTGAT G AAAAAC TAT TAAAACAAGT TATTATAAAC ATCGTTAAAA ACGCAGAAGA 10 4 640 

AGCACTGCTT GAAACAAAAA AAGAAATAAA AAAAATAGAA ATTTTTCTCT TCGAAAAAGA 1047 00 

CAATAAAATA CATATCAACA TAAAAGATAA CGGAAACGGA ATAAAAGATG GGGTAAAAGA 10 47 6 0 

GGAAATATTT AAGCCTCAAT TTAGCACAAA AGAAAAAGGA AGTGGAATAG GAC TT AC TAT 104 82 0 

TTCTTATAAA AT AAT AAAAG AGCTTGGAGG TGAAATTTTT GTGGAAAGCA AAGAGGGCAA 104 330 

AGGCACTATT TTTACAATTA CGCTGCCTAA AC T AAAT AAA AAAAATATTT TAATTGAAGG 10 4 9 40 

GTATTGAAAA TGAGCAAAAT ACTTGTAGCT GATGATGAAA AGAATATTAG AGAAGGAATT 10 5 00 0 

GCTACTTATC TTGAGGATGA AGGATATTTT GTTTTC AC TG CTAGTGACGG AGAAGAAGCT 10 5 0 60 

CTTGAAACAA TTGAAAATGA AAATCTTGAT GTAATAATAT CTGACCTGAG AATGCCCCAG 10 512 0 

ATATCTGGAG AAAAATTGCT CAAAATAGTT AAAGAAAAAA^ ACTTGGGAAT ACCTTTTATT 10 5180 

ATTCTAACAG CCCACGGAAC AGTTGATTCT GCTGTAGATG CCATGAGAGA GGGTGCTTAT 10 52 40 

GATTTTTTAA CAAAGCCCTT AG AC CTTGAA AGACTTTTGC T AAT AAT AAA" AAGATCACTA 1053 00 

AATAAAAAAG AAAATAACGA TAATGAAAAT GCTAATTTAG AAAAT AT AC T AATAAGAAAA 1053 6 0 
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GATCTAAAAT ACTATGAAAA AATCATGGGA AAATCCCTAT TAATGCAAAA AATTTTTGAA 10 542 0 

CTTGTAATAA AAATAGCAAA ATCAAATGCA TCTATTCTTA TAACGGGCGA AAGCGGTGTT 10 5 480 

GGTAAAGAAA TAATAGCAGA TGCTATTTTT GATCTTTCAA ATAGAAATGA CAAACCATTT 10 5 540 

ATAAAAGTAA ATTGCGCAGC ACTTTCTGAA AGCATTCTTG AAAGTGAACT TTTTGGCCAT 10 5 600 

GAAAAAGGAG CATTCACTGG AGCAATTTCC AAAAAAAAAG GCAGATTTGA ACTTGCAAAC 10 5 660 

AAAGGCACAA TTTTTCTTGA T G AG AT AGC A GAAATTTCAC CTGAAATTCA AGTCAAGCTT 10 5 72 0 

TTAAGAGTAC TGCAAAACAA AACTTTTGAA CGTGTTGGGG GAGAAGCTAC AATTAAAGTT 10 578 0 

GATATCAGGC TTCTGGCTGC AAC AAAC AAA AACATTGAAG AGGAAATTAA AAAGGAAAAA 10 5 34 0 

TTTAGAGAAG ATTTATTTTA TAGATTAAAT ATCATTAATA T AAAC AT AC C GCCTTTAAGA 10 5 900 

GAAAGAAAAG ATGATATATC TTATTTAACA AAC AT ACT AA T AAAAG AC GT CGCAAAGGAA 10 5 9 60 
AACAATAGAG AAGAAAAAAC TCTTTCTAAT GATGCAATGA AAGCTCTCTA TTATTACGAT " 106020 

TGGCCAGGAA ATATTAGAGA ATTAAAAAAT GTGCTTGAAA GTGCATTAAT ATTATCAAAA 10 6080 

GGCAAACAAA TCACTAAAGA AGATTTGCCA GCAAAAATCA AAAATAATGA AAATCTTATA 10 614 0 

TTTAAAATAA CAC TAC C AAT AGGAATTAGC CT AAAAG AAG C TGAAAAAG A AATAATAAAA 10 6200 

CAAACACTTT TTCATTCCAA AAAC AAC AAA AGCAAATGCG CCGAAATACT AAAAATAGGA 10 62 60 

AGAAAAACTT TAC AC AAT AA AAT AAT C G AA TATAATATTG ATTAATAGGA TTTATTTTAA 10 6 32 0 

ATTATTAAAT TATAATGGGT ACAAAAAAAT AAT AC TG C T T TAAATTCCAT GTATATTTTT 10 6 380 

GAAACCAAAA AATTTTTTAA TGCCAATAAT TATATTAAAA TGAAACACTT TCTTTTAAAA 10 6440 

TCATGGCGCA AAAGTGTAAJV AATATTTTTA TC AAAC AAA T AATTATACAC CATTATTTGT 10 6 500 

TAATAATCAA TACAATTTGA TAATTTAATA TATTTAGCTG GC TAC AG AGC CTGACCTTAC 10 6 560 

TTTAAAAACT TTAAAGGGTT AATAGGAATA TTTTTTTTTA ATATTTCAAA GTGCAAATGA 10 6 62 0 

■ GGACCAGTTG CGCGACCCGT TTGCCCAACC nTTCCAAGAA ATTCTCCCGA TTTAACAAAA 10 6 68 0 

TCACCTATCT TTACAGAATA TAAATTTAAA TGCCCATAAA GAGATTTAAT ATTATTTTTG 10 6 740 

TGACCAACCA CAACAAAATT CCCATAAAGA TCATTGTATC CAGCTTCAAT AACTATTCCA 10 6 80 0 

GAAGAAGAAG AT AC AC T TC A GCATTCATTG GAGCTGCAAG ATCTATTCCT GTATGGAAAC 10 6 86 0 

TTTTGTTGCC AGTGAAAGGG TCATTTCTAA ATC C AAAATC AGAACTAACA ATAAATTTTT 10 6 92 0 

TTAAAGGAAA AAT AAAATTG GCATTTAAGA. AAAAAAGCAA TTCTGTGCCT G AAAAAAG T C 106980 

CAAAATCTGG ATTCTTAACA AAATCAAAAA AAT AAAATT C ATAAACTCTG TCGTTCCTTT 107 04 0 

TAATTTTTAC CTTTTCAGCT T T AG C AAG AT CC.CTTGTTGC TAAAAGCAAA TTATTAAATC 10710 0 

TATAATCTTT AC T AT C AAAA ACAAAAACTC CTTTTTTACT GGG AAT AAG A ATCTCTTGCC 10716 0 
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CAACACTCAC AGCAGGAGAA TCTAATAAAT TAATAGTAGC AATGCCGGAC TGCCATCCAT 10722 0 

TTATTTTATT GGCAATTTTA AAAAAAGTAT CCCCTTTTTT AACTTTATAT GAGTAAAAAA 107 2 80 

ACAGAGGAAT ATGTTGTTTT TTGTTATATT TTAAAACTTT AATTTTAAGA TCAGAAAAAA 107 3 40 

CAGGATCTTG CCTTGAGAAA TTTTTTATTT CTGGATAAGA AAAAACATAA ATTATTTTTA 107 40 0 

AAAAAAAGAA AC C TGC ATT A AATAATAAAA AAATTTTACT C AT AC TAT AA ATTCTTTAAC 107 4 60 

GATTAATTAA TCAAATATAA TAAAAAACAT AAAAAAAATA AATCCTATTT GGACTTGCAA 107 52 0 

ATAATAACAA ACTGTAATAA ACTGTCTCTC AACATGGAGC TAAACGAATA CCAAGAAAAA 1075 80 

GCAAAAAAAA CTGCTAAATA CAAAAATAAA AAAGAAGAAT TAATTTTAAC AACACTTGGT 10 7 640 

CTTGCTGGTG AAACTGGAGA AGTTGTTGAA AAAATAAAAA AATTGGGAAG AGATAAAAAT 10 77 0 0 

" TACATTATTG ATGATGAGTA TTTAATATCA ATTAAAAAAG AGCTTGGGGA CGTATTATGG 10 7 7 6 0 

TACTTGTCAA GTTTAAGCAA TAATTTAGGC ATTACGCTTG AAGATGTTGC CCTCACAAAC 107 82 0 

CTAAAAAAAA TACAAAAACG AC ATGAAAAT GGAACAATAA ATGGCGAAGG CGATGACAGA 1078 8 0 

TAAGGCATTT AAATTTAAAA TACTCAAAGT TTAAAAATAA AAATGCTTAA TATTTATATC 107 94 0 

AAGGGAATTT T AC TTGGAAT TGCAAACATA ATCCCAGGGG TTTC TGGGGG AACGCTGGCT 10 8 0 00 

TTAATATTAA AAATTTATTA CAAAATAATA AACTCCATCT CAGAAATCTT AAAGCTCACA 1080 60 

GAAATTAAAA AAAATTTAAT GTTTTTAACT ATTTTGGCAA CAGGAATGTT AACCTCAATA 10 812 0 

TTATTAACTG CAAAAATATT TAAAACTTAT GCTTTTGACA ATGGAATAAT AGAAGCACTG 108180 

CTAATAGTAT TTTTCATAGG ATTAGCATTT GGAAATATAC TAACACTAAA AACAGAAATA 10 82 4 0 

TCTATAAAAG AAATAAATAG TAATACAAAA ATATTAAATA ATTTATTGTT TTTCATTGGT 103300 

ATGAGCATTA TTGTACTCTT CTTAATACTC AAAGAATCTA ATATACAATT GCAAAGTACA 10 83 60 

ATACCTAAAG AC AAAAAC T C AATAAAATAT TACTTATTAT TGATATCCTC TGGAACAATA 10 8 42 0 

AGCGGAGCAT CAATGATCTT ACCGGGAATC TCAGGATCTG CAATGCTTTT ACTGCTTGGC 108 480 

TTTTATAAAG AAATAATACT TATTGTGTCT GAATTTAACA TTATTCTTAT TACAATATTT 108540 

GCAGCTGCTG CAACAATGGG AATAATTACA TCAATATTAA TAATAAAGAA AATAATAGAT 10 8 600 

AAGCACTTAA ATAATTTTAT T T ATT TAT C A AAAGGCTTAA TTTTTGGATC AATTCTACAA 108 660 

ATGATATTAA TTGTATTAAA ATTGAACTTT AAAATCGGCT TTACATCTTT TACATCTCTG 10 37 2 0 

GGAACATCAT TCATACTGGG AATCTTTATA AACAAAAAAT TGGCTGAGAA ATATAAATAA 10 8780 

AAAATTTAAA AATACCGAAG ACCGGACTTG AACCGGTACG AGCTTCCTCC- TCAGGATTTT 10 8 340 

AAGTCCTGTG TGTCTACCAA TTCCACCACT TCGGCATAGA ATAATATAAT AAATAATAAT 10 3900 
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ATATTGCAAT GTCAAGTTAA ATAAGAAAAT AAATATAAAA ACTCAATTGA TAACTATTTT 108 9 60 

TTGAGGAAAA TTCTCAACAA CATAATTGCT ATGCAAATAA TCTGCAATTA CAAACATAAA 109 02 0 

TGAATATAAA GAAACCCTAG CAAAAAAATT AGAAAAAACT CTAAAATCAA TTTTATTTGC 1090 80 

TAACATTGAA GTGTAGTTTG AATCATTTAT TAAGCTAAAA AATCCATTTT TGATTAATAA 109140 

ATCAAAAATA ACAAATTCAG ATTCATCTAA AATAAACATC AATTTATCCA TTTGGGCTTT 10 92 00 

TAAATATAAA ATTTGTTCAC TAATTTGCAA ATTGGCAATA CTTTTAATAA AATCCTTGCT 1092 60 

TAAATTATAA ATAACAATAC CATAGTGATT ATTCTCAAAT TTAAAATCCA CAAGCAATCG 1093 20 

TAATTTTAAA TCGCAAGAAT CTTGCATTA.C ACTTAAAACT TTAATATTTA TTTTGCGCTT 10 93 80 

AGAAAGAATG C T AAC AG AAA GGCCACTACC TTGATCAATA AAATAAGCAT TCTTAAAAGC 1094 40 

■ TCTAAATAAA ACTCTATTAT TAATTAAATC AAGAACATTT TTATTGTTAA GATTCTTAAT 109 500 

AATTATTAAA TCAAAACTTC GATTTAGAAT ATTATAAGCA GAATCAAGTA ACCCTTGAGA 109 5 60 

AAAATCATCA T TTAAATTAA AATTTGCAAC CTTAAACTCC AAAACACTAA AATCTGTATC 109 62 0 

TACAACATTA CAGGAAAAAA ATAAAACACT AAGCGGAAAT AAACTCTTCA AGTTGATACT 109 680 

TTGTCTCAAC AACTTCAAAT ACAAGCCCAT ACTTTTTTGC AGC ACT ACTA TCCAACCAAA 109740 

AATCTCTATC AGTATCCTTT TCTATTTTAG AAATTTTTTG ACCCGTTTCT TTTGAAATAA 109800 

TATTATTAAG TTCTTTTTTA ACTTTATTTA ACTCATTAGT GTAAATCTCA AT AT C TG T AG 109 3 60 

CAACTCCCTT AAATCCACTC AAGGGC TGGT GCAATAAATA TCTGGCAAAG GGCAGTGAAA 109920 

ATCTATTTTC TAATTTTGCA GCCAAAAAAA TTAAAGCAGC AGCGCTAGCA ACAAGCCCTA 1099 8 0 

CTCCAACTGT AAAAACTTTA GGCTTAACAA AGCGAATCAT ATTAAAAATA GCAAATCCAG 110040 

CATCAATGTC GCCTCCTTCT GAATCAATAT ACACAAATAT AGGCTTTTTA AAAT C TAG AG 110100 

C C TC T AGC AA TAATATTTTT TCCTGAAAAA GCCTGGAAAC ATCCTTGGTA ATCTCACCAG 110160 

CAATAACTAT TGATCTGCTC TTTAAAACTA ACTTCAATGA TTTATCATGC AAAAC AC AAG 1102 2 0 

CATCATTATC TTCTTTCCCG GTC AT AAAAC ATCCCTTATA CAAAAACATA ATGATATATT 1102 8 0 

-ATAATTGAAA ATAAAAGGTT TTTAAATGAT AAAAAAG C AC AAAAATTAAA CAATTGCACT 110 3 40 

TAATTTCTGA AAAGCAAAAG AC T AAT AAAT CTTTAATCAA GCTTCATTAA AGTTAAAAAA 110400 

TACTCTAAAT TTTACAAATT AAGTAAAATT AAAAAGGAGT TTATAATGCA CCATGAATTT 110 460 

GCGGTTATCG GAGGGGGAAT AGCGGGAAGC ACCGTTGCTT ACGAACTGCT TAAAAGAAAT 110 520- 

AAAAAAGTAA TTCTTTTTGA TAATGAAGAT ACAAAAGCAA CAATGGTAGC GGGCGGGCTT 110 5 30 

ATTAATCCTA TTATGGGTAG AAAAATGAAC ATTGCCTGGA AAG AAC C AC A TATTTTTGAA 110 640 

TTTGCAAAAA ACTACTATCA AGAAATTGAA AAAAC C ATT A AAT C C AAAT T TTTTATAGAA 1107 0 0 
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AAAAAT ATCT TTAGACCCTT TACTACTGAA AATCAAAAAA ATGAACTGAT TGATAAACTT 1107 6 0 

GAAAATAATA AAAACATAAC AAACTTTATT TTAAAAATAC AAGATGGAAA AACTTACAAT 110 82 0 

TTCTCAAACG ACTCTAACGG CGGAATGATA AT AAAAGGC G CCAGGGTTAA TACAAAAACA 110 83 0 

TATATAAAAA ATATTAAAAA ATACTTAATC GAAAAAAATT CTTACATAAG CAAAAATATA 110 94 0 

AAC G AAAAT A AAATTAAACT TGGAGAAAGT TTTTTCAAAA TAGAAGATTT TAAATTTGAA 11100 0 

AAATTAATAT TTGCAAAAGG GTATAAAGAA AAACTCAAAG GATTTTTTTC TTATCTCCCA 1110 6 0 

TTTGAGCCTG C AAAAGGC G A AATCATTATA TTAGAATGCA AAAAATTAAA CTTTAAAGAG 11112 0 

ATTTACAATA GACACATATC TTTAATTCAC TTAAAAGGCA ATAAATTTTA CCTTGGAGGC 11118 0 

ACTTACGAAT GGAACACTTG GAATACACTT ACAAATGAAT GGGCAAAATT AGAGCTATTG 111240 

AAAAAATTTA AAAAAATAAC AAATCTAAAA TGCAAGGTCA TTGCTCAAAA AGCACATATA 1113 0 0 

AGGCCTTCAA CTCTTGATAG AGAACCTTTC TTGGGAGAAC ATCCTAAGCA T AAAAAT AT C 1113 60 

T T TAT AT T AA ATGGTTTTGG AACAAGGGGC GTATCTATGG CTCCATACTT ATCTAATTTA 11142 0 

TTAGTTAATA ATATTGAAAA AAT T G AC AAA ATTCCAAATC AT T AC AAT AT T AAAAGAT AT 1114 8 0 

GC AAAAT ATT ACAATATTTT GGATCATTCT TAAAATCAAA ATTTTTAAAT CC AT AC AT AC 111540 

TGACAAACGA C T AC TAT T AA TATTTCTAAA TTCATAAAAA AAT AAT AT AA TGTTTAAGTT 1116 00 

AAGCTAAAAT AATTCTTATC CAAAGAGAAA CTAAGAGTGA AACAAGATTT AACAAAGCAA 1116 60 

ATAAAATTAA TTGACACTTA CAAAACAAAC CAGGAGAATA ATCTTTGGGA TTTAATATTA 1117 2 0 

ATATCATAGG AACTGGAGGA ACAAGGCCAC TCCACAATAG ATATTTGTCA TCCGTACTAA 1117 80 

TCGAATACGA TGGAGATAAC TTTTTGTTCG ATTGTGGTGA AGGAACCCAA ATGTCTTTAA 1118 40 

GGAAACAAAA AATATCCTGG CAAAAAATAA AAATGATTTG CATTACACAC TTACATGCTG 1119 00 

ACCACATCAC GGGACTACTT GGAATAGTAA TGCTAATGTC ACAAAGTGGA GAAACAAGAA 1119 60 

AAGAACCATT AATAATCGCT GGACCTGTTG GAATAAAAAA CTATACACAA GC T AAT AT AA 112 020 

ATATGCTTAA AAT AT AT AAA AACTATGAAA TAATTTATAA AG AAAT AAT C ATAGATAAAA 112 0 80 

CCGAAAAAAT AATATATGAA GATAAAACAA AAAAAAT TG A AT AC AC T AAA CTAAAACATT 112140- 

CAATAGAATG TGTTGGATAT TT ATT TAT AG AAAAAGATAA ACCCGGC AAA TTCAACACAG 112 2 00 

AAAAAGC AG A AG AGC T AAAT ATTCCTAAAG GGCCTATTAG AAAAGCCCTA CAAGATGGAA 1122 6 0 

AAGAAATATT GGTAAACGGA AAAATTATAA AGC CATC AGA AATACTTGGA AAATCTAAAA 1123 2 0 

AAGG AC T AAA AGTTGCATAC ATTACAGATA CTGGTTATTT TAAAGAACTC- ATACAGCAAA 1123 8 0 

TC AAAAAT TT TAACCTTGTA AT AAT T G AG A GC AC AT T T AA AAATGAGCTA AAAAAAGAAG 112 440 
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CCGATAAAAA ACTTCACTTA ACAGCTGGCG GGGC TGC AAA TATTGTCAAG CAAGCAAAAG 1125 0 0 

TTTTACAAAC AGGACTTATC CATTTTAGTG AAAGATATAC ATTAAGAAAA GATC TTGAAA 112560 

AC TTAC T AAA GGAGGCAAAA TTGGAACATC C AG AC GG AG A AATTTTTTTA ACAAGAGATG 112 62 0 

GAATGAGGCT TC-AAGCAAAC AAAAATAACT TTATTATTAA ATAGGAGGGT ATATGATAAA 112 68 0 

TGTAGAAAAA GTTACTAAAA TGTATGGGCC ATTTACAGCA CTATTTAATG TTAGCTTTAA 112 74 0 

GGTTGAAGAA GGCGAAGTAC TTGGTATACT TGGCC CAAAC GGAGCCGGAA AGTCCACATT 112 800 

AATCAAAATC TTAACATCAT TTCATTATCC AAGCAAAGGT AATGTAAAAA TTTTTGGAAA 112 3 60 

A GAC ATTGT A GAGCATTCGA AAGAAAT AC T ACAGCAAATA GGATATGTTC CTGAAAAACT 112 92 0 

AGCTCTTTAT C CAGAGCTTT CTGTTAAAGA ATATTTAAAG TTTATATCAG AAATAAAAGG 112 98 0 

TGTTAAAAAA TTAAAAAAAG AAATTGACAG AGTAATAAGC ATATTCAAAT TAAAAGAGGT 113 04 0 

TGAAGATAAG CTGATTTCTC AACTTTCAAA AGGATTTAGA CAAAGAGTAG GAATAGCTGG 11310 0 

CGCTTTAATA AACAATCCTA AACTTGTAAT ACTTGATGAG CCAACAAACG GTCTTGATCC 11316 0 

AAATCAAATA ATTGAATTTA AAGAATTTTT AAGAGAACTT GCAAAAGAAA GTACAATATT 113 22 0 

ATTCTCTTCG CACATACTAA GCGAAGTAGA ATCTATTTGT AAAAGAATAA TTATTGTCAA 113 2 80 

CAACGGAGTA ATTGTTGCTG ATGACACAAA AG AAAAT A T T ATTAAAAATA AACTTAAAGA 113 3 40 

. GATTGAAATA GAATTAATAG TTTCAAAAAA ATCTGAAAAT GAGAAAAAAA TTTTCAACAG 113 400 

CAAAAATGAT ATTTTTTCAT TAATAAAGCT TGAAGAACAC G AAAAAG AC T TAAATATTTC 113 4 60 

ATTAAAACTA TCTCAAGGCA AAACAGAAGA AGATCTCTTT AGCTACATAG TAAAAAATAA 113 520 

TATAATCTTA AAAGC AATG A TTCCAAAACA TGAAAGCCTT GAAAAGATAT TTAGCAAATT 113 5 30 

AACCAAGGAG AGAGAAAAAT GAAAATAGAT TTAAAGCAAT "CTTTATCGCT TTCTAAAAAA 113 640 

GAACTAAAAA TATTATTTGG AACCCCAACT GCATACGTTG TGATGCTATT TTTTTTAATA 113 7 00 

TTCATAAACT TTTCATTTAT TTTTTTATCA GGATTTTTTA TTAAAGACAA TGCATCTCTT 1137 60 

ACCTCTTATT TCTCTTCAAT GCCTATTATT TTAATGTTGG TACTGCCAGC ACTTAGCATG 113 8 20 

GGAGTATTCT CAGAAGAACA CAAAACAGGA AGCATTGAAC TTCTTTATGC TCTACCGCTA 113 3 80 

AGTCCTCAAG AGATAGTCTT GGGCAAATTT ATT AC GC TT A AAATATTTAC CTTAATACTA 113 940 

TTCTCACTTA CCCTACCTCT TACAATAATG ACAATTTTCA TGGGCGAATT TGATCTTGGG 1140 00 

ATAATATTGC TTCAATATCT AGGAATAATT CTTTATTCTC TTTCTGTGCT AAGCATGGGA 1140 6 0 

ACATTTATAT CCTCCATTAC AAAAAG CCAA ATAGTCTCTT AC AT T C T T AC CGTATTTACA 11412 0 

CTGATATTAA TACTATTTTC TGGGAAATTG 'GTTATGATCT TTGGAAAAGA AAATATAATA 11413 0 

G GAG AAA T AC TTAATTTTGT TTCAATAACC AATCACTTTA GCTATTTTAA TATGGGTATA . 114240 
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TTAAACTTAT CAGACTTTAT TTATTTTATT AC AT T C AC AG TCACATTTCT AATACTAAGC 1143 0 0 

AC AC AC AGC A T AAC AC T AAA AAAAT GG AG A TAAATTTATG AAAAACAAAG AAAATGAAGT 1143 60 

TTTAAACCTA ACTTTGAACC TTACAATAAT CTTTTTGATT TTTTGTAATA TATCTATTTy 11442 0 

CATTTTTAAA ATAGACTTTA C AAAAC AC AA AGCTTTTACA AT AT C T AAAG TTACAAAAAA 11448 0 

TTTGTTCTCA AGTGCAAATG AAACAATATA TATAACATAT TACAATTCAG GAAGCCTTGA , 114 540 

AAACTATTTT GCTTTTCCAA ACCAAATAAA AAATTTTTTA ATAAGTTTTT CTGATGCTTC 114 60 0 

AAAATGTAAG GTAATTTATA AAGAAATTGA CGCTGATAAA ATTTCAACAC CATTAGAGCA 114 6 60 

.- CATTGGTATT CCCTCTCAGC AAATCGACTT AAGAGATATT AATCAGCTTT CAATACTCAA ' 114720 

AATATACTCA GGAATTGAGA TTATTTACGA GGGAAAAAGA GAAGTAATAC CGGTTGTAAC 114780 

AGAAATCAGC AATCTAGAAT ATGACCTTGC AAATGGACTT GACAAACTAA TAAATAATAC 114 3 40 

CAAAAAAGTT TTAGGACTTG CTTTTGGAGA CAGCACTTTA AAAGAAGCAC AT AAAAAC T T 1149 00 

TTCCGAAATA ATGAAAAAAG CATTTGGAAT TGAAATAAAA GAAATAGATT T AAAAAC T G A 114 9 60 

AAAAT T AG AA GACATTAGAA AAG AT AT AAA TGGATTATTC ATTATTGGCG CTAAAGAAAT 115 0 20 

TGACGAAGAA ATTGCAAAAA AAATTGACGA TTTTATTGTT AATGATGGAA AAATATTTGT 1150 8 0 

TGCAACAAGC ACAATTGACT ACAATCCTCA AAATC CAT AT GGCATAACTC CTATTAAATC 115140 

CAGCCTATTT GATCTATTTG AAAGT T AT GG GAT AAAAT AC AACGATAATA TTATTCTTGA 1152 00 

T AAAAG AG C G CCCACAATCT TTTTGGGTGG CAATTTCCAA ACTTACTATC CATGGATCTT 1152 60 

AATAGACAAA AGCAATATTG TAAAAAAAGA CATGCCATTG CTTAAAAATT TTTATACCGC 1153 20 

TACAATTCCT TGGAGCAGCT CATTAGAACT TATAAAAAAA GATGAAACAG AAGTAAAATT 1153 80 

TTTACCTCTA TTTGCAAGTT CCAAACAATC ATGGCAAGTT AAAG AAC C T A ACCTTTCAAA 115 4 40 

CATATCTTTG AATGCATTTG AAGTTCCAAA TAAATTTGAA GAGAATAAAA C T AAAAT AC T 1155 00 

AGGATATGCA ATTGAAGGAA AAAT T AAAAG TCCTTATAAA GATCAATATT CCAAAAATTC 1155 60 

TAAAATAATC C T AAC AGG AT CAAGCATGAT ATTTAGCGAT TATATGTACA ACGGGTCTCC 1-15 620 

ATCAAACTTT GAACTATCAG GAAGAATTTC GGATTATTTA ATGCAAAAGG AAGAATTTTT 115 680 

TAATATTAAG TCCAGAGAGG TACGAGCTAA ATTAAAATTT GCAAGCTCTT CAAACGAAAT 1157 40 

GGTCAATGCA AAGTTTTCAT TAATAATTGT TAACTTAATT ATTCTTCCAA CAATAATATT 1158 00 

AATATTTGGA CTTGTTAGAT TTACTAGAAA AAGAAAAGCA AATTAATAAG AACAAAGGAG 1158 5 0 

TGTTTATGAC AAAAC C AAAA ATATTCTCAA TCAATAAAGA AAAAATAAAA- ATATTGATAA 1159 2 0 

TAGTAGTGTT AAC AT C TAG A TTCTTATTGG GAATAATTTT TTCAAATGAA AAT AAAGT AG 1159 80 
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CAAGGATCCT 


TGAAGAAAAA 


TTTTTTGATT 


TTGACTTTAA 


TTTAATTTCT 


AAAATTGAAA 


116040 


CAGAGCTTGA 


AGGAACGCTA 


ACAAAACTTG 


GCAAAGATTG 


GATTTTAACA 


TACAATAAAC 


116100 


AAAATATTCC 


TGTTGATAAC 


AAAAAAGTCA 


ACTCTCTAAT 


CAAAGCATTA 


GACGAGCTTC 


116160 


AAAAAAACAA 


GCTTGTAAGT 


AGAG AT C AAA 


AAAAACACAA 


GG AAC T AGG A 


AT T GG AG AAA 


116220 


ATCCAAGCTT 


T AAAT TAT TT 


GACAATAATA 


ATAAGCTGTT 


AACAGAAATT 


TTTGTTGGAA 


116280 


AATCAGGAGA 


AGGCGATTCA 


AGACTGGCAT 


ACATTAAAGG 


TAGTGACGAA 


AATGTTTACT 


116340 


-pa arAAAAAA 


CATTTTCTTA 


TCATACAAAG 


GAAATTCTTA 


CAATACATTT 


TC AGATAC T A 


116400 


CATTGTTCCA 


AGAAAAAAAC 


ACAAAATTAG 


AAAATTTATC 


ATTCAAAATA 


ATAAGAAAAT 


116460 


•X AAAC AAGG A 


AAATGAAAAT 


AAC AT AAAT A 


AT AAC TATGA 


GATTATCAGT 


AAAGATGGCC 


116520 


TTT-ATTT^TT 


AAATAACCAA 


AAAATGACAA 


AAGAAAGGCC 


TTTAAATATT 


ATTGCTGAAT 


116530 


TTAAAGCTGA 


CGGACTTGAA 


AT T GAT AAAT 


C T AAAAT AG A 


TGATTATAAT 


CTTCAATACA 


116640 


AAAT T G AAGT 


C AAAT GG AG C 


AATAAAAGTG 


TC AAT AAT AT 


TGAAGTTTAT 


TTTAATAAAA 


116700 


ACGAAGAAAA 


TGACAAAGAC 


ATATTAATCA 


AAAAAGATAA 


AGATGAATAT 


TACTACACGA 


116760 


GTAGCAAATG 


GACTTTTTTT 


GATGTATTCG 


AC T T AG AAAA 


AAAATTAACA 


GAAAAAGATG 


116820 


AT AT T T C TAG 


C AAC G AT AAT 


CAAGAAGATC 


AT CAT G AAC A 


TC AC AAC AAT 


GCAGATTAAT 


116380 


CTTGCTATAT 


AT AAAAAG C A 


TTAAAAGAAA 


AAC AT AT AAA 


AAT AAAT ATA 


ATTAAAATAT 


116940 


AC C ATG AC AA 


AGACAACATT 


TTATCAAAAG 


ATAAGATGTT 


GTTTGGCTTT 


ACTGATATAT 


117000 


CFTTTAAATT 


AAAATTAATA 


TCAAACAAAC 


CGCTCAGTTA 


TC AAAT ATT A 


ATTTTAAGAA 


117060 


TTTTTATAAA 


AAAT AG AAC T 


TAAACGAATG 


GATTTTCAAC 


CTTTAGTAAG 


TAAAAATTTA 


117120 


ACTTTTTTTA 


AAACTTCATA 


CTCTTGTTTA 


ATTTTAAAAA 


TATTTCTATT 


AGGATTTAAC 


117180 


TCAAGTTCAC 


TTTCTACCCT 


ATCAATAAAA 


TTTATTAATA 


TGGCTTTTTC 


ATCGCTATTT 


117240 


AGCACAACAT 


TACTTAAAGA 


TTCTTCAGCA 


TTAAATTTGC 


TTACAACCTT 


TTCAACATCA 


117300 


TTAAAATTAA 


AATTAGAAGG 


AAAAGGGTC C 


TTAGTTATGC 


TTTGAGAGCT 


GGGCTTTTCA 


117360 


TAATTAGCAA 


CATCATTACT 


TTGGTCTTGA 


TCTGATTTAT 


CTCTCAAATT 


ATCATGCAAA 


117420 


TTTTTCTCTC 


CAGCATTAGA 


AAAAGAGCCT 


TCGGCAACCG 


TAG AATC C AG 


ATCCTCTTTT 


117480 


AAAATATTTT 


CAAAATCATC 


AAATTCTTTT 


GACTCAAAAC 


GTTCACCAAA 
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ATCGCACAAT 


TATCACCATT 


CTCATGCTCA 


ATGTTTTCAT 


TCTCATTAAT 


TAAATCCAAA 


117600 


CGTTGTTTAT 


TATTATCTAC 


AAAGCTCTCC 


AATTTTCGAG 


AGTTATCGCA 


ATTAGCAATA 


117660 


GAATAGGGAT 


CTTCTGCTCC 


CACTTCATGT 


TCCAAAGAAG 


AACTATTATC 


CAAATTTTTA 


117720 


TTAACAGAAT 


CTAACAGTTT 


ATCTGGCTCT 


GTAGTAAAAC 


TTTCCAATTT 


TTTACTGTGA 


117780 



224 

TCGTTATTAT TATTTAACTC CATATTTCCT ATGGACACAT TATCACTGTC AACATTAATA 117 840 
TCCTCTTTTT TAAGAATATT ATT AG AAAAA TTATCAGCCA CATGTAAATT GTTAGTCAAA ' 11790 0 

TTCAAATCTT TATCTCTATT AAATTTAACA TCGTGCTGAA CTTCTTCATT TTCTTTTGGG 117 9 60 

GTATAATTGA TACCTTCAAG CAGCGCATCT AATTCTTCTT GACCAATAGA AATATTAGGC 11802 0 

AAATTATCTT CTTTTTTTGA AAATGAATCA TCCGTCTCGG ATGATTTTTT TTCAAAATCC 118080 

TTCGAATCAT AAGAAATAAA ATCCCTTTGA AC AAAC T T AA GACTATTATC AAGCATTTCT 118140 

TTTTCAACTC TCTCAACACG AAGCTCAACA CCCTTTAAAC AATTAATCAG CTCGCCGTGC 118 2 00 

CTTTCTTTTA AGATGTTATC GAGTTTTAAC AGCTTTTCAT CCAAAAAAGT TTTAAGATTA 118 2 60 

TCTGGGGCTA TAGAAACAAT ATCAACAGAC TCACTTCTTA AAAATACCTT TTCAATATCA 1183 20 

AAATTAACTT CCTTGGGACC TTCTTTGATA AAAAAAACAC TTTCCTTCAT GCCAAACTTG 1183 80 

CTCTCCAAAA CTACTCAATA AAACTACAAT CTAAAGCAAT TTTAACTACT TGTAAATATA 118440 

GTATATTAAG AATATAATTA CAAGCTATAT GACTATTTAT AAAAAAATTG CAATGTCTTT 118 5 00 

TTACTCAGGA AT AC T AAGC T ACTTTATAAT AGCTCCCATA TTTGGAGAGA GAGGATTTGT 118 5 60 

TAATTATCAA AAATTGGATA ACAACTTAAC ATTAATAAAA AATCACATCG AAAAACTAAA 118 620 

AGAAATTCAA AAAGAATTAA AAGCAAGATA TATTAACCTA CAAGTATCTA AATCGGAAAT 118 6 80 

TCTAAAAGAA GCTAAAAAAT TGGGC T AC T A CCCAAAAAAC TCAACAGTAA TAAAAACCAA 118 7 40 

CAATAATAAA GATCAATATA ACCAAGGGCA AATATTAACC TTACAAAAAC CCCTTTCCAA 118 8 00 

GAATCAAAAT TTTTACCTTA TATCAATAGC AATAGGTTTA ATTTATTATT TTTTATCAAG 118 8 60 

CTGCATTATC CAAACCAAGA AAATTACAAA AATCAATAAA CTTGCTTCCA ACAACTCTAA 118 92 0 

GGATTAGTCT TTATTGAAAA TATTTATTTT T AAAAAT AC A ATATATTTAT TAATTAATTT 1139 80 

AATTTGTGCA TCATTTTTTT GCGTATCGTT AGTAAATCTT TTTTCAAATG AACAACAGTA 119040 

TACTCCTTTT GTTAAAACAA ATGTCATAAA AAATTACTTA CAATACATTG GAGTATATAA 11910 0 

AAGTATAGAA AGATATGCCC TGATACATGA CTTTAACCCT AAATCAAAAT TAGAAAAAGA 119160 

TTGCTTTTTG AAGC AT AT AG CTGGCAATTC ATATATAATA TACAAAACAA AAAATGAAGG 11922 0 

AATGCTGTGG GGCGATCATC GATACTCTCT GCTGAGCAAA GGAAAGCCAA CTACTAAAAT 1192 8 0 

AATTTTTCAA AAAATATTTA ATACTTTAAA AATCTCAATT CCAGGCGCCC TACTCTCTTA 1193 40 

TATTGCGGCA ATAATCCTTA TTATAATTTG GAAAATTTAC ATAAAAAATA AT C T AAT AAA 119 40 0 

TAATATTCTA GAATATTTAA TGCTATTGCT CCACTCCATG C C AAG AAAC T - TAACAGTATT 119460 

TTTAATACTG TCTTTAATAT ATTACCTTAA TTTAAATCCA AAAAAT TTAA ' TAATGGGTGG 119520 



ATTTGCATGG 


TTTTTTTCAT 


TCTTCATATT 


TAATTCTGTA 


ATTTTTAAAC 


AATCTCTTGA 


119530 


CAAAACTTTA 


TCAGAATTTT 


AC AT AAAAG C 


TGCAAAATCA 


AGAGGAATAA 


ATAAATTGCA 


119640 


AATAATCTTA 


AAACATGCAT 


T AATTC CAT C 


AATAACACCA 


TTACTCACAA 


ACATGAGACC 


119700 


TATTATTACA 


ACAGCTTTTT 


TTGGAGCATC 


AATGATTGAA 


TCAATGTTTG 


AAATTGATGG 


119760 


AATTGGGGCC 


TTATATTTAA 


ATGCTTTGAA 


ATTTAACGAT 


TATGCTATTT 


CTAAAGATTT" 


119320 


GATTTTTATT 


GGCGTTTTCA 


TTATGCTTAT 


TCCAAATATA 


ATAACAGATA 


TACTAATTTA 


119880 


CAAAATTAAC 


CCATATAAGG 


ACACTCTAAA 


CTAATGAAAA 


CAGATACAAT 


AATAAAAAAA 


119940 


ATTTATATCG 


TACTCTTTAA 


TATATTTATT 


GTGTTGCTAA 


TTATTACTCC 


GTCATTGGTT 


120000 


AATGAAAATT 


CAAAAATTGC 


AATCTATAAA 


AAAGATCCAA 


ATAAAGTCTA 


TTTAAAATCT 


120060 


ATTAAAAATG 


TACCTATGCC 


ACCCACAAAA 


GACAACCCAT 


TAGGAATCGA 


CAAAATGGGA 


120120 


AGAGATATTA 


TGGCAAGATT 


AATAATTGCA 


ACCAGAAACT 


CTATTTTACT 


TTCACTAAGC 


120180 


TACGCAACAA 


TTTCTGCAAT 


AATTGGAATC 


TTTATTGGAA 


CAATCATTGG 


CATGTTTAGT 


120240 


TTTGAAATTT 


GCATGCTGAT 


TTCAAAACCA 


ATTGAAACAT 


TGCAAACATT 


ACCTTTTTTT 


120300 


TACGTTGTGT 


CTTTAGTTTT 


TTATTACTTT 


TTAAAACAAA 


AAACTTACAA 


TATGCTTCAA 


120360 


ACAGCAACAC 


TATTAGCATT 


GATTCATGGA 


T GG ATT AG AT 


TTGCTTTTAT 


TGC AAG AAAC 


120420 


AATACATTAA 


TAATAAAAAA 


TTTAGATTAT 


ATT AAAGC C A 


GCGAAGCTAT 


GGGAGCAAGC 


120480 


- AAAATTAGAA 


TAATATTGTA 


TCATATTTTT 


C C AG AAGT AT 


TCTCATCAAT 


ATCATCTATA 


120540 


ATCCCATTAC 


AAATGGGAAG 


AAGTCTTACT 


ACTTTTGAAG 


TAGTAAGTTT 


TTTACAAAAA 


120600 


CAAGATAAAA 


ATCTATATCC 


CAGTCTTGGA 


GAACTGCTCA 


ACTATATGCA 


AATGGGCAAT 


120660 


AAATATCTAT 


GGATATGGAT 


CAATCCCTTA 


CTCATATTAA 


TAGGCATAAA 


CATAATACTA 


120720 

V 


GCAATTATAA 


ATT T T AAG C T 


AAGAAAAAAA 


AT G AAAC ATT 


TAATATCATC 


TTAAATAAAA 


120780 


AATTAACAAA 


CTC TTGGAGC 


AAATTTTTCT 


AAAAAACAAT 


TATCACAATT 


TACATTTCTA 


120840 


G AAG T AC AAA 


TTTCTCTTGC 


ATGCTTATTA 


ATAGCCATAG 


AAAAT C TATA 


CTGCTTACAA 


120900 


GGCTTTATTC 


TTCTTTTTAG 


ATCCAATTCA 


ATCTTAATAG 


GAGAACTTTC 


CAAAGAAAGA 


120960 


GCATGTCTTG 


TAATAACTCT 


AC TAAAATGA 


GTATCTACAA 


TAATTGCGGG 


TTTATTGTAA 


121020 


ACAGATCCAA 


GAATAACAI I 






CAGGTAGCTT 


AAT AAGATCA 


121080 


AAAATATTAT 


TTGGAATAAC 


ACCATTAAAT 


TTTTCTAAAA 


TATCAATAGA 


GCAATTCACA 


121140 


ATATTTTTAG 


CCTTTCTTGA 


ATAAAAACCA 


GTCTTATAAA 


TTAATTTTTC 


AACATCTCTC 


121200 


ACATTTGCTC 


TTGAT AAAC T 


TTCAAAATTC 


TCGTACCTTT 


CAAAAAGGTA 


TGGAGAAATT 


121260 


TTATTCACCA 


AATTATCTGT 


TGTTCTTGCA 


CTTAAAATAA 


CCATTATTAA 


AAGTTCATAA 


121320 
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TTGTTTTTAT AATTTAAAAA AGGTTTAACA TCAGGATATC TAAATAAAGT TTCATCAACA 1213 80 

ATCAAATCAA GATTAATCAT AAAAAAATTA TAAAACATTA TAAACACAAA ACAAAAATAA 121440 

AAAATATACA AAGTAAAGGT AT C TAG AC T T TATTGACAAG GATTTTTCAA AATG AT AT AC 1215 00 

T C AT C AT TAG AATTTTAAAT GCACCAATAG CTCAATTGGA TAGAGCAACA GACTTCTAAT 1215 60 

CTGTAGGTTT TAGGTTCGAG TCCTAATTGG TGCGCTTCAT TCGGGATGTG GCCTAGTGGC 1216 2 0 

TAAGGCACCT GCTTTGGGAG CAGGGGATCG TGAGTTCGAA TCCCACCATC CCGAAAAAAT 12168 0 

AT T AAAAAAG CTAAAAACTT TTGTTTTTAG CTTTTTTGGT TTTTTAACGA T T T AT AC AAA 1217 40 

TTAAATCTAA CTGTAAAGTT ACTTAACTTT CTTTAAAGTA TTTACATCTA AAAT AAC TAG 12180 0 

ACTTTTAAAC TCATCTTGCA A^AT AAAT AAA ATTTTTTCTC ACAGAAAAGC TAGTAAAAGG 1213 6 0 

. CATAATTTTA TTCTCTGAAA GAATAAACTC ATCTAAATTT TTAGGAGAAA ATTTGGCCAA 12192 0 

TCTCCAATCA T T AC T AC T A T CTTTATCCCT AACAGCTACT AAAATCATTT TAGAATCAAC 1219 8 0 

ATAAAGAGAT GAATTTTTAT TAATCTCAAA ATTAGACTCT GATACCACTT TTAAATTTTC 12 2 040 

AAGTTTATCA AGTATCTGAA GCTTAGCTTT TCCTGAATCC ATTTTAATAA CAACCAAATC 12210 0 

TTTTTCACGT TCATAAATTC CATACCGCTG AATGCCTTGC TGAGTGCTTT CTTTAAGCCT 122160 

AACACCAGTA TTTAAATCAA TAAGTTGAAG AGTTCCTAAA TTTGTAATTG GATCAATAAC 12 2 22 0 

CTCTAAAAAT ACAGGACTAC TGGAATCTAT AGACATAGTA GTCAAATCTT CATTCAAAGA 12 22 8 0 

AGTAACTTGG TCTTTAACCT GAGGCTTAGT CTTTTGCAAA TTAACATCTT TATTAACTGT 12 2 3 40 

CTCCTCTTTT GAATCAATGT CTTTATAAGA AGATTTATCT AACGGTGATA ATTCTCCAAC 12 2 40 0 

ATTGTTATTA GACTTGAAAA TCTTATCTAA TTTCTCAACC TCAGAAACAG GTTTAAATTC 12 2 46 0 

TTTTTTGCTA TCTAATTTTT TAACCTCAGG TAATTTTTGA TCTTCTGGCA TCATAAGATT 12 2 52 0 

TTCATCATTA TTCAAATCGC CTAAGCTTTT CTGTGACTTA CCCTTGGTTA TTTCTTCTTC 122 5 80 

CTTGGCTTTA CTTTTTTCTT TGCTAGAAGC TTTAGAATTT AATTCTCGAT CAAG ATC C AA 122 640 

GGCTTTACCA TGTTTACTTG CTTTATCATC TTTACTTTTT AAAAGCTTTT CATCACTTTT 12 27 00 

TTTGATTTCA ATTTGCTTTT CAATTTCTCT TTTCTGATTT TCATCACCAG TTTCTTTAAG 12 2 7 60 

CTGCTCCTGC AAATCTTCCA GGCTCTCTTT TATTTGTAGT TGCTTATCAA CTTTAGGAGA 122820 

ACTTACATCA CCAGGCTTTG GTAAATTCTT TTC CTTGTT A ATTTCGTTAA TATCCTCTTG 12 2 8 80 

AATTTTCTCT CTAACAGTAT TTCTTTGAAC ATCTAAATTA TCTTCAGCAG AATCTAATTT 122940 

TTGCTGAGCT TTATCAAGAT TTATTGCCTT TTTATCTAGC TCT.TCCTTTT. GTTTCTTTTT 12 3 000 

•AGCATCAACC TGACTTTCAA TCTCTTTTTT ATGCTCTTCA TCTGTAGCTT TTTCAAGCTG 12 3 0 60 
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ATCCCTTAAA 


TTTTCAATAG 


TTTCTGTTAT 
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ATTGGAATCA 


CTTTCATGAA 


TATTGTCTAA 


123120 


TTCAATATCA 


ATTTTATCTT 


GATCTGCCTT 


ATGAGTTTCG 


CCTTGAATAT 


CTGTAATATC 


123180 


TCTTGCAAAG 


TTAACACCTG 


CTTCATTTTC 


ACTTAAAAGA 


GCTGCCACCA 


CCTTATCTGT 


123240 


AACTAAACTG 


TCAATATCAA 


TGTCAGACTC 


AATATTTCCA 


GACAAAATAT 


CCTTTTTAAG 


123 300 


AGGAATAAAT 


ATTTGTGTCT 


TTCCAGCCCA 


CTGACTATAA 


AC C C TAG AAA 


GACCTGCATT 


123 3 60 


TTCTTTACTT 


AAAGACTTTA 


AAGCAGCCTC 


AATATAAAAC 


CCTTTATAAT 


AATCCAAATC 


123 420 


TCCTCTATAA 


ACAGCATTAT 


ATATTGTAAT 


AACCTTAGCA 


ATTAATTCTG 


CACTAGACCT 


123480 


GTCATAATCG 


AAAGACTTTA 


TTAAATACCC 


TGTAAGAATT 


CTTCTTAAAT 


TC AAT AT ACT 


123540 


GTCAAGCTCT 


G AC T T AC T AC 


CAATAGAAAA 


AACATCAACG 


CTTGCTTTTT 


TATCTTGATC 


123600 


ATCAATAAAT 


CTATTAATAA 


AATATTT AC C 


ATAATAACTT 


GAGTTGCTAT 


TGGAATTGGT 


123 660 


CAACGGTCTT 


GCTAAAAACT 


CCCCAATACC 


CACTATTTGT 


TCATATGTAT 


TTGTAGAATC 


123 720 


ATAAGGGCCT 


TTATAATTTA 


CAAACTCAAG 


ATCCATATTA 


ACAAAGTCCT 


TTAATTTTTC 


123780 


CCTATCAACT 


TCTCTTGCAC 


TAACAGGAAA 


TCCATTCAAG 


AAAATAAGAA 


AAAAACTAAA 


123 840 


GATTAGTAAC 


ATTTTTTTCA 


TAAAAGAAAT 


TCTCCTATAA 


ATTTAATTAT 


AATCTACCTT 


123900 


ACCAACTAAA 


TTCACCAATT 


TAAACCTAAT 


TTTAACACAA 


TCGGATTTAT 


ATGCAAAACA 


123960 


GCTAATTCAA 


TCTTGGGGAC 


TTGAAATATC 


TTGAATGCTT 


GAAATAATTT 


CATTAATGTG 


124020 


CTTGTTAATA 


TTTTCAGAAA 


AATTTTGACG 


CCTCATAAAC 


ATTAATAACT 


TTATATACTT 


124080 


ATGCTTACAA 


AGTTTAAGAA 


GTTCGGCTGT 


TGAATTTAAA 


ATTATATTTC 


TCAAATTTAA 


1 2 4*1 4 0 


AATCACAGAA 


TAAGCTATTT 


CCAAATTACC 


CTGATAATTT 


AACACTATAT 


TTTGGATGTA 


124200 


ATTGTATATA 


ATACAATCTT 


GCCC AT AATA 


ACTTTCAAAT 


TTAGTAATAG 


TTTTGACTAT 


1242 60 


GGTAATTATA 


TTATTAATAT 


CTCTCTCTCT 


AAT TGC C AAA 


TTAATAAAAC 


TCTTAATTGC 


124320 


AGCTTTATCA 


TTAACATATA 


CAAAATATCT 


ATAAAGCTTG 


CCTCTTGAAG 


CAATTCTATC 


12 43 80 


AAACCTCTTT 


TCTGACAAAA 


GCCACACATT 


AAAAGCTTTT 


TCATATAAAT 


TTAAATATTT 


12 4440 


TGCGGGAAAA 


TTTCCATGTT 


CAGCTGCAAG 


AAAATCTAAA 


ATCTCTAAAA 


ATTTATTATA 


124500 


AGCAGCATCA 


CTATAATTAG 


AATTAAGGAT, 


CTCTTCAAGA 


AGTAAATAAT 


TTTTATCATA 


12 45 60 


ATCTACAAAA 


CGCTTTTCTT 


TTAAATCTAT 


TCTGCCTTGA 


TTATATTTAT 


TACCTCCAAA 


124620 


ATGGTTCCAA 


ACGCTAACAT 


CAAGCTCTCT 


GTCGTATTCG 


TAATAATAAG 


TACTAAGAAC 


124680 


CCAATCATCT 


CCCCCTAAGA 


CAATAATACC 


TGAATTAGCA 


CTAAGTCCTG 


ACAAGCCCTT 


124740 


AAGTTTAGCA 


TCTGAAAAAG 


ATATATCAAA 


ATCCTCTTCA 


AAAG AC AAAA 


TTCCATTTGA 


124800 


TTTGGTTGAA 


AT T AAAAG AT 


TTCTATTATT 


ATAAAGAACA 


GCTTTCTCAA 


TCTCAAAGTT 


124360 
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CATTTTTTTT TTAAATTTAA GCTTAAAGTT TCTATTCAAA TC AAAAAAC A TACCAACATT 12 492 0 

TGAAATTGCG ACATATTCAC CATTAAACTT TTCAAACAAA AAATTAATAG GAAAATCCAA 12 49 8 0 

CTTAATAGAG CTAATAACTT CCCCAAAATC TCTTCCATAA GCAACAATAT GCCCTGACTT 12 5040 

ATGTCCAACA ACTACCTCTT TTTTTGTATT TATCATTAAC AAAAAAGGGA AAGCAACTAA 12510 0 

TCTGAAAAAC CATTTCTTAT TACCCAAAGA ATCAAACAAA AATATTTCAT CATTTTCACT 12 516 0 

TGCAATACAA AAATCCCCAT TATCAAAAAC TACAGGAGAA GTAGCAGGCC TACCACCTAT 12 52 2 0 

GTCAACCTCA AACATTTTTT TACCGCTATT TAAATCAATA GAAACAACCT TTTCATTAGC 12 52 8 0 

AAGAGGAATT AGGATGTTAA C ATT T C C TAT T GC AG G AG AG CTCAAAGGTG AAAAATCAAG 12 5 3 40 

C TT AT AC T T C CAAACGAGTT TTCCTCTTCT GATCTTTTGA ACTTCATTTC TAACTGTAAT 12 540 0 

AACATAATAC CCATTATCAA AATCTTTCAA AAGAAAAGGA TATGGCATTC TATTTAATCT 12 5 46 0 

ATAAGAATAT TTCTTCTCAA ATGACATTGT ATAAGTAGTC AACCATCTAT CTTTTGTTAA 12 552 0 

AACTGTAATA GTGTCACGTT TTTCATCAAT AATTGGATTG CCTGCAACTT TGCCAGTTAA 12 55 8 0 

TGCTTTTTGA AAATATAAAT TAATATCAGA ATAAAGCCTT AAAAAAGAAG CTGAAAACAC 12 5 640 

AAAT AT G AAA AGTAGACCTC TCAAAATAAA AAACCTTTTG AGTTTCTAAA AAACTGCTAC 12 57 0 0 

TAAAGCCTAA AACCAGCATT ATTGCCATAA AGATTATTTC TCAGATCCCT AATCTTAGCA 12 57 6 0 

TCATCAACAT AC T C AG AAAA AGTCATATAT CGATCAATTA TTCCGTTAGG AGTAAACTCT 12 5 82 0 

ATAATCCTAT TAGCAACAGT ATC TAT AAAT TGATGATCAT GTGATGTAAA AAGAAC AAC T 12 5 88 0 

■ CCTTT AAACT CTTTAAGCCC GGAATTTAAA GATGTAATTG CCTCAAGATC TAAGTGATTT 12 5 940 

GTGGGTTGGT CCAGTATTAA AACATTAGCT CCGCTAAGCA TAGCCTTAGC AAGCATGCAT 12 6 00 0 

CTTACTTTTT CTCCCCCTGA GAGAACATTT ACCTTTTTTA AAGCTTCATC T TGGC TG AAA 12 6 06 0 

AGCATTCGAC CTAAAAATCC TCTAATATAA GTTTCATCTT GTTCTTTTGA ATACTGACGT 12 612 0 

AACCAATCGA CTAAATTTAA ATCTAAATCA AAATATTTTC CATTATCTTT ATTAAAATAC 12 618 0 

GAAAAATTAA CGGTAGATCC CCATTCATAA TGACCTTTAT AATTTCTATC TTCATTTGTA - 12 6 24 0 

ATAATATCAA ACAAAAAAGT TGCAAACATG GGATTTCCCA AAAAAACAAT CTTTTGCTGA 12 63 00 

GGTTCAACAA TAATACTAAA TTTATTTAAA ATTAAATTCC CTTCAAATTC TTTTATTAAA 12 63 6 0 

TTTTTAATTG TAAGAACATT CTTGCCAAGT TCTCTTTCGC TTTTGAAATT AACATAAGGG 12 642 0 

AACTTCCTTG AAGAAGGCTT TAAATCTTCA ACCTTTATTT TTTCAATCAA CTTTTTCCTT 12 643 0 

GATGTTGCTT GCTTAGACTT AGATGCATTA C T AG AAAATC TTTGAATAAA TGTCTTAAGT 12 6 540 

TCAGCAATTT TATCTTCAGA TCGCTTTTTA GCATCTTTTA GTTGCTTGTT TAAAATCTGA 12 6 60 0 
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CTTGTTTCAT 


AC C AAAAATC 


ATAATTTCCA 


AGAT AC AC TT 


GAATCTTGCC 


ATAATCAATG 


126660 


TCAACAATAT 


GAGTACAAAC 


TTGATTTAAA 


AAATGTCTAT 


CGTGAGATAC 


AACAATAACT 


126720 


GTATTTTCAA 


AATTAATTAA 


AAACTCTTCT 


AACCATTTAA 


TAGATTGTAG 


ATCAAGGTTA 


126780 


TTAGTAGGCT 


CATCAAGAAG 


TAATACATCG 


GGATCACCAA 


AAAGTGCTTG 


AGC C AAAAGA 


126340 


ACCCTAACTT 


TTAAAGCCCC 


TTCAACATCA 


CCC ATT AAAT 


TATTATGAAT 


TGCCTCATCT 


126900 


ATTCCAAGAC 


CTTTAAGAAG 


AACCGCTGCA 


TCAGATTCAG 


CCTCGTATCC 


TCCAAGCTCT 


126960 


GAAAATTCTG 


CTTCAAGCTC 


TCCAGCTCTA 


ATTCCATCCT 


CATCAGTAAA 


ATCAAGCTTA 


127020 


CTATAAATTT 


CATCTTTTTC 


TTTTTGAACA 


GAATAAAGTC 


TTTTGTGACC 


CATAATAACA 


127030 


GTATCGATAA 


CCTTATATCC 


ATCATAAGCA 


AATTGATCTT 


GTTCAAGAGC 


TGCTACTCTT 


127140 


TGATTTTTGG 


GGATAGATAT 


TTCACCCTTA 


CTAGCTTCAA 


TCATTCCCCC 


TAATACTTTT 


127200 


AAAAAAGTGC 


TTTTTCCTGC 


C CC ATT AGC A 


CCAATTATTC 


CATAGCAATT 


TCCAGGAGAA 


127260 


AATTTAATAT 


TTACATCTTT 


GAATAAAACT 


CTCTCTCCAA 


ATGCAACTTC 


CAAATTACTT 


127320 


ACAGTTATCA 


AAC C ATT AC C 


CTGCCTAAAT 


TGATATTCTA 


ATAACAAAAT 


TATCTTGAAA 


127380 


ATTAATTTAA 


TTTTCAAGCA 


C C AT AT AAAT 


ATATTGACTC 


AACTCTCAGT 


TTTTTCGTAT 


127440 


ATTTAATATT 


AT T AT AT AAG 


GAGATGTTTG 


AGAT G AAAAA 


TATTAAGC CG 


T T AGC T GAT A 


127500 


GAGTTTTAAT 


AAAAATCAAA 


GAAGCTGAGA 


GTAAAACAAT 


CTCAGGACTT 


T AC AT AC C AG 


127560 


AAAATGCAAA 


AGAAAAAACA 


AATATTGGGA 


CAGTTATAGC 


TGTTGGTTCT 


AACAAAGAAG 


127620 


AGATCACTGT 


AAAAGTTGGT 


GATACTGTGC 


TTTATGAAAA 


AT AC GC AGG A 


GCTGCTGTAA 


127630 


AAATC GAGAA 


TAAAGAACAT 


TTAATACTAA 


AAG C AAAAG A 


AATAGTTGCA 


ATAATAGAAG 


127740 


AGTAAAAAGC 


T AAG T T TAG C 


TACTTAGCTT 


TAATTTTTAT 


T AAAT ATT T A 


ATAAAAATTA 


127300 


CAAATTTATA 


CATAAAAACT 


TATTATTCTG 


ATCAATCAAA 


TTAAAAATTT 


CAAGCTTACA 


127360 


AAATTCTGTA 


AGC TTGAAAA 


AATAAAATTA 


AATGAAAAAG 


CCAATTTTTA 


AAG AAAAT AC 


127920 


CATATATTCA 


AGCAAATTCG 


ATGACATCTA 


TTACAATCCA 


AAGCAGGGAA 


TTGAAGAGAG 


127930 


TTTTTATACA 


TTTATTAAAG 


GTTGCAATTT 


AGATTTAGAA 


TTAAAAACAA 


AAAAAAATAT 


128040 


TTTAATAGCA 


GAGTTGGGAT 


TTGGAACAGG 


ATTAAACTTT 


ATATGTCTTT 


TAAAATTCAT 


128100 


AAAAGAAAAC 


AAG A I AAG G 1 




TTATTATTPT 
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ATAGAAAAAT 


TTCCACTCGA 


128160 


AAAAAAAAC A 


ATAATGCAAA 


TTTCAAAGTT 


CTTTGCTAAA 


GAAACCGCTT 


ATTTTAAATT 


123220 


AATGTTGAAA 


AATTATTCTA 


AAAT T C C AAA 


AAAAAATTTA 


AAACT AAAAA 


TAACAGAAAA 


12S280 


TGTTAATTTA 


AAAATTTTAA 


TTGGAGACGC 


CAAAATAAAA 


ATCAAAGAAA 


TTCCTGAAAA 


128340 


TGTAGAATAC 


TGGTTTTTAG 


ACGGATTTAA 


TC C C AAAAAA 


AATCCTGAAA 


TGTGGAGCAA 


128400 
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TGAAATATTT 


AATTTAATTT 


CTGAGAAAAG 


CAGTCCGAAA 


TGCAAGCTTT 


CAACATTTTC 


128460 


CTCTGCAAGA 


ATTGTAAAAG 


ATGGCCTAAA 


ACTTGCTAAT 


TTT AAAT ACA 


TTCACATAGA 


128520 


AAAAGGATTT 


GGAAATAAAA 


GACATATGAT 


AAAAGCTCAA 


AAAAATTAAA 


AATTTATTTT 


12S580 


TAACATAAGT 


CGTTAAAAAA 


ATCCCAACAA 


GTATGATATA 


CTTCCAAATG 


GCACAAGGAG 


12 8 6 40 


AATTTTAATG 


ACAAAAAAAT 


TGTTTGTGAG 


GGTATTAATC 


TTTTTAATAT 


CCAATAATTA 


t o o 'i /~i r\ 

12 37 00 


TGCTTTTGCA 


AAAGACACAA 


TCAAAGATTT 


GTTCTTTATA 


CAAGATATAC 


TAATAAAAAA 


1287 60 


AG AG AAAT AT 


TCCGAGGTTC 


TAAATAATGC 


AAGCCTTGAA 


GGCATTATTG 


AAAT T G AAC A 


128820 


TAACGGACCA 


TACATTAAAG 


ATCACGATTC 


AG AAGT T AAA 


CTTATCCTAA 


AAGAAAACGG 


128880 


ATATAGAAGA 


AATTTCAACT 


TTTTTAATCT 


TTT AAAT ACT 


AG T AAT AT AA 


TCAAAAGTCT 


128940 


AAGCTTATTT 


GACAGCAGAC 


CAAAAAACAT 


TAAAGAAAAT 


GAAATC AT AT 


TAT TAG AG AC 


"1 "1 A A A A 

1290 00 


AAAAATGATT 


AAAGAAAATC 


CCTATAAACG 


ATACAAAGAC 


GATGATGATT 


TTGAATTAAA 


-i ^ f-\ f~ r\ 

1290 60 


ACTAAGTGTA 


ACTCGAAAAA 


ATAATCAAAT 


TTATTTAATT 


CTTGATTTCA 


ATTTCCTATT 


129120 


TGATCAAAGA 


AAAACGTTTC 


CATCAATTTA 


CATCAAAGAA 


GAAGATGTAT 


C AAC AAT AAT 


129130 


AAACAGCTTC 


ATGAAACTAC 


AAGATTCAAG 


CTTTTTATCT 


CCTCAAGCTT 


CTTAACAATT 


1292 40 


AATAGCACAA 


AATGTGCTAT 


TTCTAATAAA 


AAGCAAGCAT 


TTTACTGAAA 


AGCTAACCAT 


1293 00 


AGCCAATTTC 


AT T AC AT AAT 


AATTTTTCAA 


TCTTTTTACA 


GATTTTTTAA 


ATTAATAATA 


12 93 60 


TAATTATTTA 


TTTTATTAAT 


TAAAGAAGAA 


AATTCTACAA 


ATTTTAATTT 


TTCAGATTCA 


129420 


ACAATTTCCT 


TGGGAGCATT 


CATTAAAAAA 


TTTTCATTTT 


CAAGTTTCTT 


TGAAACAGAA 


129480 


ATATTGAGCA 


TTTTATACTT 


TTCAAGCTGC 


TTTTCAAGCC 


TTATCAACTC 


TTTGGTTTTA 


129540 


. TCTATCAATG 


ACTTAACATG 


TGCATAAATT 


TCAAAACCAA 


CTGCAGCTAC 


ACCAAGCATG 


129600 


CCATCATAAT 


TTTCATTGTA 


AAATATATTT 


TTAAAATTAA 


TCATTCTTTT 


TACAATGCTT 


129660 


TCATTAGCCT 


TAAAGTATGC 


CTCATATTTA 


AAAT C AG C AT 


CAAACTTCAA 


AGCAACATCA 


12 97 2 0 


ATTTCAACAC 


TAGCAGGTAT 


ATTAAATTCA 


CTCTTAAGTG 


TTCTAATAGC 


TATAATAAAA 


t o o *"7 o r\ 
12 9 / o u 


GTTTTCAATA 


CTTTAAAAAT 


TTCAAATTCT 


TCTTGAAAAT 


TATTGGCAAT 


ATCAAAATTT 


12 9 a 4 U 


GGATATTCAT 


TTAAAGCTAA 


AATATCTTCC 


TTTTCTGCAA 


ATTCA.GAATA 


AATTTTTTCT 


129900 


GTAACAAAAG 


GAATAAACGG 


ATGCAAAATT 


AACAATGATT 


TTTTAAGAAA 


AAATAGCAAC 


129960 


T TAG AAAT AG 


CCATATTTTG 


AAT AT C AAC A 


TTTTCATTAT 


TTAAATCAAT 


TTTGCTAATT 


13 0020 


TCAATATACC 


AATCACAAAA 


ATCATTCCAA 


AAAAAC T CAT 


AAACAJVATTT 


TGAAGCTTCG 


130080 


TTATATTTAT 


AATTTGCAAA 


AGAAGACTCT 


ACACCAAGAA 


TAGTCGAATT 


TAAGCTTGTA 


130140 
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AGCAGCCATT 


TGTCAATGTC 


GTTAAATTTC 


AAATCATTTA 


ATATTTTTCT 


ATTTTTTAAA 


130200 


TTTAAAAGAA 


TAAATTTGGA 


AGCATTAAAA 


ACTTTGTTTG 


C AAATT T AGC 


CCCAAACATA 


130260 


AAATCTTTAG 


CGTCAATATT 


TAAATGTTGA 


C C C TG AAC AG 


ACAAAAAGGA 


TAAAGTAAAC 


130320 


CGCAAAGAAT 


CACTTCCATA 


CTCATTAATA 


ATATCAAGAG 


GGTCTATTCC 


ATTGCCTAAA 


130330 


GACTTTGACA 


TTTTTTTACC 


TTGTTTGTCA 


CGCAAAAGAG 


GTGTTATATA 


AACATCTTTG 


130440 


AAAGGAACTT 


GCCCTGTAAA 


TTGTAATCCT 


GCCATCACCA 


TTCTTGCAAC 


CCAAAAAAAT 


130500 


ATTATATCGT 


AAGCTGTTAT 


CAAGGTATTT 


GTTGGATAAT 


AATTTTTAAA 


ATCAACATCA 


130560 


ACATTGGGCC 


ATCCAAGCGA 


AGAAAAGGGC 


CATAGCCAAG 


AAGAAAAC C A 


AGTATCAAGA 


130620 


ACATCTGGAT 


C TTGAAC AAA 


CCTCTTCCCC 


ATATTCTTTT 


CATCTAAAGA 


AGGATCAGTA 


130680 


TCACTAACAA 


TAAGTTCAGA 


TGTATCAACA 


TTGTACCAAA 


CCGGTATTCT 


ATGTCCCCAA 


130740 


ACAAGCTGTC 


TTGATATACA 


CCAATCTCTA 


ATATTTGATA 


ACCAATATTT 


ATATGTATTT 


130800 


TCCCACTTTT 


TAGGATAAAA 


TTTTAATTCG 


CCATTCTCTA 


AAGCCTTTAA 


AGCTTTGTCT 


130860 


GCTAAAGGCT 


TCATTCTCAC 


AAACCACTGA 


GTAGACAAAT 


AAGGTT C AAT 


AACCTCACCT 


130920 


GACCGATAAC 


AATGCCCAAC 


CTGTTGTTTA 


TGCTTCTTAA 


CATCTTGCAA 


AAAACCCTTT 


130980 


TCCATTAATT 


CTGTTTCAAT 


TTTAAATCTT 


GCATCTTTCG 


CACTTAATCC 


TTGGTATTGC 


131040 


AAAGG AAC AT 


TTTTATTAAG 


TTTTCCATCT 


TGAGTTAAAA 


TAT T G AC C TT 


■ AG AAAT AT T G 


131100 


TGCCTTTTTG 


AAATTTCAAA 


ATCATTAGGA 


TCGTGTGCAG 


GAGTAACTTT 


TAAAGCGCCA 


131160 


GTGCCAAAAG 


CGCTGTCAAC 


ATAAAAATCT 


GCAATAACTT 


TTATCTTTTT 


AGTTGTCAAA 


131220 


GGAATTGTAA 


CTTCTTTGCC 


AACTAAAGAC 


TTATATCTCT 


CATCATTAGG 


ATTAACAGCA 


131280 


■ ATAGCAGTAT 


CCCCAAACAT 


TGTCTCAGGC 


CTAGTTGTTG 


C AAC C T C AAT 


AAAAGAAGAG 


131340 


TTATCAATAA 


AATACTTAAC 


AA-AATAAAGC 


TTACCATCAA 


CTTCTTTGTA 


TTCAATCTCT 


131400 


TCATCGCTAA 


CAACACTCCC 


AGATCCAGGA 


TCAAGATTAA 


CAAGATACTC 


ACCCCTATAA 


131460 


ATCAACCCCT 


TAAAATACAA 


GTCCTTAAAA 


ACCTTGTTAA 


CAGCCTTACA 


AAGATTCTCA 


131520 


TCAAGAGTAA 


ACCTTTCTCT 


TGA-GTGATCA 


TAAGACGCCC 


CAAGTTTGTT 


TATCTGATTA 


131580 


ACAATTATCC 


CTCTATGCCT 


ATCTTTTAAT 


TTAAAAATTT 


C TTGAAC AAG 


CTCTTCTCTT 


1316,40 


TCAAAATCAT 


CTTTGCTTTT 


ACCAATCTTT 


T I AAG A IbiL 


mmmp a A A A Ap 
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A GP C TGC GTT 


131700 


GCTATTCCTG 


CATGATCTGT 


GCCAAAAAGC 


CACAAAGTAT 


TGTGTCTTTT 


CATTCTTTTA 


131760 


TACCTTACAA 


GAACATCTTG 


CAAAACAAAA 


TTAAGAGCAT 


GCCCCATGTG 


CAACACGCCA 


131820 


GTAACATTAG 


GAGGAGGCGC 


AAC C AT AC T A 


AATTTTTCAA 


ATAAAGAATT 


ATCTGGCAAA 


131880 


AAAACATTGT 


TTTTAAGCCA 


CTTAGTGTAA 


ATTTCATCTT 


CAAATGCCTT 


AGGATCATAT 


131940 
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TTTTCAAGAG GTCTACAATT CATCGTTTAA AAATCTCCTA CCATGTCAAT AACTTTTAAA 13 2 00 0 

TTTTCAAAAA GCTCTTCATA AGTTTTTGAA TTTATAAGAT TTGAGAAATA CTTACTCTGT 13 2 0 60 

CTTTCCTTCT CAGTAAAATA TATCTTAAAA TATTTTTTAA GTTTATTAAA ATCTTTTTCA 13 212 0 

AGTCCCCAAG TAGCATGAAA ATCCTTTATA TGGAATTTTA ATATATTTAA CCTAAAATTT 13 213 0 

AAATTACTAT CTAAAAAGTG TTTTGAAAAG GGCTTAAATA. AATTCAAATT ATCAAAAATT 13 2 2 40 

CCACGACCAA ACATAATTCC ATCAATTAAA TATTTATCAA CATAATATCT AGCTTCCTTG 13 2 3 00 

AGACTCAAAA CATCCCCATT TCCAATAATC AGAGTAGAAG GACTAAGATT ATTTCGTAAT 13 2 3 60 

TTAACAAGTT CAT AAAAAAT AT C AAAAT T A ACAGGACCTT TGCTCTGATT AACAGCAAGT 13 2 42 0 

CTTGGATAAA CCGTTAACAT ATCAATTTCA AGGCCTAACA AAAACCCCAG CCAATCATCA 13 2 48 0 

AC T T C T GG AT AT G AAAAT C C ATGCCTGGTC TTAACACTAA GAGGCAAATT AAATCTCGCA 13 2 540 

CAAGCTTCTT TGCTTGCAAG AATTATCTCT TTAGCTAAAG ATTTATTATT AATTAAAGCT 13 2 600 

GAACAAACTC CTTTTTTAAT TATTTTACTC TTAGGACAAC C C AT ATTAAT ATCAATTCCC 13 2 660 

CAAAACCCCA TGCTCCCTAA TATTTCTATT GCTCTATAAA ATTGCTCAGG AACATTGCCC 13 27 2 0 

CAAATCTGAG CAATTAAAGG CCTATTAAGT TCATTGGGTT TTAAAAAAAC ATGTTGAACA 13 27 3 0 

GATTGTTTTG ATCCATTTAA AATTCCTTTT GTAGAAATAA ATTCGGTAAA AT AAAT AT G A 13 2 3 40 

GGTTCTCCTT CTGCAGATCC TAT T AAAT G A ATTAAATTTC TAAAAACAGT ATCGGTAACA 13 2 9 00 

TCTTCCATTG GAGCT AAAAT CATAATTGGA AGAGGAATAT CAAATAAAAA CTTCATAAAA 13 2 9 60 

TAACTACATA ACAAT AAAAT ACAAATTTAA ACAAAGTAAA ACAGTCGTTT AATAAATTTA 13 3 0 20 

AATTTCCAAA AATAACATTG AAATTTTTAA AATAAAGAAA TACCACAAAA GGACCGGCAA 13 3 0 80 

TAAAGGACAT AATCATAAAA TTTTAAAAAG TTAATAAATA ATTTTAATAA AAAAATAATT 13 3140 

TAAAAAATCA ATCCATAATA AGGCTCTCGC CTGGAACCTT GGTTTTTCTT ATTAAAGTAT 13 3 200 

CTTTATATCC AGCAGATTTA ATAAGTTCTA TATTTTTTTG AACATCATCG G CAT TAG TAG 13 32 6 0 

GAATAAAAAC GGTATAAAAC GGCCCATGAG AATTTACTAC AACAAAAAGA CCCGCTTTTT 13 3 3 20 

TTAATATTCG ATAAGCCCTA TCAGCGTAAT CTTTTTTCCT ATAAGATCCA - ACTTGTATGT 13 3 3 30 

AAAAATCTGT TTCTTTGTCA GCAGAAACTG AGTAATCTGC CAATAAATCT TTGGATTTAT 13 3 440 

TTTTAACAGA AATATTTTCG TCTGATTGCT TGGTTTTCTT TTCTTCTTTA ACCCCAGGAA 13 3 500 

TATTAAATGT TTTTTTAAAG TCACTAGATT TTGAT AC AG A AGGTCTTTTT TCATTCGAAC 13 3 5 60 

TTTCAATCAC TTCAATTTTT ACAGGAGCAA CCCCTATTCC TAAAAAATCA- AGCTTCTCAG 13 3 62 0 

CGGCATATTT TG AC AAA T C G ATTATTCTAT CCTTCCTAAA AGGACCTCTA TCATTAATTC 13 3 630 
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TTACAACAAC TGATCTATTA TTTAAAAGAT TTGTAACCTT TACGGTAGTA TTAAAGGGCA 13 37 40 

ATTCTTTGTG AGCAGCAGTA AGCGCCATCA TATCAAATTT TTCGCCATTA GCAGTAGTTT 13 3 80 0 

TGCCGTGAAA AGCTTCGCCA TACCATGAAG CAAGACCCAC TGTGGCAGAA TTTAAATGAG 13 3 3 60 

AAGC AAT AAA AAAAAAT AC A AAGAGAAAAA CAAAGTTTTT ATTATCTCTT AAGATGGCAT 13 3 92 0 

CAATTAAATT TCTCATAATG TTTATTATAA TATAAAAACA TATTTCAATA AACAATTAAG 13 3 980 

CTTGCAAATT GCTTATTTAC ATTTTTTTTG ATTTAATTAT AAAAAGAAAA AAGTCTAAAA 13 4040 

AATGATATCA ACAGAAATAA TTAGCAGCAG CCAAATACAA AAAGCAGCAA AACTTATCAA 13 4100 

AATGGGAGAA CTTGTAGTAT TCCCAACAGA AACAGTTTAC GGAATTGGCG CAAATGCTTA 13 416 0 

CAATGAAGAT GCTGTAAAAA TGATTTTTTT AGTAAAAAAA AGGCCCATCA ACAATCCTTT 13 4220 

AATAGTACAT GTTGATACGG TAAAAAAAAT AAAAGAATTA TCAGAATATA TTCCCAAAAG 13 42 8 0 

TGCCCTCATG CTAATCAAAA AATTTAGTCC AGGCCCTTTA AC TT ATGTTC TTAAAAAATC 13 4340 

AAT AAAAAT A TCTAGATTTG TAAGTGGAAA C C TAG AC AC A GTGGCAATAA GAATTCCTGC 13 440 0 

AAATAAAACA GCTTTAAGCC TAATAAAAGC ATCTAAAGTC CCCATAGTAG CACCGTCTGC 13 44 6 0 

AAACATATCA AAAAGACCAA GCTCAACAAA TTTCGAAATG GCCTTAAAAG AATTAAATGG 13 45 2 0 

ACTTGTAAGA GGAATAATAA AACCGGAAGA GAACAAAGAC TTTAATATTG GAATCGAATC 13 45 8 0 

AACTGTGGTT GGGTTTGACC TAAAAGATAA CGTACTGATA TTAAGACCAG GCGCAATAAC 13 4 6 40 

AAAAAAAATG AT AG AAAAT G AACTTCAAGG AAAAT AT AC A GTAAATTACG C AG AAAC AAA 13 4700 

AATGGAACTA GAAAAATCAC C T GGAAAC AT AATTGAACAT TAT AAGC CAA AAATTCCCGT 13 47 6 0 

TTATTTATTT AAAAGTCAAG ATAACATAAG AAGATACTTA AACAAAGATA CGAAAAT AC T 13 48 2 0 

TATCACAAAA GCTACTCTAA AATCCTATTT ATTCAATTTT TTTTGGAATA AAAAAAATAT 13 48 8 0 

T AC AG TAT T T AACACTCTTG AAGAATATGC ACAAAACCTT TACAAAGAGT TGGTAAATTC 13 4 940 

TGAAAACAAC T AC AAAC AAA TACTTAGCGA ATTCTTAAAA GACGAAGAAC TTGGACATTC 13 5 0 00 

AATAAACAAT AGAATCAAAA AAGCTAGTTC AAATAGATTC ATTAACAAAA AATGACGCTA 13 5 0 60 

AATTGTTATT T AAAAT AAT T CAAAAAGCAT AAATATTCAT T AAT AAAAT A ATGCTAAAGC 13 512 0 

TAAAAGCAAA AGTCTAAAAC ACGCCACACC TCTCCTCCCA ACCCGAGCAA AACCAGCAAA 13 518 0 

TACAACCAAG AAG AC T T AAA CTTAAATATT AC AAGT AAAT TTTCGCATAA TCACATAAGA 13 52 40 

AAAATTTCAA TCCTTTGATT AATTGAAATA ATCATGGATC AACATAGTAT ACTCAAGTGG 13 5300 

TATTTTATCT TCATCAAAAG CAATACCAAG CGCAAAAACC TTTCCGCTGG GAGTC TGAAT 13 53 50 

AACGCTTAAG CTTTTTGATT TACCTTCAAT AAAAATTTCT CCATCTATAA ATTCAAAACT 13 542 0 

AAAAAT C AAA TCAATTGCAT CTTCCTCGAC ATCCCCATAA TCAAAAGAAG AAAT T AC T AA 13 5480 
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AGCACCCCCA TAAGATAAAT CTTCTATTAA GCATTTATGT TTTGCTCCAT TAAACTTGAT 13 5540 

AAAAGCTTTA TCAGAATCAA TTTTTAGCTT TCTAATAGAA TCTTTATCGA TAATAATCCT 13 5 60 0 

CTCATGAATT CTCTGA-TTTT GCCCAA.GCTT TAAA-7CAAGA. A-GCTTTCCAA CTTTAATAGC 13 566 0 

AATCTCTTCT GGTGCAGGAG ATAAAAATTC TAATGTTAAT AAATTGTATT CTTTATTCAA 13 572 0 

AGAAGAATAA GCAGAAGCAC TC AA.T A.GTTT T AC AG AC AAA AAAGGGAAAA AAGCTGCACT 13 57 3 0 

ACTCTTAGAA TCTGAA.TTTT 7CTTAAJGTTG AA.T AG AGC C T AAATTTTTAT TTTTAGCCAA 135840 

AGCGGGCAAT ACTGTATCOT CTTGAAAAAT AAGCTTAAGA. GAATCCATAG AAATAGAATA 13 5 90 0 

AATTACTCCA AAAGCGGTAT AAX-AGCCTAT TCTCATCTCA ATAGTATTGC GAAGATTTAA 13 5 9 60 

AAAACTATTT ATCTCTGTGC TCATTTTAAT CTCTTTA-CCC C TAT AC T TAG CCCCATAATC 13 602 0 

TCTTATTTTT CTAGA.TAAAA GC A 7 AAAC C T CTCCTTTCTC CTTTTTTTGA ATATAAAAAT ^13 6080 

ACTAAACAAA GCTTCAAATT GTT7TA AACA GTTTTACACA AATAAAAAAG TTTAAAACAA 13 614 0 

TTAAGCTATA AACACGCTTA GC C AAAAA'T C AAT AAATC T A CCCTTAAAAT CAAAAACATA 13 62 0 0 

CCATCATCCA. CCTCTCACAG CATCTTTCAA TTAACAAAA.C TTACAAAATG CTGTTTACAT 13 6 2 60 

AGTGTAAAAT TAT AAC AAT A ATTTTACACT ATAACAATCA ACCCATAACA TTATTAATTC 13 63 2 0 

TTATGCACTT ATAGTATACT TTAGTAAAAA GTATGAAATT GAATAGCCCT AATTTGAAAA 13 63 8 0 

AAATAAATAC GCATAAGCTG C TT AT A_T AT T TAACATATTT CGCAGTTAGC TTTTCTATTA 13 6440 

TCACACTCTC ATTAGCAGTA TC T AA.G AC T A TAAACATACA AAAAGATAAA AATTTCGGAT 13 65 00 

ATGT AAATC C AGCAGTTCCT TCAAGA.CTTT TAGATATTAA TGGAAAACAA ATAACTCAAT 13 65 60 

TTATATCTGA TGAGAACAGA GAA7TAATGC CTTTGAGAAA AATGCCTGAC AATCTAATTA 13 6 62 0 

ATACGCTTTT GATACGGGAA GATATTGGTT TTTTTTCTCA TCGAGGTTTT TCCTTGATAG 13 6 680 

GAATATTTAG AGC CGC ATT'T AATATTGTTC TTGGCAGATA TTTTTCAGGC GGCAGCACAT 13 67 4 0 

TAACCCAACA ACTTGCAAAG CTTCTCTACA CAAATCAAGC AAGAAGATCT ATTTTGAGAA 13 6800 

AATTACATGA AAT ATGGTGG GCAATTCAAC TTGAAAAAAA ACTCTCAAAA TACGAAATAC 13 6 8 60 

TAGAGAAGTA CCTTAATAAA GTTTATTTTG GAAACGGAAA C T ATGGAAT A GTTGCAGCAT 13 6920 

CAAAATTCTT TTTTGGCAAA. AGTGTAAATA AAA'TCAATAC AGCAGAATCA GTAATGATGA 13 6 980 

TAATCCAGCT TCCAAATGCA AAACTTTATT CACCTCTTTA CAATCCAGAA TTTTCAAAAA 13 7 040 

AAATACAACG TGCAGTTT7A. AACCAAGTTG TATCAAATGG AATAGTCAAG" GCTGAAATTG 13 7100 

C TGAAAAAG A ATTTAATGAA TACTGGCAAA ATTATGATTG G AC T AGAATG GCTGACACAT 13 7160 

CTGCAATTTC AAAC A A AAAA GACCAAGCTC CTTATTTCTC TG AAT AT ATA AGGCAAAAAA 13 7 220 
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TACTAAAATA TTTACCAGAT GGCGCAAACA TATATAAAGA TGGGTACTCA ATATATTCAA 1372 8 0 

CCCTTGATCT TGAAGCACAA AAAT AT G C AG ATAAAGTTAC AAACGACATG ATTAATAAAG 13 7 340 

CAAGAACAAT GCACAATTTA AATAGATCAT CTGAAACAAT AATCATTAAT TCAGAAATTG 13 7400 

TCCCTGTAGT AGATGCGATA TCAGATTTAT TGGGAATTAA AAATTTAAGA ATAAATGGAA 13 74 6 0 

GACAATATAA AAAACTGAGA AAAAGAAAAT TTTACGAAGA CAATATTGAT CTAATTGCAA 137 52 0 

GTTTTGGAGC TATACTTGGA ATTGATAAAA TAGATAAGGC GACAAAAGAA TATATTATCA 13 7 580 

AAAAT AAAT T AACACCGAAA CTTATTGCAC AGCCTGAAGG AGCAATGATA GC AAT AG AT A 137 640 

CAACAAGTGG AGCAATAAGA GCCATGGTTG GGGGAAGTGG AC ACAC T AAA GACAATGAAT 13 77 00 

TTAATCGAGC CACACAAGCA AAAGTTCAGC CTGGAAGTGC ATTCAAAGCA TTATATTTTG 13 77 60 

CAGCCGC AAT TGATCTAAAA AAAAT AACAG CTGCGACAAT GTTTTCAGAC TCTCCAGTAG 13 7 82 0 

CATTTCTAAA TAAAAATGGA GAAGTTTATG CTCCGGGAAA, TTATGGCGGC AAATGGAGAG 13 7 880 

GCAACGTTTT AACGCGCCAA GCATTAGCTT TGTCCTTAAA TATTCCGGCA TTAAGAATAT 13 7 9 40 

TAG AC C GG C T AGGCTTTGAC TCTGCAATTA GCTACTCCTC AAAACTACTA GGAAT AACAG 13 80 00 

ATCCAAAAGA AATAGAAAAA ACGTTTCCAA AAGTTTATCC ACTAGCGCTA GGTGTAATAT 13 8 0 60 

CAGTTTCTCC AATCCAAATG GCAAGAGCCT TTGCAATTTT AGGAAATAGT GGTAGCGAAA 13 812 0 

TCGAACCTTA TGGGATAAGA TACATTGAAG ACAGAGCTGG AAGAATAATA ACAAATGAAG 13 818 0 

AAGCAAGCAT ATTGGCTAAA ATAAAAAACA AAGAACACCA AACTCAAATA GTATCTCCTC 13 82 4 0 

AAACCGCTTA CATAATCACA GATATGATGA AATCAACAAT TCAATACGGA ACCCTAGCAA 13 83 00 

ATCAAAGATA TACAAATCTC AAAAATTTTA AATCAGACAT TGCTGGAAAA TCGGGAACAA 13 83 60 

CACAAAATTG GGCAGACGGA TGGGCAATAG GATACTCTCC TTATATAACA ACAGCATTTT 13 8 42 0 

GGGTTGGATT TGACAAAAAA GGATATTCAC TGGGAATATC TGGAACAGGA ACAGGATTGG 13 8 43 0 

CAGGGCCTAG TTGGGGAGAA TTTATGGCAG AATATCACAA AAACTTACCC AAAAAAGTTT 13 8 54 0 

TTGTAAAACC TGCAGGAATA ATTAGCATCC CCGTACAAGC AGAAACGGGT C T AC T AC C GG 13 8 600 

AAGAAATTGC TGATGAAAAA ATAATAAATG AACTATTTAT TTCCGGCACC CAGCCAGTTG 13 8 660 

AAAAATCAAA ATATTATGAA AATAAACAAG AA.TTTAAAAA TACAATAGAA TTTAACATAT 13 87 2 0 

ATGGAATTGA TGAGATTAAT AATAACGATG AAAT AAAT TT TG AC AC T C C T GAATTTGAAT 13 8730 

ATCTTGATAA TAATCTTGAA AGCTTTAATA ACAATAGTAA TAATGATAAT AATCTTGAAA 13 834 0 

GCTTTAACAA TAATAACAAT GATCTTGAAA GCATTAATGA TAATGAAGAA AATAAAAATG 13 8 90 0 

AAGATGAAAT AGAAATGAAC ATTGAAGAAC CCTTAAATGA AATAGAAAAT AAAAATCCAC 13 8 9 60 

AACAAGATCT AGTTAATAAC AAT AAT AAC C AGGAAATGCT TA.TTGAAAAC "ACCAAAGAAA 13 9 02 0 
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TTAAAGACGA AGTCATTGTT AATGAAACAA AC AT AG AAA C ACAAAGCACA AAAGAATTAA 13 908 0 

ATTCAAACAA CAATGAAAAT GAAAAAATTA AC AAC AAAG A CGTCAACGGA GAAGATATCC 13 914 0 

AATTGGATTA AAACAATATG TTAATAGATA TCGATCAAAT AAAAATAAAA AAAAGAATTA 13 92 0 0 

GAAAAAATAT AGGAGACATT GAAACTCTTA AAAACAGTAT T AT AAAAC AT GGATTAATTT 13 9 2 60 

ATC C AATAAT AATAGATAAA AATAAAAACT TGATAGCAGG ACTTAGAAGA TATCAGGCCT 1393 2 0 

TAAAAGAAAT AGGCTATAAA GAAATTGAAG TAAAGGTAAT CTCAATTGAA AACAAAAAAA 13 93 80 

CTTTACTTGA AATTGAACTT GATGAGAATA ATGTTAGAAA ATCATTCACA AGAAGCGAGG 13 9440 

CAAACGAAGG AGAAGCTTAC T T AAAAAT T T ATTCTGAAAG CAATATAATA ATAAGATTCC 139500 

TTAAATTTAT TATCTTAAAA ATT AAAAAC A TGTGTAAAAT AAGAAATAGA AAAATTTAAA 13 9 5 60 

T C AT AAT AAA GAGGTGTGTT TATGTTAAAT T AC AAAAAT C TTAATGAACT TGAAAATTTT 13 9 62 0 

AAAATCCTTC AAGGTATTGC TCCAGAAGTG C T C AAAAC GG CATTAACTGG AAAAAG GAT A 13 9 63 0 

AAAG AAT AC G ACATTACAAT AGAAGGAGAT AG T G T AC AT T ATAACTATGC TTCAAAACAA 13 9740 

ATTAATGAAA CCCACCTTAA AATTTTTCAA AATTTAAGCG ATG AAGC AAA TTTAATAGAA 13 9 8 00 

AAATATAAAG AAGTGCTTGA TGGGGAAAAG AT C AAT ATT A GTGAAAATAG AAAAGTCCTG 13 98 60 

CATCACCTTA CAAGAGGGCA AATTGGTAAG G AC GT AAT AG AAGACAATAA AGAAAATATG 13 9 92 0 

AGAGAGTTTT TCCAATCAGA ACTTGAAAAA ATATATAATT TTGCAAAGCA AATTCATTCT 13 9 98 0 

GGGAACATTA AAAGTTCAAA TGGC AAAAAG TTTAAAAATG TAGTTCAAAT AGGAATTGGT 140 040 

GGATCTAGCC TGGGGCCAAA AGCTCTTTAC AGCTCAATAA AAAAT T AT G C AAAAAAACAC 14010 0 

AATCTAGCCC TAATGAATGG TTATTTTATT TCAAAC AT TG ATCCAGACGA A T C AGAAGAA 140160 

GTATTAAGCA GCATTAATGT TGATGAAACG CTTTTTATTA TTGTCTCAAA AAGTGGAAAT 140 22 0 

ACATTAGAAA CTAAAGCTAA TATGCAATTC TTAATAAACA AATTAAAATT AAATGGCATA 1402 80 

AAAG AAT ATA AAAAAC AAAT GGTCATTATA ACACTAAAAG ATAGCATGTT GGCAATAGAA 1403 4 0 

GAAAAAGGAT ATC TTGAAT A TTTCTTCATG CATGACTCAA TAGGTGGAAG ATTTTCTCCA 140400 

ACATCAGCAG TTGG AC TT AC ACTACTTACT CTTTGCTTCA CAGAAAAAGT TGCAAAAGAA 1404 60 

ATTCTAAAAG GAGCCAATGA GGCTGACAAA AAAT CAT TAA AC AAAAAC G T AAAAGACAAT 140 52 0 

GCATCTCTCT TGGCAGCACT AATTAGCATA TATGAAAGAA ATGTTCTAAA TTACAGTAGC 14058 0 

AACTGCATCA TTGCTTATTC TAAAGCAATG GAAAATTTTT ATCTTCATTT AC AAC AAC TT 140640 

G AAAT GG AG A GT AAT GG AAA AAGTGTAAAC AG AT T T AAT G AAAC AAT AAA - CT AC AAAAC T 14 0700 

GTAAGAATAA TTTGGGGAGG CATTGGAACA GATGTTCAAC ACTCATTCTT TCAAATGCTT 1407 6 0 
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CACCAAGGAA CGGATATAGT TCCAATGGAT TTCATAGGTT TTAATGAAAC ACAACTTAAA 1408 2 0 

GAAGATGTAA TATCTGATAA CAGCTCAAGC AATGATAAAT TAAAAGCAAA TTTAATAGCC 1408 80 

CAAATAATAG CATTTTCAAA AGGTAAAGAA AATAGCAATA AAAATAAAAA TTTCCAAGGC 14 0 940 

GAG AG AC C T T CTGCACTAAT AT AT T C AAAA GAATTAACAC CTTATGCAAT AGGAGCAATA 1410 0 0 

CTCTCCCATT ATGAAAATAA AGTAATGTTT GAGGGATTTT TATTAAATAT AAACTCATTC 1410 6 0 

. GACCAAGAAG GAGTTCAGCT AGGAAAAATT ATTGCAAATC AAATTTTAAA AAATGACAAT 14112 0 

TTTAAAGATG AAGTAATAGA ATCTTATTCT AAAAAAATTC TAAAAAAATT TTAAAACAAG 14118 0 

ATTAATTAAT TTTTGAATAT ACCCCCTTAA GTTTAAAAAA GAATGCACTA AGCTTATATA 1412 4 0 

AGAGGTAATA ATGGATAAAA TAAGTATATT AT AT AC ATT A ATCAATATTA TAATAATGCT 1413 0 0' 

TATTCTAATA AGCATAGTTT ATCTTTGTAA AAGAAAAAAT GTTTCTTTTA C AAAAAG AG T 1413 6 0 

GTTTATAGCG TTAGCAATCG GAATAGTATT TGGAATGACC ATTCAATATT TTTATGGAAC 14142 0 

AAATTCAGAA ATAACAAACG AAAC TAT AAA TTGGATAAGT ATTTTGGGCG ATGGATACGT 1414 8 0 

AAGGCTCCTT AAAATGATTA TAATCCCCTT AATAATAACA TCAATAATCT CTGCAATAAT 141540 

AAAACTAACC AATAGTAAAG ATGTTGGGAA AATGAGCCTA CTTGTAATAT TAACACTAGT 14160 0 

ATTTACAGCA GGTATTGCTG CCATAATTGG CATTTTCACT GCTTTAGCAT TGGGATTAAC 1416 60 

AGCCGAAGGA CTACAAGCGG GAACCATCGA AATTTTACAA AG TG AAAAAT TGCAAAAAGG 14172 0 

CCTTGAAATA TTAAATCAAA CAACAATCAC AAAAAAAATC ACAGATCTTA TTCCACAAAA 1417 8 0 

TATATTTGAA GATTTTGCAG GGCTTAGAAA AAACTCAACC ATCGGGGTCG TGATATTTTC 1418 40 

AGCTATCATA GGAATAGCCG CCCTTAAAAC ATCTATCAAA AAGCCAGAAT CAATAGAATT 1419 0 0 

TTTTAAAAAA ATAATATTAA CACTCCAAGA CATAATATTA GGTGTAGTAA CTTTGATTTT 1419 6 0 

AAAACTAACG CCTTATGCTA TATTAGCTTT AATGACAAAA ATTACAGCAA CCAGCGAAAT 142 02 0 

CAAAAGCATA ATAAAGCTTG GAGAATTTGT AATTGCTTCC TACATTGCCA TAGGTCTTAC 142080 

ATTTCTTATG CATATGACAT TAATTGCAAT AAA T AAAT T A AACCCAATTA CTTTTATAAA 142140 

AAAAAT AT T C CCAGCACTAT CATTTGCATT CATATCTAGG TCGAGTGCTG CAAJ2CATACC 142 200 

CATTAATATA GAAATTCAAA CTAAAAATCT GGGAGTAAGC GAAGGAATAG CAAATTTATC 142 2 60 

AAGCTCCTTT GGAACATCAA TTGGGCAAAA TGGTTGTGCA GCACTACACC CCGCTATGCT 142 32 0 

TGCAATAATG AT AG C AC C AA CTCAGGGAAT AAACCCCACA GATATTTCAT TTATACTCAC 142 3 80 

ACTTATTGGA TTAATAATAA TAACTTCATT TGGAGCTGCT GGCGCTGGTG GAGGCGCAAC 142 4 40 

AACAGCCTCA CTAATGGTGC TCTCAGCAAT GAACTTTCCA GTGGGATTGG TAGGACTTGT 142 5 00 

AATATCTGTT GAGCCTATAA TTGAC ATGGG AAGAACAGCT GTTAATGTAG GCGGCTCAAT 142 5 60 
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GCTTGCAGGC GTTATATCTG CTAAACAGCT CAAACAATTC AACCATAATA TATACAACCA 142 62 0 

AAAAGAGCTT GTAAACAAAT AAATAGGAAA ACAATGATGA AAATAATAAT TATTGGGGGC 142 63 0 

ACATCAGCAG GAACTAGTGC CGCAGCTAAA GCAAACCGCT TAAACAAAAA GCTAGACATT 142 7 40 

ACTATCTATG AAAAAACAAA TATTGTATCT TTTGGAACCT GTGGCCTGCC TTACTTTGTG 142 80 0 

GGGGGATTCT TTGACAACCC CAATACAATG ATCTCAAGAA CACAAGAAGA ATTCGAAAAA 142 8 60 

ACTGGAATCT CTGTTAAAAC TAACCACGAA GTTATCAAAG TAGATGCAAA AAACAATACA 142 92 0 

ATTGTAATAA AAAATCAAAA AACAGGAACC ATTTTTAACA ATACTTACGA TCAACTTATG 14298 0 

ATAGCAACTG GTGCAAAACC TATTATTCCA CCAATCAATA ATATCAATCT AGAAAATTTT 143 0 40 

CATACTCTGA AAAATTTAGA AGACGGTCAA AAAATAAAAA AATTAATGGA TAGAGAAGAG 14 310 0 

ATTAAAAATA TAGTGATAAT TGGTGGTGGA TACATTGGAA TTGAAATGGT AG AAG C AG C A 14 3160 

AAAAATAAAA GAAAAAATGT AAGATTAATT CAACTAGATA AGC AC AT AC T CAT AG ATT C C 143 22 0 

TTTGAC GAAG AAATAGTCAC AATAATGGAA GAAGAACTAA CAAAAAAGGG GGTTAATCTT 143 2 30 

CATACAAATG AGTTTGTAAA AAGTTTAATA GGAGAAAAAA AGGCAGAAGG AGTAGTAACA 143 3 40 

AACAAAAATA CTTATCAAGC TGACGCTGTT ATACTTGCTA C C GG AAT AAA ACCTGACACT 143 40 0 

GAATTTTTAG AAAACCAGCT TAAAACTACT AAAAATGGAG CAATAATTGT AAATGAGTAT 143 460 

GGCGAAACTA GCATAAAAAA TATTTTTTCT GC AGGAGATT GTGCAACTAT TTATAATATA 143 52 0 

GTAAGTAAAA AAAAT G AAT A CATACCCTTG GCAACAACAG CCAACAAACT TGGAAGAATA 143 58 0 

GTTGGTGAAA ATTTAGCTGG GAATCATACA GCATTTAAAG GCACATTGGG CTCAGCTTCA 143 64 0 

ATT AAAAT AC TATCTTTAGA AGCTGCAAGA ACAGGACTTA CAGAAAAAGA TGCAAAAAAG 143 70 0 

CTCCAAATAA AAT AT AAAAC GATTTTTGTA AAGGACAAAA ATCATACAAA TTATTATCCA 1437 60 

GGCCAAGAAG ATCTTTATAT TAAATTAATT TATGAGGAAA AT AC C AAAAT AATCCTTGGG 143 32 0 

GCACAAGCAA TAGGAAAAAA TGGAGCCGTA AT AAG AAT T c' ATGCTTTATC AATTGCAATC 143 8 8 0 J 

TATTCAAAAC T T AC AAC AAA AGAGCTAGGG ATGATGGATT TCTCATATTC CCCACCCTTC 143 940 

TCAAGAACTT GGG AT AT AT T AAATATTGCT GGCAATGCTG CCAAATAGAA AGAATTAAAT 1440 00 

T AAT T T AAT T ~ CTTCATGCTA ATTGGTTGCC CCGTACTTGA AAG AAC AT C T CTCCAAAAAG 144 0 60 

AACCATTTGG ATTAACCTTA TTTCTGTCAA TTACTGCCAT CTTAATAGGT AT AT G AAC AA 14412 0 

ATTTTGTACT CCATAAACTA AT C AAC AT T T TTGTCTTACC AGC C ATTGC A GCATGCACAG 144180 

CATTCGACCC AAGCCTAGCA CAATAAAGCG AATCACTGGC ATTAGCAGGT GAACTTCTAA 144 2 40 
T AAT AT AGC T .GGGATCAATG TATTTAAGAG TAAATTGTAT ATTTTTTGCT TT AAAAT ATT ' 144 3 00 
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GATAAAGCTT 


ATCATAAGAT 


GTTTTACATA 


CTAAATCTGA 


AAAACTTTTA 


CTCTTTTTAT 
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146280 
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146760 


TTAATCTTCT 
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TTACTTGGAA 


ATATAATTTT 
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AGAGTTTTTA 
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AGATTTCAGC 


ATCATCTCTA 


TTTTCTGTCT 


TAACGCATAT 
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1468 80 


TACAATAGTG 
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CAAGATCATC 
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CGTCTGTATC 
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147 000 


AGCTTTCTGT 


AGATATCACA 


TCATATTCTT 


CAATAAGCTC 


TTTAGATGTA 


T C TAT AAT AA 


147 0 6 0 


" TAATTTGACA 


ATCAAGCCTG 


CTTAAATCTT 


CAAGTAAGTG 


AATGCCTAAA 


TTACTAAGTC 


14712 0 


CAATAATAAC 


AAATGTTTTC 


ATATGCTTCA 
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ATATCTTGCC 


TTGGCCTTGT 
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AAATTCTTCA 
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TTC TTGAAAC 
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ATTGAAAAAA 


GCCCTATTCG 
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TCCTGCAAAC 
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TTATAATGAC 


TTTCCCCCAA 


AATGACAAAT 


CCTGAGT.TAC 


1473 00 


TCCAACTGAA 
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TCATAACCTA 


AAT C AATAAC 


147 3 60 


CTTCCAATTG 


CCAGATCCTC 


CCTCAAAAAA 
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AGAACCAATA 


ATATATCCAT 


TGCCGTTTTG 


ATTTTTAACA 
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AAATGTTGTA 


ATCTTAATCC 


CTCCTGCAGT 


TGATCCGGGT 


GCACCACCAA 


TAAACATGAA 


147 600 


TGGTAGAGAA 


ATTATTTGAG 


TTCTTCCGCT 


TATTAAAGAA 


TTATCAAGAT 


AATTAAAACC 


147660 


AGCTGTTCTG 


GTACTAATCG 


AAT AAAAAAT 


TGAATTAAAT 


ATTAAAGTGC 


TCATTGAATA 


147720 


ACCAGCTTTT 


AATTTATGCA 


TCTCTGTAAA 


AAAAAAT AAA 


ATTGCACCAA 


TTATAATTAA 


147730 


AAAGAAGCTT 


AAAGAAAAAA 


CTATCTTGGC 


ATGAAGCGAT 


AGTTTTTTTT 


TGTTTTTAAT 


147840 
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. AGTGTTATTT ACATCTCTAT AG AC C AT AAA CCCAAGCCCA C C AC AAATT A TTAAAATAGA 147 90 0 

GACCACAACT ATAGCTTCAG GAACATCTCG CCATGCATAA ATACTCTCAG AATGCATGGA 147 960 

AAAACCTGCA TTGCAAAAAG CAGAAATTGT CGTAAACAAA GCCTCTAAGA ATGAAATATT 148 02 0 

CACTCCCCTA AGTTTAAAAC AAATAAGTAT T AAT AT T AAA CCTATCATTT CAATTGAAAA 143 08 0 

AGTTATAAAC AATATGCTTT TTAAAATTCT AATAGGATTA TATTCTATAT TTGAAAGGGA 14 3140 

ATACTGCTTT ATTATTCTTG CATCTGTTAA ATTCATTTTC TTTTTAGGTA TAAGCAAATA 148 2 00 

AAAAGTAGTA ATACTTATAA ATCCAAGTCC CCCAAGCTGG ATTAGCAACA TTATCAAAAT 148 2 60 

■ AAATCCAAAA GTA.GAAAAGC CTTCCATTTT AACCGTTGTA AGGCCCGTAA TACTTACAGC 1483 20 

AGAAACAGCA GTAAAAAGAG CATCAATGTA TGCTAATTTG CCATCACCTT CCCAGGAAAT 1483 8 0 

AGGCAACATC AACAAAAGAG AGCCTATAAA CATAATTAAA ACAAAATAAC TAAAAAGTAA 148 440 

AAACCTGTCG CTAAATTCAA ATTTCAACAT ATC AT AC AAA AAGTTGTTTA AATTATTAAA 1485 00 

AATTTATCTT ATATAGCATA ATAJTTTAAC ATTGAAATAT TATCATAATT ACATTATTTT 148 5 60 

TAATATATGT TTGAAATAGA ATCAAAAGCA TTTATTCCTA CAAAAGAGTT' AAAAAGAATT 143 62 0 

AT C AAGC TAG CAAATAAAAA ATTTAAGTTT ATTAAAGAAG AAATAAAAAC TGACATyTAT 14 3 6 30 

TACTCAAACC AAAAAAAAAT TATAAGAATA AGAAAATTAA ATACTCTAGA AAAAATTGTC 14 87 40 

. ACATTC AAAA AAAAAATATT AGACAACAAC AATACTGTAG AAATT AAT AA AGAGATAGAA 14 88 00 

TTCAAAATAG ATAGTATTAA TAATTTTTTA ACCCTTATAA AAGAGCTTAA AT T T AAAAAG 1483 6 0 

CTATACAAAA AGATAAAAAA AAGTTTAATT TATCAAACTA AC AAT TT AAA. TGTAGAGATA 143920 

AACGAAATAA AAAATCTTGG GTTTTTTTTA GAAATAGAAA AAATAATTAA^ CAATCAAAAT 1489 8 0 

GATATAGACT TGGCAAAAAA AGAAATTGAC AACATAATCA ACCAATTTGG AT T AAAAG AA 14 9 0 40 
AACATTGAAA CTAGACCTTA CTCTGAATTA CTTTCATTGG CAAATCAAAG TAAAAAATAA _ 14 9100 

TTCATTGGAA TTAGAGCTTA AAGTAGAGAT T AC AAGC C C T TGATTGCCAT AAATT CC AAT 14 916 0 

CTGAGGGCTT TTAACATTAC TCTTAAAATT CTCAAGCTTA TTTAAAAAAT ACCAATTTTT 14 9220 

ATTCTTAAAA TAAATTAATC TCACATTATT ATTGTCCTCA AAAGC T AJ\AA AC AAATT ATT 149280 

TTTATAAAGC CCAATGTCAG CACTTAAACC TTCCATTTCA ACATTAGGAC TT AT ATT AAT 14 93 40 

C CATC TACT A CTTTTCAAAG GACAAATGTT TACAATAGGT CTATTTTCAG AAACAAAACT 14 9 4 00 

CATAATTATT TGATTAAAAT TAG AAT C AAA AAAGC C TTTA ATAAAATTGG C C AT AT AAAC 14 94 60 

AGAAGGAATA TTTGCATTTA CCCAAGCATT TTCATTGTTT AC AAT AAATT CAGATTTAAT 14952 0 

CTCATTATTT G AC TT AT AAT TATAAAAAAT GCCCAAAAAA GGTTCAGATA T T AAAC C AAT 14 95 8 0 

GTTTGATGAA TTAACATTAG AATCACCTTT ACTTAAATAA GCATGTATTA CATCGGTCCA 14 9 6 40 
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AATACTTCCG TAACCCATAT TCGAGATTAA ATTAATTTTA TATTCACCCC TAATTTCCCT 1497 0 0 

TAAATATGCT AAATACAACC TATCTTTTAA ATCAATGCTA ATATTTAATA AAGAT C C AAA 1497 6 0 

ATTTTCTATG TGACCAGGAC TAATATCAAT CCATTTTCTA CTATTAAATT TTTTAACTAT 149 82 0 

AAGCTCGCTG GCAAAATCAG CCCCTGATTT CGTAACAAAA GCAATATATA AATTTCCTTT 1498 3 0 

AGAATTAATT GAAAAATCAA AATTAACTAT ATTAGTAATA TTTCTATTAA CAGATGAATC 149940 

AAGATTAAAC CAACCAACAT CCTCAATAAA TTCAGCAACT TTAATATCAT CGCTATTTTC 15 0000 

TAGCTGATAA GCAATATAAA TATTGCTTTT ATAAATCCTT AATACATATT TTTTAAGCTT 15 0 0 60 

GGCAGTTAAA TTTAAAACAG GCAAATCTTT TAAAGTAAAA AATAAATCTT CTTTTTCAAT 15012 0 

C T TAG AT G TT TTAGCTTTCA GGGAATCGCT ACTTAAAATT GAAAAATCTA AATCTGTAAG 15 018 0 

CGAAAACTTT ATGTTTTCAT TTTTAGTACC AACATATATT ATTGCATAAA GAGAATTTTT 15 02 40 

ATCTAATCTT ATTTTAAAAT CTCTTCTTTT TACTTTATCG GTTATATATT TTTTATTAGA. 1503 00 

AATGTCATAA ATTTTAAAAA CAAAATCGGA ATTTGAACTC TTATCTAGGG TTAAAATATA 150 3 60 

ATCGGAAGAT TTGCTAACTT TTAAGTAAAC ACTTCCTTTC CCATTTTTGC TTAAAATACT 15 042 0 

T AAAGG AC T A ATTTCTGTTA ATATTTGATT TGCTTGAGCT TGAACAAAAG AAAATTTTGT 15 0 48 0 

AAATAAAAAT AGCAAAATGA ATGTCTTATT TATTTTCATA TTTTTTTACA TTCAAAAATA 150 540 

TTAACACATA TTCTAAAAAT GATAAAATTG CAAAAAAAGC AGCACAAACA TATGTCATTT 15 0 600 

GAACAATAAA TAAAAATTTA AATTTAAAAG TTAAAATGTA ACTAATAAAA TTTTGAACAG 150 6 60 

ACTCTGTAAA GTTGAGTTGA TTTAAAGTAT AAAATAAAAG GCTTGCAAAA GTGCAAACAG 15 07 2 0 

CATAAAGAAG TGACTTTAAT TTCCCCAAAA AATTTGCTTG TTGAACTACA TTAAACTGAA 15 07 8 0 

TAATTAAATT TCTAACAAAC CCAATAGAAA TTTGACGATA AATAAATATT ACAAAAAAAT 15 0 840 

AATAGGGGGT TATACCTTTG TAAAAGAAAA AAACAAAATA TGTTAAATGC TGCAAAACAT 15 0 90 0 

CCGCATAAGG ATCTAAAATT TTACCTACAT TGCTAACAAG AC C AT AT T T T CTTGC AAGAT 15 0 9 60 

AACCATCAAT AAAATCAGTA AATTCATTAA AAATAATTAA AAAC C AAAT A ATTCCAAAAA 15102 0 

ACAAATACGA AAAAAATACA TTTTCCAAAA AAAATAAAAT TAATATGATA AAGGAAAGTG 1510 8 0 

CAATTCTAAC TAATGTTATT TTATTAGGGG TAATGACCTT GATTAAATTA TTCAATTTAT 151140 

CAAATCTCCT TATCTCTTAT T T T AAAT AAA ATAAATTTAA GAGCTTCATC AAGTTTCATT 1512 0 0 

CCATTTATTT GCTCATTTGT TCTTGTTCTA ATAGATATTC - TCTCTTCTGT TGCTTCTCTC 1512 50 

TCACCAATTA TAAACATATA AGGTATTTTT TTAGCCTGAT ATTCTCTAAT TTTAGCAfTTC 1513 2 0 

ATTCTTGAGG AACTATTATC AAGCTTTATT CTAATCCCCT CATTTTTAAA TTTATTAAAA 1513 8 0 
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ACCTTAATAG 
GATAACCATA 
ATAGATCCCA 
GTATAAGTCA 
CACTCTCTCT 
CCACCCTTAT 
AAAGACATTT 
GCCTTTGGGT 
TTAATCTCAT 
CCTCTGGCTC 
AGTTCGGCCC 
AT AT G AAAAG 
TCAAACATGC 
CCAATATGAG 
TCTTCTATTA 
ATCTCTTCAT 
TTTATTTCCT 
CCATAAATTC 
CTAGTAAGCT 
CAAAGATCAA 
TTAATCAAAT 
ATTATCTCTT 
T C T AAAAG AG 
TTAATAGGAG 
ATAACATGAG 
CTCACAACAA 
CTTTTACGTA 
AATTTTCTAA 
GCAACTAT.TG 
GAACCTCCAT 



CATAATCTTC 
AAGGAAAAGC 
ACAAAGCTCT 
TAT T AAAT C T 
C AAGC GAATC 
CAATTTCATA 
CCCAATCAGA 
TGCTAAAGCC 
CTAAAACCTG 
TCATCATACC 
ATCTAAATGG 
GACAATTCAT 
TATCCTTATA 
GAGTAAAAAG 
AAGCTCTTAT 
GTATAGAAAA 
CTCTCAAATT 
TGGTAAGCAT 
TAAATGCCTT 
CAAAATTGTG 
CAATC TT AT A 
T T T C AAAAG A 
AATCTTCTGT 
GACCTATTGC 
CTATTGAGTG 
TACCTTTTGC 
AAAATACGCA 
AAAAATAGAG 

r 

ATT C AA/T AT T 
AAGAGAGAAA 



GACAATATTG 
ACCACCATAG 
ATGAATCATA 
CTCAGGGAGA 
AACTATCTTA 
AGGAACTTCA 
ATCATTGCCA 
AAATTTACTC 
AGA.ATGGGTG 
ATGCAAAGCA 
CAAATCTCTA 
GGGTTTAAGA 
AAAGTCTAAA 
AATATCATAC 
TTTGGC AC C A 
TAAATCAAGC 
AAGATAAGAT 
TGGGTTTTTT 
TGGATCAATT 
ACTCTTGTAA 
AGGTTCATCT 
ACTTCCGGTC 
AATCTGCTTT 
AATC TTGGT A 
TCTTTTTTTG 
CTTTCGCTTT 
CCTCAAATAT 
ATAAGAAAAC 
AAAATAAAAA 
AGGAAAGGGA 
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TTAACAGGAA 

TGCTCTACAA 

AATGGTC TTT 

TTAAAATCAA 

AGATCAATTT 

AAATCGCTTA 

ACAGATTTGT 

C AC AT AT AAA 

CATATAATAT 

CCTATCTTTT 

TAAGAATGCT 

TAATAATCAC 

TGACCAGAAG 

CCATTTTTGG 

TTGGGATGAA 

TCTTTTCCAA 

CTCAGTTCTT 

TCACTGCCCC 

TTATTCATAT 

ATAGAAACTT 

TTAAAAATTT 

TTTAAAATTT 

TTAAATTCAA 

TTTGGAAATA 

TAAAGAATAT 

TTATTAAAAA 

TTATAATTAC 

AAAAACCTGA 

GACATTGCTA 

ATCCCGGTAA 



TGATTACTAC 
GAATTC C AAA 
TTTCTTTACC 
ATTGAATTGT 
TAGGCCCATA 
AAGTCTCTTC 
CAGGCTTTGT 
TAGCAAACCT 
GAGCATCATC 
C AT AA.C GAT A 
TACCTGTATT 
TTTTATCCAT 
TTTGCCAAAG 
AGTGCTCTTC 
AAAAAACAAG 
GCTTTCTATG 
TTTCATTATT 
GCCAATAAGC 
TCTCAACATG 
CATTTTGTAA 
CAAGAGCCTG 
CTCTCATTCT 
AATCATAATA 
AATCAAGAAC 
CTTCTTTATC 
ATTAAAATTC 
TAAATTAAAA 
AAATAAATTT 
AAAAAAATGT 
TAGGAAGAAC 



TTGAACAGGA 
AAATCTTTCA 
ATCCTCAGCG 
ACTCATCTGC 
AAAAGCACCT 
AAGAACTTTT 
AGAAAGATAT 
AAGAACTTCT 
CTGAGTAAAC 
CACAGTGCCA 
GTAAATTGCA 
TTCTATTTTT 
CCAAGATTTG 
TCTCCAAAAA 
TCCTGGTCCA 
ATCTCTTTTT 
CCATAAAGTT 
CCCAGCAATA 
AGGACCTCTA 
ATCAAAATTT 
TTCTACGCTT 
ATTTTCTATG 
AAAACCATCT 
AGCTTCTGCC 
TAAATCTTTG 
ACACTCATCA 
TAT AC AAAAA 
TCAATCCATA 
AATAGTAGAA 
TCCTAAAGAC 



151440 
151500 
151560 
151620 
151680 
151740 
151800 
151860 
151920 
151980 
152040 
152100 
152160 
152220 
152280 
152340 
152400 
152460 
152520 
152580 
152640 
152700 
152760 
152820 
152880 
152940 
153000 
153060 
153120 
153180 
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ATTCCAACAT TAAAAGAAGT ' ATGAAAAAAT AAAAGTCCCA AAATT C C AG A TATTACTAAG 15 3 240 

GCCATATATC TATCTTGACT TTTATTCATT AT TAT C AAAA ATTTAAAAAA AAGGAAAAAA 153 3 00 

AATAATATTA AAATAGTGCT AACACCCAAA AACCCAAACT CTTCGGCAAG AATAGAAAAA 153 3 60 

ATAAAATCTG TGC TTTGAGA TGGCACATAA TTAGCGTGGG TATAAGGTCC CTTTAAAAAT 15 3 42 0 

CCTTTGCCCA AAAGACCGCC AGAACCAATT GCTATTTTAA CCTGATTTAA ATTCCAACCA 15 3 48 0 

GCACCCTTAG CATCAATAGC CGGATCTAAG AAT AC C AAAA ACCGTTTAAT CTGATAAGTC 15 3 5 40 

TTCATTAACT TTGAAAGAAC ■ CTTTGAAAAC ACTATTGAAA CTAATAAAAT AGAACTTGCA 15 3 60 0 

AAAAATACAT AAAAATAAAT TATTTTAATA CTCAAACCAT ATTTAGAAAT GAAAAATCCT 15 3 6 60 

AAAACAGAAA TCAAAAGAAT TAAAAGCAGC ACTCCCATTA TTACTCTAAA ATAAAAAGGA 15 3 72 0 

TTTGAGAAAA T AAG AT AAAA TACATTACCC ATATTCACCT TATATTCATA CCAAACCGGT 15 3 7 80 

AAAATTGCAA AAACAAAAGA AAAAAACCCT ATCAACGCAA ATGCTAAAAC ATAGTGCAAA 15 3 8 40 

TCTATTCCTG CAAAAAAAGA AAT AAAT AT A AAAATGGTTA AAT AT AC TAT TGCTGTACCA 15 3 9 00 

AAATCAGGTT GC AAT AAT AT AAG AAT T AC C GATGGAAAAA TTAATAAAAA TGCAGTAATA 15 3 9 60 

AAGGTAAAAA ATTCATTATA ACCCTTTTTT TCAGTGTAAA ATTTTGAAAG GGTTAAAATA 154 02 0 

ATAACAACTT TACCAAATTC AGAAGGCTGT CCTCCAAGTT TCCATATGCC AAT C C AAG AT 15 40 8 0 

CTTGCTCCAT TTACTGTCAT TCCAAAAAAT GCAGTAAAAA TTAAAGCCAA TATTAATAAA 15 4140 

AAATATAAAG GATATACCAT GCTATAAACA AATTTTAAAT CATATTTGCC CACTATAAAA 15 4200 

ATTAGAAAAA AT CC AAT AAT TACCCAAAAG GTTTGTTTTA TATATTCATT CTTGGTTAAA 15 42 6 0 

GATCCACTAA TATTATAATC GCTAGAATAA ATCAACAATA TACCAACAAA AGAAACTATA 15 4320 

AGTAAGCTTA TCAAAGCCAA ATAATCATAA " TTTTTTCTAA AAACCATTAA TCTACCTAAT 15 43 8 0 

ATACCACGGC CTATAACCTT T AAG AAT AT C TTCATAACTT TGATTTGCAA AAATGCCTTG 15 4440 

CAT TAT T AAA TCTGTAGATT TTGCAGGCCA CCAATCCACA TTACTTTTTG CCTCAACCAA 15 45 0 0 

ACTAAAAACA ATAATTTGAT TATCAGCTGA ACCGTTATAA GGGGCAAGTC CAATAAAAGA 154560 

ACTATTTTCA AAACCATCTA TTCCAGTTTG ACCAGTACCT GTTTTTCCTC CAACCTCAAC 15 462 0 

AGCTTTGGTA AGAACTGCAT ATCTTGCTGT ACCATAAGTT ATAACACTTC TCATATATTT 15 4 68 0 

TTTCAGAAGT TTAAATGTGT TTTTACTAAT AAGATTTGTC TTT C TT AAT A TTTCTGGTTT 15 474 0 

ATTTTCAAGA ACAACCTTAT TAGTACCACC TTTTAAAATT TTATTTACAA TTCTAGGTTT 154800 

ATATACAACA CCTTCATTTG CAATCATAGC AACCATATTA ACAATCTGCA TAGGAGTAC-C 154860 

ATTTAAAAAT CCTTGACCTA TTGAAAAATT TACAGTATCT' CCTCCTACCC AAGGCTGATT 15 4920 
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AAAAGTTTTT 
AATTCCTGTT 
AAGATACTTA 
TAAATTAACA 
AAAATATCCA 
AGCAGCAACA 
TAAAAAAGAG 
ATAATTGTGA 
CCTTTTGCCT 
ATCATTACCG 
ATCTACCTTG 
AACGCCCAAC 
AAGTTCTCTT 
TAAATAGTTA 
AGAAATTTTG 
ACCAGGCTCT 
AAAATCTATC 
CTTTAAGATA 
ACCTCTTGAG 
AAACAAATGC 
TATTAAAAAA 
TCTTTAAAAG 
G A C AT TAT AT 
ACAAAATCAT 
ATTGTCATGC 
ATTATCGTAT 
AGACCATATA 
AC T AG AAAAA 
AAAATTTTGC 
CAATCTCTTT 



TCTTTCCACT 
TTTTCTCCAA 
AGCCCAAGTG 
TACCCATGAC 
GGACAATAAA 
ACTAATTTAA 
TAATCTTCCT 
AGAGCAAGAA 
AAAGCATTCT 
GGCACCATAT 
TATTTTATTA 
TTTCCAATCG 
TGATTTATTT 
CGCTTAAAAG 
AAAAGCATCT 
TGAAGTTTAG 
ATCTCAATTC 
AAC AT? AG T T A 
GCATTGATTT 
TTACCAATTT 
AATATGCCGA 
AATAAAAATT 
TTACAAAAAG 
AAAACACAAT 
TAAGCATATT 
ACCCAAAAAC 
AAATGCTAGA 
TTAAAAAAAT 
CTAAAAATGC 
GTTGTTTTTA 



CAGGA.CTAGG 
ACCCAAATTC 
TATAAAAATA 
CTCCGGGCTT 
TTTTACGATC 
AAATAGACGC 
TATTATCTTT 
CAGCACCTGT 
TAGCAAGATC 
TTTTTATAAT 
ATCCCTCTTG 
TAGAAGTATT 
GCCCAACATA 
AATAGGTCCA 
TTGGGGTAAG 
ACAAAATAAT 
TAGTAGCAGC 
AATTATTTGC 
TTTCCAATCT 
GCATTTGGAA 
AC TT G T AT C T 
TCTAGTAAAA 
ATCAAGGTTG 
AGCTAAAAAC 
TTTGGGCATG 
AAAAAAT CCA 
TAATAATCCC 
ATCTATTGAA 
GCTGGAAATA 
ACAAGAAAAA 
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AAGAAGGCCA 

TTTTGCATAT 

AACATTAGAA 

CCAGCAATGA 

TTTGTCTATA 

AGGCGGGTAA 

ATTGTAAACA 

TGATGGTTTT 

TTGAATATCT 

AGAACCATCG 

CCCTCTAATG 

AT CAT AC CCA 

ACCGATTGAA 

CAAAAGAGCA 

TTCAATTATT 

TGATTTATCA 

AGGCATATTG 

CAAAACATTG 

TGATAAAAAA 

TAAAATCGCC 

AAAATTTGTT 

TAATTTTGAA 

AAAATTGAAT 

CATAATATAA 

AATAATTTTA 

AGTGGTAATC 

ACATT AAAAA 

AAATAAAAAT 

A.AAT AT G T AA 

CATACTCAAG 



GCTACTTCAT 
TTTCTAATTC 
GAATGTGCAA 
AAAATTCTAT 
ACTCTTTCTT 
ACAGATTGAA 
TCTTTCATAG 
AATACTACAA 
TTATTGATAT 
TCTATTCTTC 
T AAT T AT CAT 
CTAACATTGT 
TGAGAATATG 
GGATAATAAA 
TCAACATCTT 
ATATCTAGAG 
TAATACTGTT 
GAATTAGAAT 
ACATTGGCTT 
AAATAAAGCA 
ATAACACCCA 
TTGGATATAA 
AAT T AAAAG A 
TTTTTGAAAG 
TTTTATTGTT 
CTGTAAAATA 
TAAAATTCAA 
AAGTTGCAAA 
AAAATGTTGC 
CTTATCTAAA 



TTGGCAAATC 
TATCAACTCC 
TCGCCTCTTC 
TTCCAACTTT 
CAAGAATGGC 
TTGCTTTATT 
AAT AAT AAGG 
CAGAACCATA 
TAAGCACAAC 
TCTCCTTAGA 
AAACTTGTTC 
AAAACGTCCT 
AATCGTCAAC 
ACTTTTTTTC 
TAAGATATCC 
TGCTTGATAA 
GTAAGCTTAT 
CCAAAATTTC 
CTCTGTCATA 
C C AT AATT AC 
C T AAT AAT C C 
AAAGTTAATA 
TTTTAAGTCT 
AAT AAAAAAT 
AAAATAAAAT 
AT C C AT AAG A 
AGAATTAAAA 
ATAGTGTTGA 
CAT T ATT C AC 
ACTATAGCTG 



154980 
155040 
155100 
155160 
155220 
155280 
155340 
155400 
155460 
155520 
155580 
155640 
155700 
155760 
155820 
155880 
155940 
156000 
156060 
156120 
156180 
156240 
156300 
156360 
156420 
156480 
156540 
156600 
156660 
156720 
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GCTCTACTTC 


TATTTTTAAA 


AGAGAATTAT 


AATCAAGAAT 


ATGAAAATTT 


GTAATCTTTC 


156780 


CAATATAAAT 


ACCAACTGGA 


TATTCACTAA 


ATCCAGCAGT 


AACAATAGAA 


TCCCCTATTT 


156840 


TTAAATCTTT 


TTCAGCAAGT 


CTATTAACGT 


AATTCATTTC 


AAGTTTTTTA 


CCATAACCAT 


156900 


TGCCTTCTAT 


AAGGCCTATA 


AAC C T AC T AC 


TTTGAATCCT 


TGCGGACACA 


AAATTTTCAT 


156960 


AATTAGTTAA 


AGGCAAAATT 


TTAGCAGTAT 


TAGAATAAAC 


CTTTACAACT 


TTGC CTACAA 


157020 


GGCCACTAAA 


TCCATCCTGA 


TATGCAACTG 


CT ATC AT ATC 


TTTTTCTATC 


CCATCATTGA 


157030 


ATCCTTTATT 


AATAGCCATT 


AAAGTCGATA 


TGTTTGAATA 


GTTTAGATAT 


ATAATCTCTG 


157140 


CCGAAATAAA 


ATCGCTAGAG 


CTTGACGAAT 


AAAAATTTAA 


TTGCTCTTTA 


AGACGAACAT 


157200 


TCTCTTGCCT 


TAGTGACTGT 


ATATTCTGAG 


TGACTATTTC 


AAGCTGTTGT 


ATCCTTTTTT 


157260 


TATAAAATTC 


TAT CTTGTCC 


TTGTAATTTT 


TGTATTCATT 


TACAGTTTTA 


AAAACATTGG 


157320 


AAATAAAACT 


AAAAACCCCA 


TGCATTCTGC 


TTTGAATATA 


AGAATTAAGA 


GTAAAAAACA 


157330 


AAAAATTATC 


TGATCTTCTC 


TTTTGAATGC 


TGCTTGAATC 


ATGAATCATA 


AAAACAAGAG 


157440 


AAACTATCAA 


TACCAAAAGT 


ACTTTGATAA 


AATTCTTGAA 


TTTGACAAGA 


AAATTCATAA 


157500 


CTTATTCATT 


GATAAAACTG 


TAAATATTTT 


TACTAATATC 


TATTCTATTG 


GCATAATCAT 


157560 


AAAATAACCC 


GGCACCAACA 


GCTACCGAGA 


GAAGCGGATT 


GTCTGCAACA 


TAAACAGGAA 


157620 


CTCCAGTCTC 


TTTTGAAAGA 


AGTCTATTTA 


AACCCTTAAG 


AAGAGCCCCT 


CCCCCTGTCA 


157680 


AAATAATGCC 


ACGCTCAACA 


ATGTCTGTAG 


CAAGCTCTGG 


GGGAGTTGCA 


CCAAGAGTGC 


157740 


GCTTAACTTC 


ATCCACAACA 


ACATTTATAG 


GTTCTTGCAA 


AGACTCTCTT 


AC TTC CAT AG 


157800 


AATCAACAAG 


TTGCTTTCTA 


GGAAGACCAG 


TTACAGCATC 


TGTACCCTTA 


ATGTCTATTT 


157860 


TTTCTACCCT 


TAAATTTTGA 


ATATCGGGAT 


ATACATTTCC 


TATCTTAATT 


TTCAATTTTT 


157920 


CTGCTGTCTG 


TTGACCAATT 


ATAATATTAT 


GAGAATTTCT 


CATATACTTT 


ATTATGCTCT 


157980 


CATCAAATTC 


GTCACCACCA 


GTCCTAATTG 


CTCTACTTAC 


AACCATGCCG 


C C AAGAG AAA 


158040 


TAACAGATAT 


TTCTGTAGTT 


CCACCCCCAA 


TATCACACAC 


CATATGACCT 


GTAGGTTCAA 


158100 


AAATAGGAAT 


' ATC AGATCCA 


ATAGCAGCTG 


CAAGAGATTC 


TTC TATTACT 


TTAACTTCTC 


158160 


TTGCACCGGC 


ATTCATTGCG 


CTCTCTTTTA 


CAGCTCTTCG 


CTCAACCTCT 


GTAATACAAG 


158220 


, TTGGAACACC 


T ATT AC C ATT 


CTCGGCTTAA 


AAAATAATTT 


TTTACGAGAA 


AAAATTTGAT 


158280 


TAATAAAATA 


TTTGATCATC 


TTCTCTGTAT 


TCTCAATGTC 


AGCAATAACT 


CCATCTCTAA 


158340 


GTGGGCGTAC 


GGCTTTAATA 


TTTTCTGGAG 


TTTTCCAAAG 


CATTTTTTTA 


GCATTTCTAC 


153400 


CAACCGCAAC 


AACTTTATTA 


CCTTTGGTTA 


TATCTATTGC 


AAC AAC AG AA 


GGCTCGCTCA 


. 158460 
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TAACCACGCC ATAATCTTTA AT AT AAAC C A ATGTATTACA TGTTCCAAGA TCAATGCCAA 158520 

TATCTATCAA AAAAGAC TTA AACAAATTCA AAACAACCTC CCTAAAAGTC TTCCAAAGTA 1535 80 

ATTCCAAGCC TCTCTCTTGC TGCTTCTAAA TAAGGATTAA GATTGAGAGC TTCTCTCCAG 15 8 64 0 

TATTTTCTAG CTTTAGGATA ATCTTTATCT TTCTTTCTAT AT AT AT C T C C TATTTTAACA 15 87 00 

TAAACGCTAG AATTTGAACT ATTAATTTCT AGAACTTTAT TATAGTAATT AAAAGCACTG 1587 60 

TCATAATCGC CTTTATCTAA TAGAATGTCT CCATAAAGCA AATATACCTT TTGAATTAAA 158820 ( 

TTTTCATCCG TTTTCTCACC CTTTGATAAT TTTCTTTTCT CTTCTTCTAT TATTTTTTTT 158880 

ATATACTCAA TGCTTTTGTT TATATCATTC AACTTATAAT TAACATAAGC CAAACTCCAA 15 8940 

AGCACTAAAT CAGATTTATT TTCATTAAAA GCTTTTTCAA AAAACTTCAA ACTAGATTTG 15 9000 

TAATCTCTTA AAAGCTGATA CGAATATCCC AAATATTCAA AAATATCTTC TCTAATGTTC 15 90 60 

ATGAAATCAA AATTATCGGC ATTTAAGGCC TTCTTTAAAA ATTTTACAGC AAGCTCGCTA 15 912 0 ' 

TAAAACTCTC CTTTATGAGA ATATGCCTTT CCCAATATGT AATACAAAGG GCTTATGGAG 159130 

ACTCCATCAT TTATAGAAAT TAAAAATCTT AGTCTTTCTA TGGATTTATC TAAAAACTCT 159240 

CCTTTTAAAT ACCCTTCATT T AC T ATT AAA GAATAATAAA AATATGAAAA TCCTAAAAGT 15 9 3 00 

AAATTCAAAT TAAAATCAAA TCTATGATTT TTAATGTCAT TCTCAGCATA ATCTATTATT 1593 60 

TCTTTATATT CTTTTTTATC CCAGAGTAAA AGCAAATCAA CTTCTGTTGG ACCTGCCTTT 159 42 0 

AAATAAGAAC TAGAAAAAGA TTTAAAATAT GATAAAATGT AATAAATTAA AAAAATGAAA 159480 

ATGAAAATCA TAAATGAGTA AAAAATATAT CTTAAATATC TTATTTCCAT TTAAAACTCT 15 9 5 40 

CTTTTAGGTC AATGAAATTA ASCTGACACC CATAAGCCGA GTTCTGTACT ATGCCATCAT 15 9 6 00 

CTCTCTTATT TTTTTATCGC TAAAAAAATC GTGCGATCTA CCCGTAAGCA TGTCCTCAAG 15 9 6 60 

AACAAAGGGT GCTTACATAC TTGATCTTGC TCCTAATGAG GTTTATCTTG CCTGTATTTA 15 9720 

TTGGTAAATA AGCGGTGAGC TCTTACCTCA CCTTTTCACC CTTACCTTTT ACGGCGGTAA 15 9780 

TTTTCTGCGA CACTTTCTTA GGTTTAAAAC CCCTAGGCAT TACCTAGCAT TATGTTCTTA 15 9 8 40 

TTGGAGCTCG GACTTTCCTC TTAAGCTTTA ATTATAAAAC TAAGCGATGG CTGACTGCCA 15 99 00 

GCTTAAATAA AAAGTATCAA ATTAATAAAT TTTATTCAAC AAGATCTGCT AAACT AC C AG 15 9 9 60 

GAATTATTTC ATCGCTTATC TGAACTTTAT C C TGATAAT A AAGTATTCTG CTGCAATAAG 16 00 2 0 

GAC AAAATTT AATATCGTTG GGCTCACGTC TTACTTTATT TGCAAATTCA ATAGGAAGTA 1600 80 

TCATATGACA ACCTTTGCAA ACATTGTTAA CCAAAGGCAC AACTCCATTT GATTTATTTC 16 0140 

T T ATT AT T C T TTGAAATTTA AATAAAAAAT CTTCATTCAT TTTAGAAGCA CAATTTAACT 16 0200 

CTTCACTCTC TATTTCTAAA. AGTTTCTTTT CAATTTCTAA AAGCTCCAGC TCAAAACTAC 160260 
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TGCTTTCAGC TCTAAAACAT TCCTCTTCTT TGATGTGCTT CTCGTTGACA TCTAATATTT 150 320 

CCTTTTCTAT TTTAGTTTTA AGCCCATTAA CATGTGTCAT CTTTTTTCTA ATTGTAACTT 160 3 80 

CATCGTCAAT AATAACCTGA AGTTCTTTTT CAAGAGCCTC ATATTCTCTT TGCGTTTTAA 16 0440 

TGCTATCAAT TTTTTCTTCA GCCTTGCTCT TTCTTGAATT AATATCTTGA ATATCTAACT 160 5 00 

TTAAAGCAGA GTCTTCTTTT TGATACTCCT TAAACTTTTG TTGCAAATCA ACAAGAACTT 160 5 60 

TCGACAATTC TTCAATCTGA TTTTTTTTCG CCTCCAAATA CTTGGGAATA CTTTTTCGCC 160 6 20 

TTTCTTCAAG CTCAAACTTA GATTTATATA TAACTTCAAG TTTTTTTAAT GTATCAATAT 160 680 

TGTTTTCCAT CAATCCTCCT GTTCAATTTA AATCTTCAAG ATAATCTTTT AATTTTTGAG 160 7 40 

TTTTTTTGfGG ATTTTTAAGC CGCCTTAATG CTTTAGATTC AATTTGCCTA ATTCTTTCTC 1608 0 0 

■ TTGTAACATT AAAATGAAGT CCAACCTCTT CAAGAGTTAA AGAATAGC C A TCTTCAAGTC 160 8 60 

CAAATCTCAT TTTTACAACT TCTTGTTCTC TTTCAGGAAG AGTTCCAAGA ATTGCTCTTA 160 92 0 

TTTGATCTTG CAAAACTACA AAAGATGTGT GATTTGCAGG ATTTTTTATT GCCTTATCCT 160 980 

CAATAAAATC GCTAAGAACA GAATCTTCCT CTTCTCCAAT TGGTGTTTCA AG AG AAAC AG 161040 

GTTCTCTTGA AACACTCTTT ACAGTTTTAA CCTTTTTAAG TTCCCATCCA AGCCTGTCTG 161100 

AAAGCTCTTC ATCTGTGGGA TCTTTGCCTA AAACTTGAAT TAAATATCTA GTTTCTCTAT 16116 0 

TAAGCCTATT! TATTTGCTCA ATCATGTGCA CAGGAACTCT AATTGTGCGA GCTTGATCAG 16122 0 

AAAT AG AT C T TGTTATGGCT TGTCTAATCC ACCAAGTAGC ATAGGTTGAA AACTTAAAAC 1612 8 0 

CTCTCTTATA TTCGAACTTT TCAACAGCCT TAATCAATCC AATATTGCCT TCTTGAACAA 1613 40 

GAT C AAAAAA ATGAAGACCT CTATTTGCAT ATTTTTTAGC AATGCTTACA ACAAGCCTTA 1614 00 

AATTAGCCTT AATCAACTGA TCTTTAGCAT GCTGCATCAT TTGCTTCCCT TTAGCAATCT 1614 60 

CTTCTGACAT GCTTATTATT TTATCAGTTG GATATTCATA ATACATCTCA ATTCTCTCAA 16152 0 

GTTCTTTTTG GGCAAGCTGA GCCTCTGTAA TCTGCTCTTT AATAGCATCT TCTTTAAGCT 1615S0 

TGAGAGATTT TTCTATCTCT ATTTTTTTTT CAGCAATAGT CAAATCTCTT CCAAGCACCC 161640 

TCAAATCTCT TATTTTTTCA ATTTTCAGCC TGCTTAGAAT TATTCTTTGT TGTCTTTGTA 1617 00 

AATCTTTTAT TTTGTTAGCA GAGTCAATAT AATCATCTGA GAAAATCCTT AATTCCTCTT 1617 6 0 

GATACAAAGG AATGTCTCTC AAAAGCTCTT TTAGGGCCAA TCTTTCCTTT TTTAAATTCT 16182 0 

TTTCAAAAAT ATCCCCCCCA AGATCATACA CCCTATGCTT ATTATCTACA TAACTTATTA 1618 3 0 

AACGATCTTG AATTGGCTTT AAAGGAATTT TGTAAAAAGA GGCAATTCTT- TTTTTTTTAT 161940 
TATAATAATC CGGACTACTC TCTTTATCCT TATCTTTTTC TCTTTTAAAA AACTCTTCTC ' 162000 
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TTTCCATTCT TGAGTAAATA GT ATT C AC AA GATTATAATA ATTTTCTATA ACAAGTCCCT 162 060 

CATTCTTAAG AATATTCTCA ATTATACTCT CTCCAGAATC CATTTGCTTT GCAAGTTCAA 16212 0 

CTTCTTGATT TCCCGTTAAT AAAAACTCTT TTCCTATTTC CTTTAAATAA AGCTTGATTG 16218 0 

GATCTTCTGA GTGACTATCT TTTAAAACAT TGCCTTTAAT AT AC C C TG AA CCTAAATCAT 1622 4 0 

CCTTAACAGA AATATCTTCT TCATCACAAT CATCCAGCTT AACATCAATG TCAATATCTT 162 30 0 

CCTCATCACT TTGAAAACCA TCATCTAAAA TCATAAAATT TCTATCAGAT TCAATCTCAA 1623 60 

CCTCTTCCTC TTCATCATTT CCATCTTCAC TGACAACCAG ATCTAATTCC GAAATTTTAT 162 42 0 

TAACCAACCT TATTCCCCTA TCCTCAAGTA CCGAACAAAT ACAATCAAGA ATCTCTGGTT 16248 0 

CTAATATATC ATCGGGAAGC AAATTTGATA ATTCACTAAA ACTAAGAGAT TTTCTATCTC 162 54 0 

CCAAATGAGT AATAATACCC TCTATCAGCT TCGAATATTT CTTTTCCAAA TCCGACAAAA 162 60 0 

CCTAACTCCC TGGAACATCA TCTATGTAGA TTTTTAAATT TTTTCTCTGC ATATTTAAAA 162 66 0 

ACATTAACTC ATTTATTTGA ATCTTAGCAT TTACCAAAGA GTCCCCATCA TATCTTTTTT 162 72 0 

-TGCAAAGCAA AAC AC G AG AA TCTAATTTTC TTCTCTTGAT TGCAAGTAAA AT AT G AAT G A 1627 8 0 

GCATCTCATC ATCCACTTCA AAT T C AG AAT TTAAAATTTC TTCAAAAAAA ATTCACTAAC 162 84 0 

TTTATAGGTA TCCTTTAAAT TTTTTTTTAA ATCCATTAAT GAAAAATCTT TATTATTTTC 162 90 0 

AAATAAATTT TCAAAGCACA TAAAAACTTT TCTGGCATCG ACATTAATTA AATCACTATC 16296 0 

AATAATATTG CGCCTTACTA TGCTAAAATA ACTAAAATTT TTCAACAAAG C TACT ATT AG 163 02 0 

ATACCTCTCA TAAGAATCAT CATTATGAGC ATACAAATTT CTTTTATTAT TGTCAACTAC 163 080 

AAATCTTTCT TTTATTCTGT AAT AAT C T TT CAATAAAGTT GTCACACCAA TACCAAGTTT 16314 0 

ATTGCTTAGC TTGTCTAAAA AAATTTTTTT CTGAGTATCT ACTTTTGATA AATTTATCAA 163 2 00 

ATTTAAAAAT AAATTAATCA TGGCATTTAA ATCTACAGTT TTATTTAAAT TATATTTATT 163260 

.AGAATAAACA TCCAAAAGAT ATTCAAAAGC ATCACATCTA TTATTTAAAA TTTTTTGCAA 163 32 0 

GGAGTCTACA CCCTCACTTT TAAGAACATC TGCAGGATCA GTACCAAAAT C C ATT C G AAC 1633 8 0 

AACACTAACA TTGATATTAA ACGGCAAACA AATTTGATAA GCTTTTAAAG TTGCAGAAAG 163 440 

TCCAGCATCA TCCCCATCAA AAGAAAATAT TATCTCATCA GCATATCTTT GAATTAAAGC 163 50 0 

TAAATGCTCT TTTGAAAAAG CAGTGCCAAG AG T AG AT AC G GCTCTCTTAA TCCCAGATGT 163 560 

- AAAAAAAGCA AGAACATCTA TATACCCTTC TACCAATATA ACTGATTTTG TAGATTTAAT 163 62 0 

CTCCTCAAAA CCCTCATAAA ATCCATAAAG AAGCTCCCTT TTTTTAAAAA CTTCAGTTTC 163 68 0 

ACCTAAATTA ATATACTTAG AACCTTTCCC ATCTAAATCT CGACCTCCAA AAC C AAC AAC 163 74 0 

GTTTCCTTTA AAGTCTTTAA TTGGAAAAAT T AAT C TT T G A AAT AAAAT AG AAACTTTGGG 163800 
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ATTGGTTTTC GAGAACAAAC CACTTTTTCT AAGTACTTCA GAAGAGTATC CTTTTGAAAC 163 8 60 

TAAAAAATCA TGAAGCTCTA AACCATTTTT AAAGTTAAAT GGCAAATAAC CAAGTTCAAA 163 92 0 

. TAAATCAACA ATTTCCTTAG ATATTGCTCT ACTCTTTAAA ACATAATCTA AAGCTTTTTT 163 980 

GTTTTTACTT AAAAAAAATT TAATGGTATT AATTAACCGA GAATTCAAAG AGTAAATTTT 16404 0 

TGAAACCATG TCTTTATTTT CATTTTTATT TTCACTTCCT CGACTTATTT TTAAATCATC 16410 0 

ATAATGAATA CCGGATTTTT CGCATAAAAT CTTAAGAGCA TCATTGTAAT TGATTTTTTC 16 416 0 

. CATATCCATT AAAAATCCAA TAACATCTCC ACCCTTTTTG CATCCAAAAC AATAAAAATA 16 4220 

TCCTTGC AAA GGATTTACAA AAAAAGAGGG AGTCTTCTCA GCATGAAAAG G AC AAAG AC C 16 4230 

TTTGTAAGCA GATCCCGATT TAACAAGCTT AATATATTGC TCCACAATAG CTACAATATC 15 4340 

AAATTTGCTT TTCATTGAAG CTACAGTTTG TAAATACTTC ATACTTCTTA ATC CTTAGTA 15 440 0 

ATAAAATTTT TAATATAATC TTTTGCCCCT AAAAGATGTG AAGAATATTC TGATGAAAAT 16 4460 

TGATGTGTGC CCAACTTAGA GTCTTTTACA ACAAAAAATA AATATTGCGT ATT TTTTGGG 16 452 0 

AAAAAAGCTG CTTGCAGCGA AATAATACCA GCATTTGAAA TTGGAGTAGG AGGATATCCT 16 4580 

TTATTAATAT AT G TAT TATA AGGAGAATCT ATCTCTAAAT CTGAAAAATA AATTCTCTTA 164 6 40 

GGATGGCTTC GTCCTAGCTC CTCTGTAATA ACATATTCAA TAGTAGCACA GGATTGTAAT 16 4700 

GCCATACCAG ATTTTATTCT ATTATAAAAA ACCGAAGACA TTATTGGGGC TTCACTTTTA 16 47 60 

.ACCCTATATT CACGTTCAAC AATAGATGCT ATTATTACCC TATTGTAAAG CTCCTTACTT 164 82 0 

GAATAATCGC TAAGAACAAC GC C TAT AG AC TTAAGCTTAT TCAAAAAATT ATCAACAAAC 1648 8 0 

ATGCGAACTA CATTCTTTAT TTCTATACCC TTATAAAATT T AT AAGT AT C TGGAAATAAA 164 9 40 

AATCCTTCAA GAGAGTCATA ATCAAGCCCA AGC T CAT AAA TAAATGATTT TTTGTTGATT 165 0 00 

AAAAAAAGAA AATCTTGAAC ATCATCAATA ACAGAAAATT CCTTAAGCTT TAAAGCAATT 1650 60 

CTTCTGCTAG TATACCCTTC GGGTATTGTA ACATCAATAT TTACGTTAGA AGATCCCTTT 16512 0 

AAAAACTCTT TATATATTTC . AAATGTAGAA AGATCGCCAT TTATTAAATA TTTCCCCTCT 165180 

TTAAATTGTT T AT C AC T AC C TAAAATATAT GAAATAAAAA CAAGAAGCAG CTCGGATTTA 1652 40 

ATTAATTTTT GTTTTTTCAA TTCTTTAGCT ATTTTTTTAA CTCCCCAACC TTTTTCAATA 1653 00 

TTAAATTCAT AAACTAAGCC ATTTGCCAAA GAAGATAAAT T T AAAAAAT A TATAAAAATT 1653 60 

G AC AAAAT AG ATCCCAAAAA GAAAAAAAGA AT AAAC AC TT TCCCAATTTT AATAAGCACA 155 42 0 

AGAATCTCCT' AGCTAAACAA AAGTCTTTGC TAATT AC AC T TTAGCTATCA AT T AAAAT T T 165 48 0 

TTAATTGATA GCTAACATCA TATTTTATAA CCAATAATAA CTTTTCTAAA T AG AC AAAAA 165 540 
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T AAAAGC AC C AAAATGAAAC G AC AT AAC AC ATTTAAAAGA TCACAATAAA AATTATAAAA 165600 

AGGCAAACGC TTATAATTTC AC T AAATTGG GGAGGGTGGG ATTCGAACCC ACGTAGGCAA 165 6 60 

AGCCAACAGA TTTACAGTCT GCCCCGGTTA ACCACTTCGG TACCGCCCCA T AAAAGC C GA 165 72 0 

CTGTCGGATT CGAACCGACG ACTGCGGTTT ACAAGACCCG CTGCTCTGGC CAGCTGAGCT 16 57 80 

AAGTCGGCAA ACAAAAACTA ATAGTTAGTT TATAAAAATA AAATTCATTA GTCAATAGAA 1658 40 

TAATGATAAA TAATTAATAT AATCTTCCTA TTAATCTATT TATTACCAGA AAGAAAAATT 16 5900 

TTAAAAACAA GAGCAATAAA AAAAAT TATA AAACTAAAAA TTAAAATTAA ATAATACTTA 1659 60 

ATTTTTTTAT TTTTCAAAAA ATAAAAAAAT AT C AGT C TAG TAGATTCAAG TCCAAAAGAA 16 6020 

AC AGAGC TTA AAATAATAGC AAGATCAAGA TAAAATTTCT GAAAATTGTA AAC AAAAAT A 16 6080 

TTGTAAGAAC CAGCCAAAAA CACGAACAAA CTTAACAAAG AATTTAAAAA CAATACAATA , 16 6140 

ACCAAAATTC TAATAAAATT TGAAAAACGT CTTAGATTTT TTACTTTAAA AGCTTTCATG 16 62 00 

AAATTTATAA ATTCTTTATT ATAAAAAGTG CTTGATTTAT GATTTCCAAA AGATTGCCAA 1662 60 

TAACATCGGC TAATGTAATT GTTTTATTTT CAGTTACCAT TGATTTGTAA GAAACCGTTA 16 6320 

"AAGATTTTCG AATAAAAACA TTATGATTTT CCAACAAAGA CAAGCACCTC TTTTTAAGCT 16 6380 

CAATAAAATA ATCCACAAAT CTACTTGAAA CCTTATCAAT AGAAACGGAT TCAGTTAAGC 16 6440 

ACCACTTCAA AATCCTTTCC TTATAAGAGT TATCAATTTT ACCGTCTCTT TTATACCTTT 166 5 00 

CAAACTCTTC ATTTTTATAA TCAATCTCAA AGTAAATATT ATAAATTTCT TTTTTCAAAG 16 65 60 

CAGTAATATT ATTTTCAATG TCAACATATA TATTTCTCAA ATCATGATTA TTGATTAATA 1666 2 0 

CGACATTATT TATAGTTCTT AAAACTTCCA TCATTCTAAC ATCATATATG TTTTTAAAAA 166 680 

AATCATTAAG AAAATATAAC y TTTTTAAAAC TAT AAC G C C C AAGATTTAAT TCATTAAAAA 16 67 40 

TCTCGCCTTT TAAATTTAAA ATTAAACTAG GAT C T C T AAC AAGATTTTTT ATTTCTTTGA 16 63 00 

TAACAAGAAC TTTTAAAGAG CTATCACGCT TTTTAATAGC CTGACCCATA ACATTTAAAA 16 68 60 

ATAAAATGTT CTCATAAAAA TTTTTTACAT CAAAAAAGGG TACATATTTT TTAGGAGATG 166920 

CAACAGGATT TTTGCAATAT ACTCTAAAAA TATCTAAATA AGGCAAAGTC- CTCGACAAGC 1669 8 0 

CAACAATCTT AGATACAATA GATAAAACAT TTTTAAATAC ATATTCTACC CGAGATATAT 1670 4 0 

GATCTTCTCT TGAAATTATC TCTGAATTAC ' TAAT AT C AT C AGATATTGAA AAATAATTCG 16710 0 

ATATAATGCT TTTAACAATA TCCTCATCTA TCTCAATATC TTTTAATGTA TACAAAATGT 16716 0 

CAAAAAAAGA AT T C AAAT AC TTACTAACAC TTGAAAAGCT GGTTCCAAAT CCAACCTCAA " 16 7220 

AGTCAACAAT GCTAATATTC T C AGC AC TAT CTAAAAGATC TACATTAAAA AATGAAAAAA 1672 8 0 

AAGATTTGTA AGGGAAAAAC GCCAAACTAT TAAAAACATA ATAAAACTCA AACATATCCG 167 3 40 
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AGACGATTTT GT AAGTAC T A GATGGAATAG AATTAATATA TTCATTTATC TTGACCTTAA 167 40 0 

GAGATTCTTC TAAATCGTTT TGGGTTTTTT CTTTTTTTAA AAAAAGCTCA TATTCACCTT 167 46 0 

CATCTAAAAA ATCTTCCAAA TTGTTCTTAG AGTTAAGAAC TTTGCTTTGA ATAATTTCTA 167 52 0 

AAATAGTTTG CTCAACAACA AT AC C AC C TT TTTCTAATTT CCTAAAAAAT TCTTTCAATT 1675 8 0 

CCATTGAATA TCGGCAAACA CTAAAAAACA TTTCCACAAA ACCAACATGC AAACATTCTC 167 640 

TCTTAAAATC T ATT AC TGGA TTTTTACACA TTTCATTAAT TTGATTTTCC AGGTTTTTTA 167 700 

TAACATAAGC TTTATATATA TCTTCTTTGC TTTTATCTTT CTGAAAAAAA TTTAAAATAG 16 77 6 0 

TT AAC C AC AT TCTAATAAGA AATGATTCTT CCATTAAGCG CCCCGAAAGA AATTTTTCAA 16732 0 

GCTGAGAATC AAC AT AAGGC TCATTACTAC TATTGGGCAA AACAAAATCG GAAGAATTCA 167 330 

AACCTAAGCT TTTTCTTATA TCATTCATCA ACCTATCTTT AGTCTCTTTT GAAAGTTGAC 167 940 

CTATAGAGTT G TAT AC GC T A TTGTTATTAC C AC T CAT AAA ACCCCAATAA AACCATTTAA 163 00 0 

AAAATAAAGT ACTACTTACA ACATACTTCA AATAAATTAA AATTGTAAAT CAATTTTAGA 163060 

AAAAAATTAT TTACACTATA ATATAATTTT AT ATGAAT C T AGGGAAAAAC AATCCAAATA 16812 0 

TAATTAAAAT TGGTAAAATA TTTAAAAAAA ATAACTACGA ATTTTATTTA GTTGGAGGCG 16 818 0 

CTTTAAGAGA CTTACTGCTT AATAAACAGC CTTACGATTT TGATTTTGCA ACAAATGCAA 16 3240 

CTCCTGAAGA AATAATAACA TTATTTCCAA AT AAC AT C AA AACAGGAATA AAACATGGCA 1683 00 

CAATTGGTAT TATTTTTAAT AAAAAAATCT TTGAAATCAC CACATACAGA ATAGAAAAAG 163 3 60 

'AATATGAAAA C AAC AG AGC C CCCAAACAAG TAGAATATAC TAAAAATTTA CTTAAAGATC 16842 0 

TTGAAAGAAG AGATTTTACA ATTAATGCAA TTGCAATGGA TATTTTCAAC TTCAACATAA 168 48 0 

TAGATTGCTA TAATGGGAAA AAAGACCTTA ATAAGAAAAT AATAAGATGC ATAGGAAATC 168 5 40 

CAAACAAAAG ACTTGAAGAA GACGCCCTTA GAATACTTAG AGC AGC AAG A TTTTCATCCA 168 60 0 

CACTTAATTT TAACATTGAA AAAAATAC TT TAATTTCAAT GAAATATAAA AAAGAAAATA 163 6 50 

TTTTAATGAT TTCAAAAGAA AGAATAAAAA ATGAATTTCA CAAATTGTTA GAAGGCATAA 1687 2 0 

ATATACAAAA AGGAATTTAT TAT C TTAAAA AAGTTGATTT TTTTAAAAAT TTTTTTAATC 1687 8 0 

TAGAAATAAA AACAAAAGTA ATCAAAAAAA TTGCTCTACT TGATAAAAAC AAATTTTATC 168 3 40 

TAAAGGCAAT CACAATATTG ACAATTAAAA AAC C TAT AAA AGAACTAAAA GAAAAATTAA 1689 00 

CTTTACTTAA ATTCTCAAAT AAAGAAATTA AGCTGATTTT ATTTTATAGA GGCATAATCG 168 9 60 

ATAATAACAA TATTTTTAAT GTCAAAAAAT TAAGTGATAT TAGATATTTG CTTAGCAAAA 1690 2 0 

G C AC AAG AG A AC ATT AT AAA GAAATAATTG ATATATACAA AGCACTCAAA 'GGAAAAAATA 1690 8 0 
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AAAGATATTT ATTTATAATA AAAAACATAA AAAGAAAAAA ATTGCTAAAA AATCCTCTCT 169140 
CTTTAAAAGA TTTAAAAATA AACGGAAAAG ATATTCAAAA TCTAGAACAA ATAGAAAACA 16 9200 
AAAATATAGG TAAAATTTTA AATATGCTAC TAAGATGTGT AATTGAAAAT CCCAAGCTTA 16 9260 
AT AC T AAAAA TTATCTTATA AAAAAAATCA AAACCTTAAA GGTTAATGTT TTCCATAGCT 1693 2 0 
TTTAAAGCTA CTTCAGCCGC TCTCATTTCG GCTTCTTTTT TAGATTTGCC CTTTCCATTT 169 3 80 
GATATAAAAT TTTCTCCAAC ATAAAGTTCC ACACAAAAAA CTTTATCATG GTCTGGACCT 169440 
ATTTCCTTGT CTAGCTTATA ACTTGGCGAG ATTTTATATT TCTTTTGAAC ATATTCTTGC 169 5 00 
AACAAACTCT -TATAATCTTT AAAATCCCCC CTATTAAACA TCAATCTTAT ATACATATCA 16 9 5 60^ 
■ AAAAGTCCAA CCACAAATTC TGTTGCTCTT GAAAACCCAC TATCAAGATA AATAGCGCCT 169 620 
ACAAAAGCTT CAATAGCATC TGCAAGAATG CCTTTTTTAT TTCGACCATC ATTACTCTCC 169680 
TCCCCTCTAC CTAGCAAAAT ATAAGAACCA AGATTAATCT CTCTAGCAAT ATTAGATAGG 1697 40 ■ 
GAATCTTCAC TAACAATATA AGATCTGGCC TTACTGAGCT CTCCTTCACT TTTATTTGGA 169 3 00 
TAAGTTTTAT AAAGATGATC TGTAATAATC AAATTAAGCA CAGAATCTCC CAAAAATTCT 169 8 60 

AATCTCTCAT TATTACTAGA TTTTTGATCC AACTCATTAG AATACGACGA ATGACACAAT 1699 2 0 

GCTGTATTCA AT AAAT C AAA ATTACTAAAG TCAATGCTCA AATTTTCCAA AAATTT AC TC 169980 - 

AATTGAGATT TTCTTTCATT ACACAAACAA AAAT C AG AAG ATTTTTTTTT CATCAACCCT 170 040 

TTCTCTTTTT AATAAAATTA ACAACATCGC CTACCGTCTC AAATTCATTG GCTTCATTCT 17 010 0 

CTGGAATCTT ATCATCAAAG GCCTCTTCAA GC AAAT AC AA AAGCTCATAA ATATCTAGAC 17 016 0 

TATCTGCATT AAGATCTTCA AC AAAT C TAG AGTC TGTGGT AATTTCATCT TCTTTTTTAT 17 02 2 0 

CAAGTTGCTC AGATATAATA GACCTAACCT TGCTAAAAAT TT C AT CAT T A TCCATGAATA 17 02 8 0 

CACCTTCCTT ACTACAAGCT AC AAAC C TAT TTCTAGATAT TGGTTATTCC TATAATATCC 17 03 40 

ACATTTTAAA CAAATCCTAT GTCTCACGCC AAGATTACCA CAATTAGAAC ATTCTTGAAA 170 400 

. TTGTGGAATT TTTTTTCTCA TATTTATACT CCGCCTTGTT CTACTTCTAG ATTTTGAAGG 17 04 60 

CTTAAATTTT GGAACAGCCA TTACTTTCTC CTAACTACTT TTAAACTACA TTAAATTATC 1705 2 0 

TTAATAATAT ATATATTAAC CAAGTCATTT GTCAATAAAC TTAGATTTTA ATCTATTAAA 17 0 5 30 

CACCAATTCT GGAACAAAAT TAGAAAGATC AACATCCTTT TTCAACATCA ATTCCTTTAC 17 0 640 

AAAATC C G AC CTTACATATA AATGTTCTGC ACTACTTGGT AAAAATATAG TATCAATTTC 1707 00 

AAAATTTAAC TTATTATTAA CAAGATATCT TTCAAACTCT ATATCAAAAT CATTAAAAGC 17 07 60 

CCTAATTCCT CTAACAATAA ATTTAATAGA ATTAATTAAT GCATAATCAA CAATAA^CCC 1703 20 

GC TAT AC C T A TCTACAAGCA CATTTGAAAA ATTTAAAGAC GAAATAACAT CTTTTGTAAG 170 8 30 
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GCTAAACCTC TCAATATCAC TTAGGAAATA TTTTTTTGAT TTATTTTTAG CTACTAAAAC 17 0 9 40 

AATAACTTTG TCAAAAATAG CCAACGATCT TTTAATTAAA TCAATATGAC CCCAAGTAAT 1710 00 

TGGATCAAAA GATCCTGGAA AAACTGCCAC CCTCATATCA AG AAAGC C T A AACCCCCTAT 1710 60 

TAATATCTTT GAGAATTTTT TTACGCCATA GTGGTTGTTC TTCTAAATTT TCAAATTCAA 171120 

TTTCTTTAAT AATTTTGAAA TATAAATATT CTCCTCTAGA AG AT G T AT C C ACAATAAAAA 171130 

ATTTACCAGC ACCTTTATAA ACTACTTTTT CATTACTTGA AAGATTATTT TCAGATGTTA 1712 4 0 

ATTTATTGAT AACACAATCA AAATGAACAG GTTTATCTTC ATTTTCAACC TTTAAAGACA 1713 00 

TGCTATAAAC AATATCATTT ATTTTTTTTT CACAAATAGC ACAAGCAACA TCAAGATTTA 1713 60 

TTCTTGTTTT AAATTTTATA CTTTTTCTTC TAAATTTACC TTTAAAAACA. - TTTTGTTTAT 171420 

CTGTATTCAA GACAGTCGAT TTATTATTAA AACTGTTTAG CGGGGCAACA TTTTGACTTT 1714 80 

TGCTCTCAGA ATTTAATCTT TTATTCTTAA AACCATAAAA ACGCTTATTG TGTTTCTGAA 1715 40 

AATTACTACT CTTGAACTTA CTTTGAGTAT ATTTCAAAAT TAACTCTCCT T AAC TAT AAA 1716 00 

AAATAAATAT TTACTCTTCA AAAAAATAAA AACAAATATT TAAGAACAAA ATCACTCACA 1716 60 

TAGCCTGAAA GTTTTTCAAA AAATCAAAAC TTTAAATCTT CAGCTTTTTA AAGACAAAAG 1717 2 0 

CACAATTAAA CCCTCATTGA AATTTAATAA GAATGGTTAA TTAATGCTCT CAATTATAAT 1717 80 

AAATACACAA CCAAGCTTGC CAAAATTATT TCCCAAAACA GCAAAAACTC TACTAAATCT 1718 40 

TGAATAAAAA TTTACAAAAC AAAAGATCAA TCAAAAACAA TTTTTAACCT CAATCTAATT 1719 00 

TGATTCATCT TATGACCTAA TTTGCTAAAA TATTTAAAAT AATTAAAAAC TAATGCTTAA 1719 6 0 

CTTTTTTAAT AGTAAGGCGC TCCTTTATCT TCATAGCAGC CTTACCGATT CTATTCCTCA 172 02 0 

-TATAATAAAG CTTTGCCCTT CTAACTTTTC CCCTTCTTAA AACTTCAACC TTTTCTATAA 172 080 

TAGGAGAATA T AC TGGG AAA ATTTTTTCAA CACCTATTCC TGAAGAAATT TTTCTAATCA 172140 

AAAATGTTTT GCCAATTCCC TTGTTTTGGA AAGAAATAAC AATCCCTTCA AAACTCTGCA 172 2 00 

ACCTTTCATT ACTACCCTCA ATAATTTTGT AAACAACCCT CACAGTATCT CCCACATTAA 172 2 60 

AAACAAAAGC CTCATTTTTC TTATTCTGAG CTTCAATTTT TCTTATCAAA TCCATTATCT 172 3 20 

TCTCCTATTA TCTCTAAATA TTTAAGGTAT AAATCATATC TATTTTTCTT AGTTTTTTCT 172 3 80 

CTAGCTTTAA CAAGCCTCCA ATTCTTTATA TTTGCATGAT GTCCCGAAAG AAGAACTTCT 172 440 

GGGACCTTTA TCCCCTTAAA ATCATAGGGC CTGGTATAAT GA.GGATATTC AAGCAATCCA 172 5 00 

TTTTTTACAC CAAATGATTC TTCTAATAAA GAATTGGGAT TTATTACTCC- ATCTAGCAAC 172 5 60 

C TAT AT AC AC TAT C T ATT AA AACAAGAGCT GCAATCTCTC CTGAAGATAA AACATAATCT 172 62 0 



C C AAT AG AAA 
CTTCCACAAA 
TACTTTATCC 
AGAGCAAAAG 
TCATCACATC 
ACTATTCCCT 
GCTGGAAAAA 
TTGTTTTTTC 
ATTTAATACC 
CTTCTCCTAG 
ATTCGCCTTC 
GCGGCCTAAC 
TTATATTAAC 
CTTTATTGTT 
CATACCCATT 
AAATTTCCAA 
TAGCCCGCGC 
TTAATTCCAA 
TATCTACAAG 
TTTAAACCTC 
CACTTAAAAT 
GGTTTTGCTT 
GAG AC GT AG A 
TCAATCTTAT 
TATTTTGAAA 
TTATGAGCTT 
TTGAGGGATT 
TAGCTTCTTC 
AAACACCTGG 
ATTGAGTCAG 



TCTCAAAATC 
TTATAACAAT 
CAGAAGGACT 
AAATCGGTTC 
TTTTATGCTT 
TAT T AAT AG C 
GGGATAAAAC 
TTGAGTATTT 
CACTCTGACC 
TTTTTTATTA 
TTTTAAACTC 
TGCCTCTGGA 
AT C T AC AAC T 
TTTTAGATTA 
AACTCCATAA 
TTGCACTCGC 
AAT AC G AC C C 
AATAGTTGAT 
AGACTTTACT 
CTGACTTTTC 
TGCTCCCTTG 
TTCAACAGGA 
ATTCATAACT 
CTTAACGCTC 
ATCTTTATTT 
ATTAACATCA 
ATTCAAAATC 
TTTATTAAAA 
TAAAAAACTT 
AT AAT C TT C A 



AACATACAAA 
TTCTTCTCTT 
TAAAAATATT 
GGCCTTCAAT 
ATCTTTTGAA 
TTTT^TC AT*^ 1 
CGTAAATTTC 
ATATCTCCAA 
.TCAAGAAATA 
TTATTAACAA 
GATGCAAGCG 
GTATCAATCT 
TTAACTTCAA 
AT AAAAT C AC 
GAC GAT AAT A 
CTATTGGTTT 
CGTCTTCCGA 
TTTTCCCCTT 
ATAAACTCTA 
GCATTCAAGT 
CTTATCCAAT 
T GAT AAT AAC 
ACAACCCTAT 
AAATTTATTC 
TTCATTTTTT 
AAAACAGTTG 
ACTGGATTTA 
CTTTCTTCAT 
ACAAAATTAG 
AAATTAAAAC 
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T C TAT AAT AC 

TTTGACAAGG 

GTCGTTTTCT 

ACCATCCCAG 

AAATCTCTAA 

ATTGAATTTT 

ATTTTAAAAG 

TATATATACT 

CACTATTTAA 

TGGCATAGCC 

AATCATCAAC 

CTTCAAACTT 

CACTGGAACT 

AAAAATTATT 

TAACGCCTTT 

TGGCAGCACA 

TTATCTTGCC 

CAATTACATT 

TAAGTTCAAT 

TGTTTTTATT 

CTTTCATTCT 

CAAGTTCTTC 

AATAAGGTCT 

CTCCTTATTT 

TCATAATCAA 

TTCCACTTCC 

TTCTTTCTTT 

TTAAATTATT 

AAAACCCTCC 

TGGCTTTATT 



GTTGATCAAT 
AAT AC GC C AA 
TGGCAGACTC 
CACCC^ZCHCC 
CATCAACAAG 
CAAAAAA7GG 
ATCTAjGAACC 
TAAAAAGGGA 
ATATTCAAAG 
AATAA.GG77C 
CCACAATTCA 
CAAAA-ATAA.G 
ATTGCTTTTC 
GG AT A.TGC TT 
AATAAACATA. 
AGCTCCAAGC 

r 

CACATCAC7T 
TAACTTTA2T 
CTCATTCCCA. 
TAAAAGCA7T 
ATCTTCC7TA 
AATTGCTC7A 
TTTTT'T ^ GC^ 
TC C CAA-AAGG 
AGTTGGTTGA. 
CATGGCTA,TT 
TTTAGTCA-TA. 
GCTATTCAGC 
TACTTGTCTA. 
AATTTTT7CT 



7C2TTCA7AT 
CTCTTGGCTA 

A7A\GGCAA\ 
CTCAAAAC7T 
CT7AATTA7T 
TTAAGCTCAA 
A.TAAAGAAAA 
AAAGC 7 AC A A 
CCTAAATAAT 
AA4CCAA77A 
GAATT A.C C 2 T 
TCTAAAAGAA 
TT? AAC C C TAG 
GA.rTAA.TCTA 
AAAGTTC7AA 
TGAGAAACCC 
TCATCTTCTT 

TT C AC TG7 AT 
ATTTTTA-T'TT 
C C AT C TC T AG 
CCCATTCTTT 
GA7GCAA7CT 
C T AAAC TT'TT 

GAAAGAA7AA 
ATTGA.TTTTG 
ATC-CGCCTAA 
TC AAGC TT A\ 
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TAGCCTCTTC TTTGTCAACA ACACTTTGAA CCTTCTCTAC AAGACTAACA ACATCCCCCA 17 44 8 0 

TGCCAAGAAT TCTAGAAGCA ATTCTTTCTG GGTAAAAGGA ATCAAGATCT TCGATTTTCT 17 4540 

CTCCAACACC AATAAATTTA ATGGGAACTG CACAAATACT TTTAAAAGAT AATACAGCTC 17 4 60 0 

GCCCCCTAGT ATC TGAATC A AAC TT AG AAA ATATTGCACC GGTAAGTCCA ACATTCTCAT 174660 

TAAATTCCTT AGCAATATTT ACAGCAACTT GC C C GAT CAT AGAGTCTACT AC T AAAATGG 17 472 0 

TTTCTGCGGG TCGCAAAATC CCCTTTATTT TTTTTATCTC T T C AAC C AAC AAAGATTCAA 17 47 8 0 

TTTCAAGTCG TCCTCTAGTA TC AAC T ATTA C AG AAT C AAA AAAJVTTAGAT TCAGCAAACT 17 48 40 

TCATAGACGC TTTAACAATT TTAATAGGAT CTTTTTCCCC TTCAATTGAA AAT AC TGGAA 17 49 00 

CACCTACTTG ACCACCCAAT ATTTTTAACT GTTCTACGGC CGCCGCTCTA AAAGT AT C AG 17 4 9 60 

CA.GCTACAAG AAGTACTTTT CTATTTTCCT TTTTAAGCTT TAAAGAAAGC TTGGCGCATG 17 5 02 0 

TCGTGGTCTT GCCAGAACCT TGAAGTCCCA ACATAAGAAT ATAAGATTGC TTATTGGCAG 1750 80 

GATGTAAACT AAGCTCATAA TTTTTGCCTC CCAAAAATTT AACAAGATTA TCATTGACAA 17 5140 

T T T T AAT AAA CTGAGATTTA GGATCAATGC CCCTTAAAAC TTTTACTCCC TTGGATTCTT 1752 00 

CAATTATAGA ATTTAAAAAA CGCCTTATAA CTCTTAAGTT AAC AT C AGC A TCAACTAAAG 17 52 60 

AATTTTTAAT AATCTCAATA GCCTCTGCAA TGTTTTTATC ATTTATCGTA GATTTTCCAG 1753 2 0 

AAAGATAGTT TATAAAATTT CTAAAATTTG ACCCCAAACT TTCAAGCATT AAAAACAACC 17 53 8 0 
CTTATTCTCA AAAATAATCT TGTCAAATAT AAG AT AC AAA AAAAGGCAAT ATTAATCAAT - 1754 40 

ATCTCCTCCA GTCAAlATAAA ATTTATTAAA AATAACACTG GAAGCGGGCC CAACAACAGA 17 5 5 00 

AACTTCAGTA TCTAATGAAC TAAGCTTTAA TAC TAT ATT C TCTTTATTGA GCTTTTTAAT 17 5 5 60 

CTCTTCTTTT AACAAATCAA AAAAAGCTTT TAATTTAAAA CTTTGACCAT AG AG TAC T AA 17 5 62 0 

ATAATTAAAA TCAAGCATTC TTTGAATATT AATAATAATT ATTGCCAAAT ATTTAACAGT 17 5 63 0 

ATCTTGCATA ATTTTATTTA TAAAATCATA TTTTTCATAA AGAGAAAAAA TGTCATATAT 17 57 40 

TGTAACCTTT TTCAATCTGC CCTCATACTT TTCATAAAGC TCAGGAATCT C AC CAT T CAT 1758 00 
AAATTCTTTG GAAATCAATC TCTGCAAAGC AAAATTAGAT ATTAGCATAT TGACACAACC * 17 5 8 60 

CTTATTACCA CAAGTTGGAC AATTTTTTTC TCCCTCATAA TCAATTATCA TGTGACTAAC 17 5 92 0 

CATACCTGAT TTATTATTAA AACCAGGGTA AACATTGCCG CCTGACCAAA TCGAAAGTTC 175 980 

AGCAGTATCT GTGTAGTCAA AAAACATAAT ATTATCTATA TTTTTACCCA TAAATTCAGC 17 6 0 40 

AAGAGATAAA TTTTTAACAT AACTTTCAAG ATAAACTGTT AGTGAAAAGT ATTCCTCAAG 17 510 0 

TATTCTCTTA ACAGGAACAT C TTTTTC AAT CCACGATCCA TAGCTATCAT TAACAATGCC 17 6160 

















CAATTCTTTA 


TCCTTTATTA 


ACCCTGTAAT 
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ACTAAAGCCT 


AAGC C AAT AA 


ACTTATCTCT 


176220 


TGAGAAATTA 


TGTTTCCAAA 


TAATTTCTAT 


CATATGATCT 


TTTATTTTTT 


CTAAAATATC 


176280 


ATAAGCGCTA 


ACTGGGGGCT 


CAAAAGAATG 


AGTCTCGCTT 


ATTAAAACCT 


CGCATTTAAG 


176340 


ATTGGCAATA 


CCTATTTGAA 


AATAATTGCT 


AGAAATAATA 


ACTCCCATTG 


AAT AC GC AT A 


17 6400 


ATCTTTATTA 


AT AT C G AG AA 


GTATTTCTTT 


TCGTCCATGT 


TTTTTAACAT 


CAGACACCCT 


17 6460 


.AGAGCCAACT 


TCAATCAAAA 


GATTTTCTTT 


TATCATTTGA 


TTAGTCAAAA 


TAGTAACTGC 


176520 


AGCATTTGTC 


AAGCTTAACT 


TACGAGCCAG 


GTCTGTTCTT 


GAATATTGCA 


TATTTTTCAA 


176580 


ACTAAGAAGA 


ATTTTTCTTC 


TATTTCCGCC 


TCTAATTGAA 


AC C AT ATTTT 


CACCCTGCAT 


176640 


AATACACCTC 


CTTTATTTTT 


AAAATAAAAA 


AAATATTATA 


AAATATCATA 


TCAAAAAAAC 


176700 


CAATACAATA 


TTTTATCTAT 


TCTTAAAAGA 


CAAACATGCC 


TTTATAAGGC 


TAAAAAACAT 


176760 


TTTACATCAT 


AATATCACAT 


TCATAAAATA 


TCAAAAACTT 


AAAGCTTAAC 


AAAAAAGG G A 


176820 


ATAAAATCAT 


TTTTACATAA 


AAACTCATCA 


ATAAAATTAA 


TTGGATTTAA 


AAATAATAAA 


17 6880 


TACAAGAAAA 


GCCATTTTGC 


CTTAAAAACC 


ACTAACTTTA 


ACTTAATTTT 


TCCTTAAAAT 


176940 


AAGAAAATTC 


CATAGTAAAA 


CTGCCCCTTC 


CTTTAGTAGA 


ACTTCTCAAA 


ATAGAAGCAT 


177000 


AC C C AAAAAG 


TTTCTCAAAC 


GCCGCCTCTG 


ATTTTATCAA 


GTCATACTCT 


CCAATATTGC 


177060 


• TAACTGAATG 


AATAACACCC 


CCCATAACAT 


TTAATGTAGA 


AATAATTTCG 


CCTGTATGCT 


177120 


CAATGGGTGT 


TCTAATTTCT 


AATAACATTA 


TTGGCTCAAG 


TCTAATAGGA 


TCTGATTTTT 


177180 


G AAAAAT AC T 


ATGAAAAGCA 


AATCCTGAAA 


TTGACTCAAA 


AGCACTCTCG 


CTAATCTTAT 


177240 


TGGCCCCACA 


AACAATAGAA 


AAAATACTAA 


CATTAATATC 


AATAATGGGA 


TATCCAAAAA 


1773 00 


TTCCACTTAC 


AAATGC AGAT 


GTAATTCCCC 


TCAATATTGC 


AGACTTAATT 


ACAGGTTCAA 


177360 


TGCCACATTC 


AAAATCAATT 


TTATTTCCCG 


CACCCCGCGA 


CAAAGGTTTA 


ATGATCATTC 


177420 


CAATTTTAAA 


ATCAATATTT 


TTGCCAGCAA 


AAATATTGTT 


AAACTCAAAA 


ACTTCTTTTA 


177480 


CAATTTTGCC 


AGCACTTTCT 


CTGTAACTTA 


CTTGAGGCTT 


T C C T GT AT AA 


ACATTAAGAT 


177540 


TAAATTCATC 


TTTAATTCTT 


GTTAAAATAA 


TCTCAAGATG 


TAATTCACCC 


ATTCCAGATA 


177 600 


TAATTAATTG 


CCCTGTTTCT 


TTACTCTCAG 


AAT AAC T AAA 


GGTAGGATCT 


TCTTTAGATA 


177 660 


TTATTTCAAA 


AATTTCCTTA 


AGCCTAACCT 


CATCTGATGA 


TCTTTCAGGC 


TCAACAGACA 


177720 


TTAAAACAAC 


CGGCTCTGGA 


AAC AT AAC AG 


CCTCAAGTAA 


AACATTATTA 


TTCTCTTCAA 


177730 


CAAGAGTATC 


TCCTGTAACA 


GAAAACTTTA 


ATCCCAAAAC 


AGCACCAATA 


TCGCCTGTTT 


177840 


TTACAAAATC 


TATTTGTTCA 


TTTTTATTTG 


AAAAAACTCT 


AAAAATTTTT 


GTA AACTTTT 


177900 


CACGCTTACC 


ATTTGAAGCA 


TTGATAATTT 


TTTTATTAGG 


AT T AAT C T C G 


C C AG AAT AAA 


■ 177960 
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CTCTAACAAA 


ATAAAGATGA 


GAAGCAATCA 


CGCTTGAATA 


TTGAACTTTA 


AAAACAAGGG 


178020 


CTGACAATTT 


TTTATTTTCA 


TTAGGATCAA 


CTAAAATTTT 


TTTATTTGTG 


TCTAAAGAAA 


178080 


AAGC GC T AAA 


ACTTTTTTCA 


AAAGGACTTG 


GCAAGTAATC 


TACAATCGAA 


TCAATCAAAG 


178140 


GTTCTATTCC 


AATATTTTTT 


AAACTAGTTC 


CCATTAAAAC 


AGGAATAATA 


AATCTAGAAA 


178200 


TAGTGCCTCT 


TCTAATCTCT 


CTTTTAATAA 


TATCTAAACC 


AATCTCTTTG 


TCTTCAAGAA 


178260 


ATAATTGAGT 


AATTTCTTCA 


CTAAATTGGC 


TAAGAATGTC 


TATTAATTTT 


TTTTTAAAAA 


178320 


GAATCACTTT 


TTCAATAAAT 


TCTTCTCTAA 


TTTGACTATA 


AGTTAATTTT 


GGAATTC CAT 


178380 


TTTCCATTGA 


AAAATGAAGC 


TCTTTATTTA 


AAAT AAT AT C 


AACTACTCCT 


TCAAAATTGC 


178440 


TTTCATTTCC 


AATTGGAATT 


TGCAAAACGA 


AAGGAATAGT 


TTTAAATTTA 


TTTTCAATAT 


178500 


CTCCCACAAC 


TTTAAAAAAA 


TCAGCACCTA 


TTCTATCCAT 


CTTATTAACA 


TAAGCAAGTC 


178560 


GTGGGATTTC 


GTATTTTTCT 


GCCTGTTTCC 


ATACAGTTTC 


TGTTTGGGCC 


TGAATTCCAT 


178 620 


CAACAGCGCT 


AAAAATAACA 


ATACCCCCAT 


CAAGAACTCG 


AAGAGATCTT 


TCAACTTCTG 


178680 


CTGTAAAATC 


CACATGCCCA 


GGAGTATCAA 


TAATGTTTAT 


TTGGCAATCC 


TTCCAATGAC 


178740 


AAGTAATGGC 


AGCTGAACTA 


ATAGTAATTC 


CTCTTTCTTG 


CTCTTGAGGC 


ATCCAGTCAG 


178800 


TAATAGTGTT 


TCCTGAATCT 


ACATCCCCCA 


TTTTATGACT 


TTTGCCAGTA 


T AAT AAAT AA 


' 178860 


TTCTTTCTGT 


GGTAGTAGTT 


TTTCCAGCGT 


CAATATGAGC 


CATAATTCCA 


ATATTTCTAA 


178920 


TACT CAT AAA 


TCCCCAACAA 


CTACCACAGC 


CTCAATGCAG 


AT AAAT T C AT 


TAGCACAGGT 


178980 


TAAACCTTTT 


AATAAAATTG 


CTATTTTGCA 


TCACACTCGC 


AACATTTGCT 


TTCATTCTCA 


179040 


TCGTGACAAA 


AACAATCGCA 


ATTTTCAAGC 


AATGCCTTAT 


GCATCCATAA 


ATGTTTCTCA 


179100 


AGATCACTCA 


TGATATCATC 


CATAATATTA 


GCAGTACCAT 


AATCACCAGC 


AGTATCAATT 


179160 


AATTTTCTCA 


TTCCAAAAAT 


ATTCTTCAAA 


ATCTCAGTAA 


GACTGCAAAC 


AATGCTTTCC 


179220 


ATTGAGGGCA 


AAAAAT TAG A 


AGTTGATTCA 


ATATCAAGCT 


C CTT AAT AAA 


GGATTTTTTC 


179280 


ATAAACTCAG 


AATATCTAAA 


TTCAGAATCA 


TATCCAAGCA 


TTCTTGAGCG 


TTCTGCAACA 


179340 


ATATCAATAA 


TTTTTTCAAT 


ATATTCATAA 


AGTTTTTGAG 


TTTTTTTGTG 


AATAACAAAG 


179400 


AAATTGGTAT 


CTTTTATATT 


CCAATGAATA 


CCTCTTAAAT 


TAGAATAAAA 


AATATGCAAA 


179460 


CTTGCTAACA 


ATTCTTGTAA 


TTTTAATTGT 


ATTGCGTCTA 


AATCATCCTT 


TTTTATATAG 


179520 


CTT AAAT ACT 


TTTCCATAAC 


TATCTCCTTT 


AT AT AAT TAT 


TAT AAT AC AT 


AATGAGATAT 


179580 


AATTATGGTT 


TTAATACCAT 


AAT AAAT AAA 


AAGGATATTT 


AATGAAAAAA 


TTGATTATAA 


179640 


TTTTTACACT 


GTTTTTATCT 


CAAGCATGCA 


ATTTAAGTAC 


AATGC AT AAA 


AT AG AT AC AA 


179700 
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AAGAAGATAT GAAAATTCTA T AT T C AG AAA TTGCTGAATT GAGAAAAAAA TTAAATCTAA 17 9 760 

ACCATCTAGA AAT AGATG AT ACCCTTGAAA AAGTTGCAAA AGAATATGCC ATTAAACTGG 17 9 82 0 

GAGAAAATAG AAC AAT AAC T CACACCCTTT TTGGCACAAC CCCAATGCAA AGAATACATA 17983 0 

AATACGATCA ATCCTTTAAT TTAACAAGAG AAATACTGGC ATCAGGAATT GAACTTAACA 17 9940 

GAGTAGTTAA TGCATGGCTT AATAGTCCAA GCCACAAAGA AGCTCTTATT AAT AC AG AT A IS 0 000 

C C G AT AAAAT AGGTGGC TAT AG ATT AAAAA CGACTGACAA TATAGATATA TTTGTAGTTC 13 0 0 60 

TTTTTGGAAA AAGAAAATAT AAGAATTGAC AC C ATT AAAG CTTATACTGT ATACTACTTA 13012 0 

TTAGTAATAA AAGGGC TC AT AGCTCAGTTG GTCAGAGCGC CTGCCTTACA AGCAGGATGT 18 013 0 

CGGGAGTTCG AATCTCTCTG GGCCCAAAAA TAATCTAAGT CTCAATTACC TTTAGCTTTA 180 2 40 

AAAGCAAATC TATTTTAGAA TCTTTAAGCA TGTTATTTAA TTCTTTTTGC AC T ATATTAG 18 0 3 00 

CTTTTATTAG GCTTTCAAAA AGAAAAATAA ATGCTCCTCC TTTACCAGCG CCACTTAACT 1803 60 

T AC C AGAAAG AGCGCCCAAT TTGATTCCCT C AC T T AT C AG CCAATCAAGA GTATCATTAG 130 42 0 

ACAACCCCAA ACGCTTTAAA CAACATTGTG CAATATTCAT TTCATTAGCT AAAG AAT AC A 18 0480 

CATCCTTATT CTGAAAAGAA GCATAAGAAT TGCTTACGGC AAGGC C AAGC TTTTCAATAA 180 5 40 

AAACAAATAA ATAAGCATTT GATAATAGAT CTTTTTTCAA ATTAACAACT ATTTCTTTAG 180 6 00 

TTGTTAAATC TCTTTTTATT GCTCCTATTA G AAAAT AAAA AC C AG AAT C T TTTATTTTCT 18 06 60 

TTGAATGTAA AACATTTTCT TTTTTCTCTA AATAAAAAGT TCCATTAAGA TCGATTAGTC 18 0720 

TAATATCCAT TCCAGAAGAT TTGCCATGAA AAATGTTTTC AATTTGATTT GC C AAC AAAA 18078 0 

TTTTATTACA ATCCTTATAT T€ AAAAT G AC TTGTAATATA TTCTGCAAAG CATAAACTAA 18 0840 

GACTAGCAGA AGAACCAAGA CCAACTCCAA TAGGAATTTC AGAAATTATA TCAAACTCAA 18090 0 

TAGGATTAAC TTTGCTATAA TTTGAAACAA TAAAACTTAT AAGGC TATTT AATCTTGTAC ' 13 09 6 0 

TGGGTTTTCC TAAATATTTC CAATTTTTAG ATACACTATA AATCAGATCC ATATAAATTG 18102 0 

GAACTGTAGC GCCAATAACT GGGAACCCAT AAACAGCGCT ATGTTCGCCT AAG AAC AAT A 1810 8 0 

TTTTAGCAGG CTTTCTTATT CTTAGCATTT ATCGCTTTCA AACTTAATGC CTTCATTCTC 18114 0 

TAAAACAATT GAAATAATTT TTGACAAATT AAAAGCTTCA AT AT T GGGC C TGTAAACTAA 1812 0 0 

AAAAGTTTCG TTTCCGGCTC CCAAAGCTTT AATCAAATCA CATTGACCTA AAAGGTGATC 1312 60 

AAAACTTGAA GGCAAAGCTG CCGAAACTCC TATTGCCTCT CCAATTGCCA ATCCCAATTC 1313 2 0 

TTTAGCCCTT CTTAAACTAG AAATTAATGC GGATTTGGAA TTGCTAGCAT TTAAAACAAG 1813 SO 

CTTTTTCATC TCCAAATTGC ATTTCAATAT AAAAT CTAAA ATAGAATTTC TATGTTTATT 181440 

GTATTCACAA ATAGACGTAG TAGTTTTAAT TGCTTGCAAA CCCTGCATCA AATAAAAATC 1815 0 0 



O ^ !B '< 19 ir ;: r:- ! H i.i ii J ^ JL Irli O 

260 

ATTAAACTCT ACAGCACCCA GCTGCCTGCA TTTAGGATTA AAGCCGCCTT CAAACTCAAT 1815 6 0 

AACACCCCCA AAAATACTAG TAGCAATATC ATATCCACTG CCTATTCCTC CTTGAGAATA 13162 0 

CCTGTAAGCT TCCAAACAAT AT T T AAAAAT TTCACCTTTC TCAACAACAT TGGTAGCATT 18168 0 

GTGAATTAAA AAAAGCCCAC ACACTATGCC AATAGCAACG ACAGCACTTG AACCAAATCC 181740 

GTTTTTAGTT CCATCATTAA AGAAAAAATT ACTTGTATCA ATATATACAT CATACGCAAA 1813 0 0 

ATTCTCTAGA TTAAAAAAAC AATTTTGACT CAAGTAAGCA AACATTTTAA AAACAAAATC 1818 6 0 

GCTTCTATTT TCTATTAAAG AAAAATCGTC TATTTTTTTC TTTTTACTAA AAAAGCGCCA 18192 0 

AGAATCGCTC TTTTTAAAAG AAAAAAATGC TCTCTTGTTG ATGGCAATTG CCAACCCGAA 1319 8 0 

TCCCTTTTCC TCTAAAATAG TATACTCCCC CATTAAAAGT AAATTTCCGG GTACAGAAAA 18 2 04 0 

ACTAATCAAA TCCATTCTAA GTCACACCCA ACCTTTGAAA CAATAAAATC AATGCCAGTA 18 210 0 

AAATTTTGCT TAAGTCCTTT TAAAATAGTA TTTAAATTTT CCTCCAAACA AAGAAACTTT 18 2160 

ACTTGGGGGC CTGCATCCAT CGTCTCAAAT ACAAAAATCC CCTCATTTCT CAAATCAGCA 18 2 22 0 

GCATACCTAA TTAAATCTAT TGTACTATTT TTAAAATAAA AAATAGAAGA TGCAAACATT 18 22 3 0 

AAGGCAAACA TATTCTGATA ACTTTTTACA AT AGTTGC TC CAAAATGTAT AAAATCCTTT 18 2 3 40 

TTTTAAAAAA AAATATAAAG CGTCTTTAAA AATCTTTTTA CTAGAGGCAA TCCAAGCATC 18 2 400 

ATAATAAAAT TTATGCCGTT TGCAAATATT CATTGGGGCT CTTGAAGACA ATTCTTTTTC 18 2 46 0 

ATT AC TAT C A ATTATGGCAA ATATTATTCG CAAATCATTA AAATAAGATT GATCTCTTAA 13 2 52 0 

TTGAAAAGAT TCTTTTGAAC CCTCTTTTAA AATAGTAAAC CCCCCGTAAA TAGCCCTTGC 18 2580 

CGCAGAAGCC GATCCTACTC TTGCAAGATT ' AGATGCGC TA TTACAAGAAT AT TT ATT AAA 18 2 640 

ATATTTCAAA ATACAAGCAG CAATAGAAGC AAAACCTGAA CTTGAACTTG CAAGGCCTGC 18 270 0 

TGCTGTCGGG AAATTGTTTT TACTTTTAA.T TTTAAATCTA AC AT T T GG TT CATTAAGAAT 13 2760 

TTTTCTTGCA TAATCAAAAA AC AC C TTTTC TCTATTTTTT AATATAACTG GCTTTGAATT 18232 0 

TAAAATTATT TCATCTCGAT TTGAAAGTTC AAGCTCACTT ATTGAATAAA ACTTGTCAAC 18 2 3 80 

ACTAACAGCA AGACTGGAAG TAGCTGGAAT GTTTAAAAAA ACATCCTTTT TCCCCCAATA 13 2 940 

TTTAATTAAA GCTAAGCTTG CATGAACTTT AC AC T T TAT T TTCATTCTCT AACCTTATTT 18 3 0 00 

TCTTCAAAAT TTTAAAAGCA AAATCAAAAG AATAAATATT CATTCTTTCC ATTTCCAATA 18 3 0 60 

ATAATTTGTC TTTTTCAAAA TCAGAAATAT TATATTTTGT CTTTAAAAGA TGGAGTATTT 18 312 0 

■TATTAACATG CAATCTCATA TGACCCTTTT GAATCCCATT AAATGCAAGA- GCCCTTAATG 18 313 0 

CTGCAAAATT ACTAGCAAGT CCAACACAAG AG AG AAT AC C AATAAATTCG C TC TT AC TAT 18 3 240 
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TTACATTCAT AA7TTCAAAA 7 7'7 AAAA7 7G AAGCT7CA77 A_AAAG A_T A_7 A ACCC2ACCT7 IS 3 2 0 0 

TAGTTCCAAC TTC-CAAAGGA A.C7TCAA-C7T T T C C AA C T AA A.GCATTGTCA. GT AG TAT AAA 1332 50 

ATTTACTAAG GGGAAAA7AT 77GCCGCC7T TTGAAGCAAA TTTATGAACA GA.GC-CCCCAA IS 3 42 0 

GAGCTCTTGT GTCATTAAAA GT73CAAGAC A.CACCC7TG7 AATTCCATTC ATAA7ACCTT IS 2 43 0 

TATTATTAGT AACAG27CGC 7C27C77C2-T A.-AAAC CTA.7 ACTAGAAA7A A.G7CCAATTT 183 5 40 

TTTTAGCCAA AT T CCAAGAA 7C27C777AC C CGGT AGCAA. A.CGCTTAAAA TGTAAAACAA 13 3 SCO 

AACGGGCTTT GGCTGTAAAT 7CA2TAA7A7 CA77GCTTAA. AAC7TT7AAA AC AC AC T C AT 183 6 50 

ATCCGAATTC T AAAAAAA T A AA7TCCGC7A CACGCTCTGC AACTGAGTT T AGCAAATTAG 18 3 72 0 

CACCCATAGC ATCACAAGTA TCCACATAAA CA/TTTAATT 7 ~ GAATACCT AA7TCCTTAA 183 75 0 

TGTGCCTAGT TGACAACCTT C T AAA7C C AC CCCCCCTTTG A_TTCATA_TTG GTTAAAAGAG 183 3 40 

GTTCAATCCA AGTCTTAATT TTATCACCAA- GGT C AA C AAA AAT7TTACTT AAA7TTTTTT T3 3 90 0 

CCGATTTTAT AT AAAT'T 7 GC GA-A77CC2A. 7_CACT777.CC CA_AAGAA_TAC CCTAAATCAG 183950 

CATTTTCAAG AATCCTTGCC GC7AAATT7A GGGCAGCAAC AACAGAAGAT TC77C7GTTG 13 4020 

CAATTGGCAA AGAATAGTAT TT GC C A 7 T7 A CTTCC7_AA77 CTTTACAA.TT CCAACAGGAA . 18 40 8 0 

AAGATAAATA TCCAATATAA TT7TCTA77A TATTAAAAAG AAAA7CTTCA TCGG2 A- TT AT 13 414 0 

TATAAAAAAA ATCTTTATAA CA7AATTCCA AAAAAC TTTT TATCTCT'TGC CTT77TTCTA 18 42 CO 

AAACGCTTTT A T G T C T AAAA 777TTAC77A G7 7 C C A.T AAA. ACTGCTTAAA. GA.C 7 2 C AAGT 1842 60 

TCATCAAGCA. AA7AACTACT T AAAAAA 7 A 2 7TA7TA.TT7C TAAACTC T AA TAAAGCTTTG 18 4320 

CTTCCACTTA AAAAC AT AG A CA7TT7TAAA ATA7GTTCA7 AA. 7 C A.GAAAA AAGA2CAAAT 13 43 3 0 

AC AGC AT C T T C TC C TGAAT C A_T AAA_AAGC C C T AAGAAC A_A C TGC TGC AAC A.CC7A7AAGC 134440 

CTGGCTCCAA. GGGCAATGCC TT7A.GCAA7A 7CCATGCCCG 7CTCATATCC ACCACA.TGCA 13 45 00 

AAAATATTAG C C 7 T 7 AG AG A ATCATCAATA. CTAAGTAAAG TAAAAAJ2CGA A.GG7A7A.CCC 18 45 50 

C AATC AG AAA AAC AAG ACGC AA_7G7TTA2-A TTA7TA.CTCT 7CA7GCCT77 T AC C AAAAT C 18 4 62 0 

CAATTAGTTC CACCAC7CCC TGCAAGATCA ACA7AA.GAAG CACCAAGGC7 GAACAATTCC 184630 

TTAACGTCTT TTGGC GAAAT T C CAAAA.C 2 T GTCTCCTTAA CAATCAATGG A_ACA27TAAA 13 4740 

AAGTCTGACA ATTTGGCTAT TGACTCTC7T ATTCCTTTAA. AA7TTCTA7C TCCA7CAACC 134300 

TTCATCAATT CTTGCCC7GC ATTAAGATGA A.CAA.TAAT7G CA.7CAA.CT7 7 7AA7CTTTTA 13 48 5 0 

ATCATTTCAG -CTATTTTAGA AA. 7 A.C C AAA. 7 T CAA.CA_A.TCT GAA_CAGCA_CC AA_C 7. 7 7 GGC A 13 49 2 0 

AAC A_AA_GG AA.- TAT TA_TGA.CC ATA.CCTTTTA. A.GA.GTAAA.GT C TCTTATGTA. CTCC-7-GATAC . . 13 4 93 0 

TTAAACAAAA GC T T AAAA.G A. ACCTA.GCCCT AT AGGA_AT7 T TTA.-_ATAA.TT TGCAA.TTCTA 13 5 0 4 0 
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ACTAAAGATT TATTAAAGTC ATTCCCCTCT TTACTGCCCC CTGTCATGGA AGAAATAAAA 18 5100 

ACAGGCATAC TAATATTGTA TCCAAATATC TCTTCTTTTA TGTTTATCTC GGAAAAATTA 135160 

AAATCACTAA GAGCATTGTG TTTTAGCTTA ATAAACTTTA AGAAATTACA GCCACCTTTA 18 52 2 0 

ACATCGTTTT TATTTAAACA AATCTCAATA TGCCTTTTTT TATTTTCTAA TATATTAGGC 18 5 2 80 

TCGAT AC C C A TAAACTCGGT ATC CATC ATT CCTTAGTTCT TTTAAATAAA ATCCTCTGGA 18 5 3 40 

TTCACCAGGA ATTATTTTAT TTTGAAAAAA ATC TTT AT AT TCTTCAAAAT TTGCATTATT 18 5 400 

TCTATTTTTT ATAAGACCTT CAAGATCCCA TAATTTAATA ACATCAAAAG CACTCTTTTC 13 5 4 60 

GATGGTAAGT TCATAAATAA TCATAATATT GCCAGATCCA T AAG AG C AAA ACAATATCTT 185 520 

TTCCCCTGTA ATATCTTTCT TGGAAAATAC TCTTTTTAAA TAAAATGCTA AAGATAGAAA 185 5 80 

AATTGAACCT GTATACAAAT TTCCCACTTC CATAGCAGCT TCAACTCCAT CGTAAAAATC 18 5 640 

TATTGATTCT AAATAAGCAT TTCTAACAGA TTCGTCATCG CTATAATATT TTTTCAAAAT 13 5 7 00 

ATAATGCATT GAATCTATTG GCATTTTAGC AAAAGGAACA TGCAAAACAA ACCTATAATT 18 5 7 60 

AGAAAATAAA TCTTTCATAC TAAGTTGCTT TTTGAAAGCA AAATCTCTTA AAGCATTTTC 185 82 0 

GTTTGCATTA TTGTAACATT CAACTGAATA CTGACCTCGC ACCTTAGCCT CAACACTTCC 18 5 880 

AAAAGGCCTA AAAAAATCGT CAACATCATC AGTATAAACT CCAAATTCAG ATAAATTGAT 18 5 9 40 

CGAAAGTAGC TTTGGATTTT TTTCAATCAA AATTGCAGTT GCGCCGGCTC CTTGGGTAAT 18 6 00 0 

CTCAGCCGTA GTAAGATTGC TATAATGTGC AATATCTGAA G AAAAAAC T A TGCCGTATTC 18 60 6 0 

AGAATTATTG GAATGGCTTA AAACACTTGC CACAGTGTGC AAAGACATAG CAGCACCAGC 18 612 0 

ACACGCATGT TGAACCTGGA AAGTTAGAAA ATTATTTCCC AG AC AAAT AC C AGATTGC TT 18 618 0 

TAAGGCTCCA AAAACATAAG AAGAAATGGC CTTTGAATGA TCAACGCCTG TTTCAGTTCC 13 6240 

ACCCAAAAGT ATTCTAATTT TGCTTAAATC AAGATTATTG TTGTCAAAAA TAAGCTTAAC 13 6 3 00 

AGCCGAACTT GCCATGGTTA CACTATCCTC ATTAGGACTG GTAAACCTAA AACCTTTTTG 18 63 6 0 

CAAGGTTGCA TCTATTGCTC TATTGATTTT TTTAAAAAAA ACTTCATTAG AAAAATATAA 18 6 42 0 

AGGATTTTCC AAAAG AAC AG AAAAATCTAA ATAATTTAAA GGTAAAAAAA TTCTAATATC 18 6430 

ACTAATACCT ATTCTCATAT ACTCCTCAAT GAATTAATGG CCTTAAGTAT TAT ATT AT AA 18 6 540 

TTTACAAAAA TTAGCAAAAT C TT AT AT AAT AAAACCTAAA AATGGAAGTT TATGAAAATA 18 6 600 

GCCGTGCTTT TATCTGGAGG AGTCGACAGT TCTGTTGCCC TTTATAGAAT TATAAACAAA 18 6 6 60 

"GGATATTCAA ATATAAAATG CTACTATTTA AAAATCTGGG TTGAAGATGA ACTGTCTTAT 18 6720 

ATTGGAAACT GCCCTTGGCA AGAAGATTTA AATTATGTTG AAGCTATATG CAACAAATTT " 18 6730 
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AATGTACCGT ATGAAATAAT AAACTTTCAA AAAGAATATT ATAACAAAGT AGTAAGCTAT 18 6 84 0 

ACTATTGAAG AACTTAAAAA TGGCAATACC CCAAGTCCAG ATATTTTTTG CAATCAAAGG 18 69 0 0 

ATAAAGTTTG GAGCATTTTT TGAGAAAATC AATAGCCAAT ATGATTTGGT TGTAACGGGA 18 6 96 0 

CATTACGCTA AAATACAAAT AAAAGAAAGT AAATTTTTAT TAAAACAGGC AAAAGA.TAAA 187 02 0 

ATTAAAGACC AAAGCTACTT TTTATCTCAT CTCTCTCAAA AACAAATGTC AAAAC TAT AC 18 7 08 0 

TTTCCCTTAG GC AC ATT ACT TAAAAGCGAA GTAAGACAAA TAGCTAAAAA CATAAATTTA 18 7140 

CCCAACAAAG ATAGAAAAGA TAGTCAGGGT ATTTGCTTTT TAGGAAAAAT TAAATATAAC 187 20 0 

GAATTTATCA AATACCATCT TGGAGAGAAA AAGGGAAATA TAATTGAAAA AGAAACGGGA. 18 72 6 0 

AAAATAATAG GAATTCACAA CGGATATTGG TTTTTTACAG TTGGACAAAG AAGAGGAATA 187 32 0 

AAACTTAGCA ACGGGCCATG GTTCGTCATA G AAAAAG AT C TGGAAAAAAA TAT TAT AT AC 18 73 80 

ATATCCCATA ACGAGAATTA TTTAAAACAA GCAAAACGCA AATTTTTAGT TCACGAAATA 18 7440 

CATTGGATAA ACGACACACC TACGAACTTT GAAAATTTCA AAATTAAAAT AAGACATGGC 18 7 50 0 

GAAAAGAAAT ACTCATGCAA ATT AAAAC TT ATTACAAATA ACTTAATGGA AATTTCTTTA 187560 

AACAAAAAAG ATCAAGGAAT CTCCCCAGGA CAATTTGCAA TTTTTTATAA AAACACAGAA 18 7 62 0 

TGCCTGGGGG GTGCTAAAAT TTTT AAAATC , ATAGAATAAT AATCCGCCCA AAAAGT T AG A 18 7 68 0 

GAAGATTTTT CAATCTTCTA CTTACTTTTC GATCTTAAAA TAATCAACAG ATTCTTTTAA 18 7740 

ATC TTTT AC A CTCTCTAACA TCTTTTCAGA C AT T GC AG AA AGCTCTTCAC TGCTTGAGGC 187 800 

TGTAGTTTGG ACTAACTGAC TAACCTGCTC TATTGCATTT TTAAATTGCT CTATTTGAAC 18 7 8 60 

ACTTTGCTTA TAACTTTCAT TAGAAATATT TTTTACAAGT CTGGCTGTTT GTTCCATACC 187 920 

AGGAACTATT TGTTCAAAAT TTTCCCCAGC ACGACTTGCA ACAGTTAAAC TTCTGTTTGC 187 98 0 

" AATATCAATA ATCTCTCTTG CTGATTCTTT GCTTTGATCT GCAAGCTTTC TAACCTCAGC 18 8040 

AGCTACCACT TCAAATCCCT TGCCCTTTTC TCCCACTCGT GCAGCTTCAA TCGAGGCATT 188100 

TAAAGCAAGC AAATTGGTTT GCCTTGTTAT CTCATCAATA ATTCCAATTT TTTCAGTAAT 18 8160 

TACAGTCATT GCCTCAATAG CCTTAACAAC AGATTTATGC CCCTCTTTAG TCCTTTCATT 188220 

AGTATTAACA GCAATTTTTT > CAGTAGTAGC TGCATTTTCA GTATTCTCAG AAACACCTTG 138280- 

TGAAATTTGC TCAATATTTG CTGTCATTTG CTCTAAAGTA GAAGCCTGCT CAACAGCGCC 18 83 40 

AGAACTTAAA TTCTGGCTTG CATTTGCTAT TTGAATTGCA TTTTCATAAA GATAATCTAG IS 8 40 0 

ATTTTCAATA ACTCCTTTTG CAACTGAAGA AAAATTGGTT CTCAACTGCT CAAGCCCTTC 18 84 60 

GTACAAACTG TAAAGCTCTA CAGTATCCCA TTTGCCAAAA TTAATATCAG CAGTAAAATT 13852 0 

ACCAGAAGCA AGTCTCTCAG AATATTCCAG TATCTTATTC AAAGAAGAGC TTAACTTTTT 188580 
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CACAAGATAA AGAGTTGCAA TAGCAAGCAT AAGTAATGTA AATACAAAAC TAATTGCTAA 18 3 6 40 

GATTATAGTT GTAGCTCGTG ACATGTAATA AAAATCGTCC TCTGAAGTTC TCATTAAAAG 13 87 00 

AATAAATTTA T TAT TAG AC A AGTTTAATAA CACCTTTTGA CTAATTCCCA CATATTTCTT 18 87 60 

ATTGCTTTTA GGATCATAAT AATAAACAGT TGAAATTTCT TTATTCTTTT GCAACAAATC 18 88 20 

TTCAGATGTT TTCTTAATAA TATTGGAATA AGAAGCACTA ATATCAGTCA AAATATCACC 18 88 80 

TGGCAATACT ACATGATGAA CCAACAATCT ACC CGTAGT A TCATAAGCTA GCGCACGACC 18 8 9 40 

GCTAGAGAGT ATTCCAAAAT TAATCCCTCT AAAAGACCTA TAT AT AT AAT CCATTGAATA 18 90 00 

AAGAAACATA AAATAAGCAA AAATGTTATC TGTTTCAAAA TCTCTTAATG GC AT AC C TAT 18 90 60 

TAATATGTAA GGAATCTGAC C TTTTTT ATT TTTTATCTTG GAAATATCTT TAAGTAAAGA 18 912 0 

CTCCTCAATA GACCCGGGAT CTGCCAACAT GACAAAGGAA TTGTAAACAA TACTATTAGA 18 9180 

CTCCTTAAGT TTTGTAAAAT ATTCTCTATC C C C AAT AG AT TTGCCAAAAT CACTATTATC 18 92 40 

CTTAACCGCC GTAGTAAACA CTATTTTACC TTCTTTGTCT GTAACCATCA TATTACTACC 18 93 00 

GGTTTGAATA AGAATTTCAG AT T GAT C TG A AATAAAGCTC AACCTTTTGG ATTTAATTTT 18 9 3 60 

ACTAGCCTCA TTAAATTTTT CAGCAGAGTT GAAATACATG GAACTAACCC TAACTTTCTC 18 942 0 

TTCCATTGAA GAGATGTAAA GATTAAAAGA ACTTTTAATG CTTTCAATAA GATTTATCAT 18 94 8 0 

AAGATTAAAC TGTTGATCCA CCAATTTACT ATTAATAAGC ATTCCAAAAG CAAAAAACAA 18 9540 

AATTGATATA AAGAATGCTA TCAGAATAAG AACAAGTAGC AACATCCTAG CTTTAAGCTT 18 9 60 0 

CAT AC T AAC C ACCTCTTTTA CAAAAAATAA ATTCTAAAAC TCTGAAAAAT CAT CATC AAA 18 9 6 60 

ATTTAAATCC TTATCAGCAA TATCGATAGC TTTTTTAGGA TCAACTCGCT TATTAATAGT 18 9720 

TCTTACAGAA GATTCGCTCT C AAT AT C T AA AGAATAATTA TTATGCCCAC TGGCATTTGA 18 9780 

AGTAGAAATT CCATTGCTTT TCAAATTTTG ATTTTCATCT TTAAAAGAAT TTTCAGGACA 18 9 8 40 

AT C T AT T AAC CTGAAATCAT AATCATCATT TTCTGGATTT TCAATTTTAG AATCTTTAAT 13 9 9 00 

TTTGAAAAAT AAT AC AG ATT TTCTAAGTTC CTTAGACTTT TCTAACATTT TATCGGACAT -' 13 99 60 

AC T AGAAAGC TGCTCACTGC TTGAA.GCTGA AGATTGAACA ACTTCTCCAA CCTGATCTAA 19 0 02 0 

AGCCATTTTA AAT TGAGCAA TCTGATCGCT TTGCTTAGAG CTACCTTCTG AAA.TCTTCTT 190 08 0 

AACAAGATTA GCCGTTTCTT CAATTTCGGG TAGCATTTCT TTAAAGATCA CTCCCGCTTC 190140 

AGTTGCTACC TTAGAGTTAT CTTCAACTAA CTCTCCAATC TCAAGAGCAG AAATTTTACT 19 02 00 

CAAATCAGCC AACTTTCTAA TCTCACTGGC CACAACAGCA AATCCCTTTC CCTCATCTCC 19 0 2 50 

TGCTCTTGCA GC T T C AAT AG CCGCATTCAA AG C AAGT AAA TTGGTTTTTC TAGCTATCTC 190 3 20 
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TTCAATAACA 


CTAACTTTCT 


CCACAATGTC 
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TTGCATAGCA 


ATAACAGATT 


CTTCAACGGC 


19033 0 


CCTACCACCT 


ATCTGAGAAT 


TTTCATTCGT 


CTTTAAAGCT 


ATTTGTTCTG 


TTTCATAAGA 


190440 


ATTATTGGCG 


CTCATGTTGA 


CACCTGAGGC 


TATTTGCTCA 


ACATTAGCTG 


ACATTTCTTC 


190500 


AAGAGCAGAT 


GCCTGTTGCA 


ATGC AC TAG A 


GCTTAAATTT 


TGACTTGAAC 


TGGCAACTTC 


19 0 5 6 0 


TAAACTTGCC 


TTATTTACAT 


AGCTAATATT 


TCTCAAAACA 


CTAGAAATTG 


CT AC AG AAAT 


190 62 0 


AGCTTTTTTC 


ATTTTAACAA 


C C T G AAG AC T 


TAACATGCCA 


AGTTCATCAA 


GAGTATTTTC 
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19 0 6 8 0 


ATCATCATCA 


AGAGCATAAT 


CTTTATCTAA 


ATTGCCCTTA 


ACCATATCTT 


GAACTAGAAC 


190740 


TCTAATTGCG 


TTTAAACGAA 


AACTAATAAT 


CCTGTCTATT 


CTAATTGAAA 


GAACAATACT 


190300 


TAATGCTATA 


ATGCCTAAGA 


CTGAATATAA 


AATATACTGA 


AATCTTAGAC 


TAG AT ATT AC 


190 3 6 0 


TCCGTAAATA 


TCCTTATAAG 


GAAGCCTAGC 


AATAAGTACT 


CCACTCTTTT 


CTCCCAATTT 
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19092 0 


AC TACT TAT G 


GGCAACATTG 


CATAATAACA 


ATCTTCTCCC 


ATTTCGGACA 


AAAGTATTCT 


190 98 0 


ATCAATAGTG 


TAAACCGACA 


CTTCACTGGC 


AATGTTTGAT 


GGAAAAGGGG 


GCTTAGAGAA 


191040 


AACATCTTTA 


AGAACATTCA 


AAAATTTAGA 


ACTAACCCTG 


CTGGTTTCAT 


TATATTCTTC 


191100 


AAAAGG AT T A 


AC T G C TAT AT 


TGTTGGGATC 


CACATAAATA 


AAATTGCCTC 


TTTTATAAAA 


191160 


ACCGAATCTA 


AATCTATCAA 


AACTATCTGC 


CACAATATCA 


TTAAGCAAAT 


ATCCGGCCAA 


191220 


ATACCCACAA 


ACAAGTTTAT 


CTTCTGGGGA 


ATATACAGGT 


ACAATTATTG 


CAAAAGCCTT 


191280 


TTTTTCGCTT 


TGTTTAGACC 


TAATAGCAAC 


TTCTGCGGAT 


ATTCCTTCAG 


AAAGATTTGA 


191340 


ATACCAACCT 


ATAAATTTTA 


ATTGGTTTTG 


CCTATAATCC 


TCAACAGCTT 


TTTTAAAATA 


191400 


ATTGGTATTA 


GCCTCAGAAT 


GACCAAAATC 


C AT ATT ATT C 


TCATGTCTTG 


TGCTAACAAT 


191460 


TACTCTCCCT 


TCAAAATCAA 


AAAAAGCGAA 


TTCTTCAAAA 


AGGGTATCAT 


TTTTAAGATT 


19152 0 


GGCCATAAAA 


TTGTATAAGT 


ATTGTCGATA 


TTTTTTGCTC 


AC C T T TAG AG 


AGTCAATAAC 


191580 


AAATTTTGGA 


TTTTTTCTTA 


AATCTATCAA 


TTCCGACTCA 


GAGAAATCTT 


TTCCTCTATT 


191640 


CTCAGACATT 


GCAAATTCTG 


ATATGGTTTC 


AAGTGCCAAA 


TTAGAAGCTG 


CACCATTGAT 


1917 00 


TATGACATGC 


AGGGTGTCTA 


AAAAAGATTG 


CAAAGAAAAA 


GCTGCTCTTC 


TTACTTGCGC 


1917 60 


CCTTGTAAGC 


TGCTTATAAT 


AATCTTCTAA 


ATAACCGCAT 


AAAACAAAAT 


TAAAAATCGT 


191820 


GGAAAAAAGT 


AGCAGTATAA 


AAATTAAAAA 


CAATAATAAA 


AATCCAACAA 


ACCTGTATTT 


1918 80 


AAGCTTCAAT 


AACATAATAA 


ACTACCTCAC 


AAATCACCTA 


CTTATTTAAT 


CAAATAAACT 


191940 


C AAG AC C AAA 


GGGTATCAAA 


AAAAAATTTA 


CAGCAAAAAA 


T C AAAAAC T C 


TCAAAAAAAT 


19 2 000 


AAAAGAATTT 


TCACAACATG 


AAAAAC AAAT 


TATAAACTAT 


TATTATTAAC 


TGCTAATGCT 


192060 


TTTTATAGGT 


TATTCCTAAG 


AACTTAGGCG 


CATAATTTTT 


TTTTGAAAAA 


AAGATAAGAC 


192120 
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TTAGAATAAT 


AATTAAATAT 


GGGGTAATCA 


CTAACATTTT 


GGGAGGCATT 


ATTAAAGAAA 


192180 


AAAAGGGTAA 


TTGAGCCAAA 


ACAATTGCCA 


AAGTTTTCAC 


AAATGAAAAC 


AAAAAACTGC 


192240 


CTATTAAAAC 


TCCCAAAGGC 


GTCCATTTTC 


CAAAAATCAA 


CATTACAATA 


GCAATAAAAC 


192300 


CTTGTCCACC 


TGTAACCCCT 


TGCACATAAC 


TTGATGCAAC 


CACCGTTGTA 


AGAACAGCAC 


192360 


CTGAAACCCC 


TGC T AAAAAA 


CCACTCAAAA 


GAACGCAAAA 


AAATCTAATT 


TTATTTACAC 


192420 


TAACTCCAAC 


AGACTCTAAT 


ACCTCTGGAT 


TTTCACCACT 


TGCATTAATT 


CTAAGCCCAA 


192480 


TTTTAGTGTA 


TTTGAAAACA 


ATATGAAACA 


AAACCACACT 


TAGGATTGCA 


AT GT AT AC AG 


192540 


AATATCTTTT 


GCCAAAAATT 


TGAAAAATAA 


AAGATGTTTT 


GTTTAAAATT 


CCATC AAAAA 


192600 


GTATCGGCAA 


CTTTATTTCT 


ATAGGCGGAG 


TTGAAATAGA 


AG AAAAAAT C 


AAAGTGC TT A 


192660 


TAAAAACAGC 


AATAGCGGGT 


CCTAAAAAAT 


TAAGTGCCAT 


TCCGGTTATA 


ATTTGATCTG 


192720 


ATTTTAAAAA 


AATTGTAAAA 


ACAGCGTGCA 


AAATAGCAAG 


AACAAGCCCT 


GCTAGCCCAC 


192780 


CAGCAAAAAT 


TGAAAACAAT 


GGATCATTTG 


TAAAATATGC 


AACTGTAGCT 


CCTGAAAATG 


192840 


CTCCTATTGT 


CATTATTCCT 


TCAAGTCCAA 


TATTAATAAT 


TCCACTTTTC 


TCGCTTATAA 


192900 


GACCCCCAAG 


ACCAGCTAAA 


ATTAAGGTTT 


GAGAATTTAT 


TAAAGTTTCA 


CTAATCAAGA 


192960 


ATATTATTAT 


ATTTGACACG 


CTTAACACCT 


TTTAAAACAA 


TTTTATTTAA 


AAAATAGCTA 


193020 


GCAGAAATTA 


CAAGAACAAT 


TATTCCCATC 


ATCAAAGATA 


CAATTGAAGA 


TGGAAGGCCC 


193030 


ATTAAACTTT 


GAACTCTACT 


GCTTCCATAA 


AGCAATATAG 


AAAAAAGAAT 


G C TAG AAAAT 


193140 


ATTATGCCAA 


TTGGCGAATT 


GTTTCCCATA 


AGAGAAGCAG 


CTATCCCATT 


AAAACCAATT 


193200 


CCTTGCATAT 


AAGAAAGCTT 


AAATATAGCT 


T T AT T AAC AC 


CCATAAGTTG 


AATAGCACCA 


193260 


GCAAGACCTG 


CAACAGCTGC 


TGAGAGAAAC 


ATT G AAAAAA 


TTAGCACAGC 


TTTTACATTA 


193320 


AT AC C C AT AC 


ATCTTGAAGC 


TTCAATATTA 


CTTCCTGTGG 


CATTTATTTT 


AAATCCAATA 


193330 


ATAGTTTTAT 


TAAGTAAAAA 


C CAT ATT AAA 


ATAGCAAAAA 


TTATACCTAA 


AATTATTCCA 


193440 


AAATGAAGAG 


GTGCTTTTAA 


AAGCTCATTA 


ACAAAAGGAT 


GAGAAGATCT 


ATAAGCAAGA 


193500 


CCTTCTGGTG 


AGAGCTTCCA 


AG AAGC T AAA 


AAATCAATAT 


ATGCGCTTTC 


TTTAATGGGT 


193560 


TTTGAAAAAT 


CACTATTATC 


TCTTTTAATA 


AAAC T AAAAT 


CTAAAATTAT 


ATTATTTAAA 


193620 


TGAAATAATA 


TCCAATTAAA 


CATTATTCCT 


GAAATCACTT 


CGCTAATATT 


GAATTTGGCT 


193680 


TTTAAATATC 


CGATTAAAAT 


TCCTAAA.CTG 


CCTGAAGCTA 


AAAAAGT AAT 


AATAAAAATA 


193740 


GTAATTACAT 


GTAAAATTGG 


AGGCAAATCA 


AGTAAAACTG 


ATGCTATTxAA 


AGC AAC AAT A 


193300 


GATCCTAGTA 


TAAACTGGCC 


TTCAACCCCA 


AT AT T AAAAA 


GACCCGCTTT 


TAAAGAAATA 


193860 
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C C AAT AG AAA GACCTGTAAA AATCAAAGGA GCTGAATAAC TTAAAACATA ACCTAAATGT 19 3 92 0 

TTGGGAGAAG AAAAAATAAT TTCTAATATT AT AAAAT AC A TTCTAAAAGG AGAATGACCA 193 980 

AGCCCCATCA CCACTAGCCC AACAATTAAA AATCCAACAA ATAGAGCAAA TAG AC TAAC A 19404 0 

AATGCTGAAG AATTTAAAAA T T TC AAAAT A AATTTACTAA ATACGTTTTT ACTAATTGTC 19 4100 

ATTTAGCTTA AGCCTATCAT C ATTTT AC C A ATAACATCAA TATCAAAATT ATCCTCTAAA 19 4160 

ATGCCCACTA TTCTTCCACC ATGCATTACA GCTATCCTGT CACAAACATT AACAAGCTCA 19 4220 

TCAAGTTCAA GAGAAACCAA TAAAACAGAT CTACCCGCAT CTCTTTGCTC TATTATTCTT 19 42 8 0 

TTGTAAATAT TCTCAACAGC TCCAACATCA AGGCCTCTTG TAGGC TGAAT AG C C AAAAGA 19 43 4 0 

ATATCTGGCT CTAAACTAAT CTCACGAGCA AC AAT AAC TT TTTGTTGATT ACCTCCGGAT 19 4 400 

AAATGC T T T A CCTTGCTTAA AATATCTCTT GGTCTAATAT CAAAATGACT TACAAGTTGA 19 4 46 0 

TTGCTCAATT TTCTT AAAAT ATTAAG AT C A AACCCCACAA ATTGTTTTTT AAACTTATTG 19 4 52 0 

AATTGTC TTT TAATAAAATT GAAAAAATTG AATTTTAAAT CAAAATTACT CTTCAAATGA 19 453 0 

ATTGTTTTTA ATCTCAAATA ATCAGGATTA TCAAAGCTCT TAAGTCCAAT ATTTTGCATA 19 4 640 

ACATTGAATT CTAAAATAAG GCCGTGTTTT TGCCTGTCCG AAGAATATTG CCAATTTTTT 19 470 0 

TATCTATTCT TTGTTTAATA GTTAAACCTT TTAAAGATTC CAAATTCCCC GAAGAATTTT 1947 6 0 

TTTTC AAAAT ATCGCCCTTA AATATGC TTT TCAAACCCAA AATTGCATCA ACTAAATCCT 194 82 0 

CCTGACCACT CCCCTCAATA CCTGATATTC CAAGAATTTC TCCATTTCTC AGATCAAGAT 19 4 88 0 

TAACGTCTTT AACTTTTAAA. ACTCCTCTCT CATC TT TAAC ACTTAAATTC TTTATTTCAA 194940 

G AAT AT T AAA ATGATTTTCA AATTTAATTT TAGATGAGCG AAGTGCAACT TCTTTTCCTA 19 5 000 

TCATTAATTT TGTAAGATCT TTGTCATCAA TATCAGCAAT ATTAACAGTT TTT AC AAC CT 19 50 60 

TCCCAAGACG CATAATTGTA CATTTCTTTG CAATAGATCT AATTTCTTTT ATTTTATGGG 19512 0 

TAATAAGTAT TACAGTATGA CCCTCTTGGG CGAGTACCTT T AAAAT ATTT ATAAAATCAT 195180 

CAACTTCACT TGGAGCAAGC ACTGCTGTAG GTTCATCAAA AAT AAT AAT A TCTGCATTTC 19 5 2 40 

GATAAAGAAC TTT C AAT AT C TCTATTTTTT GTTCCATGCC AACACTCAAG TCTTCAACCC 195 3 00 

TTTTTTCTAA ATCTATCTTT AAACCATACT TTTCCGAAAG AGAAC TT AT C TTTTTTCTAG 19 53 60 

CTTGTTTGTA ATCAAGAAAA CCAAATTTTG AATTTTCATA TC CC AAAATA ATGTTTTGAA 19 5420 

CAGCAGTAAA TTGCGGAATT AACATAAAGT GTTGGAAAAC CATTCCAATC CCATTTCGAA 19 5480 

TAGTTCGCTT GAATCCTTAA AGTTTATTTC TTGACCTTTT AAAAT AATTC GACCACTATT 19 5 540 

TACTTGATGA ATCCCATAAA TAGTTTTCAT TAAGGTAGTC TTTCCAGCAC CATTTTCTCC 19 5 600 

AAGAA.TAGCA. TGAACTTCGC CTGCCTTAAA TTT AAT AG AA AC AT TAT CAT T GGC AAC AAA 195660 
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ATC AC CAT AC TTTTTTGTAA TATTTTCTAA TACTAGTACA TCTTCTTTCA TCAAGCTTTA 19 57 2 0 

ATCCTAATAT AAATATCAAA CATAAATGAC TTACAATATT CTATTCTAAT GAAATATAAT 19 5 7 30 

AAAGCTTAAA ATTTATATTT TCAATAGCAT TTTAAATTTT AATAAACAAA ATAAATTATC 195 3 40 

TATAAAAATT AATTGCTAAT AAATAAAAAT GCTTAAAATA TAAAAACCTT AATAAAGAGA 195 9 00 

GCAAATTAAT GTTAAAATAA AAGAATAAAT AAATTATTAC AAAAGAGAGT ATTATGAAAA 19 5 9 60 

TCAAAGCCTG CATTTTTGAT ATGGATGGAA CACTGGTAAA TAGTATAATG GATATTGCAT 196 02 0 

TCTCAATGAA TTCTGCTCTT TCAAACTTAG GATACAGTAA AATAGAACTA AGCAAATTCA 19 6 0 30 

ATGCCCTTGT TGGCAGAGGA TTTAACAAGT TTGTAATAGA CACTCTAAAG CTATTATcTC 19 6140 

TTGAACATGA TAATCCTAAT TTACAAGAAA AACTTTACAA AGAATTTGTT AAAGAATACA 19 62 00 

ATAAAAACCT TTCATTCCAA ACAAAACCAT AT G AAAAT AT AAAACCCCTT TTAGAAACTA 19 62 60 

TGAATAAGCT TAACATTCCA ATTGGAATTT TAAGCAATAA GAACCACGAA GAATTAATAA 1963 20 

ATTTGGTGAA AAATATTTTT GGAAATATAT TGTTTTTTGA AATCAGGGGT TATTCAAAAA 1963 80 

ATTTTCCACC AAAGCCAGAT CCTGAAAATG CCCTTGATAT GATATTAGAA TTAAATGCCC 19 6 440 

AAAAAGAAGA AATTGCATAT ATTGGAGACA GCGATGTGGA TATGCTAACC GCACTAAACG 19 6 500 

CTGGATTTAT GCCAATAGGG GTTTCTTGGG GATTTAGAAG TGTTCAAGAA TTAAAAGAAA 19 6560 

GTGGAGCAAA ACATATAATA CACAATCCAC TTGAACTATT GGACCTAATA AAATGAATAC 19 6 62 0 

AAAAC CAT AT TTTCCTTATT T AT AT C AT T A TCTATTCAAT C AT G AAAGT A TAAAAAGTTT 196680 

ATCTGCCATA GAAAAAGAAA TTGAAATACT CAACTATTTA AAAGAAAACA AAAAAACAAT 19 67 40 

TGCTACATTT AT C AAAAATG ATTTTGAATC AGAAATAAAA GACCTAATTC AATACGTCAA 19 6 80 0 

GG AT AAAAC A GATATAATGA TTACCCCATT TGTTTTATCT GGCATTGAAG CTATTGATTT 19 6 8 60 

TAACATTGTA AAGCCTCTTT TTAGTAAAGA ATTGACAAAA AACGACTTAA ATTTGATATT 19 6 920 

TAACTTTGTC AAAGTCAACT CATCTTTAA.G AAAAGAATTC TTTTATAATT TT AAT AC CAT 19 6930 

AAGCAATGGA T AC AT T AC T T TTTATATAAA CAAACTATTT GAAGGAAAAA ACTCTTATAC 197040 

AATATACTTA ATACAAAAGG AAAATAAAGC ACTTTATTCA TCAGACATCA TAAAAAATTA 197100 

TATAAAGATA CTACTTCTCT T AAAAGT AT T GGTAATTAAA TACTGCTTTG AAAAAGGAAT 197160 

AGAGCTTACT ACTAAAAACA TTGAATCCAC TTCAAAAGCA ATAAGCAATG ATACCGACTT 1972 2 0 

TCTAGACGAA . AAGACAGCTA AGCTTATAAT TGAAAGC TTT TTCAAATATG AGACCTTACA 197 230 

AACAATGTCT CCAATTTCAA CATTAATTGC CATTTTTTCA GCCAGAGCAA- G AAC T C C AAA 197 3 40 

ATACAAAAAC AATCCGGTTA AAGGTTTTAT TGGGTATGAT GAAAGTTGGT TTTCAATAAA 197 400 
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ACAGTCGGGC 


TCTAGAGAAT 


ATGATTCAAG 


AATAATTAAA 


GAATTATCAG 


AAATAGCCAA 


197460 


GGTAAATAAA 


TGGTAAAAAA 


ATTTTCAATT 


TTC TTAAAAG 


C AAT AAT AAT 


TTTTTCAATA 


197520 


TTTGAACTTT 


TAATCGAAGA 


ACTCTCAATA 


ATTCTTTTTT 


T AC C AT AC AA 


AAT AC G AT T T 


197580 


GCACTAATAT 


TTCTTGGGTT 


TCTATTTGAC 


ACAATTTTTA 


TTTTCATTTT 


TTTATACAAA 


197640 


ATAACCAAGG 


CCTACCTTTC 


CCAAAGATTA 


GAAATCTACG 


TCAGAAACAA 


TCTATTCTTC 


197700 


GATATAATCC 


ACTGCCTTAT 


TCCTTTAGCG 


TTTTATAGCT 


CATATCAGCT 


T AAAAAC ATA 


197760 


ATTGTCGCCC 


ATGAAACAAT 


ATTAAATCCA 


ATAATGCTAT 


CACTTTTCAA 


GTTAAGATTT 


197820 


TTAAGACTTC 


TTAGGTTTAA 


TGACCTAATA 


ATAGAAATAT 


AT T AC AAT TC 


AAAAGAAAAG 


197830 


AACCTAATAC 


TAATAGCATT 


TGCTAGGACA 


TTTTCAATGA 


GCTTATTAAT 


ACCATTTACA 


197940 


TTTTTTATAA 


TAATATCAAG 


CTCAAAAATT 


GTAAATTCAA 


TACCAGAAAA 


ACAAGAATTT 


^.198000 


AATATCATTA 


AAAATATATC 


AATAATAAAT 


GAAAAAGCTT 


ACATTAAAGA 


AAAATATCCC 


198060 


TTCATCTTAA 


TAATCAAGGA 


AAAAGATGAC 


ATAATATACT 


CAAAATCAGA 


CGAAATATTT 


198120 


GTTTACTACA 


GTCCCAGTGA 


AT AT AG AGT A 


ATAGAAATGG 


AGAAAACAAA 


ATTTTATATA 


198180 


GATAAATATT 


TGCAAAGAAA 


AAGCGATTCT 


ATTC TTGGAA 


TTTTTCTATT 


TACATTGTTT 


198240 


GCATCATTTA 


CTATTTTTTT 


AATGAATTTT 


TATAAATTTT 


TTAAAGCAAG 


CTTTTTAAAT 


198300 


CCTATTATTT 


TAATGACAAA 


AATTTTACAA 


GACCCATTAG 


AATATCGAAA 


AATTCAAATT 


198360 


CCTTTTACTT 


TAAGCGAAGA 


AAAAGTATAT 


GAACTTGCAA 


AATCATTTAA 


CAATCTCTTG 


198420 


CTAAAAGAAA 


AACTAAACTC 


AAAGCGAAAA 


AGCAAAATAC 


CTTTAGAAAT 


TGAAAAAGTA 


198480 


AAAAAAATAA 


TTAATAAAAA 


CCAGGAAATA 


AAATGAAAAT 


TCAAATAATT 


ATAATGCTGC 


198540 


TTGCATTGTT 


AGATTTTCCA 


CTTAATGCCA 


GACTTTTGGA 


CATTTCAATT 


GAAAAAAGAG 


198600 


CAGATGAAGA 


AATAAAAAAA 


TATTCGTCTT 


ATAATTTAAT 


TTTAGAAAAA 


GAAT AC TATA 


198660 


CCAATTTTCC 


AACAAGCGAA 


ATAGAAAAAA 


ATATTTATAA 


ACTAACAGAA 


CATTTTGTAA 


198720 


AAAGCATAAT 


GCT C AAT AAA 


ACTAACTACA 


GCTTATTAAA 


TTCAAJ^CTAC 


AAAGAAGCAA 


198780 


. ATAAATATCT 


AATTCAAAGC 


GAACTCATTG 


ATAAAAAATT 


TTTAAAATAT 


AAAATATTTA 


198340 


AAATCAAAAA 


TATAAATGGA 


ATTTTTAAAA 


GCC ATTC ACT 


AAT AT AT AC A 


AAAAAAGGAT 


198900 


TTTACAAATT 


AGAACTTTAC 


ATAGAAAATA 


A 1 ULAbAAL L- 
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TTTAACCTTA 


198960 


ACATTACTTA 


TTTTTTAAAG 


AAT T TAG AT A 


AAATAAGTAA 


TGAAATGATT 


TTTTTCCCAA 


199020 


GGGAATGAAA 


ATAATAAAAT 


TAAAGCTTGA 


ACTTTTTTTA 


TAAATAATTT 


ATTTAACAAA 


199030 


T AC AG AC ATT 


ACTCTTTGAA 


GAACCTTTGC 


CCTATCTAAT 


* GGTTTAACAA 


TAAATGTTTT 


199140 


TGCTCCTTTT 


ATTAAGCAAT 


■ CCTTAACTAA 


TTGTTCCTTG 


CCTAAAGCAG 


AT AT CAT TAT 


199200 
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CACTCTAGCA 


TTTTTATCAA 


ATTCCATAAT 


ATTAGAAAGA 


CAAGTTATTC 


CATCCATTTT 


199260 


GGGCATAGTA 


ATATCAAGAG 


TGACAATATC 


AATATTAGGA 


TAATGATTCT 


TGTATTTTAT 


199320 


CACAGCCTCT 


TCTCCATCAG 


CTGCCGTATC 


AATAATATTA 


AAGCCCTCTG 


ATGTAAAAAT 


199380 


TTGAGTAAGC 


TGC TTTACGG 


TAAAAACAGA 


GTCATCAACA 


ATTAAAACAT 


TAAAAGGAAT 


199440 


GCCTGTATCA 


TAATTGATTC 


CTCTAGGCTT 


AGATGAAGAA 


TCTGCAGCAA 


TTGTAGTCTT 


199500 


TTGAATCATA 


TTAACCTCTC 


TCTTCTAATA 


AAAAGAATTT 


TTTTCATATC 


AAACCCTCTC 


199560 


TCTTATTGCA 


ATATTAACTT 


CTATAATTTT 


ACCATCAGGC 


AAAGAAAAAG 


GAACAATTAA 


199620 


AGCCTCAGAA 


CCTTTATTAC 


TTATTTTCAT 


ATTTTCTCCA 


TAAATAAAAG 


CTGGGGGGGT 


199630 


TATATCAAAT 


ACAAAACCCT 


TGGCATGCAA 


AGTGGTAACA 


AAATTTCCAG 


C AAT AAT AT T 


199740 


GCCAACCTCA 


GTTAGAGTTG 


CAGCAACCAT 


CTCTTTTGTT 


TCTTCATCGT 


CAAAATCATC 


199800 


ATACTCTTCA 


AAATTTAATT 


TAGAAGCAAC 


AAAAAGAGCT 


GTTTCTATGT 


C C AT AT C AAT 


199360 


AATTATACTG 


CCCTCAACAG 


ACCCAGCAAG 


CCCTACTATT 


ACAGAAACAC 


CTTTTATCTT 


199920 


TTGATTTATC 


GACTTAAGCC 


CGGGCTTACC 


CATTTCTATA 


TTCTCAACAA 


GCAACATATC 


199980 


TCTTAAAACC 


GAAGAAGCAG 


CATCCAAAAA 


TGGCTCTATA 


TAATCTATTC 


TCATTAATTT 


200040 


CTCCTTTAGA 


CTTTCCTGTA 


CAAGTTAAAA 


TATTTTGTGG 


ATTTCTCTTT 


TATAAAAACA 


200100 


TCATTATTTT 


TAAGCTCTTC 


GTTATCTCCC 


AAAACCAAAA 


GAGCCCCTTT 


AATAGCTTTG 


200160 


GAAGCAATGA 


TATTTAAAAT 


TAAAATCTGA 


TCTTTACTAT 


CCAAGAAACA 


T AAAAC AT C T 


200220 


TTTAAAAAAA 


CCATTCCCAA 


ATTATCAGGC 


AAATCTGAAA 


AAAGAGCATC 


GGAATATTCA 


200280 


AAC AAAAC AT 


TACTTAGGAT 


TTCTGACTTA 


AATTTATAAA 


CTCCGGGACT 


TTGTTCAAAA 


200340 


GAATTCCTAC 


TATAAATTTC 


AC T AATGC C A 


ATTTCTGACT 


C T G AAAAC AC 


CAACCTAGAA 


200400 


GTTTCAACA.A 


CTTTTGATAA 


ATCATTATCA 


ATGGCCGTCA 


ACTTAAAAGG 


TTTTACATAA 


200460 


TATTCAGACA 


AAGCATTGGC 


T AAAGC C AT A 


GTCTCCTTTC 


CACTACCACA 


ACCAATTTCC 


200520 


AATACATTGA 


AAATAGAATT 


TAAGTTATTC 


ATAAAACTTA 


AGCGACTCTC 


AACAATTTCA 


200580 


TTTTTAAATT 


CTTCCAAACA 


ATCAGCTCCC 


CACAAATTTC 


CCGATGATTT 


TGAATAAAAT 


200640 


TCATTTAAAA 


AACTATCGCA 


AGGCAAGTAA 


TCAGTATCAA 


CCATATTAAA 


TTTTAC TCC A 


200700 


ACTTTTTCCA 


AAAAC AC AT C 


ATT T AC C AAA 


GAAGCATTAA 


ACGAGTATTT 


CAAAAGATTT 


200760 


TTTTTAATAT 


TTTCCAAATT 


AAAAGCTGCA 


GTATTGTTTA 


GAGTTGAATT 


TTCATTGTTA 


200820 


CCATCATTTT 


TTGAAGAAAC 


CTTATTGGAA 


AAATCATTCT 


TAGAATTTTC 


TAGTATATCT 


200880 


AAATTATC AC 


AATCGCTTAC 


AAAGTCGCTT 


TTTTCAACAA 


AATTTTGACC 


AGGTTTTAAT 


200940 
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AACTTTTCTT CTTCACCATA ATTAAAAATT TTAAAAACAT TAAGAAGTAT ATAAAGCTTT 201000 

TCGTTATAAT CTACAACGCC T T T T AT AT AG TTTATTAAAG AATCCTGAGA TAAAACTGGA 2 010 60 

TGTGGATCTT GAATAAGGCT AGAATCTATT G AAAAAAC AT TATTAATTTT ATCAACAATT 2 0112 0 

ACCCCTATAA GAAGGTCTTC GTTTTTTAAA ACCATAATAT CTTCAATATC TTTTTTATTA 2 0118 0 

AATTCTAAAT TAAACATTAT TCTAAGATCT ATAATAGGAA TTATTTCACC CCGTAAATTA 2 012 40 

TCAAGCCCAG C AAC AT AC T T TTTGGCATTT GGAACATAAG TAAAATTACT AGATTTTCTA 2 013 00 

ATTTCTTTAA CCTGCATAAT GTCTACTAAA TAATGATCCG ACCCAA-GCTC AAAAGAAACA 2 013 6 0 

AC TTTAAAAT CAAAATTGGT CAATTTAGAA TTAGAATTTT TAT C AT C T AA AATTTTGGGT 2 0142 0 

CCAAAATAAA TTTCTTTTAT CTGCACAAGA GATCACTCCT TAGTATCCTT TTGTAAATCA 2 0148 0 

AAAAGTTTAA AAACATCAAT TATCAATACA AC C TT AC CAT TGCCAAGCGT AGTAGCCCCA 2 015 40 

AC TAT AC C C G CGCTTGATGA AAATTT AT CC TTAATAGGCT TT AC T AC AAA ATCTTCCTCA 2 016 0 0 

CCAAGAATAG AGTCTACAAC AATTGCTATC TTCATGTTGC TAGTATTAAC AAC TAT T AAA 2 01660 

AATTTTTCTA TTAATGAATC ATCCCTTGTT ATGTTAAAAA GTTTA.TCAAG CCTGAGAACA 2 017 2 0 

GAAATGACTT CATCTCTTAA ATTATAAACT TCATGATAAT TTTCAAGCAA TTTTATATCA 2 017 8 0 

TGTTCAGTTA TTCTATGAGT TTCAAGAACA TTATTTAAAG GAATAACATA AGTCTCAGAC 2 01840 

CCCGACTTTA C T AAAAG AC C TTGTATAATC ACTAACGTCA ATGGTAGTTT AATTTTAAAA 2 01900 

ATTGTTCCAA GACCAATTTC TGATTCCACC AAAATAGTTC CATTAAGCTT TTCAATGCTT 2 019 60 

TTTTTCACAA CGTCAAGACC AACTCCTCTA -CCTGAAAGGT CTGTCACTTG AAC TGCTGTT 2 02020 

GAAAACCCAG GAGCAAAAAT TAAGTTAATA AGTTCAAAAT CAGAGTAAAT TGCATCTTCT 2 02 08 0 

TTTATTGTTC CCTTTTCAAT TAATTTGCGC CTAATGACCT TTGGA.TCTAT ACCAATCCCA 2 0214 0 

TCATCTTCAA TCTCAATTGA TATTACATTA CCTTCATTCT TGGCACGCAA AATTATAGTA. 2 02 2 00 

CCTGCTTTGC TCTTTCCCCT TTTAACTCTC TCTTCAACTG TTTCAAGGCC ATGATCCATT 2 02 2 60 

GAATTTCTAA CACAATGCAT CAAAGGATCT ACAAGGTCAT C TAT AAC AG A CTTATCAAGC 2 02320 

TCAGTTTCTT CCCCTTCCAT TTTAAGATTC ACAATCTTAT TTAATTTCTT TGAAAGATCT 2 02 3 80 

C TT AC G AC T C TTGTAAACCT TGAAAATATA TTAGATATTG GTAACATTCT GGTTTTTAAA 2 02 440 

ACACTCTCAT GCAAATCTGT AATTATTCTT GACAGCCGCC CAGAGGTCAT TTTAAAATTT 20 2 500 

TGAAGAAGTC TGAAAAAAGA ATTTCTCAAT TCAGATATAT CCTTAAGAGC CTTTTCCATT 2 02 5 60 

TTAAAACTCA TCAAAGAATT AATATGTGAT TCGATCTCAT CTTCTAATGT TAAGCCTGCA 2 02 62 0 

TCTTTGAAAA CTATCTTTAA AT C AAT T AAA AAGTTTCTCT . GAAAACTTTC TTGATAATCA 2 02 6 80 

' T AAAAATAAT T AAAAT T ATA AAATAATGTA ATCATTTCTG AATTTATTTG ATTATAAGAT 2 02 7 40 
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GATTTACTTA 


TTACAGCCTC 


ACTGACAAGA 


TTTAATATGT 


AATCTATTTT 


TTTGCTATCT 


202800 


ATTCTAATTA 


AATTAACACT 


AATTGGACTA 


TTTTTCTTAA 


TATTTTTATT 


TTCCTTAAAA 


202860 


GGTGC TTC AT 


CATCTTCTTT 


TAGCCTTACG 


CTCTTTAAAG 


ATTCTAAATT 


AACATTTTTG 


202920 


ATTTCAAAAT 


GACTAACAAC 


ATCTGGTAAA 


TTAATCTTTT 


TAGCAATACT 


TTCTTCACTG 


202980 


GTATTTGATA 


TTAAGTAATA 


TATTACAAAA 


TCAAAAAACT 


TATCTGCCAA 


TAATTCGCTA 


203040 


GAATCTGGGA 


TAGACTTGAA 


AATTTTACCA 


AGACTTTTTA 


ATGCTTGAAG 


CATTTGAAGC 


203100 


C C ACT AAT AG 


TAGCCATAGG 


ATTGTCTTTT 


ACAAAATCCA 


ATCTAACTTT 


AAATAACTTT 


203160 


TGATTTTCAA 


CCTCAAGTAA 


TAAATCAGAA 


ATCTCATCCT 


C TGT AAAATC 


AAAATTATCA 


203220 


TTTAAAACAA 


AATTGGAATC 


TAAATCAACA 


TCTTTAATCT 


CTTCATCTGC 


AAGCTTTTTT 


203280 


AATTCTTCTT 


TTACGTTAAA 


TTCATCAACC 


AAATAGCTTT 


CAATTAAATT 


TAAAGAATCT 


203340 


AAACTTTTTT 


TCACGCCTTC 


TATATCTGAA 


TATATCAGAT 


AATAATCAAC 


CCTTTTTAAA 


203400 


AATTTATCCT 


CTATGATTTG 


CTCATATTTA 


GGAATTGTAT 


GAAGTACAGA 


TCCTAAATTT 


203460 


TTTAAAATAT 


TAAATATTTT 


TAGCCCACTA 


TTTTCAACTT 


CAGAATTGCT 


ATTTGAATTA 


203520 


AAAACAACAC 


TGATCCTTAA 


AACCTTTTGT 


CCAATTCCTA 


GCCCTTCTCT 


TATCTCCTCA 


203580 


AGATCTGATT 


CTGAAAGACA 


AAAATTGTTT 


TTAATTGAAT 


TTCCATCAAA 


TCTCTTAATA 


203640 


AAAGTCTGAT 


CATCAATTAC 


TAAAAATTGC 


TTTAATTTGC 


TTTTAAGATC 


ACTTATGTCA 


203700 


TTTAAATAAA 


CCTTGCCATC 


AATACGAAGC 


GCAAGCATTT 


CG TTGATAAC 


AT C T AAT G AA 


203760 


CTTAAAAGCA 


GATCAACAAG 


ATCATTATTT 


ATATTTACCT 


TACCATCTCT 


AAT AGC AT C A 


203320 


AAAACATCTT 


CGACAATATG 


GGTAAAATCA 


GATAACTCCA 


TCATATCAAG 


AGAAGCAGAG 


203880 


CTTCCTTTTA 


AAGTATGAGC 


TGCCCTGAAT 


ATTTCATCAA 


TAGTATCAGA 


ATTATTAGGA 


203940 


TCATCCTCTA 


ATGACATAAT 


ATTCTCTTCA 


AGGATATCTA 


CAAGATTTTG 


AGCTTCTTCA 


204000 


AAAAAAACTC 


CTAAAAGCTC 


TTCATTTTCC 


AAATCTAATA 


TTTCCATATA 


CTATTTC CTA 


204060 


T TAT T T T AAT 


ATGTAAAGCA 


AACCTTTTAG 


GTAGCTTTAC 


ATATTAATTT 


AAACCTAATT 


204120 


TTTCGGAGAT 


GATTCTTCAG 


GTTTTTCACT 


CTCAATCTTT 


TCTACAAAGT 


TTTGGAAAGA 


204180 


GCCTTCAGGC 


ATAGAAATTT 


TTTCTCTAAG 


CTTTAAAACT 


CTTTTAAAAG 


TTTCGTGTGC 


204240 


CTTTAATTTA 


CGAAGGGATT 


CAGTTCCGCT 


AGTCTCATAA 


AGTTTAAATA 


CAGACTCACT 


204300 


GTCAATATCA 


GAATCTATTG 


AAACACTCAA 


CTTATCATAA 


AGAACTCTTA 


AATCTTTAAC 


204360 


ATAAAAGATG 


AAATTTTGCT 


CTTTTGAACT 


. GTGTGACTTT 


GAAACTCTAA 


^ AAGCCTTAAA 


204420 


TCTCATTTTA 


C TTGAAGC AA 


GAGGATAATT 


TGGAACATCG 


TCTTTAATAA 


TTCTGGATGA 


204480 
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TATATTAGGA ATATAGTTAG GATTTGACCA AATTAAATCA GCCCACCCTT TAAACTTTAA 2 045 40 

AGTACCCATA GAATAAGCAT ATTCCATGCC ATTCATATCT TCAAATAAAA CCTCAAGATC 2 04 600 

TATCTCATAC CCTAAACTAT AAACAGATAC CTTAATTTCT TTCAT,GGTTT TAATGTTATC 2 04 6 60 

AATAAGACCT TTGCCTAAAA ATTGATTGCC ACTTTCCCCT GAATAAAAAG GAATTTTAAA 2 0 4720 

TGGTGGCATA AT C AT AG C AG AT GAT T G AG A ATAGCTTGGA AACAAAACTC TTACCCCTAA 2 0 4730 

AATAGTATCA CCTGCGTACC TTTTTGACTC ACTCTTAACA ACAGCGGGCG CAACAACTGA 2 04340 

ATTTTTAACG TAAGCCTGCA ACCTTGCAGA AGGAGTAAGT AAAACGCTCC AATTATTTAT 2 0 49 00 

CCCAAGATCT ACAACCATAT CTTCCGGCTT AACAATACCA GAAGCGCCCG AATATACATA 2 0 49 60 

ATCAACATAA TTTGTAAGAT CAAGTCTAGT TGAACTTGGA TCTCTTGCAA GCTCGGCAAA 2 05 02 0 

ATCTAAAACT AATTCTC C AG GCTCTGCCCT TTTAGAACCC TCTGCTAATC CATCAGTCTC 2 0 50 80 

TTGAGCAAAA AGAACAGTGG ATAATAAAAA AAATAAAATA CTTTTAGCTT TCCTTTTCAT 2 0 5140 

GTAAACCAAC T C C T T AT AT A TATAAATCTT TTATAAAATT TTCGTTTTTT AATTATTTTT 2 0 5200 

ATTAGTAAAA TTTAATTTAT CAACTTTGCT CCTTTAAGAT ACACCCTTCA ACAAGAATAA 2 0 5260 

CAATCTTTTT TATCTTACCA GG AT AG T T AA AGCGCATTGT TTTTATTAAA GACATAGCAA 2 0 5320 

AAAGATTGAC CTTAACATCA AAAG AT T C AT TAGATTCATT ATAATCACCA TTATTAAAAG 2 0 5380 

AATCATAAAA TTCTCTTGAA AGATTTACAT AATAAACTCC ATTCTTTAAA AAAGAATATA 2 0 54 40 

AAAATCTTGA ATCACTTAAT AAAAACCCAA AAGAAAACCC TTCATTGCTT CCTAAAAGAA 20 55 00 

AATCTTTTAC TAAAAGATCT AAATTATCTT TCAAATTTTG TTCATCTCTT AAATATCTTA 20 55 60 

AATTAGCAAC AAATCCCTTG CTAGAATGAA AATAAAAAAC CTTTTTTGAA AAAAGATTAT 2 0 562 0 

CATAATTTAA AAAAAC CAT A C AAAT AG AAA AC AAAAAGC T TACTGCCAAA G AC C C C AAAA 20 5 6 30 

GCACCCTAAT CATATGCTCT TTTTTTGAAT TTAAAAATTT AT AAAT C AC T ACATTATATT 2 0 5740 

TAAAAAATAT AT C C G AAAT A TTATTTTTCA TAAAAATTTA T AAAT T C CAT TAAAGCTTTA 20 58 0 0 

AGTATTAGAA TATTAAACTT GCTCATGTAA TTATAATCCA AAATTAATTT AGC AT C T AAA 20 58 60 

ATATTGGATA AAAAC C C CAT TTCAATCAAC ACAGCAGGCA TACTGCTGTT TTTTATTACA 2 0 5920 

AACCATTGCT CTTTTCTGAT TGGCCTAATA TTAGTTTCGC TTAACTCATT TTTAAACACT 20 59 30 

TTATACAAAA TTTCAGCCAA TCTTTTTGAT TCATATTTAT ATTTAATATC TAGTATATCA 2 0 6040 

TTAAGCTCGC TTAAGTATCT ATTACCTTTA ATATCATATC CCTTAAAATC TTTAATAACT 20 610 0 

TCTCTTTTTG AATCCTTAGG AAGATACCAA AACTCAACTC CTCTAGC^TTC ACCGTTTGGA 20 616 0 

GCATCATTAG C AT G TAT AG A T AAAAAT AT A AC ATT ATT GG GGAAATTTGG CTTTATTGCA 20 622 0 

TTTGCAAATT CCGACCGTTC TTTTAAAGTT AAAT AAAC AT CATTTATACG AG T T AAC AAA 2 0 6230 
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ATATTTTTAT TT AC AAAAT A ATTACTTAAA ATTTTAGACA AATATATAGA ATAGGTTAAT 2 0 63 40 

GCAAAATCTT TTTCCTGAAG CACAACGTCA TAACCATTTA TCTTTAAAGT CACAACAGCA 2 0 640 0 

CCAGTATCAT GCCCGCCATG TCCAGGATCA ATGATTATTG AAGTAATTCT GGGTTTATTA 2 0 646 0 

TAGTCTTTAA G AG AAC T AAA ATAATTTTCA ATTTGTTTTA ATACCTTTTG AC TT ATT AAA. 2 0 6520 

ATTTCTCCAC GAATGTCAAT AATTGGGTCT ACAAACATAT AATAACCAGA AGATGTAAGC 20 653 0 

GCATATTCAA AGCCTACCCT AAAC TTC AAA TATCCCTTAT CATTTTCAAT TGTAAAAACA ,2 0 6 640 

TCATTTTCAA TGTTAAAATC AAACCTAAAA ACATTAGTAT CAAAAAAATC AAGAACATTT 2 0 67 00 

AAATAATCGG GGGTCTTAGA ATACAAGCTT AAATATGAAA ACAAAATCAA ATCAATCAAT 2 0 6760 

AATATCATTT TCCCAAAGCT C AATGGC AC T CTTTAAGTCT CCTTTGAATC TTAAGCTATT 2 0 6320 

TTTAGTAATC TCACCTTTTA TCTCCTTAAA CTCTTTTTGG AAGAGAAAAG GATTAATTTT 2 0 6830 

GTATTTTAAA CAAATTTTGC AAAACCTTAA AAAAGAAAAA ACAACGCCAT TTCCAACAAA 20 6940 

AATTGGGACA TAATTCTTAA GCAAAAAAAT CAAAAAACTT TTGCTTTTGG TTAAATTTTC 2 07 000 

TGGCGAATTT AATGCAGTAT ACTGGATTCT CAGCTTTCTA TAAATATAAA CATGCTCCCC 2 07 0 60 

AAAAT AAATA GCTCTTAGTC CAAAATCTAT TCTTTGAAAA TATTCATTTT GAATTCTTGC 2 0712 0 

GTCAAAACCT CCAAGCTGTA AAAATTTCTC TTTAGAATAA AGTCCGCAAT AATCCATGGT 2 0713 0 

AATCAAAGTT TTTTC AT AGT CTTTCTCAGA ATT T AC T AAA ATTACCTTAA ACTTTTGCTT 2 0 72 40 

TTTATCTATG CTGGGAAGAA AAATTGAAGG AATCATTTCC TCTTCTTTAT CAAAAAACTC 2 07 3 00 

CCCACCAACA AGAAGAACAT TTTTTTTTAC TATTTCATCG AATATATTTG GAATCCAAAA 2 0 7360 

GGGATTTAAC AAGTACATAT CACTTTGCAA AACAAAAACA AAATCACAGC TGGATTCTTT 2 0 742 0 

CATTGCTAAA TTAAC CTTTT CCCCAGAATT CAAATCGTCA GAAAGTAAAA TAAATTTTAA 2 07 480 

CTTACCATAA CTTTCTGAAA TAAACTGCAA AGAACTTCTA TTGCTCTGTT TTTCAATTGA 2 07 540 

AATTATTTCT C TT AT AAAGT CAAAATTTGA TAAAAATTCA AACAAATCTT CTCTAAAAAT 2 07 600 

TTTTGTTCCT CTGCTTAATA TTACAAAAGA AATTCCAAAA GAAGATTTTT GTGAATAATT 2 07660. 

ATTTTTAGAT TGAATAACAG TATATGAATA GCCACTACCT GGA-AGAC GC A TAAATTACTT 2 07 72 0 

TTAAAATCCT TATAATTAAA TTATAATAAT CATATGTTAC AT AAT AC AAT GCTAATTGCA 2 077 80 

AGAATAATGA ATATTAATAC ATTATTCTAC GGCATGATCA TTATCATTTT TGCACTCATT 2 07 8 40 

TCTTGCAATC ATAAGAATAT AC AGT AC G AC AAGAGAATTA AAAAATTTTT AGATAAAAAC 2 07 900 

AAAATTGAAT AT AAAAT AGA CTC AG AAAAT GACTTTATAG CATTTAAAGA. TATAAACAAT 2 07 9 60 

AACGAAAAAG AAGAAGTAAT CATCAGATCA AGACTAAACT CATATAAAAA TTC AAA GAT A 20 8020 
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AGAGAAATAT TTGGAATTGT TAAAGTATTT GATATAAACA CACCAAAAAT AAAAGAAATA 2 0808 0 

TCTGACTCGC TTATGAGCGA TAGTTATAAT AACAGAGTAT TTGGATCGTG GGAGATTATT 2 03140 

CATAATGCAG AAAGAGGAAT CAACTCTTTG GTATATATTG TAAAAGCAGA AGAATTTGCA 208200 

AATGATACAT TTTTGCTTGA TGCAATTGAT GAGATTGCCT CAACAATAAG TATTTTCAAA 2082 60 

AAAATAATAA CAACCAACAA CGAAAACATT GATAATAATG AAGAAAATAA CAATACAAAT 2 0 8320 

GAATCAAATG AACAGCCCAC CTTAAAGCAA GAAAAAACAA AT T G AAC AAA AG AAT C T AAT 2 083 80 

AACGAACTTA AAGAAGATCA AATAGAAGAA GAAGTTCAAG AAATCAAAGC GCAATAATTT 203440 

CAAAATCATT C T ACT AATAA AGAATTAACA TCAAAGCAAA AATGAACCTT GTCACCTATT 2 08 5 00 

TTTATTTGAA ATTTAGAAAA TGAGCCCCTT GGAAGCTCAA GAGCATACCT TACCTTATAA 2 08 560 

AGAGAATTAA CATTTGCCCT AG AGT AC GGC TCTAAATCAT AAATCTCTTT AAT AAT T C C A 2 08 620 

CTTGAATCAA TATAAGCTAT TTCAAGCAGC AAAGGTGTAT TTTCCATCCA AAAAGACAAA 2 08 630 

TTTTGATCTT TTTTAAAAAC AAAAAG C AT T CCATTGCCAT ATTCAACTTT TTGAGCACCC 2 0 37 40 

ATGTAACCTT TTGCCCTATC AAGCTCATTA GATGCTATTT T T AC AAAAAA CTTAACCCCA 2 08 300 

TTTATCATAA TTTCTTTATC GTAAAAATGA TCAGCAAAAG ATAAAAAAGA CATC GAC AAA 208 8 60 

ACTAAAAACA AAAACCGTTT TAAAATTTTT TTCAATTATC AGCCTTATTA AAAATCATTT 2 08920 

ATTATAATTT GAAATATAAG ATTTTAAAGT AATTCTTAAA ATATTTTTAT TTAAAACAAT 208980 

AATAGAATCA CCAAGATCCC ATAAATAATT CAAAGGCGTT ACTAGTGTAG CCTCGCCAAA 2 090 40 

CTTTTTCTTT AC C T C AAT AA AAATTGCATA CTGAGATATT AATTTTTTAT CAAAAACAAA 2 09100 

AGTGTACGAA AACATTTTAT TTTTGTCAAA ATTAAAAACA GCATATTTTA AATGGGTTTT 2 0 9160 

AGCAATAAAT TGTAAAGTCT GCTTCCTAGC ATAAGGAAAT TCAACTTCTT C AAC AT CAT A 2 09220 

ATAAAAAATA GTGCTCTTGA GAACATTCTC TTTAACAGAA TCCATGCTAG AACCCAGAAC 2 092 80 

AAAAGATGCA AAAATAGAAA AT AAAT AAAA AACTGTAATA C C C AT AC AAA GCCTTTAGCC 2 093 40 

ATAAACAATA TAAAGAAAAA GTATAACAAA TAAAAAACTT GAAAATAAAT AAAGCAAAAT 2 09 400 

AT C AAT ATT A ATCCCAAAAT GGAAAAGCCT TACAAAGGTC TTAGAAGCTG CTCTATCACT 2 09 4 60 

TACCATTCTT GCTCTTTCTT TTCTTTTAAA GGGCTTTTCT TTAAGTTCTT G AAAAGG AC T 2 09 52 0 

GTAGTGACAA TTAGGACAAC CTTCTCCAAA AGCAGAAACT GG AC C T AC AT GCCTACAATT 2 09 5 80 

TGGACATTCG AT AT C AC C AA GCTTAGCAGC ACAGTTGGGA CAAACAGATC GATTAAGTCC 2 09 6 40 

AAC TTTTTCG CCACATTGCT CGCAAAAAAC TTCAAAATTT ACCTTTGCCA AAC GAAAATT 2 0 97 00 
CCTCAAATTT TACTTAAAAA TAAGTATTTA AAAT AC TATA TAATTAATTA TAAT AAAAAA . 2 097 60 

TATATGAATA TTACATATTT AAGG AAT AC T AAAACATGAA ATC GGGATTT G C AG C AAT AC 2 09320 
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TTGGTAGACC 


ATCAACTGGA 


AAATCTACCC 


TTTTAAATTC 


AATATGCGGA 


CATAAAATAT 


209880 


CAATAATATC 


CCCTATTCCG 


CAAACAACTA 


GAAATAATAT 


AAAAGGAATC 


TTTACGGACG 


209 940 


ACAGAGGACA 


AATTATTTTT 


ATAGACACAC 


CGGGATTTCA 


TCTGAGTAAA 


AAAAAGTTTA 


210000 


ATATTGCAAT 


GAT G AAAAAT 


ATCCACTCTT 


CAATAGGAGA 


AGTTGAACTC 


ATTTTATACA 


210060 


TAATAGACAT 


TCAAGACAAA 


CCTGGAGAAG 


AAGAAAATAA 


AATGTTAGAA 


AT AAT T AAAA 


210120 


ACTCTAAAAT 


TAAATTTTTA 


GTAATACTTA 


ATAAAATTGA 


CCTTAAAAAC 


ACAAAAATAA 


210130 


AAGAAATAAC 


GCAATTTCTA 


AAAGAAAAAG 


GAATAGAAGA 


TAGTAATATA 


ATTAAAATAT 


210240 


CTGCTGAAAA 


AAAAATT AAC 


ACAGAAGAAC 


TAAAAAATAA 


AATTTATGAA 


AATTTTTCAG 


210300 


AAGGC C C AC T 


TTATTATCCA 


CAAGAATACT 


ACACCGATCA 


AGAAATAAAT 


TTTAGAATTA 


2103 60 


GTGAAA.TAAT 


AAGGGAAAAA 


GCT ATTG AAA 


ACCTAAAAGA 


AGAACTCCCC 


TATTCTTTGT 


21042 0 


ATGTGGATAT 


TGATACCTTA 


GAAAATAAAA 


AAGGAAGTCT 


TTTTATCAGA 


GCAAATATTT 


210480 


TTGTAGCCAA 


TGAAAGTCAA 


AAAGGAATAA 


TTGTAGGAAA 


AAACGGAAAA 


GAAATAAAAT 


210540 


CAATAGGAGA 


AAGGGCAAGA 


AAAACAATTG 


CAAAAATTTT 


T G AAAC AAAA 


TGCAACCTAT 


210600 


TCTTACAGGT 


AAAACTTAAA 


AAAAATTGGA 


ACAAAGAAGA 


TAAGCTAATA 


AAAAG AC T T A 


210660 


TAAATTAACA 


AACATTAAAC 


TGCATTTTTT 


TAAATTCTTG 


AAACTTGAAA 


AACAAAATGC 


210720 


TAAAATTTAC 


CTAAATTTAA 


ATTAGGAATA 


AAATGTGAAA 


ACAGCACACT 


GGGCAGATTT 


2107 80 


TTACGCAGAA 


AAAATAAAAA 


AAGAAAAAGG 


TCCAAAAAAC 


TTATACACAG 


TAGCATCGGG 


210840 


AATTACTCCA 


TCTGGAACTG 


TGCACATTGG 


CAATTTTAGA 


GAAGTTATTT 


CGGTAGACCT 


210900 


TGTAGCAAGA 


GCACTAAGAG 


ACTCTGGATC 


AAAAGTAAGG 


TTTATTTATT 


CTTGGGATAA 


210960 


TTACGACGTA 


TTTCGAAAAG 


TTCCCAAAAA 


TATGCCAGAA 


CAAGAACTTC 


TT AC AAC TT A 


1 211020 


TTTAAGACAA 


GCAATAACAA 


GGGTCCCTGA 


CACAAGAAGC 


CACAAAACAA 


GTTATGCAAG 


211080 


GGCTAATGAA 


ATTGAATTTG 


AAAAAT AT C T 


GCCTGTAGTT 


GGGATCAATC 


CTGAATTCAT 


211140 


CGACCAAAGC 


AAACAATATA 


CCAGCAACGC 


TTATGCAAGC 


CAAATAAAAT 


TTGCACTTGA 


211200 


T C AT AAAAAA 


GAACTGTCTG 


AAGCATTAAA 


C GAAT AC AG A 


ACCTCAAAGC 


TTGAAGAAAA 


2112 60 


TTGGTATCCA 


ATCA.GTGTAT 


TTTGTACAAA 


ATGCAATAGA 


G AC AC AAC AA 


CTGTAAATAA 


211320 


TTATGACAAT 


CATTACTCTG 


TTGAGTATTC 


ATGTGAATGT 


GGAAATCAAG 


AATCTCTAGA 


211330 


CATAAGAACC 


ACATGGGCCA 


TTAAACTTCC 


TTGGAGAATA 


GA.TTGGCCTA 


TGAGATGGAA 


211440 


ATATGAAAAA 


GTTGACTTTG 


AGCCTGCAGG 


AAAAGACCAC 


CA.CAGCAGTG- 


- GCGGCAGTTT 


211500 


TGATACATCT 


AAAAAT ATTG 


T AAAAAT TTT 


TCAAGGTAGC 


CCTCCTGTAA 


CATTTCAATA 


211560 
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TGACTTTATT TCAATAAAAG GACGTGGTGG AAAAATATCC TCCTCATCGG GAGATGTCAT 2116 20 

ATCGC TC AAA GATGTTCTTG AGGTCTATAC ACCCGAAGTC ACAAGGTTTT TATTTGCTGC 2116 80 

TACTAAACCA AATACTGAAT TTTCAATCTC ATTTGATCTT GATGTAATTA AAAT AT AC G A 2117 40 

AGATTACGAC AAATTTGAGA GAATCTACTA TGGAGTAGAA GATGTAAAAG AAGAAAAAAA 2118 00 

AAGAGCATTT AAAAGAATTT AC G AAC TAT C TC AAC CAT AC ATGCCAAGCA AAAGAATCCC 2113 60 

TTATCAGGTC GGATTCAGAC ATTTAAGTGT AATCAGTCAA AT AT T T G AAA ATAATATAAA 2119 2 0 

TAAAATTTTA AATTACTTGA AAAACGTTCA AGAAGATCAA AAAGACAAAC TAATAAATAA 2119 8 0 

AATAAATTGC GCAATTAATT GGATAAGAGa TTTTGCACCC GAAGATTTCA AATTTTCATT 212 0 40 

AAGAT C T AAA TTTGATAATA TGGAAAT AC T AGAAGAAAAT AGCAAAAAAG CAATTAATGA 21210 0 

ACTTTTGGAT TTTTTAAAGA AAAATTTTGA AGTTGCCACA GAACAAGACA TTCAAAACGA 212160 

AAT AT AT AAA ATTTCAAGAG AAAATAATAT AG AAC C T GC T TTATTTTTTA AAC AAAT T T A 2122 20 

TAAAATTTTA ATTGACAAAG AAAAAGGGCC CAAATTAGCT GGATTTATCA AAATAATTGG 2122 8 0 

TATTGATCGC TTTGAAAAGA TTACAAGCAA ATACGTTTAA GCCTTAAAAT TAATAAAAAA 212 3 40 

TAAGTCATAA TTATATGACT TATTTACACT TT AAT AC AAA TAAATCGTTA CTTTAACTTT 212 40 0 

CCTTGACTAG CAACAGATTC - CATTGCCTTT TTAATTTTGC TCTCATCACC TAGATAGTAA 212460 

TGTTTAATGG GAT T T AAAT C TTTATCTAAT TCGTAAACTA AAGGAATGCC TGTGGGAATG 212 52 0 

TTAAGCTTTA AAACATCTTC TTCACTTAAA TTGTCAAAAT ATTTAACAAG CGCTCTTAAA 212 58 0 

GAATTACCGT GAGCAGCAAC AATAACTTTT TTACCTTCAA GAACTTCTTT TGCAATCTCA 212 640 

TCAGTCCAAT AAGGAATAAC TCTTGCAACA GTATCTTTAA GGCACTCTGT TGAAGGAAGT 2127 0 0 

TCCCTTTTGG GGATATGTTT ATATCTTGGA TCTTTTATGG GATGACGATC AT C AG AC T C A 2127 60 

TCCAAAGACA TTGGGGGCAC AT C AT AAC T A CGTCTCCAAA TTAAAACCTT ATCTTCCCCA 212 82 0 

TATTTTGCAG CTGTTTCTGA CTTATTTAAA CCTTGCAAAG CTCCATAGTG CCTTTCATTT 212 8 80 

AATCTCCAGG TTTTTTTTAC ACTAATATAA GATTGCCCTA ATTCTCGCAA AATAATATTT 212 9 40 

AAAGTGTCAT TAGCTCTTGA CAACAAAGAA CTAAAAGCAA TATCAAAAGA ATAGCCTTCT 213 0 00 

TGTTTGAGAA GCAAACCCGC CTCAACAGCC TCATCGATAC CCTTGTCAGA AAGTTTAACA 2130 60 

TCTGTCCAAC CAGTAAAAAG ATTTTCTTTA TTCCACTCAC TCTCTCCGTG TCTTACTAAA 21312 0 

ACTAATTTAT AC AT AAAAT C TCCTAGCATA TTATTTTATT TACCAATACT AATAATTATA 213180 

AATTAGCATA AAATCTAGTC AAGATTTAAA CCTTAGTAAT TAAATAATGA TAT AC T TT AA 213 2 40 

AATACATTAA GCTTTAAGTT TATCAAGCAA GGAAAAGAAT TTATGGAAAA TCAAAAAATT 213 3 00 

TTGGTAGCAA AAC AT GC AAT T GAT C AC TAT AT C AAAAGC A AT ATG AAC C T TGGAATCGGA 213 3 60 
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ACAGGTACAA CTATTTATTA TGCAATAAAA TATCTAAGCG AAAAGATAAA ATCGGGTAGC 213 42 0 

TTAAAAAATT TAAAATTCTA CACAACAAGT AGTGATACAA AATATTTACT CTCAAAAGAA 213 43 0 

CAAATTCCTT ATGAATCAAA TTTTTCAAAA CTTAATAAAA AT C TAG AC AT TGCAATTGAT 213 540 

GGAGCTGATG AAATTTTATT AGAAAAAAAA AGCTTAATAA AGGGAATGGG GGGTGCTCAT 213 600 

CTAATGGAGA AAGTAATAGC CTACAATTCA GAAACATTGC TAATAATAGC AGATGAAACC 213 6 60 

AAAATTGTTA AAAAATTAGG AACAAAAATG CCTATTCCCA TAGAAGTTGC CCAAAATGCT 2137 20 

GTTGGATTTA TTATGACTAG AC TTGAAG AA ATGAATTTAG AGGCAACCTT GAGAATTTGT 2137 80 

AAAGAAAAGA AAGGCCCCAC TATAACTGAT AACAATAATT ATATCTTAGA TGTAAAAATG 213840 

CATGTGGAAA ATCCTGAAGG AACAGAAAAA TACTTCAAAC TATTTCCAGG TATACTTGAG 213 900 

ATTGG AAT AT TCAACCATAA AAACACAAGA ATAGTTTATT ACCAAGACAA ACAAATCAAG 213960 

GAAGCCTAAG CTTAACTTTA AAAAAGTTAT CATTAAAATG GTTTATAATT TTTACTAAAT 21402 0 

AAAAATTTAA CTTAAACCTT TCTCTCCCTT TTAATAGCAT AATATTATCA TCAAAAACAA 214080 

ACTTTTTACT TAAAGTTGAG CAGTAATTAA TAAACTGAAA AAATTGTTTT TC ATT AT ACT 214140 

CAAATCTAAG CCTAAGAGCC CTCAAGCTGA CACCTTGAAT GGTTCCAAGC C C T TG AAT AA 214200 

AATGATAAAC AAAAAACTCC AAATCCTCTA ACAATTCAAA CGTTACTAAG TGATTATTTG 214260 

C TTTGAC AAA ACTACCAGTT TTTCTAATCA AAGCTCTTAC ATTATTATTC TTGTCATTAC 214320 

AAAAAAGCAA ACTTACAGCA TACAATCCTA ATCCTAAATG CGGCTTTAAC TCCCAATTTA 2143 8 0 

GCTTATTGTG CCTGCTCTCA TGCCCCTTTA ATGCAAAATT AGTAATTTCA TAATTAATGT 21444 0 

AGCCATTGGA TTCTAGACAC TCCAGAGCAC AAAACCACAG TTTTTCCGAA TCAATACTGT 214500 

TATCAAAATC TCTCAAGACA AAGCCTTCCT C TTC AC AT AT AAAATCGCTA AAACAAATAT 214560 

GCTCAGGCAT ATATGAAAGC AATTCTTTgc AAATCTCGCT TGAGATGAGA TTTTTTTTGC 214620 

AAAGGCATAT . T G AC AGT CAT GTCAATATTC AAATCAAAAG GAAACTTTCT AATATTGTTA 214680 

ATCAAAATAT TCAATTTTTT ATAAGAAATT TCGGGTATCC CCACAATCTT TCTAAACTCT 214740 

AAAGAAAAAC TTTGAACATT AAGATTAATT C T AGT AAT AC AAAATTCATC CAAAAGTTTG 2148 00 

AATTTTTCAA AATCAACATA AC C C GG AAT A ATTTCTAAAG TAAATTCTTC TAATAACTCC 214860 

AAATTAATAT ACTTGGACAA AGAAGTGAAA ATAAATTTTA AATTATCTTG C C TAG AT AAA 2149 2 0 

CAAAAATCTA CGTGCTTAAT GTAAAGTGTT TTTATAATTG GATGACC CAG C AAG AT T AAA 214980 

TGACATTTTA ATTCCTCTAA AATTCTATTA AAAATGCTAA AATC TTT AC A - ACAAAATGAC 2150 40 

AAATTAATAT AAAGACTTAA CTCGACAAGA GGTAAAAGAT CTACTCTCAT AATTGGTCTT 215100 
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TTAAAAATTT AGGTTTAATT ATAACATATA TAAAGTATAA ATATTAAAAT ATATTTAAAA 215150 

AATACAATAA ATAAGGTAGA TTGAAGGAGA TTTTTTAATG ACCAAAGACT AC T AC AAT AT 2152 2 0 

ACTTGGAATA CAAAAAAATG CTAGTAATGA GGAAATAAAA AAAGC TT AC A AAAAATTGGC 2152 80 

AATAAAATAT CACCCAGACA AAAACAAGGG AAACAAAATA GCTGAAGAAA AGTTTAAAGA 215 3 40 

AATAAATGAG GCTTATGAAA TTTTATCTTC TCCTGATAAA AAAAGAAATT ATGACTCTTT 215 4 00 

GGGTAACACA AATTTTAATG GCAACAACGA CCATTTTGAA AGAGAATTTA GCAGCACAAG 215 46 0 

ATTTGGCAAT TTTGAAGATT TAGATTTTTT TTCCAAAATC TTTGGCGGAT CCTCAAGAAA 215 52 0 

AACAGCAGAC AGAGAAATAA TTATAAATAT TTCACTTTAT GATGC TT AT A TGGGAAGTAA 215 5 30 

AAAAATAATA CTTATAAACA ACAAAAAAAT CGAGGTAATA AT T C C AAAAG GAACATTAGA 215 6 40 

AACAACTACA ATAAAAATAA ACAACAAAGG TCCCATTAAT CCAATTTCTG GAATAAAAGG 2157 0 0 

AAGCTTAATA GTCAAATTTA ATATATCAAG TTATAAAAAT TTTAAACTGA ATGGAAAAAC 2157 6 0 

CTTAGAAACA ACAATAGAAG TTTACCCCTG GGAAATAGCT TTGGGTTGCG AAAAGCTATT 215 82 0 

TGAAACAATT GAAGGGAAAA AAATAAAACT TAAAATCCCA TCAGATGCAA AAAATGGAGA 215 830 

AATTCTAAAC TTAAAAGGAT TGGGGATGCC TATAATTGGA AGCAGCTCAA AAAGGGATCT 215 940 

TAAAGTCACT TTGATAGTAA AAATTC C AAA AAT AAT AAA T AATGAAGTAA AAACTATTTA 216000 

CGAAAGATTA AAAGAGATAT ACAGCTAAAG 'TGTTTCTGAA AATAAATGAC CAAAATTTTT 2160 60 

TAAATTTGCC TCCCAACCCG ACCTATATTC ATTAAATTTA TTTATTTTAG ATT CAT ATT C 21612 0 

TTTGATTCCA TCCTCAATAT TATCAAAATT TTTAGCAATA TCCACTGAAA ACTGAAAAAC 21618 0 

ATCCCCTTGT CTGGGAGCAA GAGTAAAAAA AGCAAATTTC C AATTTC C AG AATTTATAGT 216240 

AGAT AC AAT C CTTTTTTGGA AAACATAATC GGAGATTAAA ACAAATTTTT GAAACTCTTT 216300 

TCTTCGCAAA TAAATAAGCT CATTCCACTC ATTAAAAATA GC ATCCGGTA ATTCGTTTAA 2163 6 0 

ACCAATCTCA ATTATATTAT TAATAGATAA AAGAATTTGT AAAATTTCTA ATAAATTTAA 21642 0 

ATAATAGCTA TCAAAACATT GAATTGTAAT TTCAAGCAAa GCAATTTTTA TAAGTAGTTT 21648 0 

AGAAATGTCA AGACTATGAT CTTTCATAAT TTTATCAATT CTCTCTTTTG TGTGATCTAT 216 540 

AAT AAATTTT TTATGAGTTT CTTTAATATT GCTACTTTTT TTAATTTGCT CTACTTTTTC 216600 

AT AAT AAT C A TT AATTTC TT TATTAATTAC ATCTAAATTA TTACTATTGG CCTCATTGGA. 216 6 60 

AAAAAAATCC AAT G AAT T AC TAAGTCGATC TAAAAATTCT TCTTGAATAA AAAATGTGGC 216720 

AATTCTTATG CAAGAAAATG GAGCCTTGCT CTTTTTTTCA AAATTTTCAA TTTTTTGTTT 216780 

AAG AT C TACT CTAAAATTTA AATATTTAAG CTTGTCTAAA AAT T T AT T AA AACAGGAAAC 216840 

ATCTTCTAAC AATTCATCTT CATGAATGTC TAAAAATTGG GAATTAGGAT GATATTTTCT. 216900 
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TATCAAATTT 
TTTATTGATA 
TAGCAAATTA 
ACTATACCTA 
TAATGAACCA 
TCTTTTTATA 
CAATTACCCC 
AAATAGAAAA 
GACTAATACT 
CTCTAATCCT 
TTGCCACAAT 
AAAATATATC 
AAGTTATATA 
TCAAAGTAGA 
CAAATGTTTC 
CAATCACATC 
T AC T ATT AAC 
TAATATTTGA 
AATTGTATCC 
■ TAAC AATTAA 
C T CC AAGAT A 
CTTGAlAAAAA 
AAACCTTGAA 
ATATTTGCAT 
AATCTTCTGC 
ACGGCCATAC 
AAGGCCGACA 
AC AAC AC C AC 
GCAGAAGCTT 



TTAATAATAA 
CTGGGATTAA 
GCATCGTTAA 
AAAATGCTAA 
AAATCAAAAA 
CAGGTTTAAA 
TACCATAAAT 
T AC TGC AAC A 
TATGTTTAAT 
ATCAAAAATA 
AATATAGCTA 
ATGAAATATT 
AATCAAAATC 
AGAAAAAC TT 
TTTAAGTTTA 
AG AC TT T AC C 
ATCTAAAGTC 
TTTTTCTATT 
ACCATGATAA 
AACATTGCTT 
T AC TT AT AAA 
TCAAACTACT 
TAACTCCTGT 
CCATAATTGA 
CTTCTCTAAT 
CCATTGTCAA 
ATATCGCTAA 
TCAAACCATA 
TAATGCCAAG 



GTAAAGTATC 
AATCCCTATA 
TAAGGCTTGA 
AATTAAGATA 
ACTTCATGCC 
AGTATTGGAG 
AC C AAAG AAA 
AATGTTGTAA 
ACATTTAAAA 
ATTATTGTGT 
TTAATCTCTA 
GAAAGTATGG 
AGGATAAATG 
GAATCAATAA 
TCTAATATTG 
ATAATAGAGA 
TTATAAATCG 
GAAAGATTAA 
AAAAAAGTAT 
CCATATTTTG 
TTTGCTTTTT 
AAAAAGGGAT 
CCCAAGAAGA 
TAAAAATGCC 
TTCTTCTTTA 
AATAAGACCT 
AATTAAAAAT 
ATAAACACAT 
ATCAATAGTC 
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TAAAAAAATA 
AATCTTATCC 
CTGTTCTCGA 
TTTTTGAAAA 
ACAATATCAT 
AC GC TAT G AA 
AATCTTTTAT 
CTGACGTCAA 
ATGTGTTATC 
C GT T T AAAG A 
TTCTAAATAC 
AAGCAATAGC 
TTCCTAATAC 
AATAAGAATC 
TTTTTTGAAC 
ATTCACTTTT 
GAGAGAATAT 
TATTAACCCT 
AAATAAGCCC 
AAAAATTAAT 
CTAACAGATA 
GCCACAATTC 
GTTAAAAAAA 
TTTTTAAAAC 
ATTCTCTCAT 
GCAATGCTTG 
AC AT TAT AAA 
ATAAACAAAA 
C T AGC AC C AA 



GCTTTATTGG 

AAAAACAAAA 

TAAGAATAAT 

TCAAAAAATC 

CTTATTTAAG 

TACAGAAGAA 

AGATCCTTCA 

AACAGTTCTT 

GGTTAATCGC 

ATATCCAATA 

CCCTAAAAAA 

ATAACTTAGT 

CAAAAAAATT 

CAAAACTTCA 

TTCTGTTTTA 

ATTCTGATCT 

TTTTTTAATT 

AGAAGAAAAA 

AACCAAAATC 

TACTCTTTGC 

TGATAAATTC 

C AAC AG AAAG 

GCACCGCAAT 

CAGCTTCAAA 

AAATAACTAT 

TTAAAGTTAA 

TAACAAGTGA 

AAACTAAACA- 

GAGTAGGCCC 



CACCCCAAGA. 
GTTTATCTTT 
AATTTATTAA 
TATAAAATCC 
ATCTACTTTA 
TAAGTTCCAA 
G T AAAC AC AT 
GATAAAGTTT 
TTAACATTAT 
ATGGTAAGTA 
GC AAC T AT AA 
TTAAATCTTA 
GACCTAATTC 
ATATTAGCAT 
AAAGC AT AAT 
GGTGAAAAAA 
TCATTTTCTT 
TCTATTCCCC 
AAAACGGCAC 
ATATTTTGAA 
CAAAATAAAT 
AGACCAAGCA 
AAATGTTGTT 
AGCATTTTCA 
ATTTATGTCA 
AGTAAAATTA 
AAATCCAGCT 
AAGAGCAAGC 
TA.TTATTCTC 



216960 
217020 
217080 
217140 
217200 
217260 
217320 
217380 
217440 
217500 
217560 
217620 
217680 
217740 
217800 
217860 
217920 
217980 
218040 
218100 
213160 
218220 
218280 
218340 
218400 
218460 
218520 
218580 
218640 
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AAATCATCTA 
TGAGCCTCTT 
TATCCAATTC 
ACATTTTTTT 
ACAGTATCTC 
TCAAATGAAT 
ACACCATAAG 
CTTGCCTGAA 
AGAGATGTAG 
GTGCTTACTC 
GCTTCTCTTA 
TGCATTATTC 
TTTTCAACAC 
CCAAGATGTA 
AAGCTTACTT 
AAAATATTAG 
TAAGACAAAC 
ACAAGATCAT 
CTTATTTTTT 
AGACATGCAA 
CAAATCCTTA 
AACAATACCT 
TATAAATACT 
TTTCACAACT 
TATCATTTCT 
TATAGCAATA 
TTCTTGCAAT 
TATCATCAGG 
AG T T AC T TAT 
AAAGAGCTTT 



TTTTAATATC 
TTTTATCAAA 
CTGCCACAGA 
GAGTAAATTT 
GGCCTGTTCT 
TTTCAGGGCT 
AATCTTTAAC 
TTTCAGGAAT 
ACT CATC ATC 
TACTCTCATC 
CAATTTTAGG 
GATAAATGGC 
TTGAATAATC 
TTATTCTGCT 
CTCCCATATC 
GTGGAATTTT 
TAGCTGGAAT 
TCAGGGCTTT 
TATCCTCAAC 
AAAACGTCAC 
AAATTTTTAA 
TTTTTTTAAC 
GCTTCGTTAT 
CCAAAAATTC 
TTTTTATTCT 
ACAGGCACAA 
AAAAACACAA 
ATAAACTACT 
TTTATTATAC 
GCTAAAGGCA 



AACTGGAAAA 
AGAGTCACCT 
CTTAATTTTA 
AAAAAATTTT 
AGGATCGTTA 
TGCATCAACT 
AT AC C AAGG A 
AGAAAAAAGA 
AAC C AC AT AA 
TTTTTCTCCA 
CTCTGTAAGC 
ATCCTCTCTC 
AAGAGAAATG 
TTTGCCCTTC 
CGAATCAGTC 
CAT T G AAG AC 
ACTGCTATTG 
TTTCTTTGAA 
GCTCATTAAA 
CAACAATATC 
AAAATACCAT 
TTCATTTTTT 
TTGGACTTAA 
CACCTATTGT 
TCTCTTCCTT 
AAACTAATAA 
AACCTCCCAT 
CCAAATAAAA 
TCTTCAATTA 
CTTCTGTAAA 
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GCTGCAGTTT 

TGAATTGAAA 

CCTTCCATAA 

TCACTTCCAT 

GAAACCCCAG 

ACATAATAAC 

AAAATTTGTT 

GAGCCCGCTT 

AAAGTCAAAT 

GGAATATCTA 

CCGAACCTAT 

TCAGCAAAAG 

G T AAC AC T C A 

TTTATGTTCT 

AAAAATCCTT 

C TAT AATTAT 

GGATCTTTAT 

TAATCCCTTA 

AAATACCATT 

AATATAAGCT 

TATTAGCTAA 

TTCAGACAAA 

TTCTAAAATA 

TAATACCTTA 

ACGCTGAGGA 

AC T T C GT AAA 

ACTATACATA 

GCTTAAAATC 

AATAATTAAT 

GTCCAAGTTC 



TAAACACTAA 
CATTGCCCCC 
CAACGGCCAA 
C AAC ATC AAG 
CATCTTTAAT 
GAACTGATGA 
TACTATCTGG 
CTAATATTTT 
TGCCTTTACC 
AGAAAATTTT 
yTACCCTATC 
TCAAAGAACG 
TCCCTCCAGA 
CATAATATCT 
CACGCAAGGT 
TTTTTGCTAT 
TATACAGTTC 
AGGCCTCTTG 
TTAAAGTCGG 
TAGATCCTTT 
CAGTTCTAAT 
ACTTTATCAA 
ACATCCGTAT 
TCGCCCTTTT 
GATATCACTA 
AAGC T AC TAT 
TGTCACTTTT 
ATCTTTTTTG 
AAG AC CATC G 
AAAAAGTTCC 



AG C AAG AT C T 
AGTGATAGCA 
AGACTTTCCA 
GCTAAAAGCA 
GTGAGCACCA 
CTCATCATCC 
AAGGTTCATA 
TCTATGCAAA 
GCTCAAAAGA 
ATTTCCCCCG 
TTTAAGAATT 
ACCTAATTTT 
CAAATCAAGC 
ATAAATCTCT 
TTTAGCAGTA 
TGGAATTAAA 
CTTAAGCTTA 
TGAATATGAG 
AAATATTAAA 
TTTCATTATA 
TTTACCTTTA 
TAGAGTTTTT 
CGCCTAATTT 
TTAGATTTTT 
AAAACCAAAA 
TGCCGCTAAA 
ATCTTATTAA 
GTATAATTAG 
TCATTCCTAT 
TTAGCACTTT 



218700 
218760 
218320 
218880 
218940 
219000 
219060 
219120 
219180 
219240 
219300 
219360 
219420 
219480 
219540 
219600 
219660 
219720 
219780 
219840 
219900 
219960 
220020 
220080 
220140 
220200 
220260 
220320 
220380 
220440 
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TACCCTTATT TTCTCTTAAA AGCTGCCTAT CTACTATTGC CTTTGAACAA TCATAGCCTA 220500 

TACAAAAAAC AAATTCATCC TCACTCAAAA TAATTCCTTT GAATAATAAA ATATTCACCG 220 5 50 

GCAAAAACAC AAGCTTGCCG GTGAAACTTT AATTTACATC ATTCCCATTC CTGGGTCCAT 220 620 

AGGATAACCA CCACCACCAG AAGTATTTTT CTCTTCTTTA ATATCTGTGA TTGCACATTC 22 0 6 30 

TGTTGTTAAT AAAAGTC C AG CAATTGAAGC AGCATTTTGA AGCGCGCTTC TTGTAACCTT 22 07 40 

AGCAGGATCA ATT ATT C C AC TCTCAATCAT ATTTACCCAC TTAAAGCTGG AAGCATCAAA 220 3 00 

CCCAAGCCCT TTTTTTTCTG TTTTAATTTG ATGAATATAA AT AG AT C C T T CAAAACCAGC 22 03 60 

ATTTGAAATA ATCTGTCTCA TTGGCTCTTC AAGACTTCTT TTTACAATCT CAAAACCTTG 22 0920 

CTTTTCCTCA TAGCTTAATT TACTTGTATC TATTGTATCT AAAT AC AT AG CAACTTCAAT 22 0 9 30 

AAGAGTTGAT CC ACCGCCAG GCACAACACC CTCTTCAACA GCAGC AC GAG TTGCAGAAAG 2210 40 

AGCGTCCTCA ACTCTATGCT TTTTCTCCTT AAGCTCTACC TCAGTAACAG CTCCAACATT 221100 

AATAACAGCA ACTCCGCCAA CAAGTTTTGC AAGACGCTCT TGAAGTTTTT CTTTATCATA 221160 

TTCAGATGTT GAATCTTCAA TTTGCTTTTT AATAAGCTCT GAACGCTCCT TTATTTGCTC 2212 2 0 

TTTATTGCCG GTATTAATAA TAGTGGTATT GTCTTTATCA ACCTTAATAG TTTTAGCCTG 2 212 8 0 

TCCAAGTTGC TCAATTTCAA CTGTCTCAAG AGTAAGGCCT AGCTCCTCAC TGATTAAAAC 2213 40 

ACCGCCGGTA AGCACTGCAA TATCCTCAAG CATTGCTTTT CGTCTATCAC CAAAACCAGG 22140 0 

AGATTTAATT GCACATACCT TTAAAGCTCC TCTAACGCTG TTTAAAACAA GAGCAGCAAG 221460 

AGCATCCCCC TCAATATCCT CAGCAATAAT TAATAAAGGT TTATTTGTCC CTAAAACTTT 22152 0 

CTCAAGAACT GGTAAAAGCT CTTTAATAGA ACTAATCTTT TTCTCATATA TCAATATGAA 2 215 8 0 

AGCATCGTCA AAATTAACAC TCATATTTTC TTTATTGGTA GAAAAATAAG GAGAAAGATA 221640 

TCCTCTATCA AATTGCATAC CCTCAACATA AG AAAT C GT A GTATCAAAGG TTTTTGACTC 2 217 0 0 

TTCAACTGTT AT AACACC AT CTTTTCCAAC TTTATCCATT GCCTCAGCAA TTTTTTCACC 2217 60 

TATATAACTG TCATTATTAG CAGAAATTGA AGCTACTTGT GCAATCTCTT CTTTTGTTGT 2213 2 0 

AATCTTTTTT GCAGACTGAC GAATTTTCTC AGCAGCCAAA TTTACAGCGT GATCTATTCC 2 218 8 0 

CTTTTTTATT CCAATAGGAT TGATTCCTGA AG AC AC AT T C TTAAGGCCTT CTCTTGCAAT 2 219 4 0 

AGCATAAGCA AGAACAGTAG CAGTTGTTGT TCCATCACCA GCAACATCAT TTGTTTTAAT 222 0 00 

AGCAACTTCC TTTAAAAGCT GTGCCCCCAT GTTTTCAAAC GGATTTTCAA GCTCAATCTC 22 2 0 60 

ACGAGCAACG CTAACCCCAT CCTTTGTAAC CGTTGGAGAG CCGAACTTTT - TATCAATAAG 2 2 212 0 

GACATTTCTC CCTTTTGGCC CAAGAGTTAC TTTTACAGCA TTGGATAATT TTTCAACGCC 22 213 0 
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ACTAAGTAAG CTTTTTCTAG CATC CTC ATT AAAATATATG TCTTTAGCCA TAAAAATTTT 2222 40 

ACCCCTTTCT ATAAATAAAA ATAATTTACA TATAACAATA TAAGATTAAC ATAAACTTAA 2223 00 

TACATTCGCT ATAGTAGCGT ATTACTTCTA TGCATCAAAA AA-TACAAAAT ATACAAAACC 2223 60 

AGTAAAAATT TTTATTATAT AATGTAAATA TTGACTAATC TTTAAATTAT AAAGACAAAG 2 2 2420 

AATTTATGTT TAGAAAACTA AAAAAATTGA AAACTTATAT TATTATTATT TCAATAACTA 22 2 43 0 

AATTTTCAGA AGATAACCTG TTATTAATAA TATCAAATAT AAAATATTTG ATTGAACACA 22 2 5 40 

AAC AG C TAG C TTACAAAATA CATTGGACAT TTCCAATATA CTTTTTTGAA ATTCTAAGAG 222 600 

AAC ATGAGGA ATTAAATAAA TGGCTATTTG AAAGATTCAA AACCAATACA GAT AT AT ATA 222 6 60 

TGCCTGGAAC TTACAGTGGA AGCCCTCATG AATACATGCT ACACGATGAA ATACATTTAG 22 27 2 0 

ATTTGTATTG GGCACTAAAA AATCCATTCA AAAGTGGATA CAAAGACATA TTTCAAAATA 2227 30 

CGCCTATTAT GT T T TAT AT A TACAACATAG AAAAGT TT AG AAAAAAGGTG ACTGAGCTTT 222840 

AC AG AAAGC T TAATTTCAAT TATACAGAAG GAATAAGGCA GAGTAAAAAT AATAAAAATT 2229 00 

ATTTAATTTT TTATAAAAAT AACTGCCAAT AT T T AT AT G A AGT AC AAAAA ATAGATTCTC 2229 60 

CAAAAAGCAA CGTAGAAACT CTTATTTATT TTTATGAGAT CAAAGAAACT TATGATAATC 22 3 02 0 

AAG AAC T AAA AAATTTTTTA CTTTATTTAA AAGC C C TAG A AAACAACTTA CACAGCATTA 223 0 30 

AAATACAAAA TCTAGAAGGA TCCAAACTTA CCACCGAACT ACTAGAGATT C C AAAATTT A 223140 

ACTCCCTTAA AGAGCAAGAG CCAATAATAA ATTTTCAAAA CAAAAGACTC AAAGATTATC 2232 00 

AAATCAACGA AAAAAGCTTA AGAGAATTTT TAATAAATAA ACACCAAGAT GAAATCATTA 22 3 2 60 

AAAATTCAGA ATCAATTGTG C € T AAAAATT TAGAATACAA TATGGAAGGA AATTTCACGC 2233 20 

TATCTCACGA TCAATACAAC ATCAAATTCG AAAATGGAAA ATTAAATAAA ATAAAATTTA 223 3 80 

AAGATAAAAA AGTTGAATTT TTAAACACAT CTAGAACCTA TTTTAAAGTT TCATCAAAAA 22 3 4 40 

AAGAAC T AAT AAAAGAAGCA TCTATTGAAA GTTCATTTTC ATTCTCAAAT GAAAAAATTT 22 3 5 00 

TAGGAATAAA ACAATATTTA GCTTTTAACT CTGCC AAAAA ATCAACAATT GATTTTTTTA 2 23 5 60 

TAGATGAGAC TATCTCTAGC TTCTTTATAT CGATTAAAAT AAAATGGCCT TC TAAAAT AG 22 3 6 20 

ATCTAGATAA AAAAACATTA AAAAAATGCA ATCCTGATTA TCTTCTTGAA TATTCAGCTC 22 3 6 30 

TTGAAATACC TGTTTTTGAA ATTACAAAAG GCAGTAATTT AAAAAT AAC A GCAAAATACA 22 37 40 

GCGATCTTGA TACTTATGAA AAAATAATAA T AAC T AAAAA CAATCCCAAA GGCTACATTA 22 33 00 

ATGGCACAGA ATTTTTGATA TCTAAAGGAA ATGAT AAAAA CAGCAACTTT TTTATAAGCT 2 23 8 60 

TTTTAAATGT T G AAAAAC AT ATCATTCATA CAATTAATTA TAAAAT T GAA AAAATAAATT 22 392 0 

CTAAGAAATG GTTAATTTTA AATATAGGGG GTTCTTATAA CAC AGTTAAG - ATCCAAGATG 2 2 3 9 8 0 
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TAATAAATTA CTCTCAAACA CTAAATTTAA TGATACTACC ATTAAATAAT AATTTTGATA 224040 

ACAAAATAAA ACTGAATTCA AAAATAAAAA ATTTAATTTT TTATACTAAT ATAAAAAAAT 2 2 4100 

ATGAAAATAA ATAAATAATA AGTAGTAAAA TATTAATAAC TGGGTATAAA ATTATCCTAA 22 4160 

GAAGAACATA AAAAGTATTT AATCTTTAAT TTAAACAAAA AAGGTATAAT CATATGAACG 22 42 2 0 

ACAACATAAT AG AC GT AC AT TCCGCATTGG AAAAAGTCGG CATTACAAAC GATCCTGTAT 22 42 30 

TATTGAAAAA TTTAACATCA GAATTAGGAA TGAAAGCATC TCATTCGAGA AACAGAATCA 22 43 40 

T T T TAT AC AT AGCATCAAAC CCAAAAGAAT ACTTTACGGC AAAAGAAGTT TATAACAAAC 2 24400 

TT AT AAAAG A AATTCCAAGC CTATCAAAAG CAACAGTATA T AAC AC AT T A AATATTCTAA 22 44 60 

AAGAAAGAAA TATACTAAAA GATATAAAAA CTACTGATCA AAAAGAAACA AAATTTTATC 224 520 

TAAGCTTGGC TTCCACAATA GCTCACTTTA AATGCAATAA ATGCAATCAA GTCCACCCTA 2245 80 

TTCAACTTGA C GAT ATT AAA GATATTTTGA AAGACAAACT TGGAGAAAAC TGGGAAACAA 22 4 6 40 

AATCTATTGA AATCATTTAC TCAGGGCATT GCAATAATTG CTACAAAAAA GATACCCATA 2247 00 

ATAACAATAA TGTCCCAGAT GAGAACAAGG AAATCACTTT ATGAATATAA AAAATATCAT 2 2 47 60 

TTTTATACTT ATATTCTTAT TACTCTTAAT ACTGGTTAGT CCGAGGATAA AATTTAAAAA 2 24 82 0 

TGAATTTTCA AAAAAACTGA TTCCTAAAAA CATAGAAGAA ATTGACAATT ACTTATTAAA 2 2 4880 

AGAAGAATTG CAATTTAATT TAGAAAGCAA TACAAAAAAA GAAATAATCT GGTATAAAGA 22 4940 

AAAAGCACAA AAAACAAATT ATTCTGTGGT CTATATTCAT GGATTTGGAG CATCAAAAAA 22 5 0 00 

TGAAATTTAT CCGGTTCCAA ATAATATTGC AAAAGCTCTT AATGCAAATA TTTTTTTTAC 2 2 50 60 

'AAGACTTAAA GGACACGGAA TTAACAATAA AAATGCATTT CGGGGAATAA CTACCCAAGA 22 5120 

TTGGCTGAGA GACATTGATG AGGCTATTAA CATTGGCAAA TTAATAGGTG ATAAATTAGT 22 5180 

ATTAATTGGA ACCTCTAATG GGGGC AC TGC CAGCATCTGG GCCTTGGCAA ACTATCCAAA 2 2 52 40 

TGAAATAAAC TCGGCGGTAT TAATTTCTCC TAATATATTC CCTTATGACA AG AG AAC AAA 22 5 3 00 

TATCGTTTAC TATCCTTGGG GGCGACAAAT TGCATATCTT ATAACAGGTG GCTACAATAA 225 3 60 

ATTCGAAACA AAAGAGT AT A AACGAAAAGA ACACCCGACT AT AAAAAGC C ACTCTTCAAG 2 2 542 0 

AGTACAGCAT GTAGACGCAA TTATTGCAAT GATGGGCCTT GTCACATTAT TAAATTCATA 22 5480 

TAATTTCAAC GAAATCAAjCa TACCTTTAAT AATAACCCAC ACACCAAATG ATCATACAGT 2 2 5540 

AGACCCAATA AAAATAAACG AATTTATAAA AAATTATGGG GGTGAAAAAA AGGATATTCC 22 5600 

CATCATACTT CTTGAAAATT CACACGCTCA CTTACCTATT GGAAACCAAA- GCT AC AAAAG 22 5 660 

CGCCCAAAAC ACATCATACT T C AC AAAGT A TGTATTTGAT TTCATAAACA AGATTAATAA 22 5720 
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GTAATAGCCT TAAGCTATTA CTTATTAAAA AAATCAAGCC TCTAGCAATT CTTCTATTTC 22 57 80 

ATTCTTAAGA ACACTAACAC CTGGTCCGTA AACTACCTGA ACCCCATTGC CTTTAATAAT 22 5840 

TACTCCTTTA GAACCAGTTT TTTTTAAAAT TTTTTCAGAA ACTTTAAGAA CATCCCTTAC 22 5900 

TGTAATTCTA AGCCTAGTTG CACAACAATC AAGCTCAACA ATATTTGAAG CACCACCAAG 22 59 60 

CCCAATAATA ACCTTAGTGG CATAATTTTC TTCAAATTCA CTACTCTTAG AACTTGGAGA 2 2 6020 

ATCTTCAGAA TTTAAATCTT GCGTTCTACG CGGAGTTTTA AAATCAAACT TATTTATTAA 22 608 0 

AAATATAAAA GTAAAGTAGT AAAGAAAAAA CCAAACAATG CCTATAACTG GCACGAAAAG 2 2 6140 

CCAATTAGTT CTTGAATTTC CCTGCAAAAT GCCAAAAAGA AT AAAAT C G A CAAACCCTCC 2 2 6200 

AGAAAAC GTT TGACCTATTG TAATTTGCAA AATATGCGCT AGCATGAAAG CAAATCCATC 2 2 62 60 

AAATGTAGCA TGAACAACAT AAAGAATAGG GGCTACAAAA AGAAAAGAAA ATTCAAGAGG 2 2 6320 

TTCTGTTATA CCTGTTAAAA ATGACGTTAG CGCTGAAGAC AT C AAAAG AC CAAAAACTTT 22 63 8 0 

TGTTCTCTCC TCGCGCTTTG CAGTGTAATA TAGAGCAAGT GCAGCTCCGG GCAAACCAA^A 2 2 644 0 

CATCATGGTA ATAAATCGTC CACTCATAAA ACGGCTAGTT CCGATAAAAA ATCTATCTGT 2 2 6500 

ACCTTGGGCA GCAAGTTCTG CAAAGAAAAT ATTCTGAGTT CCTTCAATTA ACTTTCCATC 22 65 60 

AATAATAACA GATCCCCCAA GGCCTGTTGT CCAAAATGGC AAATAAAATA TATGATGAAG 22 6620 

ACCAAAAGGT CCAAGCATCC TTAAAAAAAT CCCATAAATA AGTGTTCCAA TATAACCGGT 22 6 6 8,0 

TGAATCTACT AAGCCCCCTA CTTTATTAAT TCCACTTTGT ACAAATGGCC AAACAAGAAA 2 2 6740 

CATAATAACA GCAAGAAAAA TACTAGAAAA AG AAAC AATG ATCGGAACAA AT C TAG AT C C 2 2 6800 

AGAAAAAAAT CCAAGAACCT TAGGTAAATC TACTTTGTTA AATCTAGAAT GAAGATAATA 2 2 6860 

AGT C AAAAT A CCAACTACAA CCCCGCCAAA AACCCCCGTT TCTAAAGTCT TAATTCCAAG 2 2 6920 

AACAAAACCC ACAGCACCAC TAGAGAAAGA CTCCGCTCTG CCTGACACAT CAATTAAAAC 22 69 8 0 

TCCAATAGTA GCATTCATTA CAAGGTAGCC AATAAATGCT GCGATTCCAG ATGTGCCTTT 2 270 40 

ATCTGATTTT GCAAGTCCAA CAGCAATTCC AATAGAAAAT ATTGGCGCTA AATTTGAAAA 2 2710 0 

AATAATAGAA CCCGACGCAC TCATTATTTT GAAAACTGAT TGTAAGAAGA ATATATTCAA 227160 

AAAAGAATAC GTCCTAACGG TTTCTGGATT AGAAAGAGAG CCTCCAATTC CTAAAAGCAG 2 2 7220 

CCCCGCTGCT GGC AAAAT AG CAATTGGAAG CATAAAAGAA CGTCCAAATT TCTGAGCTTG 2 2 7280 

TTCAAAACCC TTTAACATAA AACCCTCCTA AAATAAAAAA TAAATTAACC CTTAAGTTTA 2 2 73 40 

AAATTATTTT TTAATCTGAT TTATTTTTTC TACAAATTTT TTAGTAATCT CAGCGGGCCT 2 27 4 00 

TGTAATAGCA "CCCCCTACAA CCACTAAATC AACCCCCATT TCAAAGCATT TTTGAGCTTT 2274 60 

TAAAGGGGTG TCTATTTTTC CTTCCACTAT T AAAG T AG AT TTCAAATTAG AATTAAGCAA 22 7 52 0 



GGTTCTTAAA AAATTAAAAT CATTGTCTGC 

GC CAT AC AAA GTTGTTCCAA TAAAATCAAA 

TAAAGAAGAA ATATCTGCCA TCAAACACTG 

AAAATCATCA AGTAGCACGC CATCAGGCCT 

ATCTACCCCC TC ATT AC AAA GCTCATCAAT 

GCAATTATTA TAATTTTTTT TAATAATACC 

CTGGCTAATA TCATTAACTC CGTTGGCTCT 

CAAAGCCATC T T AG AC AT AA TAAAACTACT 

AGATACTATT AACCCTCTTT T G ATT T T T AC 

TTTCTTAAAA AATATAAAAA CTTAAATACA 

TCTTTTAAAG AAAACTAACA TAAACTAAAA 

AAGCTATAAT TTAGGCATGG CAAATAAAAT 

CTTAGATCTG ATAAAGAATA ATTTACAAAA 

TAGAGCTCCA ' TTTAGCAGTA AAAATC C ATT 

AATAATTCTT CTACACAAAT CAGATGTTGC 

ATATTTTGAA AATCTTGGCA ATACTGTAAT 

TAAGCAGATA ATAGATATTA TTAAAAAATT 

AGAAAAAATA AAGGTTTTGA TTATTGGAGT 

TCTATTATCC GGCAAAAAGA GCGCAAAAGT 

ACAAATAGTA AAAATAAATG AAGAAATAAA 

TAATCTAGTA GACCAATCGA TTGCAAAAAA 

AATAGTAGAT AACACAGATC TTGCATTGTA 

AAATATTTTA CTAAAAAAAT ACGAAATATA 

TTTTGCAAAA GCAAGAAAAT TAATCGGTAA 

AAAAAT AT T A ATC AAAGAAT TTAGAGAGGG 

TTATAATGCC TTTTAAAAAA GGCATTTACA 

TGTATTAATA CAGCCATAAG GAGGTTGGAA 

AAATCTAAGT CAT TAT T ATG ATAACAATGG 

AATTAAAAAA AATGAGTTTA TC AC AC TAC T 
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AATATTCAAA CCATTGGTAT TTTTTGTATA 
TCCCAATTTA TCGGCATTAA TAGCTTCATC 
CTTTGGATAT TTTTTTTTAA TATTTTCAAA 
ATTTCTAAAA GTGGCATCAA GGGCAATTAT 
CTCTTTCATG GTAGGAGTAA TAAATACGTC 
TATTATTGGC AAATCAACTT CCAACTTAAT 
TATTCCAATA GCTCCACCTA TTTTGGCTGC 
ATGTAAAGGC TCGTTCTCAA GAGCTTGACA 
AATAATAATC AAACCTCCTG TAAAATTTAT 
GATTATATTT TTTATTTAAA AAAAAACAAT 
ACAAAAACAA TTT AT C AT TC AATACACATT 
CAACTGGTTT CCTGGACATA TGAAAAGGGC 
AGCTAATATT G T G C TAG AAA TACTTGATGC 
AACTGAAAAA ATT AC T AAAA ATCAAGCTAA 
TCAAATAAAT GAAATTATAA AATGGAAAAA 
AATAAGCAAT ATTTACAAAA AAGGAATGCG 
GGCCATTGTT AAAAAGATAA AAAACTATAA 
TCCAAATGTT GG AAAATC TT CAATAATAAA 
TGCCAATAAA CC TGG AT AT A CTAAAAATAT 
TCTTTTTGAT ATGCCAGGGA TTTTATGGCA 
ACTTGCAATA TTGGATATGA TCAAAAATGA 
TTTACTTGAA ATAATGGATC AAAATAATAA 
T CAT AAAAAT TCACTTGATA TTCTACAAAA 
AAAAAATGAA CTTAACCTTG AAAAAGCATC 
TAAATTTGGC AAAATAATTC TTGATAAGAA 
TAAATAATAA TATTAAGTAT AATCTTGATT 
T TAG T TGG AT AATTGTATCC TAGAGATTAA 
AAACAAAACT TTAGATAACA- TAAATTTAAA 
AGGCCCATCC GGATGTGGAA AAACAACATT 



227580 
227640 
227700 
227760 
227820 
227380 
227940 
228000 
228060 
223120 
228180 
228240 
228300 
228350 
228420 
228430 
228540 
,228600 
228660 
223720 
228780 
223840 
228900 
228960 
229020 
229080 
229140 
229200 
229260 
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G AT AAAAAT A TTGGGTGGTT TTTTAAGCCA AAAAAATGGA GAAATTTATT TCTTTTCTAA 2 2 9320 

AGAAATATCT AAAACCAGTC CAAACAAAAG AGAAATTAAT ACTGTATTTC AAAATTATGC 2 2 9330 

ACTTTTCCCA CATATGAATG TTTTTGACAA TATTTCATTT GGACTTAGAA TGAAAAAAAC 2 2 9440 

GCCAAAAGAT ATAATCAAAG AAAAAGTAAA AACATCGCTT TCGCTGATAG GAATGCCAAA 22 9 5 00 

AT AC GC AT AC AGAAATATTA ACGAACTATC GGGGGGGCAA AAGCAAAGAG TTGCAATAGC 22 95 60 

AAGAGCAATG GTAATGGAAC CTAAGCTTTT ACTCCTAGAT GAACCACTTT CCGCGCTTGA 22 9620 

TTTGAAAATG CGACAAGAGA TGCAAAAAGA ATTAAAAAAA ATACAGCGTC AGCTTGGAAT 22 9680 

CACATTCATA TATGTTACTC ACGATCAAGA AGAGGCATTG ACAATGAGTG ACAGAATCGT 2 2 97 40 

TGTAATGAAT GAAGGAATAA TTCTGCAAAT AGGAAC AC C T GAGGAAATTT ACAATGAGCC 2 2 9800 

TAAAACAAAG TTTGTAGCCG ATTTTATTGG AGAAAGCAAT ATTTTTGATG GAACATATAA 22 98 60 

AAAAGAGCTG GTTGTAAGTT TGCTTGGTCA TGAATTTGAA TGCCTTGACA AAGGATTTGA 2 2 992 0 

AGCTGAAGAA GCAGTTGACC TTGTAATACG CCCAGAAGAT GTAAAACTAC TTCCAAAAGG 22 9980 

AAAAGGACAT TTAAGCGGAA C T AT AAC AT C AGCAATTTTT CAAGGAGTTC ATT AC GAAAT 23 0 040 

GACTCTAGAA ATCCAAAAAA CAAATTGGAT AGTTCAAAGC AC AAGAC T T A CAAAAGTTGG 23 0100 

AGAAGAAGTT GATATATTTT TAGAACCTGA TGATATTCAT GTTATGCATA AGGAATAATG 23 0160 

GTTTTGAAAA AGTTGATATT AATCATATAC TCCATATTCC TACTAACATT TAGTATTCTT 2 3 0220 

CCCTTACTAA TAATAATATT GCTTGGATTT TTAAATGAAA AAAACGAATT TACCATCTAT 2 3 0280 

AATTTCATTG GACTTTTAAA TCCAAGCTAT CTTAATATTT TTTCAAGAAG TCTAAAACTC 23 03 40 

GCAACAATAG CAACAATTTT TTGCATTTTA ATAGGCTATC CTGCCGCTTG GCTAATTTCA 2 3 0400 

TTATCAAAAA AAAGTGCTCA AAACAAATTA ATAATCATGA TAATACTTCC TATGTGGATA 23 04 60 

AATACATTAC TTAGAAC TTA TGC CTGGATG AGAATACTTG GAAAAAACGG ATTCATCAAC 2 3 052 0 

AACTTATTTG AAAAGATCGG AATTGGAACT TTAGATCTTC TTTATAATGA ACAGGCTGTT 2 3 0580 

ACAATAGGCA TGATATACAA TTTTTTGCCT TTTATGATCT TGCCAATATA CACGGGGCTT 23 064 0 

TTAAAAATTA AGC C AGAAT A TATTGAAGCA TCACAAGATC TTGGAGCAAG AATGTGGCAA 2 3 0700 

AT ATT AC TTT ATAT AAAAAT ACCACTAACA CTCTCTTACC TGGCAACAGG AATAATTATG 2 3 0760 

GTATTTATTC CTTCAATTAC GGTATTTATC ATTTCAGATT TGCTAGGAGG CTCTAAACAA 23 082 0 

ATTTTAATAG GAAAT C T AAT AAGCAAACAG TTTCTCTTTA TAGAAGACTG GAATACTGGG 23 08 80 

GCTGCAATTT CATTTATTTT AATGTTAGTA AT AT T AAT T T TTAATTTAAT AATAATAAAA 2 3 09 40 

TTAATGCGAA AAAATAATGG GGAGTAAAAT ATGTTTAGAG CCTTTAAAAA CATTTTCTTA 2 310 0 0 

TTTCTAATAC TC AGC TTT AT TTACCTTCCA AT AAT AAT CT T AAT AAT T T A TTCCTTTAAC 2 310 6 0 
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TCTGGTGACA GTGGATTTAT ATGGCAAGGA TTTAGTCTAA AATGGTATAA AGAAATTTTT 2 3112 0 

GCCTCAAGTC AAATCAAATC AGCAATATTT AACACCATTT TAATAGCCAT AATCTCATCT 2 3118 0 

TTGACTTCTG TTGTTATTGG AATTATTGGT GCTTATGCAA TTTATAAATC AGAAAACAAA 2 312 40 

AAATTAAAAA CAATACTATT ATCAGTAAAT AAAATAACAA TAATTAATCC TGACATTGTA 2 313 0 0 

ACAGGAATAA GCTTAATGAC ATTTTATTCT GCAATAAAAA TGCAATTGGG ATTTTCTACA 2 313 6 0 

ATGCTAATAT CACATATAAT TTTTTCAACA C C AT AC GT AG TAATAATAAT TTTACCCAAA 2 3142 0 

TTATATTCTC TTCCCAAAAA TATTATTGAT GCTGCCAAAG ATCTTGGAGC CTCAGAAATT 2 3143 0 

CAAATATTCT TCAATATAAT TTATCCGGAA ATCGCAGGAA GCATAGCAAC TGGGGCCCTT 2 3154 0 

ATTGCCTTTA CAT TAT C AAT AGATGATTTT TTGATATCAT TTTTCACCAC TGGACAGGGA 2 3160 0 

TTTAATAATT TAT C TAT C C T AATAAACTCG CTAACAAAAA GAGGCATCAA ACCCGTAATA 2 316 6 0 

AATGCTATTT CTGCAATATT GTTTTTTACA ATATTGAGCC TTTTGTTTAT TATTAATAAA 2317 2 0 

TTTATAGGAA TTAAAAAATT G AC AAC AG AT GCTGAGCTTT AAAATGAAAA AAAGGAGTAC 2 317 8 0 

TTATGAAAAA AATTTTTATA TTAATAGTAA TTCTTACAAC TTTTGCTTGC ACTAACAAAG 2 31340 

ACACAATAAC TTTAAACGTA TTTAATTGGG CAGAATATAT TGACAAAACT TTATTAGATC 2 319 0 0 

AATTTGAAAA GGAAAACAAT ATAAAAATTA ATTATGAAAT CTTTCACAAT AATGAAGAAA 2 319 60 

TGATGGCTAA ATTTAACAAC ACAAAGAATT ACTACGATAT AATAGTCCCA TC AG AAT ATT 23202 0 

TAATCCAAGA ATTAATCGAT GAAGGCAAAA TTGAAAAATT AGACTACTCA AAATTGCCAA 2320 80 

ATGT AAC AAA AAATATTACC CAAAATCTTA CAAACTTGGA ACATGATCCT GGCAATCTTT "23 214 0 

ATTCAGTGCC AGCCTACTGG GGATTAATGG GCATACTTTA C AAT AAAAC T AAAATAGATT 2 3 2200 

TAAATGACAT GCAAGGTTTT GACATATTAT TTAATAAAAA ATATAAAAAA GAG ATT AC AA 2 3 22 60 

TGCTAGATTC CCCTAAAGAC AATATTGGGG TTGCTTTAAA AAAAC T T GG A TACTCAATAA 2 3 2320 

ATGAGCATGA T AC AGAT AAA ATTAAAGAAG CTGGGGAACT TTTAAAAATC CAAAATCCAC 2323 30 

TATTAATCGG ATATTTTTCA GATGTGCCTG C AAAATC AT T AATGCTAAAT GGAGAAGCAT 232440 

CTATTCAACT CACATGGAGC GGCGAAGCAC AAAGCGCTAT GCTAAAAGAC AAAAATTTAG 23 25 00 

ATTTTTATGC ACCTGAAAAC ACCAATCTAT GGATAGACGC ATTTGTAATT CCTATTGATG 23 2 5 60 

CTCCAAATAA AAACTTGGCT TACAAATTCA TAAACTTTTT AT AC GAGAAT GAACCATCTT 23 2 62 0 

ATAAAAATTT CAAAGAAACT AGATATAATT CTCCAAACAA AAACGTAATA AAAAGAATAG 2 326 80 

AAGAAGAGGC AAAAAATAAC CCCGAAATGA AATTATATTT AGAAGAAAAA- TTTTTACCAA 2 3 27 40 

AAGATTTTTC CAAATTTGAA ATTTTTAAAA AAATACCTAA AAAAATAAAA GAAGAAATCC 2 3 28 00 
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TTAAAATATA TTTAAATCTG TCTTCTTAAA TATTTAAATT CAAAAAAAAC TTAAAAGCTT 232 8 60 

TT AAAATTTA AAGCTTTTAA GTTTTGTGAC TATTTTTAAA AAAGACTTAA AT AT T AAC T T 23 2 92 0 

AATATCAAGT CCAATTATAG ACAAAGCAAT CAATAAGATC AAAAATCCTT GATAAATTAA 23 2 98 0 

AAATGGAAAA ATGTCAAAAG GAGAAAGCTT GCCTTTTGTA AAATCTACAA GAGCTATAAC 23 3 040 

ATGCATACTA TGGGGCAAAA TACTTAAAAA AAAGC AC G AA GACATACAAA GTAAAGCCGC 2 3 310 0 

AATACGCTTT GAGTTTAAAT TATTTTCCTT AGTTATTGAT C TT AC AAC AG AACCACTCAT 23 3160 

TAAAATAGCA AGCCCATTAT TTGCAAGAAA CATGGTCAAA ATGCCAACTA AGACAACAAT 2 3 3220 

GACAAATTCC GAAGTTCTTT TAGACTTTGA CATTTTTTGC AATTTTAAGA GCAACCAATC 2332 3 0 

AAACCCCCCA T AC TT AATTG TCATATAAGA AATTCCACCA GTAGAAATAA CAAGAATAAA 233 340 

CATTTCCCCT AGGCCTAAAA ATCCTTCATT GATTTTTTTA GCCAGCAATA AAAAAGTAAT 23 3 400 

ATCTGAATAA TAAATTCCAA TAATACCAGC AACAACAATG C C T AAAAAC A AGGCTAAAAA 23 3 460 
TACATCAAAG CCTGAGATTG CAAAAACCAT AACAAAAATA TACGGAATAA TTTTGAAAAA ' 233 520 

ATTTATCTCA CCAGGCTCAA TAATAAAACT ATCGACCTTG CAATAATAAG AACCTAAAAA 233 580 

TGCAAAAGCA ATGCTTGCTA AAATTGCTGC TGGAAACGTA TAAAAAGCTC CATTTTTGAA 2 33 640 

AACATCAACA ATATTAACCT TTTGAGTATG ACTTGAAATA ATAGGAGTAT CTGATATCAA 233 700 

AGACATGTTG TCCCCAAATG CACCAGCGCT AAGAATAGCA CCAGCAATCA ATGGAAGGGG 2 3 37 60 

GATGTTTACC TTATCTGCGA GCTCCAAAGC AATAGGAGCA ACAGCAACAA TAGTCCCCAT 23 3 82 0 

AAAACTTCCA GTGGAAAAAG ACAAAAAAAG AGTAATTAAA AAAATGCCAC ATACTATTAA 233 8 80 

ATTCAATGGA ACATATTTAA GACCAATATT TACTACAGCA TCAACACTTC CTATTTCTTT 23 3 940 

ACAAACAGCA GAAAAAGCAC CGGATAACAT AAATATTAAA GATATAAAAA TAACATCTTG 2 3 40 00 

CTGAGCGCAT CCCTCAATGA ATTTATTCAT TTTTGCTAAA AAAGATCCTC TAAAAATAAT 2 3 40 60 

AAATGTCAAA ACAATAGCAA TAAACATAGC AAC T AC GGG A GGCATTTGAT AAAATGCCCT 2 3 412 0 

TTCTACACCA TTAAAATAAA GAACGAGTCC TGTGCCAATA TAAATCCCTA TAAAAAGAAA 2 3 418 0 

AAAAGGCATA AGCCCCCAAA AATTTGGAAC CACATTAGTT TCTCTTTCTA ATTTCAAATC 23 4240 

TCTTTCCAAT TTTAACCCTC CTAAATCATA TAATTAAGAA CAATTTATTC TAAATAAAAT 23 43 0 0 

CAAAAAAATT AAACAATGCA AATCTTAAAA TTTTTAAAAT TTTTATTTTT TTAAAAAAAA 2 3 43 60 

TAAAAAAACT TTTTTTATAT CAAGGCCCAA AATAGATAAA AT AAC AAAAA ACAATAAAAA 2 3 442 0 

TCCAAAATAA ACTAAAAATG GCAAAATACT AATTGGCGAC ACAAGTCCAT TTGAAAAATT 234 43 0 

CACTAAAATA ATCATTTGCG CACCATAAGG AATAATGCCT TGAAAAATAC AAGAGAACAT 23 4 5 40 

AT C T AAAAT A GAAGCACTTC TTTGAACACT GATGTT ATT T TCAAAAGCTA TCTTTTTTGC 23 4 600 



TACTTTGCCG 
AACAAAAGCC 
AATAAGTAGC 
AATTGAAAGA 
ATCTAGAAAG 
AAAAAGAACT 
CACAGTTTTC 
TTCAGAAAGA 
GCTACTAATA 
ATCTGATATT 
TAAATTCGGA 
GATAGATCCA 
AG AAAC AATC 
GCCTATTTCT 
TATAATATCG 
TTTAAATACC 
ATAAAAGGCC 
AATAAAAACA 
TTC CAT AT AC 
AATCATAACG 
CTTAAAACTC 
ATTAAAAAGG 
TATCTTTTAA 
AGTCTATCTC 
ATTTATTTGC 
AT AAAGT AC C 
ATCTTTTAAA 
ATCCGGGCTT 
TCAAAGCATT 



CAAATAAGTA 
C C AAT AG AAA 
CATTTAAAGC 
AAAATCAAAT 
TATAAATTAC 
ATAAAAACAT 
ACTAAATCTA 
AAGAAAAAAG 
AAAACATCTA 
AAAGAAAGAT 
TTAATGCCGC 
ACAGAAGTGC 
CAATTAGGAT 
TTACAAAGAG 
TACTGAGCTG 
AAAAAACAAA 
ATTTCTACAC 
AAAAAAGGAA 
ATCCTTTAAA 
CAAATTATTA 
TT AGC TAG AT 
GATAGGAATA 
AAAACTAGAA 
TTTTGGTCCT 
AATATCTGAA 
ATCTCCTAAA 
TGCTC CGTGA 
CTTGGTATTG 
AGAAAAATCA 



TGGCAATTGT 
ATTCCGCTGA 
CTCCATTATG 
CCGCCATATT 
CATACAAAAC 
TCATTCCAGC 
TTGAACTTTC 
AAAAAAAAGT 
AGATGCTACT 
TATCTCCAAA 
TTTTAACAGC 
CGGCAGAAAA 
TAATATATTT 
AAGAGAAAGC 
CTCCTTTAAT 
CAATGGAAGC 
CAATAACTCC 
T AAGC C C AAA 
TATAAGCATT 
ATCGATGCAT 
TAAAATAATA 
AATTATATAA 
AATTAAATTT 
TCAGAGCCAT 
ACAAATTCCC 
AAAGCGTCTA 
TATGAAAACT 
AATTTGATTT 
ACAGAACTAT 
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GTTATTAGCA 
ACTTTTTCCT 
AATCACGGCA 
TAAAAACCCT 
GCTAATAAGA 
TAAAGAGAAA 
GTGTAAAAAG 
TAGTATGGCG 
ACCTTGAGTT 
CATAGCTCCA 
AATATTAAAA 
AGAAAGAAAG 
AATTCCCAAA 
TCCCGAAAGC 
AAATATGTGA 
AAAAAACATT 
CAAATAAATC 
AAAATTTGGC 
GTTTTTATAA 
AAATTTGCAA 
G AAC AC AG AG 
AAATTCTATC 
TACGCCAAAA 
AAAAATAATT 
AAGAACTTTC 
AC AAT AAAC G 
C CAT ATT AGC 
CAATTCCATC 
TGTTAAAAAG 



AGAAAAACAT 
CTAATCAAGG 
AAAGAAACTC 
TTATTAATGT 
CATATAGAAA 
AAT AT AATC A 
TTTGTGGCAT 
GATGGAAAAG 
CG AC TAG AAA 
CACATTACAG 
GCAATAGGAG 
CAGGTTACAA 
TTTGCTACAG 
ATAAAAATAA 
ATTTTGTCGG 
GC AAC AC T AG 
'CCCGTGCCTA 
TGCCCTCTTA 
AAAAATTACT 
TCAAATCAAG 
TTGGGGTTGG 
TCATTTATCT 
ATGATCTTTT 
ACAAATTTCA 
AATC T CATC A 
CTCATAAGCC 
AGTTTGAATT 
CCTTGGCTGA - 
AGTAAAGCTC 
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CAACTATTGA 
ATTTTAATTT 
CCCCTGTTAA 
TTTTCATTAC 
G AAT AC C T AA 
TTAAATAAGG 
TGGACAAATT 
CATAAAAACT 
CAATAGTTGT 
ATGCTGCTAT 
CAATTGCAAC 
AAAAT AT AC C 
TTTCAACGCA 
GAC AC AT TAG 
AAAATTTTCC 
CCGGCAGTTG 
AATAGATAAT 
CTTCAATATT 
TATATCTTTT 
AAT AAAAAT C 
GGGCTCAAGT 
ATTTAAAAAA 
TC T AAAAT AG 
ATATCTGCCC 
CTTGTCGCAT 
TCATCAAACA 
T C AT AAT TAT 
ATTCTAAATA 
GGTTTTTTAA 



234660 
234720 
234780 
234840 
234900 
234960 
235020 
235030 
235140 
235200 
235260 
235320 
235380 
235440 
235500 
235560 
235620 
235680 
235740 
235800 
235860 
235920 
235980 
236040 
236100 
236160 
235220 
236280 
236340 
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ATTGAATATA TATTTCTGAA AATTTCCTAG CAAGACCTTT CCCAGT7CTA A2A7lA_AAAAG 2 2 540 0 

GAACCCCAGA CCAACGCCAA TTATTAATAA ACACTTTCAT AGCTA.-_-.TAA G7TTCGG7AT 2 3 546 0 

TTGAATTTCC CAAAAATTCT GTTTCATCTT TATAGCCTTT T TT AAAAACC CCTTGAAZTT 2 3 552 0 

GTGAGC C TAT ATATTGACCC TTAACAATGT AATTCTTAAT ATCTCC7TTG C7AATT7CCC 2 3 5530 

TCAAACTTTT TAAAACTTTT ACTTTTTCAT CAT GAAT AAA CTCAGAA7CA AATTTAA7AG 2 3 564 1 

GAGACTCCAT TGCAACAAGG CTTAACAATT GTAAAATATG ATTTTGAACC A7ATCC7TCA 2 2 670 0 

AAGCGCCAAC AGAATCGTAA TACTCTACTC TTCCATCAAG ACCTAA7TCT TCTGCTA2CG 23 57 SO 

TAATCTGAAC AAAATCTACA TAACGATTAT TCCAAATATT TTCAAAAATA GAATTGC7GA 23 5 32 0 

ATCTAAATGT AAAAATATTT TGAACCGTTT CTTTACCCAA ATAG7GA7CT A 7 T C TAT AAA 23 5 33 0 

TTTGATCTTC TTTAAAAGCA GAATAAAGCA AACTATTTAA TTTTTTTGCT G7CTCAA2-AC 2 3 5340 

TAGAGCCAAA AGGCTTCTCA AGAACTATTT TTGACAAAGT CAATTTTTCG C7TAAAAAAT 23 7 00 0 

ACTTTTTCAA ATGATTAATT ATAGGTCCAT AAAATGCAGG AG AC GTCGAA AGATAA.TATA 237 0 50 

TCGTTTCTCG ACTTCTATCT AAAAAT T T AA ATAAATTTTT AT AAG AC T C C T 7 T T C ATT AA 2 2712 0 

AATCGCCAAA TACATAAACA AAAAAAT TT A AAAAAATCTC AAT C AA-C G AA TCGGTCT2TT 2 3 718 0 

CCTGCCATAA AGAATCTTTA AT AT AC AAT C TAAATTCTTT ATCTGTAAAA A7CTTACGAG 23 7240 

AAAAACC AAT AACCCTAAAA TTGCTAATAC ATTTATTTTT AAAT AAA.T T A AAAAG T G AAG 2 2 "3 0 0 

GAATAAGCTT TTTTCTAGAC AAATTCCCGG TAACCCCAAA AAT T A C AAT A. TCAAAA7ITAG 2373 60 

AAACACTTCT TTCTTTCATA GAATTTAGTC CAATCTGGTC AATTTATTAT A 7 A T C AC AAA 23 7 42 0 

AAACATATTC ATAAAGATTA GGAGACAAAA ATTAAGCTCA AATTAAATAT CATTTTT7TA 2 3 "43 0 

T AAAC AAAAC TAGTATATAA TAAGGAGAAT G AAAAAT C T A TCACTA7TTA CAGA.7TT7TA 22 7 54 0 

TGAAATTTCA ATGATGAACG C TT ATTTT AC AAAAGG AAT T AATCCTAAA.G CAAAATTTGA 22 7 500 

AGTGTTTTTT AG AAAAAC AC CCTTTAAAAA TGGCTATATT GTTTTAGCT3 GA.-.7GCA7AC 23 ~ 56 0 

ATTGATTAAT GAATTAAAAA AT ATTC GTTT TGGAGAAAAT GAACTTAAA.7 A7T TAAAAAG 22 77 2 0 

, GTTTAATATA TTAGATAAAC AATTTTTAAA CTTTCTAAGA GAAT 7 C AAA- Z TAAA_CG7AAA 2 3~730 

AATAAGCTCA ATAGAAGAGG GTCGAATAGT TTTCCCCCAA GCACCAGTAG T7GTGAT7GA 23 7 340 

AGGACACTTA ATAGAATTAT TATTAATAGA AGGGTTAGTG TTAAA. 7 AT AA TAAA-CT77GA. 2 3 79 00 

AAGTTTGATA GCAACAAAAA CCGCTAGAAT AAAAG AAT C T GGTGC AAAAA. T7TTAGCAC-A. 2 3 7960 

ACTTGGGCTA AGAAGAGCTC AAGGAATAAA TGGAGCACTT TC T GC CAGCA. AAGCCGC2TA 22 2 02 0 

CAT AGGGGG A GCAGATTTCA CAAGCAATAT GCTTGCTGGA T AT AAA- 7 AC A A7ATACCAGT 23 3 0 30 

TACAGGAACA- ATGGCTCATA GTTGGATAAT GAGCTTTGAA AC C GAA. G AGC AAGCAT T 7 AG 22 314 0 



AGAATATGCA 
TAACAGTGGA 
TAATTTTTCA 
AGAATTAAAC 
AAATATTATC 
AAATTTAGTT 
AGAAAAAAAT 
ATTACCTGAC 
TATATTTTTA 
TACCGTTTTT 
TGAATTTCTA 
CTTAACCAAT 
AAGAATAATT 
AAACAAACTC 
AG T AAAT AAA 
AGAAACACTC 
AAAACTAAAT 
TGAAATTTCT 
TTACTTGGAA 
CATAAAAGAT 
ATTCCACCAT 
TTTATTGCAA 
GCTCTTTGAA 
AACAAAAAAA 
TGAGAAAAAA 
TTTTGAAGAT 
AAAAATCAAC 
TGAAAATTTT 
AG AC GAT AG C 



AAAACATATC 
TTAAAAAATG 
ATAAGAATTG 
CGAAATGGAT 
ATGTACTTAA 
ACAGCAAAAG 
GGAAAATTTA 
CAAAAAGAAG 
AAAGAAGAAA 
CATCCAATAC 
ACGCACACTG 
ATTAGAAATA 
AATCCCCACA 
ACAAAAGATA 
ATTTATAATA 
AT C AT AG T AA 
GGGATTTCTT 
TTTAAAAATC 
AC AG AAAAAT 
TTCAAATCCA 
TATTACTCAA 
'GAAGAAAATT 
AAACAAAAAA 
ATAGAAATTG 
ATTCTCAACT 
TTACTAAACT 
CCAATAAAAT 
TTAACAAGCA 
TTT-AAAATAA 



CAAACAAAGT 
CCATTAAAAT 
ACAGTGGAGA 
TAAATCATGT 
ATTCAATAAA 
GAGATCCAAG 
TACC AAAAAT 
TTGCAAGAAT 
AAGATAAAAT 
AAGATAACAT 
TCTTAGAAAA 
AAACCAAACT 
TATATAAAGT 
TCAAAAACAA 
AAATTAAAGA 
AAAATGATCT 
AT AAT C T AAA 
CCAATATAAA 
TTATTTTATA 
CAAAGAATAG 
AATTTTCAAA 
TAAAACCCTA 
ATATTTTAAA 
AAATTAAAAA 
CTTTAGAAAA 
AT G AAT C T AC 
A T C AAGC T T T 
TTAAAAATAA 
TAGAAGCTAA 
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AAGTTTGCTA 
ATTCAAAGAA 
TCTTGAATAT 
AAAAATTATT 
TGCTCCAATT 
CCTTTCAGGA 
AAAAAT AT C A 
CTATTTAAAT 
CAAAGATCAT 
TTTCAAAATC 
TGGAAAACTT 
C G AC T T AAGC 
AAGTATCAGT 
TTAATATATG 
AC T AAC T C AA 
CTTAAGAGAA 
TATTAAAAAA 
AAAAT AC AT A 
CAACATATTG 
GTACTTTTTT 
ATTAATTGAA 
CGAAAATATG 
C T T AC AT AAA 
AATAATATTT 
AATTTTTGAT 
TCTTGTTAAA 
AGAAAAAGTA 
TATCATAGCA 
" AAAT C AAAAA 



ATCGATACTT 
TTAAAACATG 
TTAAGTAAAG 
GCATCTAATG 
GATATTTGGG 
GTATATAAAA 
AAT AAC GC AG 
GACCAAATGA 
CTGAATTCAA 
ATCAAACAAT 
CGCAAAGGCT 
AAACTTGAAC 
AAAAACTTAA 
TATATATATA 
AAAGACAATA 
GAAATTAAAA 
AATGCCGCAA 
GAAGAGAATA 
AAAACTGAAA 
GCATC AAAAA 
ACTTGGGAAG 
CAAAAAGAAC 
AAAAT AATTC 
ATT GGC AAC A 
TTTGAAGTGC 
GAATTGTTGT 
GATATTGAAT 
AAAACTCCAA. 
CGTGAAGTAG 



ACGACACGCT 
AAGAAAAAAA 
CAGCAAGAAA 
AGCTTGACGA 
GCGTTGGAAC 
TGATCTCTAT 
AAAAAT C C AC 
TCCTTGATTT 
GAAAAGAATT 
ATGACGATTT 
ACGAGTCTAG 
AT AC G T AC AA 
GAAAGTTAAA 
AAACTAACAA 
TTTTTAAAAA 
AAACCATAGC 
AAAGC AT AT A 
CTTTTTCATT 
AACTAAAATA 
TAATAGATTT 
ATAATGGATT 
TATTTAAAAA 
AGGAAAAACC 
ACAGAGAGAT 
ATGTGTTAAT 
TAACAAAAAC 
TATTTAAAGG 
TTTCAACATT 
AAATTTTGAC 



238200 
238260 
238320 
238380 
238440 
238500 
238560 
238620 
238680 
238740 
238800 
238860 
238920 
238980 
239040 
239100 
239160 
239220 
239280 
239340 
239400 
239460 
239520 
239580 
239640 
239700 
239760 
239820 
239880 
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AAATCAAATA 


GT AC AC T C AA 


TGCAAAAAAA 
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TAACCTAAAA 


TTAAGCGACA 


TAGCAATAAC 


23 9940 


TTGTTTGCAA 


GAAAAATTTA 


AT G AAT AT T T 


GCCATATATA 


GAAGAATGTC 


TAAATAAATA 


240000 


TGAAATCGAA 


TATAGCGTTC 


TATGTTATAA 


CAATTTGTCA 


AGAGGAGAAA 


GTATAATAGC 


240060 


TTTAAAAAGG 


CTAATGGATC 


TTTTCGTATC 


AAAAAACGGA 


ACAATTAGTA 


ATTTTAGCAG 


24012 0 


AAAAGAAGTA 


TTTGACCTAC 


TAAGTAACAA 


CAAAGTAATG 


AAAAAATTTA 


ATATATCAAC 


2 40180 


ATCTGAATTA 


AACTATTTAA 


TAGAATTTAG 


CGATACGATG 


AAC ATT AG T T 


TTGGTGCAAA 


240240 


CAAAACTCAC 


AAAGAAAATC 


TAAACTATGA 


TCAAAACTTT 


TTAAACTCAT 


GGGAAGATGG 


240300 


ATTTAATCGA 


TTTTTAATGT 


CTGAAATATT 


T G AC G AAAAA 


TACGAAGAGG 


AAAC CC AAAA 


2403 60 


AGAAAGCACA 


AGATTTCAAG 


AT C AAGAGT C 


AATAATGAAA 


CTTATAACAA 


TAGTAAAAAG 


2 4042 0 


TTTGTATGAA 


GATATAAACT 


ATTTTAAAAA 


TAAAGCATAC 


AAAGTATATG 


AATGGGCAGA 


240480 


AATCATAGAA 


ATTTTTATTC 


AAAAATATAT 


TGATCTTGAA 


GATTTTAATA 


CAACCGATGA 


240 540 


ATATTTACAA 


AATAAGATAA 


AATCCTTTAA 


AAATTTCCCC 


AAAGATTTAA 


ATGACAATCT 


2 40600 


TTACAAAAAC 


TATTTAAAAG 


AAATTAATGA 


AAT AAAAAT T 


GAATTTTATC 


TTTTTAAGAT 


2 40660 


TATGCTTGAA 


GAAAGTCTTG 


AAAAAGAAAA 


ATACGGAGTA 


ATGTATAAAA 


AAAATGGGAT 


240720 


ATTGATTGCC 


AATTACAAAG 


AAAT AG AAT A 


TCTTC AAAAA 


XAAGAAATTC 


ATTTTTTGGG 


240780 


ATTTCAAAAA 


TTCAACTCTA 


AGATAAATTA 


T GAT AAT AT G 


AATTTATTAA 


ATGAATACTA 


2 40840 


TGAACATGAG 


AAT AC T G AAA 


AAGAGGAAAT 


AACGGCTCTT 


TTTAATTTGA 


TTTTTGCAAC 


2 409 0 0 


AT C AG AAAAA 


TTTTATCTTT 


ACTGCTCCTT 


TCAAGACAAC 


TTAAGCCCAG 


AAAT T AAT AC 


2409 60 


ATCAAAAACA 


AT AAAC AAAA 


TACTTGAACA 


CATACAAAAG 


TATGAAAAAA 


ATTTTCAAAT 


2 410 2 0 


AG AAAAGC AT 


CCAAATGAAA 


ACCACGACCC 


AGTATATTTT 


AAAGATGCAA 


AAGAAAATTA 


2 41080 


TTTAATAAAC 


TATGATC C AG 


AAGCCTATAA 


TATCGCAAAA 


AT ACT AC AAA 


ATTCTAAACC 


241140 


AATTGGATTC 


AAGCAAAATA 


AAATTAAACT 


AGAAAGC C C A 


ATTAAGCTAA 


ATTTATACGA 


2 412 0 0 


ATTAAAAAAC 


GCCCTTTCCA 


ATCCTTACAA 


GCACTTTTAC 


GAAAAAACTT 


T AAAC GT T AA 


2 412 60 


AATACAAGAC 


ATAAGATTGG 


AAAATGAAAT 


CAAAGAAAAA 


CAAGAAGAAC 


AAATTTTCAG 


2 413 2 0 


TGTTATTGAA 


AT T ATT T AC A 


G AC TT AT AAA 


AAATTCAACA 


CTACTGCATG 


AATACATAAT 


2 413 80 


GGGGAAAAAA 


GA.TGATGTAA 


GAAAAGCAAT 


AGAAATTATT 


AAAAACCACA 


TTAGATATGA 


2 41440 


AATACAACAA 


GGAAGCATTC 


CTTTCAACAT 


AGATC AAAAA 


ACGACTGTAA 


ATGAAATCTT 


2 41500 


AAAAAAAAT A 


AATAAATTAA 


AATATAATGC 


TGCTGAAAGC 


TTAAAAAAGC 


TTTCAGCAAT 


2415 60 


GACAAAAAGC 


AAAATTAAAT 


TTTGC AAAAA 


AAT AAAAC T A 


AATTTTCAAA 


AT AAAAAT AT 


241620 


AGAATTTGAA 


TTAAAAAAAG 


ATATCGAGAA 


TGTATATAAG 


G T C G AAAAC A 


ATTATTTTTA 


241680 
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TTTAAATTTT GTAAAAAAAG ACTATTGCAG TATCCCAGAT AAAATAAAAA ATGAAATAGA 2 4174 0 

TTTATATATA ACAGGACTGC TAATAAAAAA AGAAATACAA AACTTCAATT CATTAACAGA 2 4180 0 

AG T AAAAAT T GATCTTGAAA GCTTAACTGC AAAAAACAAC TATTTGCTAT CATCACAAAG 2 418 60 

AAATAATAAT TGATGACATT GAAAATATGC TTATGCAATT TGCATACATA TCAAGCTATC 2 4192 0 

CAACTCCAAT TTACCAAAGC TTGATAATTA AAATTTTAAC AAAAAT AAAT CAAAATAATT 2 41980 

TTTCAAATTG TTTTAAGAAT TTAATAAAAA TGCAGATAAA AAATCCTTCC AAAGCTTATT 2 42 04 0 

TCACAAGCAA AGC AC AC GAG AGATTTTTAA AAAC TAG C G A AAT AAC AC T C TGC GAT TACT 2 4210 0 

ATAACAGATT TAAAGACACT CATGATTTCA AGTTAGACAA AAATTTATTA ATATTGATAG 2 42160 

AAAAATTTTA CATTAAATTC GTAAGGACAA AAAATTAAAA TTCATGAACA AAATCCTAGA 2 42 2 20 

AAAAATTCAA AAT AAC AC AA C AAT ATT AAT AGAAGCATCG GCGGGCACCG GAAAAACTCA 2 42 2 80 

CAT AC TGGAA AATGTGGTTA TAAATTTAAT AAAAACCAAG CTATACTCCA TAAATGAAAT 2 42 3 40 

CTTGGTATTA AC TTTT AC AA AAAAAGCCAC AGAAGAAATG CACACAAGAA T AC T AAAAGT 2 42 400 

AATAGAAAAT GCTTATTCTA ACTCAAAAAC AAAT G AAAT C TTAAAAGAAG CTTATGAGCA 2 42 4 60 

ATCAAAAAAA CTCTTTATAT CAACAATCAA TAAATTTGCA TTACATGCCT TAAATAATTT 2 42 52 0 

TCAAATTGAA ACAGAAAATT ACTCCAAATA TAAACCTAAA GAAAAATTTT CAAAAGAAAT 2 42 5 80 

AGATGAAATA GTTTATGACT TTTTAAGAAA ATCAGATAGC TTGATTCAAG CTCTTGATAT 2 42 6 40 

TAAAGA.C T AC GAACTTAAAG TGTTTAAATC TGATGCTAAA AAAACAGAAG AGATTGTTTT 2 427 00 

AAAAATAAAA AAAGCTTACG AAAGAGATAC GACTCAAGAG C T T GG AG AT T GGCTTAAAAC 2 427 60 

CCAAACGGCT TTTGAAAACA TTCTTCTTAA AAAGGAAGAG CTGATCAAAG ATTACAACAA 2 42 32 0 

AATAATAGAA G AC TT AG AT A AAATGACAAA AGATGAAATA TTAAGTTTTT AT AAT AAAC A 2 42 8 80 

TAT TC AAAC T GGCAAACTTG AAA T AGAAT A CTCTAAAGAA AACGACATAT T C AAAAT AG C 2 42 9 40 

AGAAACATTA TTAAAAAATA AATTTTTTTC AACTCTAATA GAAAAAGAAA C T AAAAAAAA. 2 43 0 00 

TTCTAAATTA TCGCCTAAAG AACTTAAGAT T AAAAAT GAT TTAATCTGTT TGGGAATTAA 2 43 0 60 

TATTAAACAT G AAAAAT AT A AATCAGAAGA CAATAGAAAT AAAAAT AGAA ACAATTTAAA 2 43120 

GC AATATGTC ATTTTAAAAG TTGAATACAA AATACTAAAA TATATAGAAA AAG AAC T AAA 2 43180 

GAAAAC TATT AAATCAACAA AC AC AATAGA T C AAAAT T AC AT AAT TT C AA AT T T AAAAAA 2 43 240 

TTACTTAAAA TCAGAAGACA AAAAGCTTCT AAATGCAATC AAAAATC GGT ACAAAATCAT 2 43 3 00 

TTTAATTGAT GAAGCGCAAG ATTTAAGCCT AATACAAATT GAGATATTTA- AAAT ATT AAA "2 43 3 60 

AAC AGC AGG A ATAAAATTGA TATTCATAGC CGATCCAAAA CAGATAATAT ATTCCTTTAG 2 43 420 
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AAAAGCAGAC 


ATTTCATTTT 


ATAACAAAGA 
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AATAAAAAAT 


AAAATCAATA 


CAGACGCTAG 


243 48 0 


AATTGTACTA 


AAAATAAATC 


AC AG AT C AAG 


TAAAAAACTC 


ATAGGGCCTT 


TAAAT AAAAT 


243 540 


TTTTAATAAT 


ATATACAATA 


ATGCAATAGC 


CGATGAAATT 


GAAAAAATTG 


ATTTTAC C AA 


243 600 


TTCACTTCCA 


AATCAAAAAA 


AC G AC AAT AA 


TAAAATTGTC 


ATCAACGGAC 


AAGAAATAGA 


243 660 


AGGAATCAAT 


ATAATAACCA 


CAAATACAGA 


AAG C G AAG AA 


GACATTTACC 


AAAAAACAGC 


243720 


ATTAACAATA 


AAATATTTGC 


TTGCATATGG 


AAAAATTGCT 


GAGAACAATA 


AAAT TAG AAA 


243780 


TATTAAAATG 


CAAGACATTA 


AAGTACTTTG 


CAGAGGAAAA 


AATGAAATCA 


ATTTAATAGA 


243840 


TAAAGCATTA 


AAAAAAGAGC 


AAATCCAAAC 


AAACAAAACT 


CAAGAAAAAT 


TTTTAAAAAC 


243900 


CAAAGAATTT 


AGCGAAATTT 


TTTATATTAT 


TAAGTGCTTA 


GACCGAAAGC 


AAAG T T T T AA 


2 43 9 60 


AACTCTAAAT 


TATATTCTAA 


GCAGCAAAAT 


ATTAAATGTG 


CCGTGGAATT 


TACAAAGAAT 


2 440 2 0 


TTTAATCAAA 


CAAGACAAAA 


TTTGCCTTAT 


AG AAG AAT TT 


ATTGAAAATA 


TAATAGTTTT 


244030 


GCTTGAAAAA 


AATGAAATAA 


CATTAATAAA 


TGCAATTAAC 


AAAAT T AC AT 


TCGAAAAAAA 


244140 


CCTGTGGATC 


AAAATTGCAA 


AT AT C AC C AA 


AG AT C AAAAA 


ATTATTGAAT 


GGGCAAAAAA 


2442 00 


TAAAATAAAT 


TACAAAGGTC 


TTCTTATTAA 


AGAAGGTAAG 


CTTGAAAATT 


TAAAAACCTA 


2 442 6 0 


TGAAACAACA 


CTTGAGATCA 


TCTCTAAAAT 


ATATCATAAA 


GAACAAAACA 


TACAATCTCT 


2 4432 0 


AATCTCTACT 


TTAGAAAGCC 


TAATAATAAA 


C G AAG AAC C T 


GAAGAAATAG 


AAGAAAAAAT 


2443 80 


AAATAATATA 


AATAATGATA 


ATGAATCTAT 


AG AAC T C AT G 


ACAATACACA 


AATCAAAAGG 


2 44440 


GCTTGGCATG 


AATATTGTAT 


TCTTACTAAA 


TACAACTCCA 


ATAGAAAATA 


GCAATTTTTT 


2445 00 


TTCAAAAAAA 


AATCAATTTT 


ACAAATTTTA 


T C AAG AC GG A 


AAAATTGAAT 


ATGATTTTTT 


2 445 6 0 


TAAATTGGAA 


GAAAATAAAA 


AATACGCAAG 


ACTAAAAATA 


C T AAG C G AAG 


AAAAAAATAT 


244620 


ATTTTATGTG 


GG AG C AAC AA 


GAGCTAAATT 


TGCTCTTTTT 


ATTAT AAAAA 


TAAAT AGC AT 


2 44680 


AAC T AGC AAA 


TTACTAGAAA 


TAGCAAAAAT 


TTTTACTATC 


GATGATATTA 


AACATGACTT 


244740 


TAACATACAT 


GAATTTATTG 


GC C AAAAG AG 


ATTCAATAAA 


AAAAAAT AC A 


ATACAAATGT 


2 44800 


AAATACAAAA 


TTAATTCCGC 


CAAAACCAAT 


AATTAAAAAC 


ATGTTTAAAA 
GAAT TTTACG 


AAGAATATAC 


2448 bU 


ATCTAGTTTT 


TCAAGTTTAA 


CAGCGCAAGC 


TCATCATAAA 


AAAACTATGA 


2 44 y zu 


TTTTAAAAAT 


ATTAACTACG 


AAAAAGAAAC 


AGAACTTGAT 


TATGAGCCTG 


GATTAGAAGA 


2 449 8 0 


GACTCTGCCC 


AAAGGAAAAG 


ACATCGGAAA 


CATTTTACAT 


GCAGCAATGG 


AGGAAATAAT 


2450 40 


CTTTAGCACA 


GC AAAAG AT A 


CATTTGATAA 


TTTTAAAAAA 


AATAACATTG 


AAATTATTGA 


245100 


AAAACAAATA 


CAAAAAATTA 


ACTCAAATCT 


CAATACAATA 


G AAAT AC AAA 


ATTCATTAGC 


245160 


TAAAATGATT 


TAT AAT AT AC 


TAACTTAT.AA 


T AT AAG AG C A 


ATTAATACTC 


GTCTGTGTGA 


245220 
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TATTGAAGAA TTACAAAAAG AAATGGAATT TTTAATAAAA ATAAATCCTG AATTTCAAAA 2 45230 

ACAAAAATAT CTTTTTGACA AACACTTTGA AGATCTTCAC ATAAAACTAA GTGATGGATA 2 45 3 40 

TTTAAAGGGA ATAGTAGATC TTATATTTAA AGCTAATAAT AAAATATATA TCCTAGATTA 2 45400 

CAAAACAAAC TATCTTGGAA AAAATAAGGA AGATTATAAT ATAACAAATT TAGAAAATAC 2 45 4 60 

GATAAAAAAA GAATATTATG ATTTGCAATA TAAAATATAT GCCCTTGGAA TAAAAAAAAT 245520 

ATTATTTAAA AACAAAAAAG AATATAATCA AAAATTTGGT GGAATAATAT ATCTTTTTAC 2 45530 

AAGAGCATTT GAAGACAATA TTGAATGCTT AAAATCAAAA TTTGAAAATG GTATTTATTT 2 45 640 

TAATCTTCCA AAATTTAACG ACGTGGATTT AG AT AAAAT C ATCTTAGAGT TAGGCATTAA 2 457 00 

AAGAC AC TT A TGAGAGATTT TTTAGTATTA AGAGAATTTT TAAAAGATAA AAACAAAAAA 2 457 6 0 

TTCTTAACCC CCGAGCTTAA ACTTTATGAA ATAATTGAAC TTTTAAATAT CAATAAAAAA 2 45 82 0 

AATTGTTATA AAGCACAAAC ACTTGCAAGA TCCACAAACA ATGAAAATAT TGTAATATTT 2458 80 

TTAATATTTT TATTTAACTA CTTTGATAAA GGCCATTTAA GAGCTGACAT AAATCTATTA 2 45 9 40 

GCAAAAGATA TTC AAAAT AC AATAATATTC ACAAAAGACA AC C T AG AAAA AAC C AAT AAA 2 4 60 00 

AGTTACAACA AAT T AAT AAA AAT AC T AAAA GGGCTAGAAA CATTTGGAAA TCTAGAAACT 2 460 60 

ATTAAGAATA TAGTTTTACT TTTAAAGAAA AAC AAC AT AC TAATGGAATT TAACAAGCTT 2 4 612 0 

AAAATTACAA CTCCCCTAAT CCTGGAAAAC AAT ATT T AC A TTTATACTCA AAAAAACTAC 2 4 618 0 

AGAGAAGAAG AAGAATTAAT AAAACAAATT ATAAAAAGAT TAGAAAACCA TAAAAGCGAA 2 4 62 40 

T T AAATG AC A AT AAAAT ACA AAATATAATA TCAAATTTAA ATACCAATAA TTTAAATAAA 2 4 6300 

GAGCAAATTA CATCAGTGAG AAAGGCATTA AAAAGCAACT TCTTTCTATT AAGCGGAGGC 2463 60 

CCGGGAACAG GCAAAACAAC AACTGTTAAC TAT AT C TT AA AAGCAATTAA TAAAACATTA 2 4642 0 

AACAATAAAA AAAAAGGATT AGTAGCCATT ACAGCACCTA CAGGAAAAGC TAGCCTAAGG 2 4 6480 

CTGCAAACAA GTATCGACTA TTCATTCAAA AATTTAGAAA TAGAATGTAA TACAATCCAA 2 46540 

AAACTATTGG GAATCAAATT CATAAACAAA AAAAATCTAT ATGATGAAGA AAATCAATTA 246600 

AATTTTGACG T AAT AAT AAT TGACGAAGCT TCAATGGTAG AT GC AC AT AC TTTTTTAAAA 246660 

CTACTGAAAG CAACTCCAAT AAC C AC TAAG TTAATAATGG TAGGAGATAA AAATCAACTC 2 4 6720 

CCGTCAGTAA AC G AAGG AAA TGTATATTCA AGTCTTTTGG GAATACAAAA AATAAATAGC 2 4 6780 

G AT AATG TAG AAGATCTTAA AG AAAAT TT C AGAAGCAACA AAGAAATAAA TTTACTCTCA 246340 

AAGGCAATAT ACAAAGAAGA TAGTACTTTG ATTTGCAAAT AC ATT AAT AA - TAATAAAAAT 24 6 9 00 

ATTCAACTGA AAGAAATAGA AAAAATAAAC TTAAAAAAAG AT C T AAT AG A ATATACAAAC 2 4 6960 
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AATTTATACA 


GAAAAATACC 


CACTTTTAAT 


CTTAAATTAC 


TAAAAGAATC 


AAAAATTGAA 


247020 


ACAATACTTG 


AAACTTTACT 


TGAAAATATA 


ATTTTAAGTT 


C AAAAAAT T T 


TGGCAAATTT 


247080 


GGAACTAAAA 


CACTAAATGA 


AATAATAAAA 


ACTTACCTGA 


AAAAGACCTA 


TGGAAGCTTT 


247140 


ATTGGCCAAA 


TAATAATGAT 


AACTAAAACT 


G AC TAT AAAA 


ATAAATTATT 


TAATGGAGAA 


247200 


CGGGGTGTTA 


TTTTTAATGA - 


AAATTCTAAA 


TTTTATGCTT 


TATTCCAAAG 


AAAAGATGAA 


247260 


AAATATAAAA 


AAATAAATTT 


AGATTTACTA 


ACAAATTATG 


AATTCAGCTT 


TGCCA.CAACA 


247320 


ATACATAAAA 


GCCAAGGATC 


TGAATACAAA 


CATATAAAAG 


TAATATTAGA 


AAATAACCCT 


247380 


TTTTTGACAA 


AAGAACTTAT 


GTATACTGCA 


ATAACAAGAG 


C C AAGGAT AG 


CTTAGAAATA 


247440 


ATTTCTAACA 


AAG AG AC TAT 


TATTAAGTTA 


AG C AAAAAAT 


CTAGCAAAAG 


AG AT T C AAAA 


247500 


ATACTAGAAC 


ACGTAAACTC 


ATTTAAAGAA 


ATTGACAAAT 


AAATTAAAAA 


CTACTATAAT 


247560 


CTTTTTAAAA 


GAATGGCTTT 


GGGGGCGTAG 


TTCAGGTGGT 


TAGAACGCCT 


GCCTGTCACG 


247620 


CAGGAGGTCG 


CGGGTTCGAG 


ACCCGTCGCT 


CCCGATGATG 


AATTTTACAT 


TTTATTGTGT 


247680 


CAGCAGCTTT 


TCTTAGAGAA 


TCTATTGATG 


CTCTAGCAAA 


TTTTTAATAA 


AAAAATTACA 


247740 


AATCTTTAAT 


TTAAAGGTTA 


TAATTTAAAT 


AATTAAAAAA 


AAAAT C TATA 


AGGAGAATGT 


247800 


AAAATGAATC 


TACAAAAATA 


TCTATTTTTA 


ACTGCTTTAC 


TATTAATTTC 


AACATCTGTT 


247860 


TTCGCACAAA 


CCAACACAAT 


AGCAAAAGAA 


AATGTAATTC 


CAAATGGGAA 


CTTAAGCCAA 


247920 


TTTGGAGTAG 


AAGAGATCTG 


CCCAATATGC 


GGATATGTTA 


ACTGTATTTG 


CGATGAACAA 


247980- 


AG T AC AG AAA 


TCGCTGCAAA 


AGTCTCTCAA 


TCAAATACAA 


CAGGCTTTTT 


TACAAGCATG 


248040 


GCTATACTTG 


CATTGCTAGT 


AATTACAGGA 


TTAGCTCTAG 


CAAAAAAGAA 


ATTATATAAA 


248100 


TCAAAATTAA 


AAATTTAAGC 


AAACTAAATA 


CTGTAGCTTT 


TAAAAGCTAC 


AGTAAAGTTT 


248160 


CAAAATCAAT 


CCTTCAGCTC 


TATTTAAAAT 


ATT AAG AAG T 


GTAAATATCC 


TCAACCCTAA 


248220 


TCTGACAAAG 


CATCTTTTTA 


ACATCTTGAA 


ATTCACAAAG 


ATTGCCTTTT 


AATGCCGTAG 


248280 


CTGTACCAGC 


TGCAACACCA 


AATTTAAATG 


AATCCTCTAA 


AGTACTTCCA 


TTATCAAAAG 


248340 


CATATACAAA 


CCCGGCAATC 


ACAGAGTCTC 


CTGCTCCAAT 


GGTGCTAACA 


AAATTAATCT 


248400 


TAGGAACAAA 


GGCCCTAAAA 


GCAACATTTT 


TGCCGCCAAT 


AAAAATAGCT 


CCGTCACTTC 


248460 


CCATGGAAAT 


TATAATGTTT 


TGAACCCCAC 


TTTCTAL.AAO 


A. 1 1 i 1 1 ILLu 


a T i T"T i, T i a to A 


2 43 52 0 


ATTCTTTTGT 


AGAATCAAAT 


TTAGCATTAA 


AAAGATCTTC 


AAGTTCATAA 


ATATTAGGCT 


248580 


TTATTAAAAA 


GGGATTTAAT 


CTAAGAATTT 


TTCGCAAAGG 


TTTGCCACTG 


GTATCAATGA 


248640 


TAAGCTTAAC 


ATCATTAGAA 


ATGCTATTAG 


CTATTTCATT 


GTATGCATCC 


TCACCAAGAG 


248700 


CTGCGGGAAC 


ACTTCCTGAC 


ATCACTAATG 


TACT ATT ATT 


TGCTAAATTT 


T T AAG T T T AT 


248760 
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TTTTCAAAAG TTCAAATTCA TTCTCAGAAA TATCTGGAGA ATTGGCATTA ATTTCTGTTT 2 48 82 0 

CTCTGCCATT TGCTATCATT TTAATATTTA ATCTTGTATC AT AT T T T ATT TTAATAAAAT 2 48 8 80 

CGTTTTTTAT GCCCCTAGAA TCAAGAGAAA ATCTTATATA ATCACCCGTA AAACCTCCCA 2 48 9 40 

AAAATCCCAA AGCCGTACTA GGTTTTCCTA AATTTTTAAG AACGGTGCTT AC ATT TAT TC 249 000 

CCTTACCGCC AGCAAAAAAA TTGTTATTTA AAGCATAATT AAGACTTTCT TCCTGAAATT 2 49 0 60 

CTTTTAAAAC TATTTTATAA TCCACAGAAG GATTGAGTGT TAGAGTATAT ATCAAGATAA 24912 0 

TCTCCTTTGA TTTATAAAAT CAATTAAATA AATAGTAAAA TTTAATAAAT GTATATACAC "2 49180 

TATATAATAT AT AAAGG TG A TTATTATGCA 'AAATTTATTT TCAAAAAACT TGATTGTTTT 2 49 2 40 

AAATTACAAT GC AACTAGTA AAGAAGATGT AATTAGAAAA ATGGCTAGCA TGTTCAATGA 249 3 00 

AAATGGATAC TTAAATGACA TGGAAGCATT TATAAAAGAA ATTAAAAAAA GAGAAGAAAC 2 49 3 60 

TAACGGAACA GGCATTGAAG AG CAT AT AG C TATGCCTCAT GCAAAAGGCA ATTTCATTAA 2 49 42 0 

AAAAC AC GG A ATTGCTATTT TAAGAGTTGT TGGCAATGGT TTTGACTTCA ACTCTTCTGA 2 49 48 0 

TCAAAAGCTT TCAAAACTGT TTTTCATGAT GGCCCTACCC GAAGAAACTC CAAGCAATGC 2 49 5 40 

. ACACATAAAA GCTATATCAT ACCTAAGTAA TACTTTTAGC AACAACCTAT TAAGACATGA 2 49 6 00 

ACTTATGAGC ACAAATAATG AAGATAGATT TTTAGAAATA ATATTGAATA AT G AC AAT AT 2 49 6 60 

AAATGAATCT AACAATTTAA ATACAAAAAA AGATTTCATT CTTGCCGTAA CAGCATGTCC 2497 2 0 

TGTGGGAATA GCTCACACCT ATATGGCAGC AGAAAGCCTT AAAAAAGCAG CTTTAGAATT 2 497 8 0 

AAACATAAAT ATAAAAGTAG AAACAAATGG ATCTAGTGGA ACCGAAAATC CAATAACAGA 2 49 840 

AGAAGAAATA AAAAAAGCAA AAGGAGTCAT TATTGCATCT GGCAAAACTA TCGATAAAGA 2 499 00 

AAGATTTAGC GG AAAAC C T T TAATCGAAGT GGGAGTAAAA G AC GGC AT AC AC AAAG C AAA 2 49 9 60 

AGAGCTTATC CAAACAATTC TTAAAAACGA AGCACCAATT TACAAAAAAA GCAACACAAA 2 50020 

CAAAACCACC GAAACCCTCC AAAAACAAAA CAAAAAAACG GGGATTTATA AACATCTAAT 2 500 80 

GAATGGGGTC TCATTTATGC TTCCATTTGT AGTCTCAGGA GGAATAATAA TAGCAATATC 2 50140 

ATTCATGTTT GGAATCAAAG CATTTGACAT AAACGATCCA AGC TAG AAT A AAATAGCAGA 2 502 00 

TATTCTAATG CAAATCGGCG GTGGAAGCGC ATTTGCTTTA ATGATCCCAA TACTTGCTGG 2 502 60 

CTATATTTCA TTTAGCATAG C AG AAAG AC C AGGACTTGCA CCTGGAATGA TTACAGGATT 2 5 0320 

AATGATGAAC AATGGAAATG CAGGATTTTT GGGAGGCATC TTAGCAGGAT TTATTTCAGG 2 503 80 

CTACGTTACA CTAACTGTAA AAAAAATATC TGACAAAATA ATTCCTAGCA- ATTTAAGAGG 2 50 440 

AATAAATCCG GTATTAACTT ATCCTTTTTT ATCAGTTATA ATTTCAGGAA TTTTGATATA 2 5 0500 
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TGG AA.TGC T T 


AGT CC AAT AT 


CTGTTATTAA 


TGAATCAATA 


AC AAAT AT G C 


TAAATCAACT ■ 


250560 


TAGCGGTACT 


AATATGGCAA 


TACTTGGAGC 


TTTGC TTGGA 


GGAATGATGG 


CAATAGATAT 


250620 


GGGAGGGCCT 


GTAAATAAAG 


CTGCATATGC 


ATTTGGAATT 


GCAATGATAA 


CTGCCAAAAA 


250630 




CACGCAAGCA 


TAATGGCAGG 


AGG AAT GAT A 


CCTCCCATAG 


GAATTGCTCT 


250740 


CGCTAC-A AGT 


TTATTTAAAA 


ATAGATTCTC 


AAAAGAAGAA 


AGAGAATCTG 


GAAAAGTTTG 


250800 


'T^ 'T^'^TTTG 


GGAGCATGCT 


TTATTACAGA 


AGGAGTAATT 


CCATTTGCAG 


CAGCAGATCC 


250860 


-~TT£ A-GGGTA 


ATACCCGCAT 


GT AT AC T AGG 


CTCATCTGTA 


GGAGGATTTA 


TTTCTGCACT 


250920 


TTTC AA-GG T A 


GAGGTTATAG 


CACCACACGG 


CGGAATATTT 


ATTCTACCAA 


TAGTAGTAAA 


250980 


C C C ATT AAT G 


TGGATAACAT 


CTATCCTGGT 


AGGATCTATT 


ATAACAGCTG 


TTTTAATAGG 


251040 


AAT C C T T AAA 


AAAG AAT AC A 


AG AAT AT AAA 


CGATTAAGTT 


TATATTCTTG 


AACCCAGTCA 


251100 


_\T AA AG T A A.T 


CTAAGTTTTA 


TTGGTGTTTC 


AAG AC T T AAT 


CCTTTAACCA 


TATCCATCTC 


251160 


AAAC C GC AGT 


GTGTTTGAGT 


TAATTTGTTT 


G AAT C C AAAT 


TGTTCTTGAA 


CATTTCTAGA 


251220 


AG T C TTAAC T 


ACAAGATTAA 


GTTTGGAATT 


GTCAATAAGT 


TCACTTGCTT 


TGGAAGTAAA 


251280 


AT C C GAT AAA 


AAAT AAAC C A 


AAACATCTTT 


ATATTCTTTG 


GCAGACATTG 


GGATCTCATC 


251340 




AGAGCAGCAA 


GTGCATCACT 


AATATATTCT 


TTATTTTCAT 


TAATATTCTT 


251400 


AGTAGCGTTT 


TCCAAATTAA 


TATTAAGTTC 


AAT AAT AT T T 


TTACCATCTT 


TTTTTTCTAT 


251460 


CTTAAACACA 


GATATATCGG 


GTTTTTTCAT 


ATAATCGCCT 


AAAATTTTAA 


T T AAAT TAT C 


251520 


AAAC T TAAC A 


ACTAAATTAA 


TAGAATCTCC 


TTGGGTTTTA 


ATACTCAAAA 


GCTTAAGCCC 


251580 


AAGC TTTT C C 


TCTCCATTTT 


TAAAGTATTT 


TTTTATTTCA 


TCTACAGGAA 


AAAGAGGCAT 


251640 


^ TTTrx*' AATT 1 


TCTTCTCCCA 


CCAAAGTTGT 


TAAGAGTTCT 


TTTCTAATTT 


TTTCAAATTC 


251700 


„TCTATTAACA 


TTAACAAATA 


TTGAAACAAT 


ACCACTAATA 


TCATCATTTA 


ACTCAATTTC 


251760 


A A-C AT TAG AG 


CTACAAGCAA 


AAAAAATCAA 


C AAT AAAC TC 


AaGCTAACAA 


AACACTTTCT 


251320 


CATAACAAAC 


TCCTAACTAA 


CAGTT AAAAA 


C T ATT AT AAT 


AGAATATATA 


GCTATAAAGC 


251880 


AATAAAACTA 


AAGGAGAACA 


CCTATGGTGA 


mTGitiTAAAAC 


ACTAGAACCA 


AAATTTTTTC 


251940 


AAAGTCTGCT 


AGACAATAGC 


CCTACCCCTT 


ATCACTTAGT 


AAAC TAT ATT 


GAAGAGAAAT 


252000 


TAATA-AATTA 


TTTTAATGCA 


C AAC AATT AA 


AACTTAATGA 


AAAATGGAAA 


AT TAAAAC AG 


i i n & n 


GAT C AT AT T A 


CATAAAAAAA 


GAAGGAACTA 


GCCTTATTGC 


CTTTAATATT 


GATGTCAAAA 


252120 


AAAAA T AT G A 


ACCGTTTCTA 


ATAGCAGCAG 


CACATACAGA 


CAGTCCGGGA 


TTAAAATTAA 


252180 


AAATAGACGC 


AAC AG AAAAA 


GTAAGTGGTG 


TGTTTTATAA 


CCATATTGAA 


GTTTATGGTA 


252240 


GT C C AAT AAT 


TTCTACTTGG 


ATTGACAGAG 


ACTTAAGCTT 


AGC AGG AATT 


GTATATTTCA. 


252300 
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AAAAAAATGA GAATATTGAA TCAAAATTAA TCAACATTGA AAACATAGGA ATTATTCCAA 2 5 23 60 

ACCTTGCAAT CCATTTAAAC CGACAAATTA ACGAAGGATT TAAATACAAT GCTCATGACA 2 52 42 0 

ATTTAACAGT AATCAGTAGC ACTAAAAAAG CAATAAAAGA TAATATCTTA GAACAACTTG 2 52 43 0 

GAATAGAGTG TGAAAATTTT CTATCTTGTG ATTTAATATT CACAGAATCA CAACCTTCTA 2 5 2540 

AAATAATAGG AACTGAAGGA GAATTTTTGG CTTCTAAAAA TCTTGACAAC AAAT CGGGAT . 2 52 60 0 

GCCATGCAAT CATGAATTCT TATGTTCATA CAAGCAATGA TAAAAATAAA ATAGCTGTAT 2 52 660 

TTTTTGATAA C G AAG AAGT A GGTTCTTTAA CATCAAGAGG CGCTGATTCA AATTTTTTAT 25 2720 

CAGAAGTTTT AGAAAGAATC GATATTGCTC TTGATTTAAC CAGAGAAGAG CATTTAATAA 2 5 2780 

AAACAAACAA ATCATTTAAT ATCTCAATTG ACAGCGTTCA CGGCATTCAT CCGGGTTATA 25 2 340 

CATCTAAACA TGATCCAAAC TATCAAGCAA ATCTAGGTAA GGGCGTAGTT GTAAAAAATA 252900 

GTGCTAATTT CAGATATGCA ACAACTTCAA CAGGATTTGC AAAATTAAAA AATTTGGCTA 25 2960 

TTAAAAACAA TAT T AAG AT T C AAG AAAT AA TAATGAAAGC AAATGTTCCT TCAGGCACAA 2 53 02 0 

CAATTGGTCC AATCTCAAAT GCAAGAACAG GAATAGAAAC TATTGACATT GGAAC AC C AA 2 53 08 0 

TGTGGGCAAT GCATTCCCTG CGGGAAACAG TATCAATAGC TGACCACATA GAAGCAATTA 25 3140 

AATTGC TAAG GGCTTTCTTT GAAAAAGGAA TTTAAAATTG GAAAAAATAA AAGAAATAAT 2 53 20 0 

TGTAGTTGAG GGAAAAGATG ATCTTAAAAG AATGAAAGAA TCTTTTGACT GCACAGTAAT 25 3 2 60 

AGAAACAAAA GGATTTGCTT TAAAAATTGA AACTATTAAG TTGTTAAAAA AAGCCTTAAA 25332 0 

ATACAAAGGA ATAATAATCT TAACAGACAG C GAT AAAT C T GGAAATATTA T TAG AC AAAA 25 3 380 

AATAGTCAAA TATCTGGGAG AAAATAATAA AATCAAACAT GCATATCTTA ATACTAAAGA 2 53 440 

CACTGAGGTT GAATCAGTAA AT AAAAC AG A AATAATAAAA ATACTTAAGG GGGTT GGAAC 2 5 3500 

TTTATCTAAA GATAATCAAA AAGATTTATT^ AAAATTAAGC GATTTGTTAG AACTTGGCAT 25 35 60 

AATAGGAGAA AACTCAAAAG AAAATAGACA AAAAATACAA AAACACTTTT GTTTGGGGGA 2 53 62 0 

TGGAAATAGT AAAAAACTCT TAGAAAGGCT GAATTACTTT AAAATAAAAA AAAC AG AC C T 25 3 6 80 

AAAAAACCAA TTGGCTTTAA CTAACTCCCC CAGAAGGACT TGAACCTCCG ACCTAGTGGT 25 3740 

TAACAGCCAC CCGCTCTACC ACTGAGCTAT AGGGGAAATT GAACACTAAA AAT AT TAT C T 25 3 800 

T AAATTT AAA AATTTTTGTC AATTATTTTC CAATATTTTT AAAATCCCAT TAGCAAGAAT 2 53 3 60 

TTTAGAATCT TGATCTCTAA GC T T AG AAG A TCTAATAGCC CAAGCTTCCT CTGGAAATGC 2 53 92 0 

CAAATTTCTA ACTTCTACTA AAAGCTTAGT C AT TAG T AT A TTATTTCTTA- AAACATGAAG 25 3 980 

ATTTTGACCC TT AAT AT AAA AACTTCTTTT CATTCCTTCT GTAATTTTTT CTGCTGCAGA 2 5 4040 
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CTTTGAATGA 


ATATCATATT 


TTTTATCGTC 


ATCTTTTTGA 


TAATAAAACC 


CCATACTCTT 


254100 


AGGCGCTCCA 


ACACTATTAT 


CCGCATGCAA 


AC T AAAAAAG 


GCTATATCCT 


TATCTTTAAT 


254160 


ATGTTTATAT 


TTATTAACAA 


TGTTTTTAAC 


AACGACTAAT 


CTTTTTTTAA 


GGCCTGATGG 


254220 


AGTGCCGCTT 


ATCCAAGAAT 


CAACAGTATC 


ATTTTTATTT 


AGATCATAAT 


CATTGTAAAC 


254280 


TTf^TTTTTA 


ACATTAACAA 


AAGTATTGTT 


AGCAAAAACA 


CTATTTCTAA 


TTAAATGGTC 


254340 


nr;r;nnr T AAA 

V TV TV ^JV — JV-JV — . X riTUi 


ATAGTAAATT 


CAACATTGGC 


CCCCTCTTCT 


TTAAGGTATA 


CATAAAGCCT 


254400 


TAAGGCAATA 


T CAT AT AC AT 


ATTCATCTTC 


AACAACAAAA 


ACTTCATTTC 


CAAGACCATC 


254460 


T C TAG AT TT A 


ACAATAGCTC 


CAGGATCAAG 


ACCACCGTGA 


CCTGGATCAA 


GAATTATTAA 


254520 


TTTATCCTTA 


AGTCTTGATC 


CTTTATTAAA 


CCTAGAATTT 


ACCAACTTTT 


CAAAACTTTT 


254530 


GAAAAGC TGG 


GTTGCCTTTT 


TATAAGAATT 


CAAAGGAGAA 


TGCCAATCTT 


CTGAATAAAA 


254640 


CTCACTTGGC 


TGACTTATCT 


TTCTTGGTCT 


ATACCAATAA 


TAGAAATCAC 


CAACAACCTC 


254700 


AAATATTGGT 


ATTTTGGAGT 


CTAAAATAAC 


CAAAGAGCTA 


AT AT C AAAAA 


GATCTTGATT 


254760 


GGCAGTAATT 


CCAAAAGTAT 


TTAAATTTAG 


TTTTTTATTT 


TTACTTGAGG 


GAAGATTAAC 


254820 


TATTGTTTGC 


AC T T T ATT AG 


AAGAATTAGA 


GCCAGAATCA 


ACCTTTTTTT 


TAATATATAA 


254880 


ATCGTTTTTA 


GTTTTAATTA 


T AGAAGAAT C 


'AATTGAAAGT 


TTTTTATCAA 


AAATTTTCAA 


254940 


TTTTTGATCG 

X X X X X U-Tl X vj 


TGCATAATAT 


TATTGCTGCT 


TAAATTATTC 


CAATTTTTAA 


GATCCTCGAT 


255000 


TAAAACACCG 


TAATGTCTGG 


C AATGC TATA 


CAAAGTCTCC 


CCTACAGCAA 


CTGAATGATA - 


255060 


GATAAAC TT A 


TTATCTATTT 


TTTTCTCAAT 


TTTTAAATCT 


CTCTCAACAG 


GTTTTTCTAA 


255120 


ATCATTATTT 


ACAATCTTTA 


AAACATTTAA 


CAATGAACCT 


GCTTTAAGAT 


TAATAGCCCG 


255130 


ATTGC C ATT A 


AGGGC T AC AA 


GATCCTTAGC 


AGTAACGCCA 


TAAATATAAG 


CTATTCTGCC 


255240 


AAGAGTTTCC 


CCTCTTTTAA 


CATAATGAAA 


ATTAACATTC 


TTAGTGGCTT 


TCTTTAAAAA 


255300 


AAGTTGCTGG 


CCAATCTTTA 


ATTTATCATC 


ATTAAGAAAA 


TTAAATTTTA 


AAATATCCTT 


255360 


AGAACTAATA 


TCAAAATCCT 


GAGAAAGTTT 


TGAAAGTGAA 


TCACCTTTCC 


TAACCATATA 


255420 


AGGCTTTAAA 


AAATCAGGCT 


CGGTTAATAC 


AAGCTTCATT 


CCAACCTTAA 


GATCTTTAGA 


255480 


ACGCAAATCA 


TTCCAAGCAA 


TTATCTCTTC 


TTGACTTAGT 


CCAACAAGCT 


TTGAGATGCT 


255540 


CTCAATGGTG 


TCGCCTTCTT 


TTGCGGTGTA 


AAAAACTC C C 


CCTTTACTAG 


Ai ILI P^K,t\t\ 




ACTAAAAGAA 


TGATTGACTT 


TGTGGGTAAT 


GTTTTGACCT 


AAATTAGAAT 


C AC TTGGAAT 


255660 


AATTAATATT 


TGACCCGCCT 


TAATATTGTC 


AACATTAAGT 


TTATTAATCC 


TTTTAAGATC 


255720 


GCTTACTTTG 


ACTTTATATT 


TAATTGCAAT 


TGAAAAAAGA 


GTATCTCCCT 


TGACAACCTT 


255780 


ATACTCAAAA 


TCGGCATTAA 


GATTTACAGG 


ACCTATTATT 


AAAAAATAAA 


ATAATATAAT 


255840 
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AAGATCTATA 


ATTTGCAAAA 


T AC AAAAAGT 


TTTACTTTTC 


CTTAATGCCA 


GTATTTTGAA 


255900 


CAATGTAATC 


AT AAAT TAT C 


C AAT AAT AAT 


CATATTTTTT 


AAAGAAGAAA 


GTATATCTTT 


2 559 60 


TGGAAATATA 


AAATTGCCCA 


TCGTCAAAAT 


ATAAATCAGC 


AATCACCTTG 


C C AGAAGT AT 


256020 


CAGAATAAGT 


AGTTTCAATA 


ATAGAAAATT 


TATTTGGTGC 


TTTTGAAATA 


TCCGAATTAT 


256080 


TAGAATTCCA 


CAAATATTCT 


TTATACTCTT 


CAACTACATT 


TTTATTGGGA 


ATAGGTGATA 


256140 


ACTTTTGCTT 


ATAAAGGTAT 


GCCTTGCCCT 


TGTCATTTAA 


TAACAAACCT 


TCAATATCAA 


256200 


GATATAAAAA 


GAACTTTTCT 


TTTTTCCCAA 


GCTGCAATGC 


CTTTAACAAA 


TAT T T AAC AA 


256260 


TTTCATCGGG 


AGATAATTTT 


TTCTTTTTCA 


AG AT AT C T T G 


AATATCATTA 


TTTTCAGACA 


256320 


AATTAACAAG 


GTCTATGCTA 


CCTGGATTTT 


CATCAAAACC 


ATCATTCAAA 


AAAAGCGTAA 


256380 


TAATATTGGA 


TTCTTTTTTC 


TTAGATGGAT 


CTGAAATGTC 


TGGGAAAAAA 


ATACCCTTAA 


256440 


CAAAATAAAC 


TCCATCTTTA 


CTAAACTTAA 


CAAATTGATT 


TAAGTTAATA 


ACT AC AG AAA 


256500 


ATTTTTCATT 


AGGTCTCAAG 


CTCATATTTC 


TAACAGGAAT 


TGCAACATTT 


TTAGATCTCT 


256560 


TTTTAACATA 


TTCAATAGGT 


CTTTTAACTT 


TAATATTGGT 


GGTATCAGTA 


AC AT C AAAAT 


256620 


C AAAGC C AAA 


AGAATTAATA 


TCGCCTATTT 


CTAAAGTTAA 


AACACTCTCA 


GACGCATTAC 


25 6 68 0 


TAAGAGAAAC 


TTCAATAAAA 


ACATTACTAT 


T G AC AC GAT A 


AATAGATTGA 


T T AAAAAAC T 


2 56740 


TGATTTTAAA 


ATCAAGGCCC 


TTGTAATCTC 


CCGCAAACAA 


AAGAAAAGAA 


ATATTCATAA 


256800 


AAAAGATACA 


AAAAAGCAAT 


TTTCTAATAT 


TCATAAGCTC 


CCCTCAAAAC 


CT AAAC AC AT 


25 68 60 


TAT AT AT AAA 


GAAAGTAATA 


ATACCTATAG 


TATATTATTA 


TACTAAATTA 


ATT AAAC AAA 


256920 


AAGGTAAAAA 


ATGAATATAG 


ATGAAGAACT 


AACAACAATA 


TTAAAGAATA 


ATTCTAATTT 


256980 


AAAAAAAATG 


AAAGAATTTT 


TAGAACAAAA 


TATATTTTTT 


TCATTAACAG 


GATATGAAGG 


257040 


ATTTTTCAAG 


GCTTTTTTAA 


TTAAAAAAAT 


CAAAGAATAT 


AGCAAAACCG 


GG AAAAT AAT 


257100 


ATTAATAGTT 


AAAGACGAGC 


ACACATTAGA 


T AAAAT C AAA 


AACGATTTAC 


AAGTAATTAC 


2 5716 0 


AAATCAAATC 


TTTGAGCTTA 


ACTATTTTAG 


CCCCCTTGTA 


TACAAGGGCA 


TTGGCTCAAA 


257220 


AAGTACGATC 


TTTAACGAAA 


GAATCAAATT 


CTTATTCAAT 


TTTTATAAAA 


AAAATCCTGG 


257 2 80 


AAT AT AT AT T 


ACAGTCTTGA 


AATCATTGCT 


TAGCAAAATA 


CCCGATAAAA 


ATACATTACT 


2573 40 


AAAG AAT AT A 


TATAAAATTG 


AAAAAAATAC 


CAATATTAAT 


ACAGCAGACA 


TTGAAAAAAC 


2 57 400 


TCTTATAACA 


TTGGGATATG 


AAAAAAC AT T 


AAGAGTAACA 


ATTCCAGGAG 


AATTTACAGT 


257460 


AAAAGGAGAA 


ATTATAGATA 


TATACCCTTT 


TGGAGAACAA 


AAT C C AAT AA 


- G AAT T GC AC T 


257520 


AAAC TTTGAC 


AAAATAGAAG 


AAATAAAAAA 


ATTTAATCCC 


TTAACCCAAT 


T AAAAC AC G A 


257580 
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J. r\rA. X unnn x jl 


TTAGAATTCC 


AAATTCTTCC 


AAAAAAAGAA 


ATTATTTGGG 


AC GAT AAAAC 


257640 


T A TT A AC AC C 


TTAAAAACAA 


AAAlTTAAATC 


TGTTGAATAT 


AAAAAGATTC 


T T G AAG AG T T 


257700 


PPATTTT A A A 


AAAGAAACAA 


AAACAGAAGA 


AAT GT TTT AT 


CCACTAGTAG 


CAAATACTTA 


257760 


p TT A PPTP AT 


GAG AT T G AAA 


AACACACACC 


TATTTGTAAAC 


TTTGAAATTA 


AC AATT T C G A 


257820 


ft a a aPA AA TT 


PA A AAA AT AC 


AC C AAG AAT A 


TGAAAAGCTT 


TACAAAGAAG 


C AG AAG AAG C 


257380 


r~* T 1 A A a a AT 1 


AT A ATTP A TP 


CAAAAAGAAT 


TCTCTTAAAT 


TATAAAACCT 


TCAATCTAAA 


257940 


AAbLUi\ lull 


TT ATTTTP A A 

X X X X X X V_J~!urt. 


AAATTAAAAG 


CCTTAAATCC 


AAAGAAACTA 


TAGAGTTTAA 


258000 


A A Tf^P AAA 


PAPAPAAAPT 


TTTTTTCAAA 


TATAGCACTT 


AC AAAAG AAG 


AATTTGAAAA 


253060 


rpTPPPTPA a A 


a ATPPATTT A 


AAA TC AT TAT 


TGCAGCAGAA 


TCTGAATCAC 


AAAAAGAAAA 


253120 


A prnrn A A A T A T 


ATTTTP A A AP 


AATT G C C AAA 


AGTATCAATT 


GAGGTTTTAA 


AAATATCTAG 


^258180 


L1L1 1 X i\A 1 A 


A T A P A A AAAP 


A A A A A ATTGC 


CATTATTCTT 


GAATCAAACA 


TTTTCAATAC 


. 258240 


a a a a a 


ATAAAPAAAP 


CCTTTGAATC 

v x x x urin .l — ■ 


TTCAAAAACA 


AAAGCTATTG 


ACTCTTTTGT 


253300 




A A A A AT A PTP 


ACGTAGTTCA 


CATAAACCAT 


GGAATTGGTA 


TATTTAGGCA 


258360 




ATAAAAAPAA 


GCTCTCTTGA 


AAAGG AT TAT 


ATTGAAATTG 


AATACGCTGA 


258420 


APPAPAAAAA 


PTATTT ATTP 

\ L rt. XXX jt"l X X ^ 


CAATTGAACA 


AACAAATTTA 


ATCCAAAAAT 


ACATTGGAAG 


258430 


TP ATPPTA A A 


A AT ATP A A AT 


TAGATAAAAT 


AAGTTCTAAA 


ACATGGATAA 


AAAAC AAAGC 


258540 


A AAPPPAAAA 


A A A AP A ATPP 


AGGAGATTGC 


AGACAAATTA 


ATAGAACTTT 


ATTCAAAAAG 


258600 


A C A A A PP A TT 


A APPPT ATT A 


A AT AC C C AG A 


AGATAATGAA 


TTACAATTGT 


TGTTTGAATC 


258660 


rpf~> a a T'TTT" 1 A 
Xvji\AI I 1L.LA 


T APP A TP A A A 


CTCCAGATCA 


AATAAGAGCA 


ATAAAAGAAA 


TAAAAGAAGA 


253720 


rp a TO A TCZ A PP 


TTT AAA PT A A 


TGGATCGCCT 


TCTTTGTGGA 


GATGTTGGAT 


TTGGAAAAAC 


258780 


TT* A APTTPPP 


ATPAPAPPTP 


CTTTTAAAGC 


CGTAATGGGA 


AACAAACAGG 


TT ATTGT AC T 


258840 


PTP APP A AC A 


ACTATC^TAG 


C AGAAC AGC A 


TTTCAATACA 


TTT AAAAAAA 


GATTTAAAAA 


258900 


TTTTPP A ATP 

X X X X V— \—.CT-r i. X 


AAA AT C G AAG 


TATTAAGCAG 


AT T TAT AAAA 


AATAACGCAG 


AAAGC CGGAT 


258960 




CTTAAAAGTG 


GAAAAATTGA 


TATAATCATA 


GGAACGCACA 


AAATTCTTTC 


259020 


A A A A A AATTC 


ACCTGC AAAA 


ATTTAGGGTT 


AAT AAT AATT 


GATGAAGAAC 


AAAGATTTGG 


259080 


TGTAAAAGAA 


AAAGAAAAAC 


TTAAAGAAAT 


AAGAATTTCG 


GTTGATTGCC 


TTGCTCTTTC 


o c o 1 /in 


TGCAACACCA 


ATTCCCAGGT 


CTCTTCACAT 


GTC ACT AATT 


AAGCTTAGAG 


ATATTTCCGT 


259200 


TTTAAAAATT 


CCGCCTCAAA 


ACAGAGTAAA 


AATAGAAGCT 


TATTTAGAAT 


CATTTAGCGA 


259260 


ACTTTTAATA 


AAA CAT G C AA 


TTGAGAGTGA 


ACTGTCTGGA 


GATGGTCAAG 


TTTTTTTAGT 


259320 


AAATCATAAT 


ATTGAAGAAC 


TGTATTATTT 


AAAAA.C AC T A 


ATTGAAAGAT 


TAACCCCTTA 


259380 
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TGCAAGAATT GCAATAATTC ATGGAAAACT AACAGGAGAA GAGATTGAAA ATATAATGCA 2 5 9440 

CAATTTTATT AAAAAAGCGT ATCAAATTTT ATTGGCAACA ACAATAATTG AAAATGGAAT 2 5 9500 

AGATATTCCA AATGCAAATA CAATAATAAT AAATAATGCA AACAAGTTTG GACTTGCACA 2 5 9560 

GCTATATCAA CTAAAAGGAA GAGTTGGAAG AGGATCTCAG AAAGCTTATG CTTATTTTTT 2 5 962 0 

GTACCAAGAC AGCGAAAAGC TAAATGAACG CTCTATTGAA AGATTAAGAG CAATAACAGA 2 5 9680 

ATTTTCAGAG CTAGGAGCAG GATTTAAAAT AGC AAT G AAA GATATGGAAA" TAAGAGGTGT 2 5 9740 

TGGCAATTTA CTTGGTAGAG AACAACATGG GGAGATTGAG TCGATTGGAG TAGATTACTA 2 5 9300 

TCTAACAATG CTAAATAAAG CAATTGAAAA GAAAATGGGA AAAATCTCAT CAGATGAAGA 2 598 60 

AGAGGTTGAT ATTAAAATTA ACTATAGTGG ATTTATTCCT GAAAATTATG CAAAAAATGA 2 5 9920 

GCAGG AT AAA ATACTAATCT. ACAAAAAAAT CTTTAAAATT CAAACTGAAG AGGAAAGTAA 2 59930 

AAAAATAAGA TCAGAGCTCC ACAACGACTT TGGCCCAATA CCCGAAGAAA TAAACAGTCT 2 60040 

ATTAATGTTA GCTGAACTTA AAATTCTAGC AAAAGATTTA AACATAACAA AATTAAAAGA 2 6010 0 

AAAAAAGAGG GCTTTGGAAA TAGAATACAA AAATATAGAA AGCATTCCTA TGGAAAAAAT 2 6 0160 

AAT AG AAAT A CTTCAAAAAC ATCCTAATTT ATTAATATTA AATCCCTCAT AT C AAAAATC 2 6022 0 

AATATTTTTA AGC TTTAAAA ATATTGAAAA ATCTGAAAAA ATAAATTACA TATATAAAAA 2 6 0280 

TATTAACTTA CTAAAAACAA GCACATAACT TGTCAAATAC AAAAGGAAAA AAAATGAAAA 2 6 03 40 

TATTAATCAT AAACACAGGA AGTTCTTCAT TAAAATTTGC TATTTATCAA TATGAAAATT 2 6 0400 

■CAAAAAAAAT AATATCTGGA ATTGTTGAAA AAAT AAAAT C AC AAAAATC A AT CAT AAAAA 2 6 0460 

TTGTAAATAC TG AC GG AT C A AC AAC AG AAA GATTTGAAAA AGGAATTGAA AATCACCAAA 2 6052 0 

AAGCAATAGA AAAAATGTTT AAAAT AC TC A CAAACAGCGA TTTAAAAATC CTTAAAACTC 260580 

TTAGCGAAAT T AAAAT AAT A GGACACAGGG TTGTACATGG AGGATCAAGC CTTAAAAATT 2 60 640 

CAGTAATTCT TAATAATAGT ATTTTAAATA AAT T AAAAC A AATTTCTGAA CTTGCTCCAC 2 607 00 

TTCATAACCC AAATGCAATC AC C GC AAT AG AAGCGGTGCT TAAAATTTTA CCACACGCAA 2 607 60 

AGCAAGTTTT ATGCTTCGAT ACATCCTGGC AT C AAAC TAT AAAAGAACAT GCCTTTCTTT 2 50820 

■ ATGCAATTCC ATATTCTTGG T AT AAAAAC C ACAATATTAG AAAAT ATGGC TTTCATGGCC ^2 608 30 

TTTCTTATTC GTACATAACA AAAAGATCCT CAGAAATTTT AAATAAAAAA ATAGATAGTC 2 60 9 40 

TAAATTTAAT AATATTGCAT CTTGGTAACG GAGCAAGTAT TAATGCTGTT AAAAATGGAA 2 61000 

AATCTTATGA CACAAGCATG GGAATTACTC CGCTTGAAGG CCTTGCAATG' GGAACAAGAA 2 610 60 

GCGGTGATAT AGACCCATCA AT T ATT AAT T T GATGAGC AC TAT ATT AAAC AAAAC C AC C A 2 61120 
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AA-CAAATCGA AGAAA7ATTA. AAT AAA 3 AAA GTGGCATACT GGGAATTTCT GAAAAATCAA 2 6118 0 

ATGACATGCG GGAT ATT T GG A-.CAA.AATGG AAGAAGGAGA ATATCAATCA AAACTTGCAG 2 612 4 0 

TAGAAATAAT G AC AT A J AG A ATAAA^AAAA.T ATATTGGATC TTACATTGCC GCTCTTGATT 2 613 0 0 

TT AATGTCGA 7GCAACAGTT TTCACAGGCG GAATTGGTGT C AC T GAT TAT GGAATAAGAG 2 613 6 0 

C^CTTGCACT AAA-GGGGTCT GAAAAAA.TGG GAA.TAGAACT GGACCTTGAA AAAAATGAAA 2 6142 0 

TGGCCCAAAG TAAJ3TATTCA. GAATCCGAAA TATCAACCAT TAATAGCAAA C T AAAAAT AC 2 6143 0 

TGGCAATACC AACAAACGAA GAATCA.-.CCA TTCTTGAAGA CATTTATAAT TTAATTCCAA 261540 

AAAA.TTTATA ACT'TACAA.CT CTAA A-AACTA AAATCTGGTT TATTTATTAT AATCATTTAA 2 6160 0 

AATAGATTCA TA~TTA\CGC Z T GC AAAGC A AAGTTGCTTT TTTAACATCT TCCATTATTT 2 6166 0 

GTTTTCCTTT TAG C ATTTCA AGAAGAGTAA AA.GCAAATTC AAAT GAAGT T CCAACTCCTT 2 617 2 0 

TAGAAGTAAT AAAA/TC AT CG CTTCTAACAA CATTTTCATC TACAAACTCA CCATCAAGCA 2 617 3 0 

CATTTTTCTC CAAAGCTGGA CAACACGTAA ACTTATTGAA. TCCTAGAAGA CCTTTAGCAG 2 6184 0 

CAAGCACTAC CACCGGAGAA GC AC AAAT AG CTGCAATAAA CTTACCTTTG GAATTCATAT 2 619 0 0 

CTTTTAAAAT C AAAT C C AAJT CCTTTTGAAT TAAAAAGATT AGTAGCTCCA GGCATACCTC 2 619 6 0 

CCGGGAGAAT TATTAGATCA AAA.CAATTCT CCTTACAGTT TG AT AT TAT A TCATCTGCTA 2 62 02 0 

AAAAAGAAA.C GCCTTTTGAA CTTA-TCACAA CATTGCTATC ATTTGTGCTG ATAATTTGAA 2 6 208 0 

TATTAACA-TT ACCCCGTCTT AAAAT AT C AA TCGGGATTAT GGCCTCAATA TCTTCAAAGC 2 6214 0 

CATTTGCAAG AA.CAACTCCT AC T AC C AT TT ACAACCTCTA ATGC TGATGG AGGGACTTGA 2 6 2200 

ACCCACGACA ACTCGGATAT GAGCCGAGCG CTCTAACCAA CTGAGCTACA TCAGCTTAAA 2 622 6 0 

CTTTTATTAA GCGTATAA_AT CCAATAATGC TTTGTCAATG TTATTATTCA AAAGTATTAT 2 623 2 0 

TATAAAGTAT AATACAAAAT GGCTTGCTAA T AAAT AT AAA TTACTAAATT AGCATTTATT 2,62 38 0 

ATTTATATGG TCAAA.7GAAA AGAAA.CTTTT ATCTCATTGT CCTTTTTATA GCTAATAACT 2 62 44 0 

GCTTTTCTAT TGATTTTTGG GATACGATGG AAAGAGAAAA ATT AAT AAAT GAAATGGTAA 2 62 50 0 

GCA.AAATGCA AGATCATGAA CTACTGGGGC AAATG T T C AT GATAAGCTAC CCAAATCAAT 2 625 60 

CAATCACAAA TTTTGGTCTT GATTTTATAA GTAAAAAAAA TCTTGGGGGA ATTAAAATTT 2 62 62 0 

TTGG ATGGAA CGCAAAAGAT TTAAAAAATT TAACAGAAAG TAT T C AT AAA GCTCAAAAAA 2 62 68 0 

C ATC TC AAA-A. TAATAA.ATTT AAAATTCCTT TATTTGTAGC AACAGATCAA GAAGGGGGAT 2 6 2740 

TGGCGCAGCA CA.TAAAA.TTA AAT AC AT C AG AAAC AAT T GG C AAT C TTGG A ATTGCAGCAT 2 62300 

CGCTTTCTCC AAA-AG AT TC T TATA AT AC AG GAT AT T AC AT AGCACAAGAG CTAAGGCAAC 2 62860 

TTGG AAT AAA 'T C T AAAC T'TT GC GC C C AT AG T AG AT AT AT A CAGCCATGAA AATAATTTTG 2 62 92 0 



CAATAGGACC 


AAGAACATAT 


TCGGATAACC 


CC AAAAT AGT 


ATCACTTCTT 


TCTCTGGCCT 


262980 


TTTATAAAGG 


ACAAAAGCAA 


GGAGGAGTAA 


TTTCTACTGC 


AAAACATTTC 


CCAGGACACG 


263040 


GCAATACCAC 


TCTTGACTCT 


CATATCAATA 


TTCCAATAAT 


AAATTCTAAT 


TT AC TAG AAA 


263100 


TAAGCTTAAA 


TGAACTTTTA - 


CCATATAAAA 


TATTAATCCA 


AG AAAAC AT C 


CCCGTAATAA 


263160 


TGACAGGTCA 


TTTAGCATAT 


CCAAAGCTTA 


CAAATGGAGA 


AAATATTCCT 


GCATCATCCT 


263220 


CAATAAAAAT 


AATTAAAGAC 


ATACTTAGAA 


AAAAATTAAA 


ATATAATAAC 


ATAATAATTA 


263280 


CTGATGACCT 


ATTAATGAAC 


GCAGTAAACT 


ACAATAATGA 


GAGCATTTAT 


AATACGATTG 


263340 


AAAGAATAGT 


TAGAACCAAA 


AGTGACATTT 


TTTTAATATC 


TTTAAATGAA 


AATATACAAC 


263400 


AAAATGCTTA 


CAACATGCTA 


TTAAATTTAA 


T G AAAAAAG A 


TTCAGAAATA 


AAAAAC AAT A 


263460 


TTATTGAATC 


TAATAAAAGA 


ATATTAAGAA 


TAAAATTAAT 


GT AC TT AAAA 1 


GAAAATAAAA 


263520 


ATAAATCTGA 


TCTTTATCCT 


AATTTAAACA 


AAAAT GAG AA 


AATATATTCA 


AAAG AAGGT G 


263530 


AAAAATTTTT 


TGAACAAAAC 


ACATTAAGGA 


GTATTACAAA 


AGTAAGAATA 


GAAAAAGAAA 


263640 


TATCTAAAAC 


CAAAAAAACA 


CTTATAATAT 


CTCCTTACTA 


CAAAATGATT 


GTAGAGGGTA 


263700 


AAAAAATATT 


TCAAAATACA 


TACGCTTATT 


ATTACAACTA 


TTATCCCTTA 


AAC GGAAT T A 


263760 


ATCCCCAAAA 


ACTCGAGGAA 


ATTAAAAAAT 


TAATTAATAA 


ATTTGAACAA 


GTAATATTTA 


263820 


ATTTATCCAC 


ACCTGGAAGC 


TTGAAATATT 


TAGAAAATTT 


GAAAGAATAC 


AAAGACAAAA 


263380 


TAAGCGTAAT 


TGTATCTCTT 


ACTCCTCACC 


AT AT T AAAAA 


ATTAAATTGG 


ATAAAAAACA 


263940 


TAGTAATTAT 


TTATGGAACA 


ACACGCTTGG 


CATTTAAATC 


TGGATTTTTA 


ACACTCACTA 


264000 


AAGATTTTGA 


TCCAAAAGGA 


ACCATCCCTT 


TAAAAAATAT 


TAT AAA T AAA 


TAT TAT C C TT 


264060 


AATGTATGCT 


AGCATTCGAT 


TTTTTACAAT 


CTCTAGAGAA 


CCTTGTTTGA 


TTCTAAACCC 


264120 


ACTGGCATTT 


TTATGCCCAC 


CGCCTCCAAA 


ATCTTCTGCC 


AATTTTCCAA 


CATCAAAAGA 


264130 


ATCTTTAGAT 


CTTAGCCCAA 


CTATAATCGA 


ACCATCCTCC 


ATTTCCTTTA 


AAATGCCTAA 


264240 


AATTTCATTA 


TTCTGAACAT 


TGC TTAAAAT 


CAT AT AAAAA 


AGCTCATTAA 


CCCCACTAAC 


264300 


TCCACGATCT 


TTGCCAGAGC 


TAGAAGAAGA 


TAAAAATGTA 


AAC AAAAC CT 


TTCCATTCCA 


264360 


ATAAGATTCA 


AGACTGTTAA 


GCATTAACTT 


AAGAGTTTCT 


ATTGATTTTA 


GGCTTTTGGT 


264420 


GGTTTCTATA 


T AG C TAT AAA 


CTTCTTTAAG 


GCTTATTCCT 


TTTGAAACCA 


GTCTTGCAAC 


264430 


CATTTCAAAA 


GGCTCTGGAT 


CACTTCTTGA 


AATAAATTTA 


AJ\AAAACCAG 


TATCAGTACA 


264540 


AAATCCTACT 


AAAAT AT AC C 


AAGCTTCTTC 


TTTTGTAAGA 


TCATGTCCAA 


- ACTCTCTTAT 


264600 


CAATTTTTCA 


AT T AAAAAAG 


TAGTAGAAGG 


TGCAAAAGGA 


TCAATATAGC 


CCTCACATTC 


264660 
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TAATTTTTCA 


CCAGACATAT 


GATGATCGAT 


307 
TACTAAAGTA 


GGCATATTCT 


TTACATAAAA 


2 6472 0 


GATAAATTCA 


TCACCTATCC 


TATCTAAAAT 


CGAGCAATCT 


AAAATAATAA 


CTGAATACTC 


264730 


TGAAATCTCA 


ATATTGGGCC 


ATTCAGATAA 


AAACTTATCC 


TTAAAAGGAA 


CTATTTCTTT 


2 64340 


TCTAATAAAA 


GG AC C TT CAT 


TTAACAAAAT 


AGAATTTTTA 


CCAATTCTTG 


AGAGAAAAGA 


2 64900 


GGATAAAGCT 


AAAGAAGAAC 


CTATACAATC 


AAAATCAGGA 


TCTTTGTGCC 


CAATAATAAC 


2 64960 


AAAATTATTA 


TATTTTTTAA 


TAAAATTAAT 


AACATCTCTC 


ATAATAAAGT 


TCGCAAACCT 


2 65 02 0 


TCCGCAAAAC 


AAGTTTTTAG 


CTTATTTTAC 


ATTGACTATA 


TTACAATATT 


TCAATAAAAT 


2 65080 


AAACCACAAT 


GGCTAATAAA 


ATATAACAGG 


TGGGAAATTT 


TGGAAAAACT 


AAAACAAGAA 


2 65140 


GATATAGATA 


AAGCATTTTA 


TATGGCAGAA 


AAAGCACGAA 


ATAATTCATA 


TTCTCCATAT 


2 65200 


TCAAAATTCA 


AAGTAGGTGC 


CTGCATTAAG 


ACCAAAACAA 


ACGATTTTTT 


TATTGGAACA 


265260 


AATGTTGAGA 


ATGCAAGCTT 


TGGAGCAACT 


TGTTGTGCAG 


AAAGAAGTGC 


GATTTTAAAT 


2 653 2 0 


ATGATTGCAA 


AAATTGGCGT 


ACAAGAAATA 


GATTTTTTAT 


TACTTAATAC 


AAGTCCTGAA 


2 653 8 0 


TGTATTCCGT 


GCGCTATATG 


CCTGCAAGTA 


ATGGCAGAAT 


TTTTTAATCA 


AG AT AC AAAA 


2 65440 


ATAATAATAA 


CAGAATCTAA 


ATCATTTAGT 


GAAAACAAAA 


C AC C AAT AAA 


AATTTATACA 


265500 


TTAAAAGATT 


TACTTAAATC 


TCCTTTTGAT 


AAAAAAGAAC 


T AC G AAGAGT 


AACATACTCT 


2655 60 


GAG C T TG AAA 


AAAAATTAAT 


TTAATTTAAT 


ATCTTTAGAG 


AAAC C AAAGC 


AC TTGC AAAC 


2 6 5 620 


TTATTTAATT 


TGTTGCTTTC 


AAGAGTATGA 


GCAGATAAAT 


CAAATACATT 


TAAAATAAGC 


2 6 5 680 


TTTTTCTCAT 


CAGAATTAAA 


ATTATATTCC 


AAATCTTCAA 


ATAATAAAAA 


ATTAATAATT 


2 65740 


GGAACAAATT 


TTTCTATAAA 


GCTGTATAAA 


C T ATT ATT AA 


TATCATGGGT 


TTCATAATAA 


2 6 5800 


TAATCAAATA 


TATCTTCTAA 


TGACCTTCTG 


TCAAACTCTT 


TTAAAATCTC 


GTAAAAAATA 


2658 60 


TTTTTAATAT 


TATCAATTAA 


ACTGTGCAAA 


TCATTATTAT 


TTAAAATAAT 


TTTTTTACAT 


265920 


TTTTTCACAA 


AAAAATCTGC 


TTGCCGCATA 


AAATATCCCT 


CACTTTTGCC 


CCCAACAAAC 


2 65980 


TAAGATTGAG 


CTTAAATTTA 


ATAAATGATA 


AAATTTAACA 


TTACTGCTAA 


TATAGTAAAA 


2 6 6040 


TTATGCAACA 


AC T AGGAGAA 


TGTTACAATT 


ATGGTCAAGG 


TAATAAGCTT 


AAAAAACATT 


2 6 6100 


C AT AAATTTG 


CTTATTTAAA 


ACTGGATCCT 


TTAAAAAAAG 


AGGATATCTA 


CATTGTTTAT 


2 66160 


ATTGAAACTA 


ATTCAAAATT 


AATTGCAAAT 


CTTAAAGCAA 


AAACAAAAGT 


TGATCAAATT 


2 6 6220 


GAAATAATTA 


ATTTTTATAT 


TGATGATGAT 


TTTAAATCGG 


AAGGCATAGA 


AAGAATAATG 


2 6 6280 


ATTAGCAATT 


TAATTCACTA 


CGGCAAAAAA 


AATAAGTTTA 


, AAAC AAT TTC 


ATGCCAAATT 


266340 


GCTGAAATAC 


AAGAAGAGCT 


TTTAAGCTTG 


GGATTTGAAT 


ATAACGATTC 


TAAATATAAA 


266400 


AAAGAATTAG 


CATCTGAAAT 


AGAAGAAGAT 


AAATTTGTAA 


TGGGAATAGG 


AATAATCTCT 


266460 
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ATATTTACCG AAGTAGCATC AATATCTTCT AAGCTTACTG TTGGAATACT GTTTAATTCA 2 6 6520 

TTTGCACTTA. TTGCTGATGC TTTCCACGTA ATGGCCGACT TTGTTTTATC TACAATAACT 2 6 6580 

TATTTTAGTT TGAAAATTAC AAGCAAGCCT GAAACCATTC ATTATCCCTA TGGACACAAA 2 6 6640 

CTAATGGAAA GCTTAATAGC TTTTATCATG GGAATAATTA T AC T TAT G AC AGGATTTACA 2 6 6700 

- CTATTTCTAA ATACAACCGG ATTAAATAAA TTTATCACTC TTGGGGGAGA GTCTGGATTT 2 6 6 7 6 0 

AATCTACACA T AC AC C AG AA CAAAAATAAA AATGATACTA TATATGAACA TGACCATTGC 2 6 682 0 

CATTCACACG ATCACGATCA CGATCATAAC CACGACCACA ACGAAGAAGA CAAAAAAAAC 2 6 6880 

AT AC TAG AAA TATTTTCAAA TAAATCTCTT AAAAAAAGCT TGTGGATACC ATTAACCCCC 2 6 6940 

TTCATTTTTT TTATAGTGAA AATAATAGAA TAT T T G AC AA AATTTCAAAT AGGAAAAAGA 2 670 00 

TACAACAATC AACTTCTCTT AGCACTAGCT TCTGCTGATA AAAACTGTAT ATTCTCACAT 2 670 60 

GGTGGGATTA CACTAAGTTT ACTGCTTGCA ACCTACATGT GGAJGTGGCTT TGACAAAATT 2 6712 0 

ATGTCTATAT ' TTATTGGCTT TATCATAATA AAAGAAGGGC TTAACGTAAT AATAAATAAC 2 6718 0 

GCAAACAATT TGC TAT C AAA ACAAAATATA GATCTTAAAA GAAGCGTAAA AGACACGTTA 2 6 7240 

AAAAATTCAA ATATAAACTT TAAAACACTC AATTTTCATA ATCAAGGCAA CAAACTTGTG 2 673 00 

CTTTATATCA AAATAAATTT AAATTCAGAA AATGACTTTA AAAATTTTAT AAAT AAAAC A - 2 673 60 

CAAGATATTA AAAAAATCAT AAAACAAGAA TATAAAGAAA TAAATGATAT ATATTTTTTA 2 67 42 0 

GTCTAATTAA ATTAATAATA AACAAATAAT TGACACTCAT AATAAAGTTG TGTTAACATT 2 67 48 0 

TTAAATTGTA AGACGCAGGG TAGAGCAGTT GGTAGCTCGT CGGGCTCATA ACCCGAAGGT 2 67 540 

CATAGGTTCG AGTCCTATCC CTGCTATGCT TTATTTTTAA TATGTGAGGA ATTGATGAAT 2 67 600 

AG AAAAC AAA TAGCTAAAGG CAAGCTGGTA AGGAGATTTG GT AT C AAC AT TTTTGAGCAG 2 67660 

CCAAAATATG AC AAAAT C C T CAAAAAAAAG CCGCATCCTC CCGGAATGCA CGGAAAAGCC 2 677 2 0 

AG AAAAGC T A AAAT C AC AG A ATATGGAAAA CAATTAATAG AAAAACAAAA GATAAAGTTT 2 67780 

ACTTATGGTG TAAGTGAAAG ACAGCTAACC AACACTTTTA AAG AAGC AAA AAAAC ATC AC 2 67840 

GGTGTTACTG GAGACAACTT GCTCTCAATA CTTGAAAGAA GAATTGACAA TGTTGTATAT 2 67 900 

AGGGC TGG AT TTGCCATCTC AAGAGCACAC GCAAGACAAA TAGTTTCTCA CGGTATTATT 2 679 60 

ATATTAAATG GAAGAAGAGT TACAATCCCT TCAATAATAC TAAGAGCAAA TGATCAAATT 2 6 80 20 

CAAATAAAAG AAAAAGACA.G CCTAAA.AAAA TTAATAAGAT CAAATATAGA AAAAACTTCG 2 6 80 30 

TCTCTTAGAA ATTTGCCAAC T T GG AT AG AA GTAAATGCTG ATGATTT AAA - C AT AAAAGT A 268140 

AAGCATGCTC CATC AAGGG A CGAGATACCT ACGCTTGCTA AT GAAC AAAT GG T T G T AG AA 2 6 3200 
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TATTATTCTA 
CTAATTAAAG 
AATTATTCTT 
GAGCGCTAAA 
TCCTAAAATA 
CTTCCAAGCT 
AATAATCTTT 
CTAAAACTTT 
CAGTCATTGC 
CAATGGTAAT 
GAATTTCAGG 
AATATGCAAG 
CTCCCTTTTT 
AAGCAAGCCC 
TATCAACATA 
GATCATGAGT 
CTTTGATGAT 
AATTAGTCAA 
AATTAAAAAT 
TTATGCTTGG 
CAACCTTAAT 
CTGTTGTAAC 
ACTTATAATT 
AACTACTATT 
TTTTCATTGC 
TAATTTCTGG 
ATCTTGCAAT 
AAATAGGAGC 
CTTTTGCTTC 
GATTTTTCAT 



AGAGAGCATA 
CCACTTTTTT 
AGCAAAACAA 
AGACGCTCTA 
TAAATTTAAA 
GGAGACAAAC 
TTTATTATCT 
TTCTTTAATG 
AAGATC C AAA 
ACCTGCAGAA 
ACTTTCCTTC 
CTGTGCACTC 
CTCAAACTTA 
ATAAACAAAC 
ATTATAATAA 
AAAAAGCGAA 
TTGATCTTTA 
AACTCTCTTT 
AACATCATCT 
AATCAGAAAA 
TATTTCCATT 
AAATAAAACA 
TTGCTCCGGA 
AATTTTATCT 
GCTAATAAAA 
CTCATCTCTT 
AGACTCCACA 
TTTGACCTTA 
ATCCATACCA 
AACAGTATTT 



AAATATCTTT 
TATTTACCCC 
G AAAAAC TAT 
TTGCCCGAAG 
TATGTAAATT 
TTAACATCTA 
TTGGGCAAAA 
CCGCCCACAG 
GGAACTTTGT 
GGCCCATCTT 
ACATCAAAAT 
TCTTTCATAA 
GTTGCCTCAA 
CCCGAAGAAT 
TTATTAATAT 
TTATTCCCAT 
GAATACTCAT 
AGCCCCCTTA 
TGTATTCTTA 
ATCTTAGCAA 
CTATCTAAAA 
TTGGAAAGAT 
TCTAAAACTT 
ATTTCATCAA 
ACACCCGGAA 
AAGCCACCAA 
AGAGATGTTT 
GAATTAATCT 
TAATGAGAAT 
TCATTCCATG 
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TATTTCTGTG 

TTTTTTTACC 

TATTCTTTCT 

GCTTTCTAAC 

TTTAAATAAT 

TATTGTCCTT 

TAACTTTACT 

GAAGAACAAA 

TGTCAGACAA 

TTGGTGTTGC 

TAAGCTTAGA 

TAGCTCCAAG 

CAGGAAGAAC 

CAATCTTAAT 

TGATTATTTT 

GTATCAAAGA 

AAAGCAGCTC 

C AC C AGATTC 

TATAAACTTT 

TCTCTAACTT 

GCGGCTTTGA 

CATAAGGAAT 

CCAAAAGGGC 

GAAGAATAAC 

GAGAACCAAC 

GAGATATTTT 

TGCCAATACC 

GATAAACAGC 

TTCTTAAGAT 

G AAGATC T AA 



TTATTAAATA 
CTTTGAAAAA 
CAAGCCCTTA 
TCCATCTTTC 
ATT C AAAT AA 
AACTTCTTCT 
TATACCGTTT 
GCCCTTTAAA 
TATCGAAGCA 
TCCTTCTGGA 
AGAATAGGTC 
ACTACCTGTT 
TGTACCACCA 
TAAATCCAAG 
AT AAAT AC C T 
ACTTGGTGAA 
CCTTACAAGT 
CATAGTATAG 
GTCCAAAAAA 
TTCAATATAA 
CATACCATTA 
TTCTAAATAA 
AGATTCGGGA 
GGGATTGGAT 
ATAAGTTCTT 
AAC AAAT T C T 
AGGAGGCCCC 
CAAAAAATTT 
AAATTCAATC 
TATTAATTCT 



AAAAAAGTGG 
CTTTTACCCA 
ACATTAGGCT 
ATAGATCTAC 
TCAAAAACTT 
GGAAGCTTAG 
CTATAGGCTG 
GTCACCTCAC 
ATTGCCGTTG 
AAGTGCAAAT 
TTAACTATAG 
AGAATAATGT 
TAATTTGTCC 
TTATCCTCAG 
GGAATATCAG 
TAAAAGTTGC 
CTCCTAATCA 
TTTCTAATCA 
CTCTCTTTAA 
G A AT AAC C C T 
AGAGAATTGG 
TGATCTATAA 
TTTCCCTTAT 
TTACCTGATC 
CTATGCCCCC 
C T AG AC AG TG 
ACAAGACATA 
ATTATCTTTT 
TCGCTTAAAT 
ATATAACTTC 



263260 

263320 

268330 

268440 

263500 

268560 

268620 

268630 

263740 

268800 

268860 

268920 

263980 

269040 

269100 , 

269160 

269220 

269280 

269340 

269400 

269460 

269520 

269580 

269640 

269700 

259760 

269320 

269330 

269940 

270000 
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TAATAATATT AGCATCAGGT GAATTCATCT GCATTTTAGA CAATCTAGAA ATTTCTTTTT 27006 0 

CAATCTTAGA TTTAACATCT TCTGGAATAT CTTTAGAGTT TAATCTATCA ATATAATCGT 27 012 0 

TTTCATCTTT ACCTAATCTT TTTTGTATCT CTTTAACTTG TTCAGAAAGA AAATAATCCC 27 013 0 

TTTGCCCCTT ATCCAACTTA GCTCTAACTT TAGAATTAAT ATCTTTTTTA AG AT C T AAAA 27 02 40 

GATCAATTTC AATGCTTAAA TTAACAATCA ACTTTTCTAT TCTGGTTTTA ACATTTAGCT 2703 00 

CTTGTAAAAG TTCTAATTTT ATGCTATTTT CCAAATTTGA ATTAGAAGCT ATAATATCGA 27 03 6 0 

CAAGCTTACT TGGATTCTCA AAATAATTAA TTGGTTCATT ATCCGCATCA TAAGATTTTA 27 0 42 0 

AAGATAAGGA ATTTCTATAA GCTTCATAGG TTTCTTTTAA AAATTTAGAA TAGGTAAAAA 27 043 0 

GCTCTCTGTT TAATCCACTA GAATCAGGCA CAAAAGTAAC TTTAGCTCTC AAATAATCAT 27 0 540 

TTTTTTTAGA AACACTGTCT ATAAGAACCC TACTTTGACA CTCAACTAAA ACTTTTATTA 27 0 60 0 

CGTGTTTACT AATCTTTATA ACCTGAATAA GTTTAGAATA AGT AC C CACA GAGCATAGGT 270660 

TTTTAACTAC TCCCCTATCA GATTCATCAC AATTAGGCTC ATTTGAATAA GCAAATAAAA 2 7 0720 

TCAATCTTTC CTCTAACATG GATTGCGCTA TGGAATTAAT TACATATTCA TTATCAAAGG 27 0780 

TTACCCACAA TGTAATATTG GGAAAAAGAA CATTTTCTTT TAAAATAACA ATTGGAAGAT 270 8 40 

CTTCTTTTCT ATTTTTTATC ATATTTAAGA TTGATTTCAT ATAACTCTTT TGCCCAAGGT 2 7 090 0 

TTTTTAATTG CATTTCCCAC TAAAATTAAT GGGTTAACAT CTGCATTTAA AACAGATTCT 2 7 09 60 

TTTGTAACAA CAACCTTCTT AGCCTTACTA ATAGAAGGAA CCTCGAACAT AACATCTTTA 27102 0 

' AGAAGACCCT C T AAAAT AG A TCTAAGACCT CTTGCTCCAG TATTTTTTAA AATGGCTTCA 2710 8 0 

TCTACAATTG ATTCTAAAGC ATCTTTTTCA AAT AC C AAT T CAACATTGTC CATTTTAAAC 271140 

AT AT GAT AAT ACTGCTTAAC AATAGAATTT TGAGGATCAA CCAATATTCT CAACAAATCT 2712 00 

TCTTTATTCA ACTTTTCAAG ATACGAATGC ACAGGAAGTC TGCCAACAAA TTCTGGTATT 2712 60 

AAGCCAAATT TAATCAAATC TTCCATTTCT AAATACTTTA ATGAAGTATC TTCTCTTATA '2713 2 0 

TTCTTTTTTT CAATTGCTGA AAACCCAATA GAACTTTTAT TTATTCGATT CTTAACAATG 2713 80 

TTTTCAAGCC CAACAAAAGC ACCGCCACAT ATAAAGAGTA TATTTTGAGT ATTAATTTCA 2 7144 0 

ATAGTATCCT CATAAGGATG CTTTCTACCG CCTCTTGGAG GAACATTGGC AACCGTGCCT 2715 00 

TCAATTATCT TT AAC AAAGC CTGTTGAACC CCTTCCCCAG AAACATCTCT TGTTATTGAG 2 715 60 

ACGTTTTCAT TTTTTTTAGC AATTTTATCT ATCTCGTCTA TATAGATAAT CCCTTTTTCA. 2 716 2 0 

GCTAAGCTAA CATCCCCATG AGCAGCATGT AT C AATTT AA GC AAAAT ATT . TTCTACATCC 27163 0 

TCGCCAACAT ATCCTGCTTC TGTCAAAGTT GTAGCATCTG CTATTGCAAA TGGCACATTC 2 717 40 
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ATCTCTGCAG CCAACGTTTT TGCAAGCAAA GTTTT AC C AC TGCCTGTAGG ACCAACCAAA 2718 0 0 

AGTATATTAG ATTTTTCAAT CTCAATACCA TTGTCATATT TATTATTTTT CAATATTCTT 2718 6 0 

TTATAATGAT TATAAACAGC CACAGATAAG ACTTTTTTAG CATCTTCTTG CCCAACAACA 27192 0 

TACATGTCTA AATGATCTTT AAGTTGTTTG GGAGTTGGCA AACCGTTGGA CTTAGAATCT 27198 0 

AGCGGCTTAC ACAACTTTTC TTTAAAAAGA TTGTGACATA TTTTAGAACA TTCCGGACAA 2 72 04 0 

ATCGCTACCC CATTAGATAT AACAACATTA CCACCAAGCT CAGCGACACT AAGTCCACAA 27210 0 

AAAGAACACT CTTTTACTTT TTGACCTTTT ACTCTTGCCA TAAAAACTTT TACCGAAAAT 27 216 0 

AAAACTACTC CCTTACTAAG AT AC TAT C AA TAAGACCATA TTTAAGAGCA TCGCTTGAAG 2 72 22 0 

TCATAAAATA ATCTCTTTCC ATATCAAGAG CCAGTTTTTC CTTATCAACT C C TAT C TG AT 27 2 2 80 

TAGACATAAT AT C TAT TAT T AATTTTTTAA GTCTTAAAAT TTCATTAGCT TGTATATTAA 272 340 

TATCACTAGC CTGACCACTT ATTCCACCCC AAGGC TGGTG AATCATTATT CTAGAATAAG 272 40 0 

TTAGAGATTC TCTTTTACCT TTAGCGCCAC CAGCAAGTAA AAAAGCACCC ATTGAAGCGG 27 2 46 0 

CTTGCCCAAT GCAAATTGTC CTTACATCAG GCTTTATATA TTGCATAGTA TCATAAATCG 272 52 0 

CAAGACCTGC AGTAATACTG CCGCCTGGAG AATTTAAATA AAGATAAATG TCTTTGCTTG 272 58 0 

AATCTTCTGA TTCTAAGAAC AAAAGTTGCG CAATCACGGT ATCTGCCTTA GGATCATTAA 272 640 

TTTCACCACT CAAAAATATT ATACGCTCCC TAAGTAATCT TGAATATATA TCAAATACTC 272 70 0 

TCTCATAATT TCCCGTATTC TCTATTACAG TGGGTATTAA ATTATGCATA AACTCCATTT 2727 60 

TTCTTACTCA CAAATTTTAT AATTAACAAA ATCTCTAAAA TTTAGTTTTT TACCCTTTAC 2 72 82 0 

CTCTTTAAGA TTTTCCAAAA TTTTTTTCTT AGCTCTTTCC CTTTTAATAT CATCCTTTAA 272 880 

ATAAGAAATC AAATTTTGAT CTTCATAAAA TTTTTTAATC TCCTCATAAC TTACACCTAA 2 72 9 40 

AT T C T TAG AC TGCCTGGCCA TTTCATCTTC AACATCGCTT TCAGTAACTT TAATTGGGTC 273 000 

TAAATCTACC ATTTTTTGCA TTATCAGTTT AGATTTCAAA TTCCCAAGAA TCTCATCTTT 2 73 0 60 

TAAATTATCA CCACCAATAT ATCCTGAAGA ATAAAAAATA CTTTTAAACT CTTC AAGGC T 273120 

'CATATTATTT TTATTTTGCC TTTJAGCATC CTTAAAAGCA ATTTCAATTT CAGCCTCAAT 273180 

CATTGAATGG GGAATATCTA TTTCTAATTT TTCAGAAATA GTAGAAAAAA ATTTATTTAG 27 3 2 40 

C TTTAAAGTT TCTTTTTTTT CTTCAACAAT GTTTAAAAGA CTAGATCTTA TAAAATTTTT 273 3 00 

AAGATCATCT AGTGTATTAT ATTTATCACT -AATATCCTGT GCAAACTCAT CATCTATTAA 273 3 60 

GGGGAGATCT CTTTTTTTAA TACTCTTAAT CTTAATCTTC AATTTTCTTG AAGAACCCGC 273 420 

AAGTTCTTCA AATTTGTAAT CTGCAATATA AGATTTTTCT ATAACTCTCT CTTCATTTAT 273 430 

TCTCATACCA ATTACATCTT TGTCAAAATC ATAATAGGTC TCAGATTTTC CAACCGTAAA 273 540 
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AACAAAGCCT 


TGTCTTTTTG 


TTGATACTAT 


CTCATTTGAA 


AGGTCATCAA 


GCTCAACAAA 


273600 


ATCCACTTTA 


ACAATGCTAT 


CTTCCTTGAC 


AACTCCTTCC 


TCATCTTCAA 


TGATAATTGA 


273660 


ATTTTCTATT 


TGAAGATTCT 


TAATCTCATC 


ATCAATATCA 


GAATCATCAA 


TAAAAACTTC 


273720 


AGGGATCTCC 


AC T TTAAT AT 


CAATCTCATC 


AAAACTTGGA 


ATTTTAAATT 


CAGGATAAGT 


273780 


CTCATATGTA 


AAAGTAAATT 


CAAAATCTTT 


GTCAAGATTT 


AATTTTAAAT 


TTTTTTCCTT 


273340 


TACAGTAGGA 


GTAGCATAAC 


TTAAAGGTAT 


TTTGGACTCT 


TCTTTGAAAA 


ATTCTTTAAA 


273900 


AGAATTATTA 


ATCACTTCTT 


CTAAAACGGT 


AGCTTTTAAA. 


CCCTCAGAAT 


ATTTATTCTC 


273960 


AATAACATTA 


AT AGGAAC TT 


TTCCAATTCT 


AAAGCCTTGA 


ATCTTAAGTC 


GGGAAGAATA 


274020 


ATCTTGCAAT 


AATGAATTGT 


ATTTTTCCTG 


AATAACGTTT 


TTTGAAACTC 


TAATGACAAC 


274080 


CTCAACTTTT 


GAACCTGGAA 


GAAGC TTAAT 


ATCTTTACTC 


AAAATCACTG 


TTAATGCCTC 


274140 


AATTAAATTT 


TATTGATAAT 


TATTAAAAAG 


CGAAAGACGG 


GATTTGAACC 


CGCGACTTCC 


274200 


ACCTTGGCAA 


GGTGACACTC 


TACCCCTGAG 


TTACTTTCGC 


ATTTTTACAG 


AAGGTGGGAG 


274260 


TCGAACCCAC 


ACGCCAAAGG 


CACTAGATCC 


TAAGTCTAGC 


GTGTCTGCCA 


ATTCCACCAC 


274320 


TCCTGGCATA 


CTTCATACTC 


AAAATAGTAT 


ACAAAAACTT 


AAAAGCTTTT 


GCAAGTATGC 


274380 


CTAATCTACT 


AAATAAATAA 


TAATTTCGCA 


CTCAGCAGGA 


GTCGAACCTG 


CAACCTTCGG 


274440 


ATTCGAAGTC 


CGCCGCTCTA 


TCCAATTGAG 


CTATGAATGC 


AGTTAAAAAT 


AAAATTGATT 


274500 


AAAGGGTGAT 


TGACGGGGCT 


TGAACCCGCG 


ACATTCGGAA 


CCACAACCCG 


ACGCTCTACC 


274560 


AACTGAGCTA 


CAACCACCAA 


TAACTAGTGA 


CTATGATTAT 


TATAATATTT 


TATAAATATT 


274620 


TAATTCCTAA 


GTCAATAAAA 


GATAAAAATA 


AT AAAAGC C A 


TAAGAC TTTT 


AT T AAAAAAT 


274680 


TTATAATAAA 


ATATTAATTT 


TTTTCAAAAC 


TAAAATTTTT 


GAAATCTTTC 


TAAGCTTTTT 


274740 


TTCAAAAAAT 


CATAAACTCT 


AATAGTTGAA 


GAAATATTTA 


CTCTTTCCCT 


AGTAGTATGA 


274800 


GGCCATTCAA 


, TCCAAGGCCC 


AAGGGTAACA 


GATTCTATAC 


CTCCCAATCT 


AGAAGATATT 


274860 


ATGCCTGTTT 


CAAGACCTGC 


ATGTATTGTG 


GAAACATTAG 


CATCTTCAAG 


AT AC AT CT C T 


274920 


TTATACACTT 


CTTGAAGATG 


TTTTAAAAGA 


TTGCTATTCT 


TATCAGGCTG 


CCAAGAAGGA 


274980 


TCATCATAAA 


TTACACGCAA 


ATTAGCTCCC 


GACAAATCAC 


TTATTGATTG 


TAAATGATTG 


275040 


CAAACATACT 


CTTTGTCTAA 


ATCCAATAAA 


GATCTTATTA 


A_AAAAGTAAA 


AATATAATCG 


275100 


TCTTGCATTC 


TCAAAAGACT 


TGAAAAATTT 


AAAGAGGTCT 


TTATAAGCTT 


ATTTTCATAA 


275160 


TTTTCTACTT 


TTTGAACTCC 


ATGTAAAAAT 


CCCATTCCCA 


TATTTAAAAG 


. CTTATTTTTG 


275220 


CTATTTTCAT 


CAAGAACTTT 


AACTGATGAA 


AATTCTCTTT 


TATTAACAAT 


AATATCAAAT 


275280 



TCATCTTCAA GAGAATATGC ACTTTTAACT 

AATAAATCAT AATCATTATC ATCTATAAAG 

TTGCTACTAT TTCCACCAAA AATGCCTTCA 

AAAAGAGCAA AAAACATTAA TTTTAAAGAA 

GAATGGCCAC CTTTAAGCCC TTTAAACAAA 

C TAT AC T T AG GAGAAAAAAC AATTTCTACA 

TAACCCTCTT CCTCTCCATC AAGATTAATG 

AGACCAAGAG C AC C T ATT AA ACCTATTTCT 

GGATGAGGAA AATTATTGGC TTCACTCATA 

TTATCAGCTC CGAGGGTGGT CCCTACTGCT 

ATTGGATCTG TTTCAAAATT ATGCAAACTG 

TGAGATTGTA AAATAATAGG ATGCATATCA 

ATATTACCAA CACGATCTTC TTTAAAAGAA 

AAATTAATAA TTCCTTTAAT ATTTTTTGAA 

GAATCAATTA CAATACTCAT AATAACTTTC 

TGGATTTAAT TTATAATTAA TAATATAATA 

AATTCAATAA TATTGGTTAA GCTTTGTTTT 

AAAATTCTTT AGGAATTTCT GAAATAAATC 

CTTTTTTACG CTTATTAGCC ATAGTAATAA 

CATAAAAAAC TCGCCTCTCT TCTTCTAAGT 

GAGGAATAAT ATTGTCTTCA ACAGCAATAA 

CAGAATGTAC TGTCATTAAA TTAATATTAA 

ATTGAAGAAC TATGTAATTT AAAAAGC T AC 

ATTCCCAATT TTTAATTATG CTTAAAAACC 

CTTTGATTGA ATTGGGATTT TCACTAACTA 

TTTCTTTGAT TATATTGGAA TACGTGTTTT 

CAATAAAAGA TAC AAAAT C T TCTATGCTTT 

AACTAGAAAT ATTTGTAAAA GAAAAAGTAA 

CCTTCTTGTC TGCTATATCT CTAATTTTTT 

GAACATTAAT. GATTCTAAGA AGATCATAAT 
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TTAAGTACGA ACAGTTTAAG CTCTTTATTT 
ATTAAAGCCT TGGCTTCAAT TGGAATTGCA 
ATCTC AAAAT TAAGATTTGC CTTAATTTCA 
TTTGCCAAAT CTAAATGAAT ATCTGCCCCA 
ATTTCTACCT TTGTTTTTTT CGTTACAAGG 
AGTCTTGATC CCGCACAACC AACTAAAAAA 
AGGCTTTTAC CACTACATAA AT T AG AAT C A 
TCATCAACGG TAAATAGAAG TTCTAAATCG 
ATCCCCAACA TCATAGCTAC TCCAATCCCA 
TTAAGATATC CATCCTCTTC AACAATTTCA 
GATTCATTCT TTTCGCAAAC CATATCAACA 
ATATTATTAT TTGATTTTAT CTGCACTACA 
TAACCAAATT TTTTGGCTCT CTGCTTAATA 
CATCTTGGAA TTTTTGATAT CTCTTTAAAA 
CTTTGATTAA ATTAAATCCA, T AAAT AT AC T 
TACTAAATTA ATCTTTAAAT TCATTCAATA 
CAACAAAATC TGCATAATAA TTAAAATTTA 
TTGAAGGCAA CTGATCAAAA ATTTGCCTAT 
CAAGAGAATC TTTTGCGCGA GTTAACGCAA 
CAACCTCACT ATCTTCAATG ATTCTATGAT 
AAAAT AC ATA ATCAAATTCT AAACCTTTAG 
TATTTTCAGC TTCCTCACTT ACTTCGTTAG 
TTAAATCTCT CAACTCACCA AATTGTTTGG 
CTTCTATATT TTGATACTTA TATTCAGCCA 
AAAATCCCCA ATATTCAATA CTTTCTATCA 
TTGTTATACT AAACTTATAT TGATACTCTT 
CAATGACCTG C TT ATTT AAA GCCTTGTCAT 
TGTCACAAAG AGCATCATAA ATGCAACAAC 
TCAAATATTC CTTGCCAATC CCCCTTCTTG 
CACTTTTAGG ATTTATTATT AC ATT C AAAT 



1 

275340 
275400 
275460 
275520 
275580 
275640 
275700 
275760 
275820 
275830 
275940 
276000 
276060 
276120 
276180 
276240 
276300 
276360 
276420 
276480 
276540 
276600 
276660 
276720 
276730 
276840 
276900 
276960 
277020 
2770S0 
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AAGAAATAAT ATCTTTTATT TCTTTTCTCT GGAAAAAAGA TGTTCCCCCT GAAACTTTAT 277140 

ATTTTATGCC TTGTCTTCTA AAAATCATTT CAACGTTTTT AAAAAG AG C A TTGGTTCTCA 2 77 2 00 

TAAGAACCCC TATCTTTTTA GACTTAAAAT CCTCTAGCCT TGAAJVGCTGC ATGATTCTAT 2 77 2 60 

TTGCAACAAA CTCAGATTCT TGAATTTCAT CCTCAAATAT AAAAACATCT ATAACTTTGC 2 77 3 20 

TACACATCTT TGAGGACCAC AAGGTCTTTT CTTTTGTATT TTTATTATTT AAAATCACAG 2 77 3 80 

AATTGGCAAC ATCTAAAATA TTTTTTGCAG AACGATAATT TTGTTCAAGC TTTATTTCTT 2 77 440 

TAACGTTGTA ATCTTTTTCA AATTGCAACA TGTTGTTATA ATTAGCCCCG CGCCAAGAAT 277 500 

ATATCGACTG ATCATCATCC CCAACACAAC ACAAATTACT ATGATTTATC AAAAGGCGAA 277 5 60 

T AAAAT TATA TTGAATCAAA GAAGTATCTT GAAACTCGTC AATCAAAACA TAT T T AT AT C 277 62 0 

TTTTAGAATA TTTATTTCTA ATATCAGAAT T AT T AC T T AA CAATTCTTTT GGCTTTAAAA 277 680 

TCAAATCATC AAAATCAAAA GAATTATAAA GCCTTAACCT CTCTTCATAA AGCCTGTAAA 277740 

TATTTATATC TTCTTCCTTT AAATCATTAA GAGTGAGAAT ACCGTTTTTT AAAAGTGAAA 277 3 00 

TAACATTGCT AAGCGAATTT AAAGAAACTT TTTTATTAAA AAGACCCTCA TCAAGTAAAA 277 8 60 

TCTCTTTAAG AAGAGAGATT CTATCATTGT CATCATAAAT ACTAAAGTTT TTTCTATATC 27 7 92 0 

CTAACAATTT ATAATTTTCT TTTAAAAAGT AAAGCCCAAA AGCATGGAAA GTTGAAACCA 277980 

TAAGATTACT AAGAGGACTT TTTAAAATTT TTTTAATTCT GTCTTTCATT TCATTAGCAG 278040 

CCTTGTTGGT AAAAGTCAAG GCTAAAATTT CCCTCTGAGC AATGCCTTTT AAAAGCAAAT 27 810 0 

ACGCTATTCT GTGAGTAACA ACCCTTGTTT TTCCACTACC AGCACCAGCA ATAATTAAAA 27 8160 

GAGCGCCTTC AATAGTAGTA ACTGCTTCAT ATTGAAATTG AT TG AG AG AA TTTTTTAAAA 27 32 2 0 

AATCATCATT AGACAAAATT AAAAAACCTT TGTTCCGTCT GGATATTCCA CAATAACCTT 27 82 3 0 

AAAGTTTTCA GGAAAAGCAA AAATTTTTCG CGACTTAGAT TGATC AAAAT CTTTAGCTAA 27 83 40 

GATTGGAATA CGATACTTAT TCAATGTATT AACGGCAAAC TCTGAATTTT CAAGCCGCAC 27 840 0 

CTTAACCGAT CCTTTTGCCA TAAAATTAGT TCCACCAAAA AGCTTAGCCT TAAGATTACT '2 7 34 60 

TTTGCTAGCT CCATTTTCGA GCATTGCATT TATTAACATA GGAATAGCAT AAATCCCATA 2 7 8520 

TCTTCCCCTT TGATCAGGAG ATATGTCAAG AT C T G AC T T A ACTAGAACAT AATGATTCAT 27 85 80 

TCCAATTAAA TTGTTTGATT CGTCGCAAAG CACAACAGCA ACACAAGAAC CAAGAATTGT 27 8 640 

AG AAAT C AC T CTTTTGTTTG AAACAAAAGC TTCACCAGGA ACTATTATTG TAACATCGCG 27 37 0 0 

TTTTAATTTA AAATTAAAAT GATTTAACAT AAAATTAATA CTCTCTTGAA AAAAGATTTA 2 7 8760 

TAAAACTCTT ATAAAGACCT TGCCAAAACC CTAATCTTTT TACCTTGCCA CTAAACAAAG 27 8 32 0 
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CAACATCCCC 


TATTTTTTCA 


TTTTCTAAAA 


AAATCATAGC 


CCTCCCAACA 


GGCATATCCC 


273380 


CACTAAGTGG 


AGCAACCAAT 


TTATCAACAG 


TATAACTTAT 


ATTAATTTTA 


TCAAATTCAT 


278940 


CTTTAGTTAA 


AATATAATAA 


AAAGGCTCTT 


TAGAAAAAAG 


AGCAACTGTA 


TCCACTGTAC 


279000 


CATTATAGAC 


TTTTTCTTTT 


AATTTTACTA 


TTAAAGGAAA 


TTTAGAATAT 


TTATTAAATC 


279060 


CATATTCAAA 


TAAATTTTTT 


GCAATCGAAG 


ATCTCATTTT 


CTCTCCAAAT 


CCATTAATTC 


279120 


CTTTTTCAAC 


CCCCAATACA 


ACTGCTATTA 


ATCTTCTCTC 


AGCCTTTTTA 


GCAGTAGCAA 


, 279130 


CAAGATTTAA 


GCCTGATTCC 


TTAATATATC 


CCGTTTTAAT 


GCCATCTGAA 


TAAGGGTAAT 


279240 


CATATATTAA 


TAAATTAGCA 


TTTCTTTGTT 


TTAAGTTTAA 


AAATTTTGAT 


G AC AAAG C AG 


279300 


TTCCTAAATT 


TCTACTCTTT 


GGATAAATAA 


AATACTTTAA 


AG AAT G AAT A 


TTAAGCATAA 


279360 


ATTTAAACTT 


TTCTATATAA 


GATTTCACAA 


AAAAAGC C AT 


ATCTAGTGCT 


GTAATCTTAT 


279420 


\ TCTCGCTGCT 


ATATCCAGAA 


GGTTCAACAA 


AATGCATATT 


AAAAAGC C C T 


AAATTTAAAA 


279480 


CATTAATATT 


CATTAAATTA 


ACAAAGCTAT 


TtAAATTGCC 


TACTACAAAC 


TCAGCAATTG 


279540 


CAATAGAAGA 


ATCATTACCC 


GAAGAAACTG 


AAAGTCCTTT 


TAAAATCTCT 


TCAAAATTAA 


279600 


CAATTTGACC 


TTTTTCTAAA 


AACATCAAAG 


AAGAATTGGG 


GGGTGCATTA 


TAATATGAAG 


279660 


CAGAATCGCT 


AATAGGAACT 


ATGCTTTTTA 


AT T T T AT ATT 


TCGCTTTTCA 


GCTTCAATTA 


279720 


AAGCTGTATA 


AATTGTAACA 


ATCTTTGTAA 


GAGATGCTGG 


AGGAAAAACC 


AAATTGGGCT 


279780 


TCTTAGAATA 


AAGTATTCGC 


TTAGTATCAA 


AATCTATTAA 


AACTATTGAC 


TTTGCATACT 


279840 


CTGATAATTT 


ATTAATCTCA 


GCTAAATTAA 


CTGCAAAAAG 


AT TAT AAC AA 


AACGGGAAAA 


279900 


AAATTAAAAA 


TAAAGTTAAT 


AACAATTTCC 


CAATAACATA 


GATACTATTC 


ATGTTGTAAT 


279960 


ATTAAAATTA 


TATATTATTT 


ATTGATTGTT 


AATTACAATA 


CAATTAAAAA 


GGAGCCATTT 


230020 


TTATGAATTC 


TTATGATTTT 


ATAACAGCTT 


TGGTACCAAT 


AAT C C T AAT A 


ATTATTGGAC 


230080 


TTGGCATAAT 


AAAAAAGCCA 


GCTTACTATG 


TAATACCCAT 


ATCATTAATA 


GCCACCGTTG ~ 


280140 


CTATAGTTAT 


ATTTTATAAA 


AACTTGGGAA 


TAGTAAACAC 


AAGTCTTGCA 


ATGCTTGAGG 


280200 


GCGCCTTAAT 


GGGGATATGG 


CCAATAGCAA 


CTGTAATTAT 


TGCTGCCATA 


TTTACATACA 


280260 


AAATGTCAGA 


AG AT C AAAAA 


GAT AT AG AAA 


CT ATT AAAAA 


TATTTTATCA 


AACGTATCTT 


280320 


C TGAT AG AAG 


AA r I A I AG i A 
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TATGGGGATT 


TGGAAATTTT 


T T AG AAGG AG 


280380 


TTGCTGGATA 


TGGAACTGCT 


GTTGCAATTC 


CTGTATCAAT 


AT T AAT AG C A 


ATGGGATTTG 


2S0440 


AACCATTTTT 


TGCCTGCTTA 


ATCTGTTTAA 


TAATGAACAC 


CTCATCAACC 


GC C T AC GG AT 


280500 


CTGTGGGAAT 


CCCTATAACA 


TCT.TTAGCTC 


AAGC AAC T AA 


CTTGGATGTT 


AACATTGTTT 


280560 


CATCTGAGAT 


TGCATTCCAA 


CTAATACTTC 


CAACCTTAAC 


AATACCTTTT 


GTACTGGTAA 


280620 
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TTCTTACAGG 


AGGGGGCATT 


AAAGGATTAA 


AAGGAGTATT 


CCTTCTTACC 


TTACTCTCAG 


230680 


GAATGTCAAT 


GGCAATATCT 


CAAGTATTTA 


TATCAAAAAC 


TTTGGGTCCA 


GAACTTCCTG 


9 Q 
A o 


Pi 7 A O 


CAATCCTTGG 


AAGCATTCTT 


TCTATGACAA 


TAACAATAGT 


TTATGCAAGG 


TTTTTTGGAA 


9 Q 
A o 


n Qiin 
Uduu 


ATAAAGAAAC 


TACTGAGCGC 


CAAAGCAAAA 


ACACAATATC 


CTTATCAAAA 


GGAATTATTG 


9 Q 
A c 


1 ri a £ n 


CCTGCTCACC 


CTACATTTTA 


ATAGTAACTT 


TT AT AGTGC T 


TGTATCTCCT 


CTTTTTAACA 


9 G 
A C 


i n q 9 n 


AAATTCATGA 


ATACCTAAAA 


ACTTTTCAAA 


GCACTATTAG 


CATTTATCCA 


GAAGCAAATC 


9 C 
A c 


(Anon 
! u y o u 


CCTTACACTT 


TAAATGGATT 


ATCTCTCCGG 


GCTTCTTGAT 


TAT AC TTGC A 


ACAACAATAT 


9 f 
A c 




GCTATTCAAT 


ACGGGGAGTT 


CCAATGTTAA 


AAC AGC T AAA 


AAT AT T T AC A 


TTAACCTTGA 


9 C 
A C 


Minn 


AAAAAATGGC 


ATTATCTTCC 


TTTATAATCA 


TATGCATTGT 


TGCAATATCA 


AG ATT AAT G A 


9 £ 
A C 


J11DU 


C AC ATAGTGG 


AATGATAAGA 


GATCTTGCTA 


ATGGAATCTC 


AATAATAACA 


GGTAAATTTG 


9 f 
A C 


noon 


GACCATTATT 


TAGCCCACTA 


ATTGGAGCTA 


TTGGGACATT 


T TT AAC AG GA 


AGTGATACGG 


9 £ 
A c 


5 1 9 Q D 


TTTCAAATGT 


TCTTTTTGGA 


CCTTTACAAA 


CACAAATGGC 


AGAAAATATT 


GGAGCAAATC 


9 C 
A c 


3 1 ~\ A_C\ 


CTTAcTGGCT 


TGCAGCAGCA 


AATACAACAG 


GAGCAACTGG 


AGGGAAAATG 


ATTTCTCCCC 


9 <■ 

A c 


3 1 zl n n 

) 1 ^ u u 


AAAAC AT C AC 


AATAGCAACA 


ACAACTGCTG 


GATTAATTGG 


ACAAGAAGGC 


AAGCTTTTAT 


A i 


jl'iuU 


CAAAAACAAT 


AATTTATGCT 


TT AT ACT AC A 


TTTTAGCAAC 


AGGATTGCTA 


GTTTATTTAG 


9 S 


315 20 


TATAAATTAA 


TCATTTAAAA 


TAAATAAGAT 


TAATTTATAC 


T AAAATTA-AT 


CTTATTTATA 


9 J 
A i 


31 jOU 


GATTTGAATA 


ATACAAAAAT 


CACAAAATAA 


TAATATGGCC 


TTGAATTTTT 


ACCTAATATT 


21 


31640 


TTAATATTAT 


ATACATGTTA 


TATATATGTT 


AATATATTAT 


ACATAATAAC 


ATATCTATAA 


21 


31700 


T AT ATT T ATT 


AATACGTTTA 


ATTAAAAACT 


AAAAC T AAT A 


AAAGTTTATA 


ATTACAACAG 


21 


31760 


GAAGGTATAA 


TTATGAAAAG 


CCATATTTTA 


TATAAATTAA 


TCATATTTTT 


AACCACATCT 


2: 


B1820 


GCAGCAATAT 


TTGCAGCAGA 


CGCATTAAAG 


GAAAAAGATA 


TATTTAAAAT 


AAACCCATGG 


2; 


81830 


ATGCCAACAT 


TTGGATTTGA 


AAACACAAGT 


GAATTCAGAT 


TAGATATGGA 


CGAGCTTGTT 


281940 


CCTGGGTTTG 


AAAAC AAAAG 


CAAAATTACC 


ATTAAGCTTA 


AACCATTTGA 


AGC T AAT C C C 


2 


82000 


GAATTAGGCA 


AAGACGATCC 


ATTCTCAGCT 


TACATTAAGG 


TAGAAGATCT 


TGCACTAAAA 


2 


32060 


GCGGAAGGCA 


AAAAAGGC G A 


TCAATTTAAA 


ATTGACGTGG 


GAGATATTAC 


AGCCCAAATC 


2 


82120 


AATATGTACG 


ATTTTTTTAT 


TAAAATAAGT 


AC T ATGAC AG 


ATTTTGACTT 


TAATAAAGAG 


2 


32180 


TCTTTATTTA 


GTTTTGCACC 


, TATGACTGGA 


TTTAAAAGCA 


CTTACTATGG 


ATTCCCAAGC 


282240 


AATGATAGGG 


CAGTAAGAGG 


GACAATTCTT 


GCAAGAGGTA 


CTTCTAAAAA 


. CATAGGAACA 


2 


82300 


ATTCAGCTGG 


GATACAAACT 


CCCAAAACTC 


G AC C TT AC AT 


TTGC AAT AGG 


GGGAACAGGC 


2 


82360 



ACGGGTAACA 
ATCCTTTATG 
GATACTAAAT 
TATGGA-AACG 
GTTGGCAACG 
GCTAAATATA 
ATGGGAACTG 
TCAAAAGCAG 
TTTGATCCAA 
TCAACAGGAG 
GCGATTAAAG 
GGAGTTGCAT 
AGATTAAAAA 
GAAGACAACA 
GATATTTTAA 
AAC AAT C AAA 
GAAGATGCAA 
ATTTCAACAG 
AAACTCTCAA 
ATAAGATTTA 
AAAAACACAA 
GGAAGCTAAC 
GATTACCTTA 
TTATCATTTG 
ATAACAAGGC 
, AAAACACTAT 
GATTCAAGTT 
TACCTAGAAA 
TGCTGAAAAT 
ATAGCAGAAT 



GAAATCAAGA 
GAATTCAAGC 
CTGTAATTGC 
AGACATTCAA 
ATTTATTGAG 
AGCTTGGATT 
ATTTTGGAAT 
CGAATTTCAA 
ATGGCAATGC 
CAAGTATAGG 
GATCTGATTC 
TGGGAATAAG 
CCATATCTGA 
AAAAAGGGAT 
GACAAAAATC 
CTGAACAAAG 
TGAAACTCGG 
AAGCATATGT 
GCGATGCTAC 
CAACAATTTC 
ATAATGCTGC 
AGCAAAAGAA 
TATTTCTTTC 
CATCTTTTTG 
TTTTATACGC 
AAGGATTTAC 
CTAAAAAAAC 
GCCTGTTAAT 
AACCAAGCTT 
GAAAAATGGT 



G AAT G AC AAA 
AACATGGAAA 
AGAAACACCT 
TAATTCATCA 
CCCAACTTTA 
AACAAAAATA 
AGATCCTTTT 
AAAAGAAACA 
TCTTAATTTC 
TTTTGCTTGG 
CTACAGTACA 
C TATGGAC AA 
AAATGCATTT 
TATAAATGGA 
TGTAGAAAAC 
TTCAACAAGC 
CTTGGCCTTA 
AGTACCTTAC 
AAAAAT TT AT 
TCTTGGATGG 
TATTGGAAGT 
GGGC TTTGGC 
CTTGCAAATT 
TCTTACAGGA 
CTTTTTAACC 
AATTTTAATA 
AC C AAC AT AA 
TTCTTTAAGA 
AAGGGTATAT 
ATACAATTCT 
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GACACTCCAT 

CCAATAAAAA 

TTTGAATTAA 

AT AAC AT AC T 

TCAAATTCTG 

AACGATAAAA 

GCAAGCGATT 

CCCTCAGATC 

AGCAAAAACA 

AATAAAGATA 

AGACTCTTTG 

AACCTTTACA 

CAAAGCTTAA 

TTAGGATGGA 

TATCCTACAA 

ACAAAGACCA 

TATCTTGATT 

ATTGGAGCAT 

TTAAAAACAG 

GATTCAAATA 

GCTTTCTTGC 

CCTTCTTTTT 

TTTTCATAAG 

TCATTTGCAA 

TCATCATCGC 

TTAATATCTT 

GAAATAAATT 

GTGGCAAAAA 

AAAATTTTAT 

GATTTACCA.C 



AC AAT AAAAC 
ATCTACTTGA 
ATTTTGGCTT 
CTTTAAAAGA 
CAATTTTAGC 
ATACCTATCT 
TTTCTATATT 
CTAACAAAAA 
CAGAATTGGG 
CCGGTGAAAA 
GAGAACAAGA 
GATCTAAAGA 
ATGTTGAAAT 
TAACATCTAT 
CAATTTCAAG 
CAACCCCTAA 
ATGCAATTCC 
ACATTTTAGG 
GACTTAGCCT 
ACATTATAGA 
AATTCAAAAT 
TATCTTTAAA 
CATCTTGAAT 
ACTTATCAGG 
TAGCACTATA 
TATAAGCTTC 
TTTCAGCTTC 
GC CAT AT AAA 
CAGCATTATT 
G T T C AG AC AA 



ATATCAAGGA 
TCAAAACGAA 
GTCAGGAGCC 
TAAATCCGTA 
ATCTTTTGGA 
TATTTTGCAA 
TGGACACATC 
AGC TGAAAT A 
CATTGCATTT 
AGAATCCTGG 
CAAAAAATCT 
T AC AG AAAAA 
TTCAAGCTAT 
CGGTCTTTAC 
C AC C AC TGAA 
TCTGACATTT 
AATAGCATCC 
ACCTTCTAAT 
TGAAAAACTA 
ACTTGCTAAT 
AGC CT AC AGC 
AACAATTGAG 
TTTTATAAAT 
ATGATATTTT 
TGTTAACCCC 
AT AAC CATC A 
T AAAT TT T T A 
AAGATCTTTG 
ATTTTTAGTA 
ATTCAAAGAA 



282420 
232480 
282540 
282500 
282660 
282720 
282780 
282840 
282900 
282960 
233020 
283080 
283140 
233200 
283260 
283320 
283380 
233440 
283500 
283560 
283620 
283680 
283740 
283300 
233360 
283920 
283930 
284040 
234100 
284160 
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TTGATAATAA 
AATTTAGCCA 
GAGTAATCCC 
AAAGGAAATA 
AACACTAAAA 
TCAAGGCATG 
AATATCAGAC 
TTCATTTAGG 
AGGGCTTTTT 
TAATTTCTCA 
ATTGTCTGTG 
TTTAGTATTT 
GAATGCAATA 
AACTGTAGAA 
GT C AAAAT C C 
AGTACTTGTA 
GCCTGCAATA 
AAATTTTTTA 
CCTGCAATCT 
AACACCATAA 
TAAATGCCCT 
CATTATGGCA 
GCCAAAAAGC 
ACCACCGTAG 
AACAGCCTGC 
TCTTTCTCTT 
TTATCCTCCA 
TTTAAAAACC 
CATCCATATT 



AATTGACATA 
TTAATAAAAA 
TTGTAAAGTA 
AAATAAAAAG 
AAAACACTCT 
TCAAAATCTC 
TTTGCCTTTA 
CCTCTAGAAG 
TTATCAAAAG 
GCATCAGCAC 
CCCCCACTAA 
TTTATTACGT 
GCCTTACCCG 
TTTACAGCAT 
TTTCCAGAAA 
GT AAGATGC G 
TGAGCAATAT 
AAATCAATTT 
TTAGCTATTT 
AAATAAGTGT 
C C ATGAG ATA 
GCCATATTGG 
TCTTTTGCTC 
TA.TCGATTCA 
CTTATCTCTA 
AATTTTTCCT 
AAACAAACCT 
CAGAATCTAA 
GAATATAGTT 



ATTTAGCTGC 
AGAAAGTTTA 
TATTCTAAAA 
CATTGCTATT 
AATTGGGCTT 
TAATAAATCT 
AAGCTCTAAC 
TAATAGCAGC 
GAATAGCATT 
CGGTGAGATC 
s CAAT ACGAAA 
TAGCAATGTA 
CAATAACATG 
TAAACAAAGG 
GTATTATTCC 
CCACATCAAT 
C AC AC AAAAG 
CTCTTGAATA 
TAAGAACTTC 
TAAAAAATAT 
ATTGCATACC 
CCTGAGATCC 
TCGAAATTGC 
AAGGATATCC 
AAGATGTAAA 
TTTCAATTAA 
AT GC ATT AAA 
ATATCCATCA 
ATCAGATATA 



TCCCCAGTTA 
TAAAATTCAA 
ACACCTAAAA 
AAAACGGGAT 
- GGCATTT ATT 
TACAACTTCC 
AATAAATTTA 
GCCCCCAATT 
TTTATTTAAA 
CGAACTACTA 
TCCTTCCGAT 
TTCTTTAAAA 
AACTAAAGGA 
CTTCTCTTTT 
ACCTCTTGGC 
TGAGGAATTA 
ATAAGCAGAA 
AGAAGAAGCT 
ATCATAATCA 
AC C AGAAAAA 
AAGAATCCTG 
GCTATGAGGT 
CAGAGTTTgA 
TTCGGCATAC 
ATTTTCAGAA 
ATTAAATATT 
GAATACGATC 
AAAAATTCAT 
TTCAAAAAAT 



CAGTTCCTAA 

ACTCTCTAGA 

AACTAAATAA 

TAAAAATAAA 

GATCATAACC 

TTTTTTATTT 

GCAACATTTA 

C TAAT AC C AG 

GTAATATTTA 

AGATCAACCA 

TTGAAATATT 

CTTTCTTGAA 

CCCCCTTGAG 

CCATTAAAGT 

CCTCTTAAAG 

TGAAAACCGG 

ACATCATCTG 

CCAGCTATTA 

ATTAGCTCAG 

TTTACCCTGC 

TCACCCGGGC 

TGAACATTGG 

ATCTCATCAA 

TTATTAGTTA 

GCAATAAGTT 

TGATCATCTC 

CGTTTGTCAA 

TTTTATCATA- 

ACTTAGAGCT 



AATAGATAGC 
TCTAGAATAT 
TAT C AAAAT A 
AATAAACAAC 
TCCAGCGTAA 
GTTTTAATTC 
AAGAATCGCT 
AAGCCAAAGA 
CGCTCTCAAG 
AAAACAAATG 
CAGCCATAAC 
GAGCTTCTTT 
TTCCAGGAAA 
TTACTAATTT 
TTTTATGCGT 
CAACAATAAG 
CTATTTCTCT 
TTAAATTTGG 
AATCTCTAGA 
TGCCGTGAGT 
TAATAAGAGC 
CATACTTTGC 
TAAAAGAACA 
AAATACTACC 
CAATATGCTC 
TCATTAAAAA 
GCTTTTATAC 
GTCCTCTTTG 
ATCCTTAAAT 



234220 
284280 
284340 
284400 
284460 
284520 
284580 
284640 
284700 
234760 
284820 
284880 
284940 
285000 
235060 
285120 
235180 
285240 
285300 
235360 
285420 
235480 
285540 
285600 
285660 
235720 
285780 
235340 
285900 
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AATACTGCAT TTATTATATC AAAATATACA AAACCAACCC CAGCTAAAAA AAACTCAAAC 285 9 60 

CAAAAATGCT CTTTTAATTT AAGAGAATTA GAATCATAGT AAAGCCCAAC TATATTTCTC 2 8 602 0 

AGCGGAATAT CATACTTTAA AAATAATAAA TTAGTAAGAA CTATTAAATT GCCAGATGAA 2 8 6080 

ATTTTTTTTT CTTCAATAGA ATCCTTTAAA CTTAAATTAT TCTCAACAAT TTTAAAATTT 286140 

GAAGTCAAAA CATCAATAAT TGCTTTAGCT AAC TT AT AAA CTGAATTACT GCCAGAGGTT 28 6 200 

T TAG AT AAAA TTAAAGAATC TAAAGACATT AAATCAACAT AGCTGTAAGA TAAATAATCT 2 8 62 60 

TTTTTTTTGT CTTGAACATA CTTTTTGTAC TCTTGATTGT TAATATCTCT ATTAACTTCA 286 320 

ATACTTTCTA AATATTTCGC ATCTAAAAAT TCCAAATTAA GTTTATAAGT TTTTACCCTA 28 6 3 80 

GTCTTAAAAA TAAATTTATT TGTCTTCAGG TTTTCAAAAA ATAAATTATC AAT AT T AAAA 2 8 6440 

TCAAGATGCT CACTATTGCG CTCTGTAATT TTTTGACGCT CATTCTCAAT TGGTCTTAAA 23 6 500 

TAGAAGATAT TAAAATTAAT ATCTTGGGGG TTTGAATCAA AATT AC T AC T AACATCTTGA 23 6 5 60 

CTAAAATAAA TCTCTTCAAT TATTACAAAC TCTTTAAAAT CGCTCAAAGT CCACTTAAAA 2 86 620 

AAATCATTTT TAACAGAAAA CGGAACTTTA TTGCTTTGAA TATTGTCCAA TAAAACATAA 28 6 680 

AGCTTCCCAC TAGAATTTAA AGTTTTAGGA GAAACAAATT CCACTCTATT CTCAGAAACA 2 8 6740 

TTTAAAATAT TTTGAGGTAA AATTGTATAA AGCTTATCCT TAGTTTCAAG AAAAATTGTA 2 8 6800 

ATAGTACTAA AAGGTGAAAA CAAATTCATA CCCTGCAATA AAGTTGAAGA ATTTGCATTT 28 6 8 60 

AAAATTATTT TATCCTCTGA AAAAATAAAA GGTATATTTT TCCTATTAAG CTTAACAGGA 28 6 920 

ACTTGCCTAC TAATAACAAG AAAAAGTTCG TTGCTAGTGC CCCTTTCGCC TTTTACAAAA 2 8 698 0 

ATAAGTCCAG AATTCACTTC ATCTGTAATT TTAAAAACTA TTTCCGTGTT ATTCCAGCTA 2 87 040 

ATAATGCTAC TTTTAACCAA ATAATTATTG TTGATATTAA TCTCCCCTGT ACTGT ACCCC 2 8710 0 

AAATTATTTC CT T T AAT AAC AAT AAT AT C C TTGTGCGAAG TGGGAATTGG AGATATATCA 2 87 160 

TAAATAATTG GCTTTGAATA AAATAAAAAT CCAGAAAAAA CAAATAAAAA TAAAAAAATA 2 37 22 0 

AT AAAAAT C A GGCTTAAATA AAAATATTTG TTTTTTAAAA AAATAGCCAA ATGTTAGCCT 2 87 2 80 

CTTTTAACCT TAGTTCCTTC CTTAGTATCA ACCAAAACAA AACCTTTTTT GGCAAAAAAA 2 87 3 40 

TCTCTGATTT CATCAGCACG CTTAAAATTT TTTTCACATT TAGCTATTCT TCTCTCTTCA 2 87 400 

ATCAAAGCTT TCATATTCTC ATCAATAACT ACGTCATGGT TTTGTAAATT TTTTAAAATT 2 87 460 

TCTTCTCTCA GATTAAGTGA CATAATCTCA TC AAAAAT AA AAGCTAATCT AAGCTTTGAA 2 87 52 0 

ACAAAGCTTA GATTGT C AG A TTTAATTATC TCCCAAAGCA AAGCCAATCC TTGAGCAACA 2 87 53 0 

TTTAAATCAA AAGAAATTTT TTCTACAAAA GAGTCATAAT ATTCTTTTTC T AC ACT AAAA 2 87 640 

CCAAAATTTT TTAAATCCTT ATTAAGTGTA TTTAAATCAA CTGGATCTAA AGATTCATAA 2 37 700 
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AAATAACTTA GCTTGTTTAT CAAATTTTCT CTAGCAATCT TGCTTGCTTG AAGATTATCT 2 377 6 0 

AATGAAAATT TTAATTGGTT CCTGTAGTGC GATGTCAAAC ATAAATATCT AAAATCAAGA 2 87 32 0 

GGGGAAAAAT TTTGATCTTC TAAATCTTTA ACTGTAATAA AATTTCCACG TGACTTTGAC 2 87 8 80 

ATCTTATTAT AATCCATAAT CAAAAATTCT CCATGAACAA AGACATCACA CCATTTTTTA 2 37 9 40 

TTCAAAAAAC ACTCTGCTAT TGCTATTTCA TTTATGTGGT GAACTCCAAT AT GAT C AAC T 2 88 00 0 

CCTCCCAAAT GAATATCAAG AGCATCTTTG AAATACTCCA AATTCATCGC AGCGCACTCC 2 88060 

• AAATGCCAAC TTGGATAACC AAATCCCCAA GGAGAATCCC ATTTCATCTC CTGATCTTTA 2 88120 

AACTTAGAAT TAGTAAACCA CAAAACAAAA TCGGTTTTAT TCCTTTTAAA TTTATCAACA 2 8818 0 

TCAACTCTGG GTAAAGTCAT ATCTTTATCA ATAAGATCAA TGCCGGCCAT CTCACCATAG - 2 3 8'240 

CTTTTAAAAC AAGAAGTATC AAAAT AC AC A TTACCATTAG AAAAATAAGT AATTTTTTTT 2 333 00 

- TCTTCAAGAA TTTTAACAAC CTCTATCATT ATGGGAATAT GTTTACTTGC AACAAGAACT , 2 8 3360 

TTGTC GGG AT ATACAATGTT TAATTTTCTA CAATCGTTAA AAAAAGCCTC TGTGAAAAAT 2 8 842 0 

TC AC TAATCT CATAAACTGT AAGGCCCTTC TCTCTTGCGG TCTTAGCAAC CTTATCTTCT 288480 

CCATCATCAA GATCACCTGT TAAATGTCCA ATATCTGTAA TATTCATCGC ATAATTAACT 2 38 540 

TTATACCCCA AAAACCTTAA AGTTTTAATT AACAAATCTC CAAAAATATA AGTTCTAAAA 2 33 6 00 

TTCCCGATGT GAGCATAATT AT AAAC AG T A GGCCCGCAAG CAT AC AC TTT AACATTTTCA 2 38 6 60 

AAATTTGTTA ATTCTGAAAA ATCCTTTGTT CTAGTATTAT AT AAC TTT AA AATCATACAT 2 8 8720 

TTCTCAAAAT TGAAAAAATA AAAAATCTAA TTTATTATTA AGTACGTATG CCTAAAAGCC 2 8 8730 

TAAATAATTT TCTTAAAAAA ATCAATATTA AGCCTCAAAC AAAAAATCTA GCT AAC TATA 2 338 40 

CAACATATAA AATTGGAAAC ATTTCGAAAT TATTTCTCAC CCCTAAAAAT ATTAAAGAGG 2 88 90 0 

'.CTGAAAATAT TTTTAAAGCA GCAATAGAAG AAAAAATTAA ACTATTTATT CTTGGGGGAG 2 889 60 

GATCAAATAT TTTAGTCAAT G AC GAG AG AG AG AT T GAT T T TCCAATAATA TACACCGGAT 2 8902 0 

. ATCTAAACAA AATAGAAATT CACGAAAATA AAATTGTCGG CGAATGTGGT GCAGATTTTG 2 890 3 0 

AAAGTTTATG TAAAATTGCA C TTGAT AAC A GCTTAAGTGG CCTAGAATTT ATCTATGGAC 2 8 9140 

TACCCGGAAC ACTAGGGGGC GCTGTGTGGA TGAATGC TAG ATGTTTCGGG AATGAAATCT 2 892 00 

CTGAGATACT AAAAAAAATT ACATTTATAG ATGATAAAGG AAAAAC T ATT TGCAAAGAAT 2 8 9260 

" TTAAAAAAGA AGACTTTAAG TATAAAATAT CGCCTTTTCA AAAT AAAAAC TTTTTCATAT 2893 20 

TAAAAATTGA ATTAAATTTA AAAAAAGACA ATAAGAAAAT TATTGAAGAA AAAATGAATA 2 8 9330 

AAAAT AAAC A AGCAAGAATA AATAGAGGTC ATTATTTATT TCCAAGTGGT GGAAGCACTT 2 39440 
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TTAAAAACAA TAAAGCATTT CTGAAGCCTA GTGGACAAAT AATTGAAGAG TGCAAGCTCA 239500 

AAGGATTAAG CATTGGAGGC GCCACAGTAT CTAAATATCA TGGAAACTTT ATTATCAATA 2 895 60 

TTAACAATGC CACTTCTAAA GACATAAAAA GCTTAATTGA AAAAGTAAAA GCTGAGGTCT 23 9 620 

ACTTGAAAAC TGGACTTTTA C T AG AAGAAG AAGTTCTTTA CATAGGATTC AAATAATCAA 2 89 630 

AAAAACTAAA AAAGAATATC TTTAATCTCA TCATTAATCT TTTGAATCAA TTCCTTTGTC 2 3 97 40 

TTTAATATCT TATCCTTAGA AGACTTTACT AAAGATGAAT ATTCTTGAAG AGAACTTACC 289800 

GCATCTAAAT TCATCTTAGA AACTTTAAAC TCTTTTAAAT CTTGACTAAA GTTGTTAAAC 2398 60^ 

TTGCCACTAA TAAAATAATG ATTATTAAAT ATTTCTTTAT ACATATTCTT AGCATCTCTG '28 9920 

ATCTTAGTAT CGTGAGACAA ATACCTTTCT TTAAACTCGC CAATTTCTTT AAAATGCTTA 289930 

GCAAGAGTAA GATCTACTTT CTCGTGTCTT GAAAAATTGT TGTCCACATT ATCTTGAATG 2 90 0 40 

TCTATGAAAT TTTTATAAAT TGTATCAATC TCTGAATTAA TTACTGCAAT AATGCTGTCG 2 90100 

ACCGTTTTAA GTTCATCTTT AATGGTTTTA GAATATTTTC CAGAATTAAT AGCAAGCTTT 2 90160 

CTAATCTCCT CAGCAACAAC TGCAAAACTT TTACCTGCAT CACCTGCTTT TGCTGCTTCA 2 9 0220 

ATTGCTGCAT TCATAGCAAG CATATTGGTC TGAGCTGAAA TTGAAACTAA AAGTTTATTT 2 9 0280 

ACACTTTGCA AACTATTTGT T T GAG AC AAA AGATCTGCAA AATTTTTATT CACATTTTCA 2 9 03 40 

AAAACAATAT TT AAAT C AAA AACCTTACTT TTAATATTTT CAATATCAGT AGAATTTATA 2 9 04 00 

GTAGCAACCT TATTAAAAAT TTCTAAATTT TTATCTATAC TATAGAAAAA ACTAACACTC 2 90 4 60 

TCTTCAAAAT TTGAAGAGAT TTCTGATATA TATTTATTGT GATCATTAAT CGGATCAGCA 290520 

ATAGATTCAA AGCCTTTTAA AATATCAACA ATTGATTTTT CAAATCTAGA AAAAGTATCT 2 90 5 30 

CTTAGTTGTT CGTAAACTAA AATGCTAGAA TCTATACTCT CAGTATTTGA TATAGCAGTT 2 90 6 40 

TCTATTTGTT CCAAATATTC' ATTCAAATCT TCAGAATAAA ATTTTATCTT CTCAAAAGAT 2 9 07 00 

T-CATTACTCT TAGAAGACAG ATTATCTAGC TTTGAACTAA TATAAGAAAT AATAGATGAA 2 9 0760 

GAATACTTAA CCTCTAAGGG AGATTCAAGA C T AAAAGG AT CGCTTTTTGA TTTTTGATAG 290820 

TGAACAATTC TGTTAAAATC ATTAATTAAT GAAAAAACAA AAGTATTGCA TAAATAAAAA 2 90 880 

ATAATTGCAA AAGACAATAA TAAAAATGCA ACAAATATAA CCCAATTTGA TTTAAACATA 2 90 940 

ATAGGAATGG AATTGACATT TAAAATAAGC CCCTGAGTCA AAAAATCATC GGTTTTTACA 2 910 00 

AAGTTT AAAG AATAAAAATC TCTTTCATAA TTAAAAGTGT ACTGAGAGCT AGAAGAATCT 2 910 6 0 

TTTTTAGCAT AAGC T AT AAC TTTACTCAAA AAATTCTCAC TATAAGCTGT AGAAAAAGAT 2 9112 0 

TTGGCCTGAA GATTATTAAG GTTTGAAAAA ATGGGCATGT AATTTCTGTC AAGC AT AAAA 2 9118 0 

AAATTATAAT TTTTACT AC C AAATTTAAGA GAAGAATACA ACTGATTTTC t AATAATATCT 2 91240 



AACGACTCAT CAAAGCA.TAT TAAAA.TCCCT ATCACACCCA ATGTTGAAAC AG AATCTC T A . 2913 0 0 

ACTGGAAAAC TT A TT A T AGA ATAAAjTTTTC CCATCTATTT GCATATATCT TGAATAATAC 2 913 6 0 

TTAGAATTTT TTTCTACAGG AACA3AATAA A.TTGGATCCA A.TCTAACATC TTTTAAGCCT ^ 2 9142 0 

AAAGATGAAA AATTTGA-ATT TGAGATTAA-A ACA.TTTTTCC C T AT AGG AAT ATAAAATATA 



291430 



CCTTCAAGTG AATCTTCTGC TAAAGGAATA GTTTTAAAAA. TTTTATCTAT AGAGTTAAAT 291540 

TCCCTTGACC TTAAAAACA.-- ATCACTA.TTT TCATCCAAAC TATCACCTAA TTTTAAACTT 291600 

GAAGACAAAA GAAAGCTTTT TGA_-.GAA.TTC ACCAATATCC CAAACCTATA GCTATCTCTT 2 916 6 0 

ATAAGCTCCT CAAGAAACCT AG AGG ATT C C GAATATTTGG CTTTAATAAC AGC AG AC AC A 2 917 2 0 

CTGTTTAAAA ACAACTTAGA A.TCAAATTTA AAGCGATCCA AATATTCATT TTTATGATTC 2 917 3 0 

ATATAAGCAT AGC C T ATG AA TAAAAAATTT AAAAAAAGGA ATCCAAATAA AAC T AG AT AA 2 91840 

AGAAATCGTT TAGTATTTTT CAGATTAACA TCAATTAAAT TCTCA.TCTGT CATAAAAGCT 2 919 00 

CTCCAAACAT AAATATTAGT ATGATTAAAA TCTTAAAACA AAACTTTCAC CTTCATAAAT 2 91960 

- CATATA-TAAA TAATTACTAA. TAACAATTGG CAAATTAGAC TTTTCTTTCT AAATC TT AAA 2 92 02 0 

GATTAAATCC TTCAAATAT? TGGAAAT AAT T AT TT TAT T A TTTAGCTACA TGCATATATA 2 92 080 

AT TAT AT AAT AAAACATGTA GAATACTAAA AATTTAATGT T T T AAAAAT T TTATGAAAAA 2 92140 

ACAAAATTTT GAGGAGACTT A-GTGAAAAGA AAGAAACTTA ACTCCAACCT TTTTTATAAA 2 922 00 

TTCAATTTTA T AA TTC TGGC A_T ATA.C AAT A AT AATT AT T G CAACAACCTT TTTGCTACTA 2 922 60 

GATCAAGGCT ATAA-AAAAA7 CATAACAAAA GAACTTCAAG AC T T T AC AAA ATTCATTAAC 2 92320 

CAGGCAATGA TTAAAAGCTT T T C C GAT G AA TCTAAAGAAA TAATAAAAGC TTTAAGCATA 2 92 3 80 

TTAACGACTA GGTACGACTA TCGGTCTGCA ATCCTAAATA ATAAAAATGA AG AAC AC TT A 2 92 440 

GTATCTGATA. AGATTT'TAAT TACACTCCCC TCCTTTATTA AAAT AAT AG A GTATACAAAC 2 92 500 

AAAGATGGAT ACATAA.TCGC ATCAAGCGAA AAAAAAAGAA CCAGTCAGTA CATAAGTTTA 2 92 5 60 

AAAG AAT TGC TATTGGGCAA A-GC TTT AAC T GCATTTCAAA TTTCAATTCT TCACAACAGT 2 92 62 0 

C T AGC AAAG A TAAATAACAA TTTCTACATT CC AAT AGC AT ATAAAATAAC AGATTCAAAA 2 92 6 80 

AAATC TAATG TTGGA.TATAT CATTTT A.TAT GCTGACATTT CAGAAAAAAT CGCTGAGCTA 2 92 7 40 

AAAGAATATC TTTTACTACT TTTGGAAAAC TCATTGCTAG AACAAAATGC AAGCACCGAA 2 92 8 00 

AACTCATCAA AATACTTTAA , TGTATACATA ATAAACAGTA GTGGTGATGC ATTTGGAGGA 2 92 8 60 

AAAGATGAAA TTTTAAAGAA CATAAAGCAT ATATTTGGAT TTAACCCAAA- AAC ATT AAC T 2 92 92 0 

G AAAT AC T AA ' AT AC ATT AT C TGAAGGAJ\AA . GCAAATTACA AT AC AAGC AA T T C AAAT G AA 2 92 980 

















ATAATCTCCT 


TAGCAAGGAT 


CACAACATCC 
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AATTGGTACT 


TAGGAATAAA 


AAT AGATT AT 


293040 


AACAACATAT 


TTTCAAAAGA 


ATTTAAAAAT 


ATGAGATTGG 


TTTCGCTTTC 


CATTATATTT 


293100 


ATCTTAGTAA 


TAATTTTTAT 


ATTAATAATG 


ATATCAACCA 


TAAAAACTTT 


AATAATATCA 


293160 


AAAATAGATA 


AACTCAATGT 


TGTCATTCCA 


AAAGTTAAAA 


ACGGTGACTT 


AACATTTAAA 


293220 


ATCGAATCAA 


AAGGCAAAGA 


TTCAATAAGC 


TCAACAATAA 


ATCTTTTTGG 


TCATTTTATT 


293280 


GAAAATCTAA 


AAAATGTAAT 


TAATTCACTG 


CAAGAACGAG 


TAAAGCTGCT 


TAAAGAAAAT 


293340 


GGAGACCATT 


TATTCAGCGA 


GAT AAAT AAA 


ACACATAATA 


CAATAAAAAA 


TTCAAATCAA 


293400 


T AC AT AG AAA 


AAAC AC AAG A 


AGAAGTAGAA 


AAGCAGGTAG 


AATTCATCTC 


T AAT AC AAC A 


293460 


AATATAATTG 


AAAGCCTATC 


AAAAAATATT 


TCATCTCTTG 


ACAATTCAAT 


TGAAACTCAA 


293520 


GCCGCAAGCG 


TTGAACAGTC 


CTCATCGGCT 


ATAGAAGAAA 


TGATAGGAGG 


AAT AC AAT C A 


293580 


AT AAC AG AAA 


TAACTCAAAA 


AGCTGCAAAA 


AGCACAGAAG 


AACTAAAAAG 


GTTCTCTGAT 


293640 


GATGGGCGAA 


AAAAACAAGA 


AGAAGTTATT 


ACTCAAATTA 


AAG AG AT T T T 


TAAAAACTCA 


293700 


ACAAGATTAC 


AAGAAGCAAA 


CTCTTTAATT 


T CATC TAT AG 


CAAGTCAAAC 


CAACCTACTC 


293760 


TCAATGAACG 


CTGCAATTGA 


AGCATCTCAT 


GCTGGTGAAG 


CCGGAAAAGG 


ATTTGCAATT 


293820 


GTTGCAGAAG 


AAATAAAAGA 


CCTAGCAGAA 


CAAGTAACAT 


CACAATCAGA 


ATCTGTTGCT 


293880 


TCATCAATTA 


ACGAAATAAT 


GGATTCAATA 


ACCAAAACCG 


TAAACACCTC 


TGAATTAACA 


293940 


AATAAAGCTT 


TCAATCAAAT 


ATTCGATTCA 


ATCAATTTAG 


TTGTTCAAGT 


AATAGAAGAA 


294000 


ATAAATCATA 


CAATGCAAGA 


GCAATCAATA 


GGTAGCCAAG 


AAATTTTAAA 


GGCTTTAAAT 


294060 


ACAATGCGGG 


AAAT AAC ATA 


TSAAGTAAAA 


ATTGGTTCAA 


ATGATATGTT 


TAGAGGCAAT 


'294120 


- AAAGAAATC A 


TTAGCACTAT 


CAAACTGTTA 


GGAGAAATTA 


AT AT T AC GGT 


CTCAAACTCA 


294180 


ATGAAAGGTT 


TAAAAGAAGA 


GATTAATACG 


CTAGTAGAAG 


CAATTGAGCG 


T ATT AAAGTT 


294240 


TTAGGAACTA 


CAAACTCAAG 


CCATATTTCT 


GGGATTAGCG 


AAAGTATAAA 


TCAATTTAAA 


2943 00 


AC C AAAT AAA 


C T AGATT AAA 


AGGAAATAAT 


ATGCAAAAAA 


AGACATTTTA 


TAATACTGAA 


294360 


AAATATCTTA 


AAAGCCATTT 


AATGTTATTT 


r 

CCTATTTTTG 


CTTATACAAA 


AAACTTTTTA 


294420 


GATGCTAGTA 


TCGCATCTGT 


TTGGATTTCA 


ATATGCATTA 


TACTTCCTGC 


C C T AAT AAT C 


294480 


AATCAAATAG 


AATTGAAAAA 


GCAAAAAAGC 


CATATATTAG 


GGATATATCT 


AT T AAT AAT A 


294540 


' GGAATTTTTA 


CCAGCCTAAC 


TTACTTAGTT 


ATGCTCTACT 


T AAC AC C AAC 


TTTATATAAA 


294600 


GAATTTAAAT 


TTTCAATACC 


CATTTTAATA 


GC CAT AATAA 


TATCATTTCA 


TAAAAACGAA 


294660 


CCCTTTAAAA 


TTCTAAAAAA 


CCCATCAATG 


ATAATTAAAT 


ATTCTAAAAT 


TCCAATTTTA 


294720 


ATTTTCATTA 


CCCTAAGCTC 


AACAACCTCA 


CTTATTAGAG 


AAAT AT T AAA 


CACGGGCAAT 


294730 
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TTAAAACTTT TTAACAACGA AATACCTATA ATAAAGGGAC TTATAAATAT AAAAATGTCG 2 94840 

GCCCATAGCT CAAACATTTT TATTGTAGCG TCTTTATTTT TACTATTAAT CAATATGCTA 2 9 4900 

AC AAAAAT T A AAGAGAAAAA AATGAATAAA AGTGTTAAAG AGGAAAAAAA TGAATAAAAG 2 9 4960 

T GTT AAAAAA AAGATTAAAG ACGAAATTAA TGTTATAGTT AC T AAT C TAG CATTATCAAA 2 9 5020 

TAACATAAAG CTAGATAATA T C AAT AT AAA TATTCAAAAA CCTCCAAAAA GTGATCTGGG 2 9 50 80 

AGATATTTCC ATATTAATGT TTGAAATTGG TAAAACCTTA AAACTCCCTA TTGAAATCAT 2 95140 

CTCCGAAGAA ATAATAAAAA. ATCTTAAAAC TAAATATGAA ATTAAAGCTG TGGGGCCTTA ^ 2 95200 

.CTTAAACATC AAAATTTCTA GAAAAGAATA TATAAATAAT ACAATACAAA TGGTAAATAC 2 9 5260 

_T C AAAAAG AT ACCTATGGAA CAAGTAAATA TC TAG AC AAT AAAAAAATAA TATTAGAATT 2 9 5320 

TTCATCACCA AAT AC AAAC A AACCACTGCA TGTAGGACAT CTTAGAAATG ACGTAATAGG 2 9 53 80 

. AGAAAGTCTG TCAAGAATAT TAAAGGCTGT GGGTGCAAAA ATTACAAAAA T AAAC TT AAT 2 9544 0 

AAATGACCGA GGGGTT CAT A TCTGCAAATC AATGCTTGCA TACAAAAAAT TTGGAAATGG 2 95 500 

CATTACCCCT GAAAAAGCTT TTAAAAAAGG AGATCATTTA ATTGGCGATT TTTATGTTAA 2 9 5560 

ATACAACAAA TACTCACAAG AAAATGAAAA TGCTGAAAAA GAAATTCAAG ATCTACTTTT 2 95 62 0 

ACTCTGGGAG C AAAAAG ATG TAAGCACAAT TGAACTTTGG AAAAAGTTAA ATAAATGGGC . 2 95 63 0 

AATTGAAGGA ATAAAAGAAA CATACGAAAT T AC AAAC AC C TCATTTGATA AAATTTACCT 2 9 57 40 

TGAAAGTGAA ATTTTTAAAA TTGG AAAAAA TGTCGTATTA GAAGGGCTTG AAAAAGGATT 2 9580 0 

TTGTTACAAA CGAGAAGATG GCGCAATATG CATTGACTTA CCTTCAGACT CAGATGAAAA 2 958 60 

AGCAGACACC AAGGTAAAAC AAAAAGTACT CATAAGATCA AACGGAACAT CTATCTATCT 2 95 92 0 

TACCCAAGAT TTAGGAAATA TAGCAGTTAG AACAAAAGAA TTTAATTTTG AAGAAATGAT 2 95 9 80 

TTATGTGGTT GGAAGCGAAC AAATTCAGCA CTTCAAAAGC TTGTTTTTTG TAGCAGAAAA 2 9 60 40 

ATTAGGCCTT TCTAAAAACA AGAAACTTAT TCATTTGTCA C AC GGAATGG TTAATCTTGT 2 9 6100 

TGATGGAAAA ATGAAATCAA GAGAAGGCAA TGTAATTGAT GCGGATAACC TAATCTCAAA 296160 

CTTAATAGAA TTAATAATAC CTGAAATGAC ACAAAAAATT GAAAATAAAG AGAGCGCTAA 2 96220 

AAAAAATGCT TTAAATATTG CATTGGGAGC AATTCACTAT TATCTGCTAA AATCAGCTAT 2 9 62 80 

ACATAAAGAT ATTGTATTTA AT AAAAAAGA AAGCCTGTCT TTTACGGGAA ATTCTGGACC 2 9 63 40 

ATATATCCAA TATGTTGGAG CAAGAATTAA TAGCATTCTT G AAAAAT AT A AAGCACTTTC 2 9 6400 

TATTCCTGTA ATGGAAAAAA TTGACTTTGA ACTTTTAAAA CATGAAAAAG- AGTGGGAAAT 2 9 64 60 

TATTAAAATT ATATCGGAAT TAGAAGAAAA TATAATCAAT GCGGC AAAAG A T TT AAAC C C 2 9 552 0 
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TTCAATACTT 


ACCAGCTATT 


CATACTCGCT 


TGCAAAGCAT 


TTTAGCACGT 


ACTATCAAGA 


296580 


AGTTAAAGTA 


ATAGATACAA 


ACAATATCAA 


TTTAACAGCC 


GCAAGAATCG 


AATTTTTAAA 


296640 


AGCCATATTA 


CAAACAATAA 


AAAATTGCAT 


GTACCTGCTC 


AATATTCCCT 


ATATGTTAAA 


296700 


.AATGTAGGCA 


AGAAAATTTT 


ACAAAATTTT 


CTTGCCTAAT 


ATCCGTTTAA 


ATCTAAGTCA 


296760 


CTTTTGCTAA 


AAATTAATTT 


TATTTTATCT 


TCATACTTTT 


TGGATATATA 


ATATCTTTTT 


296820 


AACTTAAGAG 


TATTGGTAAG 


CTCTTCTCCA 


ATTGTAAAAG 


GATCCTGAAG 


CAAAACAAAG 


296880 


CCTACTATTT 


TTTCAAAATT 


TTTAAAACCT 


AATTTAGTAT 


TAATAGTGTC 


TGAAATATGC 


296940- 


T T AG AAT AAA 


GTTTATTGAC 


GTCCTCATTG 


GCTAACAAAT 


CACTTCTGGA 


AGAAAAAGAA 


297000 


ACTCCACTAG 


AATTTGCCCA 


TTTTTCAAGA 


TTATCAAAAT 


TAGGCACAAT 


AACAGCCCCC 


297060 


AAAAATTTTT 


GAT C C TG AC C 


AACGATCATA 


ATATTTTCAA 


TAAACAAAGA 


TTTACCCAAA 


297120 


ACTCTCTCAA 


GGGGCTCAGG 


CTCAATATTT 


TCCCCGCCCC 


TCAGAACAAT 


TGTATCCTTG 


297180 


CTTCTACCAA 


CAATTGAAAT 


TTCATTATTA 


ATTGTTAATC 


TAACCAAGTC 


CCCAGTGTTA 


297240 


AACCAACCAT 


CTTCTGTTAA 


AACTTCACTT 


GTCTTAGCCT 


TATCCTTAAA 


GTAGCCACTC 


297300 


ATTATTTGTG 


GCGACCTGAC 


CCAAAGCTCG 


CCTTTTTCTC 


CATAAGGCAA 


AACTCTCCCA 


297360 


TCAATTCCAA 


CTACTTTGTA 


TTCAACATCT 


GGCAAAATAG 


GGCCGACAGT 


TTTTGCTACA 


297420 


GGGCCTTTAA 


GACGCCTAAC 


GCTCAAAATA 


GGGCCCGTTT 


CAGTAAGACC 


GTAACCTTCA 


297480 


AGCACTTTAA 


TTCCTACGGC 


CTTAAAAAAA 


TAATCAACAT 


AATCAACCAA 


TGCCCCACCA 


297540 


CCAGAAACTC 


CAAATTCAAA 


ATTTTGCCCA 


AGAGCATTTT 


TTATTTTTTT 


AAAT AC T AAA 


297600 


ATATCGCCCA 


AT AAT TT AAT 


AGGAAAAATT 


AAAAC AAT C C 


C AAT AAAT AA 


AAATAATTTT 


297660 


GAAAAAAGCG 


AAAT AAG AAA 


ATTAGTTTTT 


TTATAAATAG 


G AGAAAGC C C 


TAAAAATCTC 


297720 


' TCCTTAAGCT 


TTGCATAAAT 


AATCCCAACT 


TTTAAAAACC 


CTCCAAACAC 


AAACTTCTTA 


297780 


ATAAAAGATT 


C TG AT AC C TT 


TTTAATAATA 


CCTATTCTTA 


TACCTTCCCA 


AATTCTGGGT 


297S40 


ACAGAAACAA 


TCATTTGAGG 


ATTTAAAAGT 


AAAAAGTCTT 


T T AAC AAAAC 


AGGACCTATG 


297900 


GGCTTTGAAT 


ATGCAATTGC 


TATGCCTTTT 


AAAGCAACTA 


TATATTCACA 


AGCCCGCTCA 


297960 


AAAGAATGCC 


AAAGAGGAAG 


AATAGAAATC 


ATTATCTTGC 


CGGGTTTAAG 


TGTTGGAAGA 


293020 


TAATCATAAA 


pmprn a Tt^Ti A A 
blL iAlL 1 AA 


rprp/—' A A A A A T 1 A 


a A a^ATTTAT 
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GCCTCAACAT 


TACTCCCTTT 


298080 


. GGCATACCTG 


TTGTACCAGA 


AGTATATATT 


ATAGTTGCAA 


TGTCTTTTGA 


AGAACCTTTT 


298140 


TCAATCTCCA 


TATCAAATGA 


TTTTGGATTA 


GCTCTTAAAT 


ACTCAGTTCC 


AAGTTCTAGT 


298200 


AATTTTTTAT 


AAGAAAATAC 


AGTAATATTT 


CCTATTTTTT 


CTTCATAAGA 


TTTATCATCA 


298260 


TCAATAACAA 


CAATACATCT 


TACCAATCTA 


AGATCATGCT 


TTTTGGATAA 


AACCTTGTGA 


298320 
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AGTTGCTTAT TGTTTTCAAC AAAAATAAAA GTAGATTCAG AATGGTTAAT AATATAAGCT 2 98 3 80 

AATTCATCCT CAGAAGAATC ATTTCCCCTG GGAACATCAA CGCAGCCTAA CCCCAAAGTA 2 98440 

GCAACGTCGA TTATTATCCA TTCTCTTCTA GAATCAGAAA TAATTACAAC CTTTTCTCCC 2 98 5 00 

CTTTTAATGC CACAATGCAA AAGCCCAGAA GCCACTCTTT TTGTCTCATT CCAAAAATCA 2 98 5 60 

GCGTATATTT GCTTCTTAAA ACTTTTTGAT TCCCCCTCCT TATACATAAA AATATCAAGC 2 98 62 0 

-TC ACT AT AAA GAGCTACCAC ATCTTTAAAA CGCTTAGGCA CAGTATCACT CATAAATCCC 2 98 680 

CCTCAAAACA ATTTAAAATT AATTCAAAAA .AAGCAACAAG CTGCTAACAA TAATATTATA 298740 

AAAACTATGT AT AAAAAT C A C AT AAT AT AC ATTTTTATAC CTTAAATAAG T AAAAG C AAA 2 98 300 

AAATATCCCT AATATAAATG TAACCAAAAA TCCTAAAATT C CAT AAT AT A AATGCCCATA 2 98 860 

AGC AAAAAAC ATACTACTAA GAATGGCGGT AGCTACAACA GGAAATCCCA TTTGTGTAAA 2 9 8920 

CTTAGTAATA ACAAAAGCCC TGTAAAAAAG TTCTTCAAAA GCTCCTGTAA AAAAAGAGGT . 2 98 9 30 

AAAAGTCATT AAAAAAAATG CTTTTTTACT GCTAATCTTC CAATTAAATC CAGCATTGTT ^ 2 99 040 

TTGAAAATAA TAGACAAGTA CCGATTCTGG CAACAAATAT TCAAGCAAAA AAGCTATTAA 2 99100 

AAAAAT G AC T ATCATTGCAA TCAATATTGT TTTAATAAAA ATTAAAACAG AATCCCAAAG 2 99160 

AAAAAT AAA T TTAAATTTAG GAATAAAAAA CTCTACTCTA AAATCATCAT AAGAACTGGT 2 99 2 20 

AAGTTT AAAA AAATAAATTA T AAAAAT AAT TAAAAAAGAT CTTGAAATCC AAAAATAAAA 2 9 9280 

ATGATTTTCA TCAACATTCC AAAATTCTGA ATTAACATTT ACAAAAGGAG ATGCCAAATA - 2 9 93 40 

AACAATAGCA TAGACCAAAA AAAGATCAAG CAAAGCCCGC TTGAATGGAT ATTTATTTTT 2 99 400 

' TAACAATTGC AT AAAGT AT T GTAATTAAAT AATTATTAAT TGTCAACGAA TGATTATTGA 2 99 4 60 

TTGATTAATC AAAACAAATT AAAAT T C AAA ATATAATTAT TTATAAATAA AAATAAGAAT 2 99 52 0 

ATTATAAATG ATTTTAATAT TTGTCCTTAT TTCACTTAAT " TTATTAATTC AAT AT TAT T T 2 99 5 80 

AAAACTCAAT TTAATTTATT TTAACACAAT GCTAGCATTA TTTTTTATTA T AAAAAAC AA 2 99 6 40 

CAAACACTTA GCACTTAGTT TTATTTTTTG CACAATATTG CTATTAAGTT TTCAAGCGAG 2 99 700 

ATTAAATTTT AAAACATTAA AAAAAAATAT TTATCAAATA ACAAACATTA AAAATTTTAA 2 997 60 

AAAAG AT T C A AAAACCATTG TAGAAGTAAT TGACAATAAA TCAAATATGT " ACAAATATAG 2 99 820 

CTTCAAAAAT ATTGAAAATA TTT AC AAAAT AGG AG AT AT C ATTAAAATTG AAAAT C AAAA ' 2 99 8 80 

AATAAAACTT ATTAAAAGGC CCTTTTTTGC CAAGCTTAGA G AAAAAT ATA CAAACGCCTT 299 940 

AAACAATTTT TTCACTACAC TAAATCCCAG CTATTCCCAT TTTTCAAAAG- CAATAATTTT 3 00000 

G AAT AT C AAA TCAGAAATAA C AAAAT ATGA AAAAACATTA TTTCAAAATG CGGGGATTGC 3 00 0 60 
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CCACATTTTG 


GTAGTATCTG 


GACTGCATTT 
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TTATCTAATA 


AGTTTAATAA 


GTTACTATTT 


3 0012 0 


CCTTTTAATA 


ATCACTAATG 


AAAAATTAAA 


ATACTTAATA 


T T AAGC AT AA 


TTTTATTAAA 


3 00130 


TTATCTAATA 


TTAACTGGAT 


TTGCACCTTC 


AACGGTAAGA 


GCATTTCTAA 


TAACAGAATC 


3 0 02 40 


TCTTA.TAATA 


TACAAACTAA 


TTTACGGCAA 


AATTAATTTA 


ATAAGCTGCA 


CATC TAT TAG 


— v Anion 

3 00 3 00 


TTTTATAATA 


AATGCTCTTG 


CATTCCCCGA 


AACGCTAAAT 


TCAATAGGAT 


TTCAGCTCTC 


3 0 0 3 6 0 


CTATCTTGCA 


ACAATAGGAA 


TATCAGCATC 


GGTTCATCTA 


AAAAAT AG AT 


ACGGTCTTAA 


3 0 042 0 


CAGGCTAGAA 


TCATCAATGC 


TTACAACATT 


TTTTATTCAA 


ATATTCACCT 


CGCCAGTAAT 


3 00480 


TTATATCAAT 


AATTTTGATC 


TAGCACCAAT 


CTCAATACTG 


TCAAATTTAA 


TAGCTATTCC 


3 00540 


ATTAATATCA 


ATTTTCTTAG 


CAATAACAAT 


ATTAAGCTTA 


A.TAACTTACT 


TTTCAAGTTT 


3 00 600 


AAATTTATTT 


TTTCCCCTTG 


AC CTT AT AAA 


TGCCTACATA 


TTTCAAGCAA 


TAAAAATTAC 


3 00 6 60 


AGCAGCATTT 


TTTAGCAAAT 


TCTTTATAGT 


CAAGCACCAT 


CAAATACCTA 


TATTTTTAAT 


3 007 2 0 


ATTAAGT ATT 


TTTCTTATAA 


CTTACATTAT 


TTATAATAAC 


GAAA.C T AAAA 


AAAATTAAAA 


~> r\ r\ "i n t~\ 

3 00 / 8 0 


TAATTTTAAA 


ATATCTGTCA 


TTATTAAGAA 


TAATATGATA 


CTATCTCTTT 


TATCTATGAA 


i 0 U a 4 u 


TATCAACTAT 


AACAGTATAA 


C T AG C AT AAA 


ACAAACATTA 


AAAGAAAGAA 


AAATCGCTCC 


— 1 i-1 /-"I [-1 /-I l~\ 

3 00 900 


AAGAAAATTA 


TGGGGACAAA 


ACTATTTAAT 


CAACGAAAGC 


ATAAGGCAAA 


AAAT AAT AG A 


3 00 9 60 


AAGC T TAG AT 


ATAAAAGAAA 


ATGAAAAAAT 


CTGGGAAATT 


GGCCCAGGCC 


TTGGCGCAAT 


3 0102 0 


G AC T GAG AT T 


TTATTAAAAA 


AAACTAATCT 


TTTAACCGCA 


TTTGAAATTG 


ACTTAAAATA 


3 010 8 0 


TTCAGAAATA 


TTAAATGAAA 


AATTTGGAAA 


ATTAAAAAAC 


TTTAAATTGA 


TAAAAGGGGA 


3 0114 0 


TTTTTTAAAA 


AAATACAAAA 


ACGAAAATCA 


AAACATTGAT 


AAAATATTTT 


CAAATTTGCC 


3 0 12 UU 


ATACAATATT 


GCATCAAAAG 


TAATATCTAA 


ATTAATTGAA 


GAAAACTTTT 


TAAAAGAAAT 


3 012 60 


GGTATTCACA 


GTGCAAAAAG 


AATTGGCCGA 


CAGAATAACT 


GCAAAAATAA 


ACAGCAAAAA 


3 013 2 0 


CTATTCTTCA 


TTTACGGTCT 


TAGTACAATC 


ACACTTCAAG 


GTAATTAAAA 


TATTAGACAT 


3 013 80 


AGGAGAAAAC 


AATTTTTATC 


CTGCACCTAA 


GGTTAAGTCC 


ACAACACTAA 


AATTAATTCC 


3 0 1 4 4U 


TAAAAAAAAC 


AACATAAAAA 


ACTTCAAAGA 


ATTCAATAAA 


TTGGTTAGAA 


CTGTATTTTC 


3 0 lo U U 


AAACAGAAGA 


AAGAAATTAA 


AAAAC AC TAT 


TATTAATTTC 


ATTACCAATA 


AAGCTACTCT 


3 015 60 


' GAGAGAAAAT 


TTTTTAAAAG 


AATATTTAGA 


CAAAAGACCT 


G AAAAC AT TT 


CTGTTGAAGA 


3 016 2 0 


ATTTATACAA 


ATTTCCAACA 


CTTTAAATGC 


TTATCATTAA 


AGCACTTGCA 


AATACAATTT 


3 016 80 


CATCAACAGA 


ACAGCCCCTT 


GAAAGATCGC 


TAATGGGCTT 


GGAAAAACCT 


TGTAAAAAGG 


301740 


GACCGTAGGC 


CTTGGCAAAA 


GCAAATCTCT 


CTACTAATTT 


ATAACCAATA 


TTCCCCGCAT 


301800 


CTAAATTGGG 


AAATATTAAA 


AC ATT AGC AG 


AACCTGCTAC 


TAAAGATTCT 


CTACATTTTT 


301360 
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TCTCTGCAAC 


ATCTTTTATT 


ATGGCTGAAT 


CAAGCTGCAG 


CTCACCATCA 


ATAAGTAAAT 


301920 


CACTCTCTTT 


ATTCCTAACA 


ATATTTAAAG 


CATTCTTTAC 


TTTTTCAGTT 


TCTTTAGCAC 


301980 


TAGAAGACCC 


TTTTGTTGAA 


AAACTCAAAA 


GAGCAACCTT 


GGGCTTTGCA 


TTT AAAAT AT 


302040 


CTTTAAAAGA 


TTTAGCACTT 


TGCAATGCAA 


TTTCTGCAAG 


CTCTAAAGAA 


TTGGGATTGA 


302100 


C C AC T AC AG A 


ACAATCTGCA 


AAAAATAAGA 


TTCCATTATG 


TCCAAAACAA 


AAATCAACAT 


302160 


TACGAGCAGT 


GCATAAAGTA 


TCCATAATCA 


TAAAAGATGA 


TATAATCTTA 


ACACCTTCCA 


302220 


ACTTAGGGAT 


TATTCTTAAA 


GCATTAGACA 


AAACTTTAGC 


AGAAGTTGAG 


ACAGCCCCAC 


302230 


AAAC AC AAG A 


TTTAGCATAA 


CCAAATCTTA 


CCATAAGCAT 


AGCAAAAGTA 


ATTTCATCTA 


302340 


AAACTTGAGT 


CTTTAAACTT 


TGCTTCGTAA 


CTCCCTTTAA 


CTTTTGTAAA 


CTCCAATATT 


302400 


CATCCAAATA 


CATTTCAATA 


TCTGGGAAAG 


AATTAGGATC 


AACAACTTCT 


ATTCTTCCTA 


302460 


AAATATCATT 


GCAATTAGAA 


AATTCTTTTA 


AAGAATTAAT 


AACAGTATCT 


TTTTTGCCTA 


302520 


TCAAAATAAT 


CGAATCTGCA 


AGATTTTTTT 


GCAAAATAAC 


AATAGCTGCC 


TTTAAAACTC 


302580 


TAGAATCACT 


ACTTTCGGGA 


AAAAC T AT AT 


TGGCCTTAAG 


CTTATTCTCT 


TTTACAAATA 


■ 302640 


TTCTTGCCTT 


CTTAAAAACA 


TAATCTTTTA 


AAC AAAAC AC 


CTTATAAAAA 


GAATACAACA 


302700 


CAATTGATAA 


TGCATAAAAA 


AAGACATTTT 


aaXataaaaa 


ATCTTTTTTC 


ATACATGATT 


302760 


TTCAATTATA 


AAAATTAAAT 


ATTTCTTAAA 


GTTTTCTTAA 


AATTTCTTGT 


AC AAC TTTGG 


302820" 


CTGAATTGAA 


AGCAGCTATT 


TTAGAAAATT 


TACTATATTC 


AACCTCATTC 


CCTTCTTTAT 


302830 


TTACAATGTC 


AG AT AT T G AC 


CTAATAACTA 


TAAAAGGTAT 


ATTAAACATA 


TGAGAAACAT 


302940 


GCCCTATTGC 


TGCACCTTCC 


ATCTCAACAG 


C TAT T AC AT C 


TTTAAAGTTT 


CCTATAATTT 


303000 


TGTTAATATA 


AGTTGGATCA 


, ATAAACTGAT 


CTCCTGAAAC 


TATTAATCCT 


GAATATGCAT 


303060 


TAGAACCTCC 


AACCTTTGAT 


TTAATGGCCT 


C T ATGGC ATT 


CTTAATTAAA 


TTTTTATTGG 


303120 


CATTAAATTT 


TTGAGGCAAT 


CCTCCTGTAA 


GCTGTCCTAC 


CTTGTATCCA 


AATTTAGTCA 


303180 


AATCAACATC 


ATGATATGCA 


ACCTCTGAAG 


ACACCACCAC 


ATCTCCCACT 


TTAATATCTT 


303240 


TGTATTTAGC 


ACTAACAACG 


CCACCAGCAA 


CGC CAGAATT 


AATGACATGA 


CTTATGTTGT 


303300 


ATTTTGACAA 


AATGTAGCTA 


GTCCACACAC 


CAGCATTAAC 


CTTACCAACC 


CCACAAATAA 


303360 


TAACCATAAC 


ATTGCGATTA 


GAC-AACTTCC 


CCTTTAAAAT 


CTTTTTATTA 


AGACCATACT 


303420 


CCTTAAGAAC 


TATTTCTTCC 


TTATTAGACA 


TAAGCTTATT 


TATCTGATCA 


AACTCAGAGT 


303480 


CCATAGCAGT 


TACT ATT AAA 


ACATTGACAT 


T TTT AGAAAA 


AGCAACATAA 


CTGTTTGAAA 


303540 


- AAAC TAATAA 


AAAAATAAAA 


AACTTTATTA 


AACAATTATT 


CATAAAATCA 


CACTCCTTAT 


303600 
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AATAAAAGAA TATTTATATC ATTTTTTACA AAAAAGCCAA AATTGAATTG CTTTTGAAAG 3 03660^ 

AATTTTTGTA AAAG AT AT TG AAAAAAAATA TCCTATCCAT ATTACAATAT TAATAGCATA 3037 2 0 

AAAAAAGGGA AAACTGAATG AAAAAAATGA ATCTAGTTAC AGCTGCTCTA CCCTATGTTA 3 03 780 

ATAACATACC TCATCTTGGG AATTTAGTTC AAGTGCTATC AGCTGATGCT TTTGCAAGAT 3 03 840 

ATTCGAAAAT, GTCAGGAATT GAAACTCTTT ACGTCTGCGG AACAGATGAA TATGGAACAG 30 3 900 

CTACAGAAAC CAAAGCCTTA AT TGAAAAT A CTACCCCTTT AGAAC TTTGC AATAAATATT 303 960 

ATGAAATACA TAAATCAATT TACAAATGGT TCAATATTGA ATTTGACATC TTTGGTCGCA 3 0 402 0 

CAACCAACAA GAACCATCAA GACATTGTAC AAAATTTTTT CCTACAATTA GAAAAAAACG 3 0408 0 

GCTATATAAA AGAGAGAGAA ACTGAACAGT TTTATTGCAA T AAAG ATT C A ATGTTCTTGG 3 0 414 0 

CTGATAGATA TGTAATAGGA GAATGCCCAG AATGCCAAAG CATGGCTAAA GGAGATCAGT 3 0 4200 

GCGACAACTG TTCTAAACTT CTAAATCCAA CAGACCTAAT AAATCCAAAA TGCATAATTT 3 04260 

GTAAAAACAA GCCTATTTTA AAAAAAACCA ATCATCTTTA TTTAGATCTT CCCAAAATAA 3 0 4320 

AAACAAAACT TGAAAAATGG ATAAAAAATC C AG AT AC TAG CAAGAATTGG AATACCAATG 3 0 4380 

■CCCTTAAAAT GACAAA'GGCT TTTTTAAGAG ATGGCCTTAA AGAAAGGGCA ATTACAAGAG 3 0 444 0 

ACCTGAAATG GGGAATTCCT GTGCCTAAAA AAGGTTTTGA AAATAAAGTA TTTTATGTGT 3 0 4500 

GGTTTGATGC TCCAATAGGA TACATTTCAA^ TTACCAAAAA C AT T AT C AAA AATTGGGAAT 3 045 6 0 

CTTGGTGGAA AAACAATGAT CAAGTAAATC TTGTACAATT TATTGGGAAA GACAATATAT 3 0 462 0 

TGTTTCATAC AATTATATTC CCTTGCATAG AAATTGGAAG TGAAGAAAAT TGGACAATAT 3 04 68 0 

TAAATCAACT CTCATCAAGC GAATAC TT AA AT T AC G AAAA TCTTAAATTT TCAAAATCAG 3 0 4740 

AAGGAACAGG AATTTTTGGA AACGATGCTA TTACTACAGG AATCCCCTCT GATATTTGGC 3 0 4800 

GATTTTATAT, TTATTATAAC AGGCCTGAAA AATCTGATTT TCAATTTATG TGGCAAGATC 3 048 6 0 

TCATGGAAAG AGTAAATACA GAACTTATTG ATAATTTTTC AAACCTTGTA AACAGAGTAT 3 0 4920 

TAACATTTCA AAG AAAA TT C TTTGGAGATG TAATAGAAAC AATAGAAATT CAAAATAAGT 3 0 4980 

. TTTGGAAACA AATAACACCA AAATATAATA AAAT AC T AAA TCTTTTTAAA AAGACAGAAC 3 05 040 

TAAAATCTGC TCTCAAAGAA ATACTTAAAA TTTCTTCCCT TGG AAAT AAA ATATTTCAAG 3 0 5100 

ATAACGAACC CTGGAAAAGA AAAAACAACT CTCCACAAGA AACAAAAGAA CTAATCTCAA 3 05160 

ACTTAATATA CCTAATCAGA GACTTATCTA TTTTAATGAT GCCATTCATT CCCGAAACAA 3 0 52 20 

GCAAAAAGAT ACAACAATTC TTTGGCAACA GTTATCAATT TTCAACCAAA ATTC TTGGAA 3 0 52 80 

CTAAATCGGG AATTAAAAAA ATTGAATTCA CAGAAATATT ATTC AAT AAA CTAGAGCAAA 3 053 40 

AAAAAATTAA TAATTTAAAG CTAAAATATT CAGGAGATAA AAA C AT G AAA GAAAACGAAC 3 0 540 0 
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AAGCAGAAAA CTTGCCTATA GCAAAAGAGC AACCGGAAAA CTTGTTTAGA GAAAAAGTGC 3054 60 

TCTTAAGAGT TGTAAAAATA AATAAAATAG AAAGAAATCC CGAGGCTAAA AACTTATTTA 3 055 2 0 

TATTAAAACT AGATGACGGA ACTAACAAGG ATAAACAAAT AGTAAGCGGC CTTGAAGGAT 3 055 3 0 

ATTACACAGA AGAAGAACTT TTAGGAAAAC ATATAATAAT AGTAGACAAT TTAAAGCCTG 305 64 0 

' CAAAGTTTAG GGGAATAAAA TCTGAAGGAA TGCTAATAGC TGC TGAGGAC AAAAATAAAA 3 0 5700 

ATTTTAAAGT TATAATTGTA GAAGATTCAA TTCAAAATCC TATTGCTGQA GAGAGAATAA 3057 6 0 

TACTTGAAAA CGATCAGAAT AAAGATCTTG CCTGCCCACC TAAAATTGAC ATAAATAAGT 3 0532 0 

TTTTAAAAGC CAATATAGTA GCAGAAAACG GAG AG C TT AA AATAAACGGA ATAAATTTAA 3 0588 0 

TATTAGAAAA TTCTAAGAAC AAAATTTTAT C T AAAG AT AT TCCAAACGGA ACAGTTTGCT 3 05 94 0 

AAGAGCTATT AATGAC T ATT AAAAAAATAA AAAC AAAAG A AATGGAAGAA AATTATCTTC 3 06000 

AAAGCGAACT GTGGGCATTA ATAAAAACAA ' CAAAAAACAG TTATTGGAAA GCCATAGCAT 3 0 6060 

TTGAGAGCGA TGTTCTTGGC AAAATTGTTG TAATGCAAAG AAGACTATTT AAAAATTTTT 3 0 612 0 

ACTTAGCATA TATTCCGCAT CCAGAATTCT CAAACAAAAC TCTTGAAAAC ATTAATATTG 3 0 6180 
ATAAAATCAG TAAAAGTATT AAAGAATTTA GCATAAAAAT AAAACCCTAC TTACATAAAA ' 3 0 62 40 

ATACAATCTT TTTAAGATTC GATTTAATGT ATTACTACCA AAGAACACTG AATGACAAAT 3 0 63 00 

ACTCTCCATT AAAAACTAAA ATCAAATATC TAAAAAAATC CTTTGATGAC ATACAACCCG 3 0 6360 

CAAACACAAC AAT ATT AAAC TTAAATAATT CTCTTGAAGA GATTTTGCTT AACATGAAAA 3 0 642 0 

AAAAAACAAG ATATAACATA AAGCTCAGCA CAAAAAAAAA TCTAAATATA AT AAT AG AT G 3 0 648 0 

ATAAATTTAA ACATTTAAGT GAATTTTACA AGCTATACAA AG AAAC T AGC AAAAGAGATA 30 6540 

AATTTACTAT TCACTCAGAA G AAT AT AT AC AAAACCTAAT TCAAATATTC AAACAAGACA 3 0 6600 

AAAATGCTCA AATAAAATTG ATAATTGCAT TTTACAATAA CATAATTATT TCTGGCATAA 3066 60 

TAGTGGGAAT TTACAAAGAA AAAGCAGTCT ATCTTTATGG GGCTTCAAGC AAGGAATATA 3 0 672 0 

GAAATTTAAT GCCCAATTAC GCTGTACAAT TTAAAGCAAT AGAAATGTTA AAAAAATTAG 3 0 6780 

AAATAAAAGA ATATGATTTA TTAGGAATTC CCCCAATTGC AAATAAAAAC CACCCCTTAT 3 0 6840 

ATGGTCTTTT TAGTTTTAAA ACAGGATTTG GAGGCAATAT TATTCATAGA ATTGGTTGTT 3 0 6900 

ATGATTTTAC TTACAAAAAT TTTATTTATA AG AT T TAT G C AAATCTTGAA AAAC TT AG AT 3 069 60 

ACTTCTATTA CAAAGTAATA AGGAAAAAAA TTTAACCAAG ATTATTAACT AAATTTTTAA 3 07 02 0 

ATTGCAAACC TCTATCAAAC TCATTATTAA AAAGC TC AAA AGAAGCACTA- GCAGGAGAAA 3 07 08 0 

ATAACACAAT GTCACCCGGA CTTGAAATCT TGAAAGC ATA ■ ATTTACTGCA TCTCTTAAAG 3 07140 ' 
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AATCAAATAG AAAATATTGT ATGCTACTTT TTTCTAAAAT CTTAATAATT TTTACAGTTG 3 072 00 

CACTACCTCT TATTAAAATC CAAGTTCTCA CAATATCTGC AATCTTGCTA AAACTTAAAA 3 072 60 

AATCAAGCTC TTTATCGGTT CCCCCAACAA TTAAGTTGAT AC'GGTTATCT TTTGTTTTCA 3 073 20 

AACTTTTAAC AGATAAAACA GTAGACTCAG GAATAGTTGA AGCTGTATCA TTATAAAACA 3 07 3 30 

.' TTACATTTTG AACTGATTTA ACAAACTCTA ATCTGTGCTC AATACCTTTA AAATTACTTA 307440 

AAATCTGACC CGTGCGATTA AGGTCTATGT TTAAATAATA CGAAACAAAA AAAGTAATAA 3 07 5 00 

CTTTAGGAAT TATAAAAACA GCTCGTGAAT TAGAAAAACT TCCAATCAAG CTGTCATTAA 3 07 5 60 

AATATACTTT GCCTTCATTG CAATAAAAAA TATCTTGATC AAAAT C AC AA GGATTAAATT 3 07 620 

CGGAAAATAA AATAACTCTG ACTTTTGATT TAAATTTTGA AAAATATTTG CAATAAGCCT 3 07 680 

GATCCTGAAT AATCACAATT CCTGAAGTTT GATTTACAAA AATTTTTGAC TTATCAATAA 3 07 7 40 

TATAATCATC AAAATTTAAA TAATAGTTTT GATGATCGTT GTAAACATTT GTAATAATAC 3 07 800 

TAATAATAGG ATTAAAATTC TCTAAAGATT GCAACTGCCA AG AAG AG AG C TCTAAAATCA 3 07 8 60 

AAGGAGATTT TCCATCAAGT TGATCAAAAA AACTTAAAGG AG AT AC AC C A ATATTGCCTC 3 07 920 

CAAGCTTTAC CCCCGGATAT TTTTCTTTCA AAGCTTGATA CAAAAGAGAT ACAAGAGTAG 3 07980 

ATTTTCCTTT AGTGCCTGTT ACTGCAACTA TAGGGTTCTT GTTAAACATT AAAAATAAGC 3 0 8040 

. TAATATCTGT CTCAATTCGT TTTGCAAACT TTAAATATTT ATTATTGGGT TTCACACCGG 30810 0 

GATTTTTTAC AACAATGTCA GCATTTTTAA AATCGTTTAC ATCGTGTTTG CCTAAAACAT 308160 

ACCTAATTTG ATCCTCAAAA . TCTCTTAAAG CATCAATACT TAAAGCTAAT TCCGTCTCGC 3 0 822 0 

TTTTAAGATC AGTAATTACT AATTTTGCCC CACGCTTTAA TAAAAATCTA GAAAGAGCTA 3082 8 0 

CTCCTCCTCC ATTAAGGCCT AAACCCATGA TTAAAAAATT TAAATTTTTA ATTTCGTCTA 308340 

- AAAGC AC AAT AAAAT TAT AT CAAACCTGCC AACTGTTTAA ACGGATTTAA TCCACCTTTC 3 0 840 0 

AC T AT AAAAA TAAGGAAGTG AAACAACAAG TTTGATTGCG TCCTCAAGAG ATGGAATAAA 3 08460 

AACAATAATT T C AAAAGGC A AATTTGTATA ATTTGCTAAA ACAAAAGCAA TAGGAATGGT 3 08 52 0 

ATAAACAAAA GTCACAGAGC CTTCCATAAT AGCGCCAAAA CTTGGAGATG CTCCTGCACG 3 08580 

AAAAAATCCA AAAAG AT AC T GAAAAGCAAG AGCCATGAAA AAGGCAGAAA CAGAAGAATA 3 0864 0 

TCTTAAAATA ATTCCTATAA GGTGCGAATA CTTTAATGTA TAAAAAATAT AAGGAGCAAA 3 08700 

AAATGAAAAT ATAAACAATA C AAAAG AT GT TAAAAAAGCA AGCTTAAGGC CAATTTTACT 3 087 60 

C AAA TAT ATT GCAACTTTCA TGATTTCTTT TTTACTATTA TGCATTTCAT AGCCCATCAT 3 0 8820 

AATATTTAAA GAAATACAAA AGGAATGAAT T ATATTAAAG AT AAT AAAAT AAAT AG AAAA 3 0 3 3 8 0 
AGATATGCTG TAAGCAGCAT ATTTATGAGT ATCAATTCCT AT AAAAATC G ATGTCAATAC . 3 0 8940 
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AAGATAGCCA AAAAACCAAG CAAACTCATT TAAAAGAATT GGAATAAAAA ATTTAATTAG 3 0 9000 

CTGAGCAAAC GGCTTAATAT TAATATTCAA ATCATCTAAC TTAAAGTGCA AAATTGAATT 3 0 90 60 

TTTGTTAAAA GC TG T AC AAA CAAGATAAAC AATAAGCTCT AAAGTACGAA TAACTGTTGT 3 0 9120 

TGCAATAGCA GCTCCAACTA CTCCCATATG AAAAACAAAA ATAAAAATAT AATTAAATAC , 3 0 918 0 

AAAATTCAAA AGCACTGAAA AAACAGAAAT GTAAACTTGA AATTTAACAA TTTCAACAAC 3 09240 

CTTAAGAGCA TTAGCAATAA GTCCTTTTAT GATTGCAAAT AC GAAAGAAA AAATAGCTAT 3 09300 

ATTTAAGTAA GCTGCTCCAT AGTAAACCGC CCGCTCATCA TTAGAAATCA ATCTAAGTAA 3 093 60 

AAAAAAAGGA TTCACTATGG AAATCAAAAT AAACGGAAAA GAAAATAAAA TAATAGTTAA 3 0942 0 

TATACTAATA AAAAAC GT AT TTCTAAAGCT CTTAAAATCA CCCTGATTGT ATTGTCTTGT 30948 0 

AGCAATTATA TTATAAGCTC CTGCCATGGA AAACCCAATA GTAACAAACA GTTCAAAAAA 3 0 9540 

TTTATTTGCA AGAGAAACTC CTGCAACAGG ATAGTCACCA AG AT AT GC AA CCATAGCATT 3 09600 

ATCTGTAAGG GAAATAAAAT TAAATAAAAA AAACTCAATa' GCAGTTGGAA TCGCAATTTT 30 9 660 

TAAAAGATCT TTATAAATTT TATCCTTTTT CGATACACCC AATGAATACA TAAATTTCTC 3 0 972 0 

CAAATAAAAA AATTAAGATT TTTGTAAAGA CAAATACCGG AACCTACAAT AAAGCAAAAG 3 0 978 0 

GAATTGCTTT CAAATTAGTA TAATCAGAAT GAAT T C TAG A TCCAGCAAGA TTATTAAAAT 3 0 9840 

CTTTATTAAC AC T AAAT AT A TCACGCTATC CCATACTCAA GCAAGTTCTT CATACTCAAT 3 0 990 0 

CTCTCGTATC CAATCATCGT GAAAAAATTC AATTATAATA AATATATTTT TAATAATCTC 309960 

TTCCAGATTT ACAATAAAAA CAACTATTGG TAAACTTAAA TTTGTATAAA ACACCAATAA 31002 0 

ATAAGCAACT GGAAGGGTAT AAAAAACAAT TACTCCCGAT TCAATAAAAA~ AACAAACATT 3100 8 0 

- TGGTATACCG CTAGCCCTAA AAACCCCAAC AAGAACTTGT GCCGTAAAAG CTTTAAAAAT 310140 

TACAATACTT GC AAAAAC AT AAAT AAAC AC GCTAACAAGT TCGGGAGAAT CTAATTTACT 310200 

AAAAATATAA GGTGCAAAGC TCGATATTCC AATAAGCAAA AT AAC T AC AA AAATGCCCAA 310260 

AAGAAATCCT AAAAAAGATA AAAAAAATCC AACTGATCTA ACATGTTTCT TATCGTAAAT 310320 

CATTAAATGG CCAATAACAA CCCCTGTTGC AAGTCCCATA CCATGAAGCA ATACAAAACA 3103 3 0 

AATATCAAAA AGATTTGATG C AAC AG C AAA TGAAGCGTAT TCAATGCTCC CAACACGAGC 310440 

ATAAAATGCA TGCAAAATAG TTATACTTAA AACCCAAAAA ATCTCGTGAG ACAAAACAGG 3105 00 

TATAATTAGT TTCAAATTAG CCCTAGTAAC TACCTTTGGA GCAAAAAAAT CGCCAAACTT 3105 60 

AATCCGATAA T ATG AAT T AC TGCTTATCAA ACTATATAAA AAAT AG AAAA - C AAAC TC AAC 310620 

AATTCTAGCA AGC AC AG TAG CATATGCGGC ACCTTTTATT CCCATGCTAA AGCCAAAAAT 3106 30 
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AAGAATATAA TTAAAAACAA TATTTATTAA AACAACAATA GAAGTAACAT ATAAGGGTAT 310740 

TTTTACTTCT TTAGCACTCT TAAATCCCAT AGC AG AT AAA AAAGAATATG CCATTAGCAC 310 800 

ATAAGACAAT GAAATAATTT TTAAATACTC TGATCCAAAA TTTAAAGAAT CCTGATTAGC 3108 60 

TGT AAATAGC TTTATAATGT TTCTTGGAAA AAGAAATGAA AATATAAAAA AAATTATTCC 31092 0 

TATTGTAGTT CCAATTAATA ATATATAAGC AAAAGATTGT CTTACTTGAA GAAACTTCTT 310980 

TTTTGCAATT GCTTGGGAAA CGTAAGCGCT TAAAGCCGTA CCAAGTCCAA ACACAATAAT 1 311040 

AAAAAAAAGA AAAGTTACTC TATTTGCCAA AGAAACTCCC GTAACATGAA AAGAGCCCAA 31110 0 

ATAGGAGATC ATAAAATTAT CAAAAAAAGT TACCATTTGA AATAAAAGCG ATTCAAAAGC 31116 0 

TGTAGGAATA GCTATAACAA ATAGCTCTTT TATTATCTGG TCATAATTTT TAAACTTTTT 3112 2 0 

GATCATATTC CTTATATACA GTCTCCTTTA TTTATTACTT TTAACTAAAT TTAATGCAAT 3112 8 0 

C T AGAAT AT A CATATATTTA GAATTAACTA TTAATTATAC TAAAATATAT TATAATTAAA 3113 40 

TAATATGAAA TCAATTTATG CTTTATTATT TCTATTTATT AATTTATGTT TGTTGGCTAA 311400 

CAACATTTCA AAAAAAGATT TAGAAGTACT GCTAAAGATT GCCCAAGCAA TGAATAAGGA 3114 6 0 

AT GC AAAAAT TTTATTGAAA AAAATCCTAT TCAGTTCTTA AAAGAAATAA AACCCTTAGT 31152 0 

AGATGCAGAA AAAAAT AACC TCTTAACTCT AATAAATAAA AAAAT AC C AA TTCCTGAAAA 3115 8 0 

' TT AT AAAAT A CCTGATCTGG TAAATATTGA TGATTTTGAA GATCTTAAAA ATCTTGGAGC 3116 40 

AAAGACTATT AAAGTAAGAA AAATATTAAT CGAAGATTTA AT T C G AC T AA TAAAAGATGC 3117 0 0 

" AAAAAAATTT GGGATTGAAA T T AAAAT C AA ATCTGCTTAC AGAACGCAAG AATATCAAAA 3117 6 0 

ATTTTTATTT GATTACAATG TGAAAACTTA TGGCAGAAAA GTTGCAGAAA CCCAATCAGC 3118 2 0 

AATTCCAGGC CATTCTCAAC AT C AT ATGGG AACAGCAATA GATTTTATAA ATATAGATGA 3118 8 0 

TAATTTACTA AACACAAAAG ( AAGGAAAATG GCTTTATGAA AACTCTCTAA AATACGGATT 311940 

' TTCCGTTTCA TACCCAAAAG GATATGAAAC GGACACTGGA TATAAAGCAG AGCCTTGGCA 3120 00 

CTACTTATA.C ATAGGACCTA AGCCATGCTT TATTCAGAAA AAATATTTTA AT AATT T AC A 3120 60 

ACATAAGCTT CTTGAATTTT GG AACCAGAA CAAAACAAAT CTT ATT AACC TAATTGAAAA 31212 0 

ATATGCAAAC TAAATACTTC TTCCGGCATT CAAATAAGAA CAAAAAAGAT TGTCTAGTAA 312180 

ATCAATATCA AGCTTATCGT AAGCAGAATT ATCATAAAAA AATAAATCAA GCTCTTCTCG 3122 40' 

AACTAAGACT ATGA.TTTCTC TATCATCAAC AAAAT T AGC T ATTTTTAATT TCAAATATCC 312 3 00 

TGCTTGTTCA AGTCCAAATA AATTACCAGG CCCCCTTAGC CTTAAATCTT CTTCTGCTAT 312 3 60 

TTTAAATCC A TCCAAATTTT CTTTTATAGT TTTTAATCGA AATTTGCCAG CACTTGTCAA 312 42 0 

AGGCTCTTTA TATAGCAAAA AGAAAAAAGA TTGTAAATTG CTTCTACCAA -CACGACCTCT 312480 
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AATTTGATGC AAAGTAGAAA GTCCAAAACG CTCAGCATGC TCTACTACCA TACAAGTTGC 312 5 40 

ATTTGGACAA TCAATTCCAA CCTCAATAAC ACTAGTCGCC AC C AAAAT AT CTACTTTTTT 312 600 

CGAATAAAAA TTTTTCATAA TTTCTTCTTT CAAATCAGAT GGCAACTTAG AATGAAGCAT 312 6 60 

GTCCACAACA TATTCGCCAA AAACTTCTTT TAATTTCAAA C AC AT AT TAT TAACATCTTT 3127 2 0 

TAATTCAAAT TTTTCTGAAG ATGAAATTAA TGGATAAACA AAATAAACCT GATGACCCTT 3127 80 

TAAGAGCTCT TTTCTTAAAA ACTCATAAAC TTTATCTTCA TTTCCATGCC TTGCTAAATA 312 8 40 

AGTAGTAATA GGCAAACGAC CCTTAGGCAA GGTTTTAATA AACGAAACTT CAAGATCACC 312 900 

. AAAAAGTGTT AATGCAAAAC TTCTAGGAAT AGGTGTTGCA GACATTAAAA GCATATC C AC 3129 60 

CCCTTCTCCT TTGTTTTTAA GCTCTTCTCT TTGAACAACT CCAAATTTGT GCTGTTCGTC 313 02 0 

AATGATAACA TACGCCAATC TTTTAAATTC TGTACTTTCG TAAAAAATAG CATGTGTTCC 313 080 

-AACTATTAAA CCAGAAGTAC CATTTCTAAT GCTTTCTAGA GCTTGTTCCT TATCCTTCTT 313140 

TCTTAAACTA CCAGTCAAAA GAGTCATTGA AATGTTAAAA GGTGCTAATA TGTTAGATAA 313 2 00 

ATTATCATAA TGTTGACGAG CCAAAAGATC TGTAGGGGCC ATAAATGCTA CCTGATATCC 313 2 60 

AGCTTCAATT AAAGGAAGTC CTGAAAGCAA GGCAACAAGG GTTTTACCAC TTCCAACATC 313 3 20 

ACCTTGAAGC AATCTATTCA TTGGCTTAGA AGAGTTAAGA TCAAAGAATA TCTCATCAAT 313 3 80 

AGAAATTTTT TGATCTTCTG TAAGCTCAAA GGGCAAGCTC GAGACAACCT TTTCAAGCAA 313 440 

ATCTTTTGAT AAATCTTTTT TTTCTCGAAA AAGAATCTTA GAAG AT C TAT ACCTGAAAAA 313 500 

AACTGAAGCA AAAAAATTTC TCTGTAAATT AATGTCTTTT TTGCCTTTTC AAGCATTTCT 313 560 

AATGAACTTG GAAAGTGAAT CTCTTTTAAA GCATCACTTA ACGATAATAA AGAATACTTT 313 62 0 

TCTATTAAAA ATCTAGGAAT GTCTGTTTGC CCAAACTTAA AAAAATATTC AAGAGCTTCT 313 630 
TTTACATATA ATGAAATTTT CTTGGACGTT AATCCCTCTG TCAAAGAATA AAC C GGAAGA ' 313 740 

ATTTTTTTAA ACCTTTCAGG CTTGTCGCTG TAAACTTCGC TGTCAAAATT AGAACAACTC 313 800 

CATAAACCAC TATAATCGTT ATAGGTAAAT TT AG AAT AAA TATAAAATTT TTTATCTATT 3 13 S 60 

TTAAAAACAT TCTCTAAAAA AGCCCTATTG AAAAGCAGAA TTTCGAAAGG TTCCTCATTT 313 920 

ATACTTTTAA CTGTTAACTT TAAATTTTTT T T AG AAC TAT CCCCAAATTT TTTATGCCCA 313 980 

AGAACTGTGA ACACCGTCAT CATATCACAA CTTTTTACCT TAGAAAAATC TGGAAAAGTT 314040 

TGTATATTTT GACGATCTTC AT AT T T T AC A GGAAAAAACT CAATAAGATC TTTAACATTA 314100 

AAAATTTGCA GATTATTTAA CCTTTCAACC CCTTTCTCAC CAAGACCACC- TATACCTTTA 314160 

AGCTCATATT CAAACTCATG TAAAAACATT TTAATCTCCT AAAAAGGCAA ATATGTTCCT 3142 2 0 
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AAAGC T C T AA 


TAGCAAATAC 


AACTTGTTCA 


ATAATAATTA 


TAAATGCTAC 


CATTAAAGCA 


314230 


CTCCCAACAA 


TCAAACGTAA 


AGTATAAGAC 


ATGTGTTTGT 


CAGTAATCAC 


ACCACTTATC 


314340 


TTAGTGGACA 


AAGGAAGTAA 


AAATGAATCG 


ACTGTTTTAA 


AAAAGTCTGA 


GCCTTGGAAC 


314400 


AAATTCAAAA 


GCAATAATAA 


TAATCTCAAC 


AATAAAAAGA 


AAACTATAGC 


AATAAAAATG 


314460 


CTTCTAAATA 


TCTCCCAAAC 


TTCAACAATG 


AATAAAATAA 


TAAATGTAGA 


AAGCTTATAA 


314520 


TTCCCATAAG 


CCAACATTCT 


TTCAAAAATA 


GTTAAAGTTA 


TT AAAGC TGC 


AATTGGAGAA 


314580 


AAATCAAACA 


T AC C AAATGT 


AAAAAGAGGA 


ATTTTTCTAA 


AAAAAGATAA 


AAATGGTTCT 


314640 


GTGACAACAT 


GTATAAATCT 


GAAAAATACA 


TTGGTATTAA 


TCCCTGAAGA 


C AC AA.GC C AG ' 


314700 


CTAAGAAGAA 


TCCTAATTAA 


AATTAAAATC 


C TAT AAATCT 


GCAAAAATAC 


CATTAAAATT 


314760 


TGTATTAAAA 


CAACCAAAAC 


AGCACCTCCT 


AATCAACCCA 


AACATCTTCA 


ACTATCACAC 


314820 


ACTTTCTCAA 


CTTATCAAGC 


TTATCTTCAT 


CTGGCACAAA 


ATTTAAAATT 


GAATTCATTT 


314380 


TTAATTTCAA 


ATCTTTACCA 


TTTTCCCTTA 


AATAAAAATA 


AACATTTGAA 


AATCCAGAAT 


314940 


TGTCCTCAAA 


ATTACTTATA 


CTTTCCTTTA 


AAGAATTAAG 


TAATTGTAGG 


TCATTTAATT 


315000 


TATTATTTAA 


AAACTTAATA 


TGAATATTAT 


TTATTTTATA 


TTCGGAAAGT 


CTCTCAATAT 


315060 


TTACAACTTT 


TTCAACCACA 


ATTGAAAATT 


TATCTCTGTT 


AAACGTAAGC 


C T AC C T AC AA 


. 315120 


CCCCAATAAC 


ATTGCCTTCA 


AGTAAAAAAT 


TTCTATATCT 


TTCA.TAGCTT 


TCTGTAAAAA 


315180 


CTACAATATC 


TATTGCGCCT 


TTAAAATCTT 


CTATAACGCC 


GAAAGCCATT 


TTTGCATTAT 


315240 


TTCTTTTAGT 


TTGAATAACT 


TTTACTGAAT 


TTAAAATTCC 


AGAAAATTGA 


A.CAATGCTAT 


315300 


CTTTTTTGGC 


AGCAAGATCT 


GTTAAAACAT 


TTAAACTGGA 


AAAAC TGTCA 


ATTGCCTTTT 


315360 


. TATAAGGATC 


AAGAGGATGA 


CCCGACACAT 


AAAAT C C T AA 


AAGCTC TTTT 


TCAAATCCTA 


315420 


AAAGC TCAGA 


ATAAGAATAC 


TCTTTAAAAG 


TTTGATAATT 


AAAACTTTGC 


TGAATTGGAT 


315480 


CTTGACTTTC 


AAGAGCACCA 


AATAAGCTGT 


TTTGACCAAG 


TTTTTTATTA 


TTTTTATCTT 


315540 


CTGAAACAAC 


TTCAATCAAA 


TGATCAAGAT 


TTTCAAATAA 


AGTTTTTCTA 


TTTTGAT C C A . 


315500 


AACTATCAAA 


AAGTCCAGAT 


TTTATTGCAG 


ATTCTAAAAA 


TTTCTTATTA 


ATTACTTTAT 


315660 


CATCTACACG 


TCTTATAAAA 


TCTTCAAAAG 


AACTATATTT 


GCCGTTTTTT 


TCTCTCTCAT 


315720 


CAATTATTAA 


ATCAACAACA 
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CCATAAGAAA 


315780 


TCCCAGAATC 


AGT T AC ACGA 


AATTCCCTAA 


ATGATCGATT 


TATATCGGGC 


TTGAGAACGT 


315840 


TTATGCCTAT 


AGC TTTTG AC 


TCTTCGATGT 


AATAAGAAAG 


CTTATCATTA 


TTATTAATTT 


315900 


. CATTGGTCAA 


ATTGGCAGCC 


AT AAAAT ATT 


' 'CAGGATAATT 


AGCCTTAAGA 


TAAGCGGTTT 


315960 


GATATGC TAT 


T AAAGAAT AC 


GCCGCTGCAT 


GCGATTTGTT 


AAATCCATAC 


CCAGAAAAGG 


316020 
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GCTTTAAAAG 


TTCAAAAATT 


TCACTAGCAA 


TTTCTTTGTC 


ATATCCTTTC 


TCAATAGCGC 


316080 


CTCTTAAGAA 


GTCGACTTTC 


ATTTCATTCA 


TCTCGTCTTC 


TTTCTTTTTA 


CCCATAGCAC 


316140 


GTCTTAAAAT 


ATCGGCCTTG 


CCAAGAGAAA 


AGCCTCCAAT 


TATTTTTGCA 


ACTTCCATTA 


316200 


CTTGTTCTTG 


ATAAACAATA 


AC C C C AT AAG 


TTGGTCTTAA 


AACTTCCTTT 


AAAT C GGG AT 


316260 


GAGGATATTT 


'AATTCTCTTA 


ACACCTTTTT 


TAGCAGCAAT 


AAATTGAGGA 


ATAAATTGCA 


316320 


TAGGACCTGG 


CCTATAAAGA 


GCATTTAAAG 


CTATTAAATC 


TTCAATGCTA 


TCGGGCTTTG 


316330 


CGTCTTTTAG 


AATTTGCTGC 


ATTCCTTCAG 


ATTCAAACTG 


AAAAAC AG AC 


GCACTTCTTC 


316440 


CTTCTCCTAG 


C AT AT T AAAA 


GTCTTAACAT 


CATTATCTGG 


AATATTTTTT 


ATTTTAAAAT 


316500 


CTGGATTTAC 


ACTTCTAATA 


AGATTTTCTG 


CATTTTTTAT 


TAACGTCAAT 


GTTTTCAAAC 


316560 


CAAGAAAATC 


CATCTTAACA 


AGCCCACATT 


CTTCAAGCAA 


ATCCATTGTG 


TATTGAGTAG 


316620 


AAACAGAACC 


TTGCTTATAA 


TCCTTATAAA 


GAGGCACATA 


GTCGGTTAAA 


GGGGTTTTAG 


316680 


AAATCACAAT 


TCCTGCAGCA 


TGAGTTGAAG 


CATGTCTATT 


CATTCCCTCA 


AGAACCAATG 


316740 


CGGCATTCAT 


TAATTCTTTA 


TAAACAGGCT 


TGCTAGTAAA 


ACACTCTTTC 


AAAGAATTGT 


316800 


CATCTAAAAC 


CTCTTTTAAA 


GAAACTTTAG 


GACCATCAGG 


AATAAACTTA 


GTAAGTTCAT 


316860 


TTGATTCAGC 


AAATGGAATA 


TCTAAAACCC 


TAGCCACATC 


CTTAACTACA 


GCCTTAGGCT 


316920 


TTAAGGTTCC 


AAAAGTAATT 


ATTTGAGCTA 


CCTTATCTTC 


TCCATATTTG 


TTGGTAACAT 


316980 


ATTTTATAAT 


CTCATCTCTG 


CCTTCAAAAC 


AAAAAT C AAT 


. ATCAAAATC A 


GGCATAGAAA 


317040 


TACGCTCAGG 


ATT T AAAAAT 


CTCTCAAAAA 


GCAAATTATA 


CTTTAAAGGA 


. TCAATATCAG 


317100 


TAATCCTAAG 


AGCATAAGCC 


ACAATTGAAC 


CAGCACCAGA 


ACCA.CGCCCA 


GCTCCAACAG 


317160 


GAATATCGTT 


ATCATGAGCA 


AATTTAATAA 


AATCCCAAAC 


AATCAAAAAA 


TAGCCTTCAA 


317220 


AGCCCATTCC 


AATTATTACG 


CTCAATTCAT 


AAAAAGCTCT 


ATCTTTTATT 


TTGCTTGTCA 


317280 


AATTTTTATA 


TCTAAATTTC 


AACCCCTCAA 


GTGTGAGATG 


TTCCAAATAT 


TCACCAAGAG 


317340 


TATTAAATTC 


AACAGGAATT 


TGATAATCAG 


GCAAAATAGG 


ACCTGGAAAA 


GTTATTTTAA 


317400 


AGTCATCACA 


CTTTTGTGCA 


ATCCTTACAG 


TATTTTCTAA 


AGCTTCGGGC 


AAATCATTAA 


317460 


AAAGTTC AC A 


CATTTCCTCT 


TGAGATTTAA 


TATAAAATTC 


ATTGGTTTCC 


ATTTTTAATC 


317 52 0 


TATTCTCATC 


GCTTTTCTTA 


GCACCAGTAC 


CAATACAAAC 


AATGATGTCT 


TGAGCAGTTG 


317580 


CATCTTCTCT 


GTTAACATAA 


TGAGAATCAT 


TAGCTGCTGT 


TAAAGGAACT 


CCAAGTTCTC 


317640 


TAGAATACTT 


AACCAGCCTT 


TCATTTACAA 


TGTCTTGATC 


TTTAATACCA 


■ TGCCTTTGAA 


317700 


GCTCAAGATA 


AAAATCATTG 


CCAAAAACTT 


TTTTAAACCA 


AAG AAT.TT C A 


TTCTTGGCAT 


317760 
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CTTCAAATCT 


ATTGGCCAAA 


ATAAGTCTTG 


G AAT GAG C C C 


CCCAATGCAA 


GCTGAAGTAC 


317820 


AAATCAAACC 


TTCTGAATAT 


TTTTC AAGGT 


CATCTTTATC 


TATCCTTGGA 


C GAT AAT AAA 


317880 


ACCCTTCAAG 


ATAAGAAATA 


CTTGTTAACT 


TTAATAGGTT 


TTTA-TAACCC 


AACTCATTCT 


317940 


TGGCAAGCAA 


AATTAAATGG 


TAAGACATTT 


TTCCAAGATC 


ATCCTGTTTT 


TTTAAAAACT 


318000 


T AHAAGTTTT 


TGC CAT AT AG 


GCTTCAATGC 


CAATTATTGG 


CTTAATTCCT 


GCTTTTTTAG 


318060 


X X ^_ X X -LwJ-^ri 


AAATTTAATA 


GCTCCAAAAA 


GATTGCCATG 


ATCTGTTAAT 


GCAATATGCG 


318120 


kr^TA TTGP A 


TTTTTTTGCT 


TTTGATATAA 


TATCTGATAT 


TTTTGCAGCT 


CCATCCAAAA 


318180 


p,Ap T A AT A ATP 


TGAATGAACA 


T G AAG AT G AA 


TAAACCTAGA 


CCTAAAACTC 


AT AC C T AAAA 


318240 


T T AT T TT AT C 


AAAATAAAAC 


TTGATTTTTA 


ACAAACCTTA 


ATC AAAT AAA 


TAAAAATTAA 


318300 


AAAAGT C AT A 


ATAATTTTTA 


AATCTCTAAT 


TTAAATTATT 


GCAACAAATC 


TTATCAAAAT 


318360 


AAT C AAG AAA 


AAAT AC T AAT 


TCCTTGATTA 


TCCAATTCAA 


TTACCATCTT 


TTTAATGTGC 


318420 


TCAAGTTTTC 


TAACAATTTC 


TTCAGATAAA 


CTCTCAGCTT 


GAG AC AAAAA 


ATCTTTGGCT 


318480 


TGCCTTAAAC 


CGCTATCACT 


ACGATTCTCT 


ACCCTAAATA 


TAATCAAAAT 


TTCAGCTGCA 


318540 


AAC TT AT T AA 


TATTTAAATA 


AGGAATGTAT 


ACTTCTTCCC 


ACAACTGCCT 


GATAGCATCA 


318600 


TTCTTGGGAG 


ACAATCCTTT 


ATAAAACAAT 


CCAAACCCAT 


GCTTGGAAGC 


ATCTGTCTGA 


318660 


ATGAATATTG 


TCCTTTGCCC 


CTCAACAAGT 


AGTCTCAAAT 


TATTAATCCA 


AGAAAATTGG 


318720 


TP TP AG AT AA 


TAAATTCTAG 


CTCTTTTAAA 


AATTCATCAT 


TAGACAGCAT 


AAAAGTATCA 


318780 


PAPPPAATPA 


AAGAATCACA 


GTTTCTTGAA 


TAATAAGCCA 


TATTAGCATC 


TATACTCTCA 


318840 


r\vjrr\v-. XXX -rt-ri 


TCAAAGAA GA 


AAATTCCTCT 


TGACTTCTTG 


AAAAGCGCTT 


AAATATGCTC 


318900 


TPAAHATAAT 


TAAGCTGTTC 


AAGAATCTCG 


GCAAAGAACT 


TAT C AAT ATC 


AATCTGCAAA 


318960 


TC CTT AAGGT 


TATGAGAAAT 


CAAATCTTTA 


GAAACCTCCT 


CAATTTCCTT 


TACAGAAATC 


319020 


AT ATT C AT AA 


CACCTTTTGC 


CTGATCAGAA 


AGTCGCTTGA 


TCTCATCTGC 


AACAACAGAA 


319080 


AATCCTTTAC 


CATATTCTTT 


AGCTCTTGCA 


GCCTCAAGCT 


TTGCATTAAG 


AGAAATCATA 


319140 


TTGGTAGCAC 


CTAAAAAATT 


AC TT ATTGTT 


TCTAAGCTGC 


CTTGAATTCC 


AACAATAACA 


319200 


GAAGATATTT 


GATTTAATTT 


TTCCTTATTA 


TTTTTACCAA 


GATCACTAAA 


AATAACGCTT 


319260 


ATCTGATTAC 


GAGCATTATT 


TGTCATCTCA 


ACAAAAGTAG 


7\ A 7\ 7\ T 1 A T l ^ r n^~ 1 

AAAA 1A1L x \j 




319320 


TCTATTTCAG 


AAAACAAAAT 


CCTTTGTAAT 


G AC T C AAAT C 


CTACTTTTAA 


AGTAGAAATG 


319330 


GAAGCTTTGG 


TATGATAAAA 


TCCCTTTAGC 


ATTTCCTTAA 


CAGGAGCCTT 


ATATTCGTAA 


319440 


GTACTCAAAT 


CTTTTTTGTC 


ATTACCAACA 


ACATTTAAAA 


GATTTAAATC 


AACAGCTTTT 


319500 


r^iryi^rprprprprpirprp 


TAAAAAACGA 


AAATTTTTTC 


ATAAAGGGAT 


TCTATCATAA 


AAAC T T T T TT 


319560 
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TTGAATAGGG 


TCACCAGTAC 


TTAATTTGAC 


ACATTATTTC 


AACTTTTAAT 


ATCAAATCAA 


319620 


ATACATCAAT t 


AAACAAAAAA 


TATTTTTACA 


TTTAAATGGT 


AAAAATTAAT 


TACTTTGAAA 


319630 


TAAATTTAAG 


CTTTCATCTT 


AAACCATAAA 


ACCATCTAAA 


GAT AC AAAT C 


ATTCTCCTCA 


319740 


TTTAATTTAA 


TTTAATTTAA 


TTTAAAACTA 


ATTTTAAATT 


AAATTTACTT 


TCTTTTTACC 


319800 


CAAGAGTAAC 


GCCCACTAAC 


TTCATTATAC 


TCAAAAAGAA 


CATCTCTGTA 


AGAAAAAAAA 


319360 


CATAAAAAAA 


TAT C AAT AAA 


CTCTTCTAAT 


TTAGCTTTAA 


CTTTTGGCAA 


GTTAAAATCG 


319920 


TTGTCAAAAT 


T AAAAAT AT C 


GTCTGATTCT 


ACTGTAAATA 


ATTTATCATC 


TTGCTTGAGG 


■ 319980 


ATAACTTTTT 


TGGGTTGCCA 


AAAAAGAACG 


TTGATTTTTT 


TGTCCTGAAG 


AAAAAATCTA 


320040 


TTAAATTCAT 


AATCAAGATC 


AACTTGATCC 


GTTTTTGCCT 


CAACAATCCC 


AACAATAACA 


320100 


CATCGTTCAT 


GATCAATTCT 


TTTAATCAAA 


ACAGCATCTG 


TAAGCACAAC 


TCTCTCGCCA 


320160 


ACTTCAAGAG 


CAAACTGCTC 


TTCTATTTCA 


TATTGCTTAT 


TAAAAGGAAG 


ATTTGCAATT 


320220 


T.TCCTAAAAA 


GAT TGAGAAG 


TATGTACTTA 


GTGCTCACCT 


CTTTATTGCT 


TATTCTAAGA 


320280 


CAACGAATCT 


TCATTCTATA 


CTTAAGCTCA 


TCAAAAAAAT 


ATTT AAC TAG 


CCTTTTCATT 


320340 


AAAATTGTTT 


TTCTAATGTC 


TTCTTCCTTC 


ATTCAATCCT 


CCTGATAAAA 


ATTGCCAAAA 


320400 


ATTAAAGCTA 


TTATATAAAT 


ATAATAAAAT 


ACAAATTTTA 


TTAAAGAAAT 


CAAAATATTT 


320460 


TATTATATAC 


T AAT TAT AAT 


TAAATCATTG 


CCGAAAATGA 


AAGGGAAAAT 


TATGTTAATC 


320520 


AAATTCATGT 


TCTCAAATAT 


TAATTTAATA 


TTAATAGTCA 


GCATGACTTT 


ATTTAAAATA 


320580 


. TTATTAGAAA 


T AAT AT AC C G 


AAAAAT ATTA 


TTAAAAAAAA 


TAATTACCAG 


TACCGAAACA 


320640 


TTAAATGCTG 


AAAAAAAACA 


ATATAAAATA 


ATTGTTATCT 


TTGTTTTAGC 


TTTAAATCAT 


320700 


TTATTACAAA 


GTTTTTTAAT 


AAATGCTCTT 


ATCAATTTAT 


TCAACAATCT 


AATAACTCTT 


320760' 


ACTAACAACT 


CTCTTGGAAG 


CTTAATAGAC 


TTAAATTATA 


ATATATTATC 


TGC AAT ACTA 


320820 


ATATCTAGCA 


TAACTTGGCT 


TGCCTTTAGC 


TTACCCAAAG 


TAATAAACGA 


TATAATCTAT 


320830 


- G AAAAAAG AC 


CGTTTAATTT 


AACAATAGCT 


AATGCTTTTT 


TTGACCTTTT 


AACAATAATA 


320940 


TTACTAACCA 


TATTCTCTAA 


ATTATTTTTA 


AGCTATAAAA 


TATTGCAATT 


TGAGAACACT 


321000 


ACAAACATTA 


ATTTTGGAAA 


CCTGCCTACT 


CACTAAAAAA 


C C AAAT AG AC 


AC TC AAAT AC 


321060 


AAGCTTTAAT 


TAATCCTAGA 


AAAAGCTTGG 


CTGGATTTTC 


TATTCTTGTA 


ATAAGTTCTG 


321120 


GATGAAACTG 


GCAAGCTACG 


AAAAATTTAT 


TTTCAGGAAT 


TTCTATTAAT 


TTTGCCATTT 


321180 


TAAAATCACT 


TGAAAATC C A 


GAT AC TAT AA 


GCCCATTTTT 


TGCAAATAAA 


TCTATATAAT 


321240 


CATTATTGAC 


TTCATACCTA 


TGTCTAAATC 


TTTCAATTAT 


CCGATCTTGG 


C C AT AAAGTT 


321300 



T AAAAGC T AT 


TGTATTCTTT 


mm 7\ t\ / — • 7\ a rn/ r-1 A 

T TAAGAA I i-A 


pappatatpp 


ACT AAGCCTC 


ATTGTAGCGC 


321360 


CCTTATCTTT 


AATTCCCTTT 


I bL I b AGGAA 


rrnjA atpipat 


AACAGGACTT 


TTTAAGGGCT 


321420 


TGTCTCTTGC 


TAAATTTTCC 


TCCGTATCAG 


LAI LAAb liil 




TTACGAGCAA 


321480 


ATTCTATTAC 


AGCAAGCTGC 


AAAC C AAG AC 


AAA1 I LLAAb 


a a a przp a a T A 


TTATTPTPAP 

X X t\. X X V— X V_ Jr\S — 


321540 


. GAGC ATATTT 


AATAGCCATA 


ATTTTACCTT 


CAT A i L L x 1 I 




coerce APP A A 


_J JJ J_ l J ^ ^ 


CAATAATGCC 


GTCAAACTCT 


TTTAAACAGC 


TCTLAi 1 xAA 


ATPATTA^AA 
>\ X l„ in. 1 X M-^JfT-rt. 


rpp A ATT A AAP, 


J i. X u u u 


TGCTTTTAAT 


AAGCAAATCC 


AAATGGGCTG 


CAAC A I bAAL 


raaarar TP T 


PTA ATTPtATP, 


3 2 172 0 


CATAAGAATC 


ATCAAGTTCA 


GCATATTTA.C 


P A Z -1 A A A T 1 APT 

LALAAA 1 ALL 




A TTTTTTT AG 


321780 


GCACAAAAAA 


ATTAGATTTT 


ATAACTCCTA 


CAAGCT r L LA 


AALL X L X J.v- i 


A TTTTTfiPiAT 


321840 


CAACCTTAAT 


ATTTAACTTA 


GAGCTTAAAA 


TL I LA 1 L 1 AL 


a pppt^ptta 

r"\.^_ X \-3V X X rt. 


T AAlAAAGAT A 


321900 


TAGGAATTTC 


ATAAATAGTA 


GAAAC ATC AA 


LAI lblbAAl 


A A T" AP, A AP-TPr 


CTCTCAACAT 


321960 


TGCAAAACAT 


TGCCACTTTT 


TTTCTGATTT 


/~* r~~* m /^** m rri f~* 7V, A 

GGTCTG J7LAA 


1 AL 1 ILrl uAn. 




322020 


TAATTAAATC 


GGGGAAAATA 


CCTGCTTTA.T 


TTAAGGT1 I 1 


AAL AL I 1 ivjl 


x ^jjriw x auu x x 


322080 


TAGATTTTTG 


CTCATTAATT 


CCAGCTGGAC 


TTGGCACATA 


rrtf—rrirn AAA T^""* A 
Ibl 1 AAA 1 LA 


ATAAAAP4AAA 


322140 


T ATT AC C ACT 


CCCAATCTCC 


TGTCTTATTT 


GTCTTACTGT 


prnp A A rp A A A T 
L 1 L AA I AAA 1 


A A A AT A TTTT 

^tJtJ^Jt. X .c\ X X X X 


322200 


■ CCATATCTCC 


TACGGTTCCA 


CCAATTTCAA 


T TAT CAAC AT 


A X L AL 1 A X i L 


TPAPAAPTTH 


3222 60 


CAATCTGAAA 


AATTGTAGAT 


TTGATC TC AT 


CAGTAAbA 1 G 


PPP A AT 1 A APP 


TP, A APTHTTC 


322320 


TTCCCAAATA 


TTTACCCTTT 


CGCTCATTTT 


C AAGTA 1 L 1 i 


mrprpf-tm A T 1 A r P r P 
1 X 1 L X A X AX X. 


TTHPPPATTPt 


3223 80 


TAATGTTCCA 


ACTAGACTTG 


GCATTAAGAT 


TTAAAAACC I 


L 1LL1 AA X LA 


PPAAAHTPPA 


322440 


TATCAACCTC 


TCCTCCATCA 


TCAAGCACAA 


AAAC i lb ILL 


PTPPTPi A P A 
L X LrL i ^t\JrsX^r\. 


priATT A AT AH 


3 2 2 5 00 


TACCAGGATC 


AGTATTTAAA 


TAG C CATC AC 


ATTTAA I 1 GG 


AL 1 AAL iLln 


A AATPATATP 


3225 60 


TAAACAACCT 


TGCAATACTT 


GCCGATGTAA 


r , TippT 1, T ,r T 1 Apr* 
L ILL I 1 x ALv. 




ATCACGCCTC 


322620 


CTGTTATTAC 


TAAAATCTTT 


AAGTTTTTTT 


1 LA ibIAi AL 


PPPAA A ATT A 


AAAC TT T AAA 


322680 


TTTCAATCCA 


ATTAAGCTTA 


TGCTTAAAAA 


LrAAl 1LALAA 


aTPATAATAA 


AATATACTTG 


322740 


CATTAAAACA 


AACAAAAACA 


TTAAATTAAA 


A Tl AA A A AT""PA 

A 1 AAAAA 1 in 


rnrp a A TP4PTT A 

X X JrVrt. X UL X X jTt. 


G C T AAAAAGC 


_ 322800 


TATTTCTAAG 


CCATTGTTTT 


AAATCTTTTA 


AACTATTTTA 


ATTATAATTA 


ACAAAACAAT 


322360 


ATAATGAACC 


TTTGGTTAAA 


TAGTAATAAT 


TAAACATTGC 


CAAAAAAACT 


AAaaACCCAA 


322920 


GAATAGCAAA 


CAAATTGCTT 


TTTTTTCTAA 


TACTTCCAAA 


GTCTACTA.TC 


TTAAAATATG 


322980 


AAGCCAAATA 


TAAAAAAAAT 


CCC AAAC TAT 


AAAC TAT T T T 


AAAAAATAGG 


TCGCCTAAAA 


323040 


ATCTGTCAAA 


AGAAAAAATT 


AAATCCGAAG 


AACATGGCAC 


ATATTTAAAA 


CCCAAATAAA 


323100 
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GAAAAGACGT 


AGAAAAAAAC 


AATAACACAA 


TGGTCCCTAA 


AAAGAATATC 


AAAACCTTAA 


323160 


CAAAAGGATG 


CGTTTTAAAA 


GTTATTCTAA 


AAAACATAAA 


GATTGGAAAA 


ATAGATAAAA 


323220 


AATTAAAATA 


AC GAAC AAAT 


AAAAAATCAT 


AAAAATATCT 


TAATTCTAAG 


AATGGAGTAC 


323230 


CCTCGCCTCT 


TAAAAAGAAT 


GCATTATCTA 


GGAATAAAAA 


AATATTAACC 


CCTAAATAAT 


•323340 


AAATAAATAT 


TAAAATTAAA 


GGTAGTGCAA 


ATAAATATTT 


AATTAAATTG 


AAAAAATAAT 


323400 


GCTCAAAAGT 


TGAAACAGGC 


AAAGATAAAT 


AAAGAATATT 


TCTGAACGGA 


TCGTGAATTA ^ 


323460 


CTTTGTAATA 


AT C AC AC AT G 


GTAAAAATCG 


ATATAATCAA 


GGTTAAAATA 


AAAATTTTAG 


323520 


GAGCAAAAAA 


TTTTAAAAAA 


TCAGTTGCTG 


AAAAATTAAA 


ATAAAATCTA 


AC AAG C AAAT 


323530 


AAGATATAAA 


TATCATTCCT 


AAAACTTGAA 


TTATTAATAA 


AGTATAGAAT 


TTTTTATTGT 


323640 


AAATAAAATC 


AAAATAAAAT 


AAATTCAAAA 


ATCTTTTTAA 


GCTAAACATC 


TTTTATTACC 


323700 


TCTTCTTTTT 


ATTTTCAGTA 


ACATATAAAA 


AG AAAAAC T C 


AATATCAACA 


ACTTCAGCGC 


323760 


CATTGCTACT 


CTCAAAATAA 


AGCGCCTTAA 


ATCCATCCTT 


ATTTTTTTCA " 


' TAATATAATT 


323820 


CATTTCCATT 


CAGCTCGCTG 


ATAATTTTAA 


TCTTATAATT 


TTTATTAATA 


TAAGATACTG 


323830 


AATTGGAAAA 


AAGAATTGAC 


TTTTCCCCAA 


CAATGATTAA 


ATAATCCACA 


ACCCCTGCCA 


323940 


AATCTCTTAC 


ATTGTGGCCT 


GTAATAAAAA 


TGATTCTATC 


CTTTAAATTA 


GAAAGCATGT 


324000 


TTCTAAAAAC 


ATTTTTTGAA 


ACAATATCAA 


GACTATTTGT 


TGGCTCGTCA 


AACAATAAAC 


324060 


AAGAAACATT 


TGCAGCTAGA 


GAGAATGCAA 


TAATACTTTT 


TTTCTTCTGT 


CCAAAAGAAG 


324120 


CTGAAGATAA 


GTCAAGAGAA 


ATATCAAGAT 


CAAAATCCGA 


TAAATATTTT 


TTAAAATCTG 


324130 


CCTCATTGAA 


ATTTGGATAA 


AATATAGATA 


AAGCCTTGCT 


GTATTCGGCT 


AAAGACAATC 


324240 


TGGGAAGTGA 


AAATTCTTCA 


GGAATAAAAA 


ACAAATTCAC 


TAAATTCAAG 


GGATTTCTTG 


324300 


GAAAAGsTGC 


TAAAGAGTTA 


AACAAAATTT 


TCCCTTTTAA 


GGGCTCCAAA 


AGTCCACTTA 


324360 


CAAGTTTAAG 


TAAAGTTGTT 


TTTCCAACTC 


CATTTTTGCC 


AAGAAGCAAA 


TAGGCTTGAG 


324420 


GGGTCTCAAT 


GTTTAAATTT 


AAATCCGAAT 


AGACTTCTTT 


TCTCTTATAG 


GAAAATTTTA 


324430 


CATTAACAGC 


CTCAATAGCC 


ATAAACACTC 


CTTAATATAT 


TAAAAGTTAA 


AACATAAAAA 


324540 


■ ATAATTAAAT 


CAAAAATATA 


AATTCAATTT 


TTTATGAAAA 


AC T TAT AAAT 


AAAT AT AG AA 


324600 


" AAATTTACAT 


AAAGTCTTGA 


GCTAAAATTC 


CAAATTTTTA 


GCATAATTCT 


AGGTAAAATT 


324660 


TGAATTTCAT 


T AAAT C C AAA 


ACTTTTTGCA 


TATTCATAAC 


AATCTTGAAA 


TTCAGATAAT 


324720 


CCTTTAATCT 


CATCAAGAAC 


AGAAATAAGC 


TTTTCTTTAT 


AAGCCCTATA 


AACAAGCTTA 


3247S0 


TCAGAGATAT 


TC.CAACTAAT 


AATATAAATT 


TGCTTAAAAG 


AAAT AAAAT A 


ATAAAATTGC 


■ 324340 
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AAGAAAAATT 


TTTTATACAA 


ATTTTGACAT 


TCGTTAAAAA 


TACCTTCTCT 


T T T T AAT AAA 


3 2 4900 


GTTTCCATTG 


TATTAAGAGA 


T AATT TAG AT 


T TAT GT AAAA 


CACTAATAGA 


AGAACTCATG 


3 2 4 9 6 0 


CTTCCCATTC 


TTTGGAAATT 


AGTATAAAAA 


TAATTATTTA 


CAAAAGAAAC 


TTTAGAAGCT 


3 2 b 02 0 


TTTAAAAAAA 


TTTGCATAAC 


AAAAAC TATA 


TCTTCAAATA 


CTACATTTTG 


CTGACGAATA 


i o c r\ o <~\ 


TTATTCTTTA 


AAATTAATTC 


CCGTCTAATC 


AATTTATCCC 


ATAACGTTCC 


AAC AAC AAAA 


3 2 5140 


TTTTTCCTTC 


CAAAAGTCGC 


ATAAACAGTA 


AAAAGCAAAT 


TTTTAAACGC 


CTCCTTGCCT 


3 25200 


GTTAATGGAT 


AATTAGGAAA 


AGGAAGTAGA 


GATTTTCTTT 


TTACATTTAT 


TGCAAGAAAA 


' 325260 


TAAATATAAA 


ATTGAGAACA 


AACAATATCA 


G AAT TAT C T G 


CTTTTGCTCT 


GTTATATAGA 


325320 


ACTTCAAGCA 


TGGTGCTCTC 


TACAGAATCA 


TCACCATCCC 


AATAAATAAC 


ATATTCCCCT 


3 253 80 


TGAGCCTCAG 


AAAGTCCCTT 


GTCTCTAGAA 


GCAGAAAGAC 


CCATATTTTT - 


TTG ACT AAAA 


3 25440 


ATCTTAATAA 


AGCTATACTT 


ATTGGCATAT 


TTTTCTGCTA 


TCTCTAAACT 


ACCATCATAA 


3 2 5 5 00 


GAAC CATC AT 


CAATTAATAT 


AATTTCTTTA 


TCTTTTAATG 


TTTGATTAAC 


AGCATCCTTT 


325560 


. ATCATTGCAT 


CAAGAGTTTC 


AGCCGAATTA 


AAAAAACAAA 


T AAT AAC AG A 


AAC T T T AT AC 


3 2 5 620 


TTATGCACAA 


TATCCTCCAA 


AAT AAAAAC T 


GCTAAGCAAA 


ATCAACGCTA 


AAACACTTCA 


t n c o A 

3 2 5 6 80 


CAACAAATTC 


TTTTAATTTT 


TTGCATAACA 


ATTAAATTGT 


AAT AT AT AAT 


TAACAAGTTT 


3 2 57 40 


GTATTGTTTC 


AAACTTATTT 


TAATGAAAAG 


TTTAGCAGAA 


ATTGCTATAT 


TATTAAAAGT 


t o c n n a 

3 2 5 8 00 


- AAAAAATTT A 


AAAAACATCA 


ACCCAAATAA 


GGAGCTTGAA 


TGCTTGAAAT 


AATAAGTCTT 


~* c~ r> /~ r\ 

3 258 60 


: GGAGGAGGAG 


TAATAAATTC 


AAACCAAATC 


AAC AT AG AAT 


TCATTAAAAA 


C TT T AAAAAC 


325920 


TTTGTTTTTA 


AATGGCTACT 


AGAAAATGAA 


AAAAGAAAAA 


TC AT TTTAAT 


AGTTGGTGGA 


*~i <™i rr o r\ 

3 25 9 80 


GGAAGAGTTG 


CAAGAGAATA 


CCAAGATGCT 


TATAAAAAAA 


TCAATCCTGA 


TTTTAAAGTT 


3 2 6 04'0 


CATGAACTTG 


ATGAGATTGG 


AAT AAT AT C A 


AC AAG AC T AA 


AC GC AG AAT T 


TCTGAGTAAA 


3 2 610 0 


GTAATGAATC 


CCTTTTGTAA 


AGACAAAATT 


GTCACTAATC 


CCTTAAAAAA 


rji rp rp rp ^ *jp f J"J 1 r £ l 


3 2 6160 


AAAGGAAAAA 


TATTAATTGC 


TTCCGGATGG 


AAATCAGGAT 


TCTCAACAGA 


TTACATTGCC 


*3 o f o o n 


GTAAAATTTG 


CAGAAAAATT 


TAATAAAAAA 


GATATCATAA 


AT AT AAC AAA 


CGTAAATCAA 


3 2 o 2 o U 


GTTTATGATA 


AAG AC C C AAA 


AAAATTTAAA AACGCAACAG 


CTTTTAAAAA 


ATTAAATTGG 


J 2 6 3 4U 


AAACAATTAC 


AAAACATTGT 


GGGCCAAAAG 


TGGAATCCAG 


GCTTAAATTT 


ACCTTTTGAC 


3 2 6 400 


CCAATAGCAA 


CAAAACTCTC 


TTCAAAACTT 


GGACTTACCC 


TTTACATAGT 


AAATGGAAAT 


3 2 6 4 6 0 


AATATTGAAA 


AC T TAG AAAA 


AGTTTTTAAC 


AAAAAT AAT G 


ATTTTTTTGG 


CACTATTATA 


3 2 6 520 


GTAAAATAAA 


AGTTAATGCC 


. GGTATGGCGG 


AATTGGTAGA 


CGCGCCAGAC 


TCAAAATCTG 


326580 


GTGAGGGCAA 


CTTCATGTCG 


GTTCGACTCC 


GACTACCGGT 


ATTTTGATTG 


CTTTTTTAGA 


.326640 
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AGCTTCAAAA 


TTATCAAGCA 


TTACTAATAA 


AATAATTGCT 


TCTTTTAAGA 


AAAATTTTCT 


326700 


TTCATAAATT 


ACTTGTTTAT 


ACTAATAAAA 


ATTTAATATA 


AACCTTATGA 


TTAATAAAAT 


32 6760 


TTAATACTAT 


TAAAATAAGG 


ATAAAGCACC 


TCTTTCAATA 


GGTTGTCCTT 


ATTCTAAAAT 


3 2 6820 


AACATATTGA 


AAATCATTTT 


AATTATAATA 


AAACTTTAAA 


GTCTACAAAT 


TAATTGCAAA 


~i o /* o o r\ 

3 2 6 8 8 0 


TATAAACTTA 


AAATATCTTT 


GAGATTGTCT 


TCATTAAAGC 


TTCAGGATTA 


AAAGGT T T AA 


3 2 6 940 


CAAGCCAACC 


AGTAGCGCCC 


GCTTTACGAC 


CCTCATCAAC 


CTTAGATTGC 


TCAGATTCAG 


3 27000 


TGGTAAGAAC 


AAGTATAGGA 


ACAAAGCTGC 


CAAATTCTCT 


TATCTGCTTA 


ATAACCCCAA 


327060 


TGCCGTCTAA 


ATTAGGCATG 


TTGATATCTG 


TAATAACAAG 


GTCAAAATCT 


TTATCTCCTT 


327120 


GCCCAACTGC 


TTCTTTAAAC 


CTTAAAACCC 


CTTCTAAACC 


ATCTTTTGCT 


TCTGAGACTC 


327180 


CAAAACCGTT 


TTGTTCTAAA 


ATATAAGCAA 


CGCTTTGCCT 


TATTGCCCTA 


TTGTCATCAA 


3 27240 


TAACCAAAAT 


TCTTTTTTTC 


ATC TAATTTT 


CTCCTAAAAC 


CCTCCTAAAA 


AGTATATAAA 


3 27300 


AATTAAAACA 


AAATTACACT 


ACCCTCATCA 


AAGGAATGAA 


CATCCTCGGC 


TTCCTCTATC 


3273 60 


AAAGATAATA 


AGTGTTTTTT 


ATGAACAAAT 


AAAGTAAATC 


GATTAGCAAT 


TCTATTAACA 


3 27420 


AATTCTTTAT 


CTTCAATCTC 


AACAGATTGA 


ATTCCAACCT 


TAGATAATTC 


TAAATTAAGA 


327480 


TTGAAATTTA 


TTTTGCTTTC 


CATATTGCTT 


AAAAAG T TAT 


CTATATCTAA 


AAGAGAATTT 


327540 


TTTAAATTTC 


TAACATTGTA 


GACTTCTAAT 


TTAATCTCTT 


CAAATATTTC 


CATAAATTCA 


327 600 


ATTGAAAAAA 


CTTCATAAGA 


CAAAATATTA 


TCAATAGCTA 


TATTCTTAAT 


GTCAAGAATA 


327 6 60 


TCATTTTTAA 


TTTCTATGAA 


TAATTTTTTA 


AATTTATTAA 


AATAATTCTT 


TTCAAGATAA 


327720 


AATCTATTGT 


CATAATCCTT 


AACAACTTTT 


TCAAGAAAAA 


AGATTATTTG 


ATCCAAAAAT 


327780 


TCTATTCCCT 


TGGTAATGTT 


AGAATCAATT 


TCTTTGATAA 


TCTTAGACAT 


TTCTGAAATA 


327 840 


T.TGCCCTCCA 


TGGCTTTAAG 


TTCAGATCTT 


TTGACAACTT 


CTATCTTTGA 


GGCTATATTA 


327900 


ATATTTTGAA 


ACCTAGCAGA 


AATAGCTGAA 


ATATTTGAAA 


ACATTAATTC 


TAATGATTTT 


3279 60 


ATAAGCTTGA 


CCTGTTCATA 


ATATAAATTC 


AAAAAATTAG 


AATTATTCTT 


CTCAACATCA 


328020 


TCAATTCTTC 


TAAGCAGATC 


AGACAAAATA 


CTAGAAAATT 


GTTCTATTAT 


TTTAGGAATA 


-i i o rt o n 

3 2 o U o 0 


TCTATGTATA 


AAGAATTATC 


AGACC TT AAA 


TCGTTAATGG 


TTTGAATAGA 


ACTAAGAGAG 


328140 


GAATCAATAA 


ATTTCTCAAA 


AACAGTATAA 


TTTTTTTCAA 


GCTTTTCAAG 


AACATCTTTT 


3 2 82 00 


ACTATAACTT 


TTGATGTATC 


CGTAAAAACT 


G AT AAAATT T 


TTAATTTTTG 


GAT C T C AC TT 


3 2 32 60 


ATATCTCTAA 


ATTTAAAAAC 


AT C AAT AT T A 


GAATACATAA 


TATTTAAATG 


TTGCAAAGAT 


328320 


TGAGTTAGCC 


TGTCTTGAAA 


CTGAAGATAA 


GAAATAGAAT 


TTACAAGTTT 


AAACTTAAAT 


32'8380 
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TCAGATAAAA CTTTTAAAAT ATCATCATAA AGAGCAATGA CACTTCCTAT TCCATCTGAA 3 2 8440 

AAAGCATCTA TTTTTTTCAT TAAATTATCT CTAAATTCTT CAAGAATTTT ATTTTCAGCT 32 350 0 

GTA~CGCTTT CATATACTTG ATTTTTAGCT CTATCCAGAC CAATTTTAAC CTCGCGACCC 3 2 8560 

TCGCC~G?AA GTTGATCTGC CTGTTTGATC ATAGA.TTGGG TTAAAACCTT AATTTCACTC 3 2 362 0 

" GTAATACAAG AAAAGGCTCC ACCAGCCTTA CCCGCTGTCA TAGCAACTGT TAACGTATTA 32 868 0 

ACAGACATTA TTTCCATATC AAGAGAGCTT TTTTTCATTC TTTCAATAAC ATCTTCAAGT 3 2 8740 

AiTTTCCACAT CTTTAACCTT ACTCCGTATT ATGCTAAATT GAGATTCAAG AGAAGTTGTT 32 8300 

GAAGAATCAA AGTAAGCAAC AAAATCATCT AATGCTCCTA TAATTTTGGC TATAAAATTA 328860 

TTC AAAGAAG AATCA.TTATC AAGATCAAGA TTGGAAATCA AATCAATACT AAAAGATAAA 3 2 892 0 

TCCTTAGAAT CTTTAGAAAT TTTTTCTATT AATTTAGGAA TTGATTTGCT TAAATTTGAA 328980 

."TAAA.TATGCC TTGTGCTTTC ATCAAAAGCT TCAAGTTTGT GAAATAAGGT TGCCAAACAA 3 2 9040 

TCGTTGGCAT CAAAACCATT ATTGTCATTA TCCATTTTAA GATCTCCTTA GAACATGATC 3 2 910 0 

TGCTACTCCG CTTAAAGGAA GGATTTTGTC TAGAGCCCCT ATTTTTATAG CTTCCATTGG 3 2 916 0 

CACACCA-AA ACAACAGAGG TTTCTTGATC TTGGGCAATA GTATAAGCGC CATTTTTTTT 3 2 9220 

C A. TTTC AAGC AT AC AAAC AG CACCATCATC TCCCATACCT GTAAGGATAA CTCCAATAGC 32928 0 

A T C AGA.GC C T, GCATACATTG CAGCAGACCT AAAAAGTACA TTCACAGAAG GCTTATGTCT 3 2 93 40 

ACTAA.CAAGA GGTCCATCTA ATAGGTTTAC AAAATAATTT CCGCTACTAT ATTTTACAAT 3 2 9400 

CAAATGA.7AA CTTCCATTAG CAATTATTAC AAGACCTGGA CGAAGAATGT CTCCATCCTC 3 2 9460 

AGCTTCTCTA AT AT C AAT AT TAAACTCATT GTTTAGGTTT TTTGCAAAAG ATTTTGTAAA 32952 0 

TCCTCC^GGC ATATGCTGAA CAATAATAAT TGGGGGAGAA TCTTTTTTAA AAGACCTTAA 32 9530 

AAAAATTCTT AAAGCCTCTG TACCGCCCGT TGAAGAGCCT ACAACAATAA TTTTACCAGT 3 2 964 0 

. TTCGTGCTTA TTGATAAGGC CTTGATATTT AATAATAACA TCCGGATCAT TTTTGGGAGC 3 2 9700 

AAAATTAATA AC AT C AG AAA CTCTATAACT TTTTCTTATA CTTGAATCAT TTAAATTATT 3 2 9760 

TTCCCTCAGC TCTACTTTAG AATTACTAGA AAAATCGGGT GCTTGAATCC TTTTAACTTC 3 2 9820 

AAAAGAAGAT ATTAATTTAT TTTTGCCTAG ATTTTTCAAC TCCAGCTTTA TTAAAGCTAA 3298 30 

AT AC TT AC T G CGAAATAAAT CAACTGTAAG CTTAAAATTA AGCTTATTTA TTATTAATTT 3 2 9940 

AACCTTTTCC TTGCTTTGCT CAAGACATCC AAAATTTGGT AACATTTCAT TTTGAGCAAT 3 3 00 00 

AAATA.CAACC GGAAGAGATA TATTATTAAG GACATTGTTT AAAGAATTCC CAAAATTAGA 3 3 00 60 

TCCTGCTGTA TTCTCATCAA TAATAACTAA ATCTGGAAAC TTTTGTAAAA ATACATTAAT 3 3 0120 

AAGATTTAAA GAATTAAAAC CAGCATTTAA TATCTCAACA TC ATTATCTT T AG AAAAAG C 3 3 013 0 
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TCTAACAAAA ACCTGCTTTA TAAGACCTTG AATATCAATT ACTAATATCT TCATTATTAT 3 3 02 40 

ATTTTAATAT TTTTAACCTT TAAAACCAAA AAGCTGCATT TTCTATTTTC TATTTTCTTT 3 3 03 00 

ATTTTATAAG TTTAGTTATT GCATCTATGT CAACAACCAA AGCCAAACTT CCATCACCAA 3 303 60 

GTATAGTAGC TCCAGAAACC CCTTCTACTC GAGAATAAAT TTTACCCAAA GCCTTTATGA 3 3 042 0 

CAGTTTGATG TTGACCCAAA ACTTCGTCAA CCACAATGCC CATTTTCCCA CTATTTGTAT 3 3 0480 

TTACAACAAC AACTTGCTCA CTTAAACTCT TCTCGCTAGA AACCTGAAAA AACTCTCTAA - 3 3 054 0 

GCCTAATATA ACTAATCATG CTGCCCCTAT AATTCATTAC ATTGCTTTTA GTCTCAATTC 3 3 0600 

CATCTATTTG AGAAATTAAC TTATTAGATT CTAAACAAGA TTCAACATTA GAAAGAGGAA .330660 

CAATAAAATG CTCATCTTTT ACTCTAACAA GCCAACCCTC AATAATAGCC AAAGTCAATG 3 3 0720 

GAAAAATTAA CTTGATTCTA GTATATTTAC CAAATTCACT TTCAAGTACA ACATGCCCCC 3 3 0780 

TTAAAGATTC. AACCTGTTTT TTGACAACAT CCATGCCAAC TCCACGACCT GATATATCAG 3 3 0840 

TAACAGAACT TGCAGTTGAA AATCCAGGCT CAAAAATCAA ATTATAAACA TCAATCTCTG 33 090 0 

ATAAGGTTTT GGCAACTGAA TCAGAAATTA TATTGCGCTC TATAGCTTTT TTAAGTATTT 3 3 09 60 

TATTCTTATC AAGCCCTCTT CCGTCATCCT CAATAATAAC AATAACAGAA TCCCCAGATT 33102 0 

GACACGCTGA AAGCTTAATA ATACCTTTGG GATCTTTACC TAAACTTTCT CTCTCTTGAG 3 310 8 0 

CCGATTCAAT TCCATGATCT ATTGAGTTGC GAATTAAATG AACTAAAGGT TCATTTAGCT 3 3114 0 

TTTCAATAAT AC TTTTGTC A AGAACAGTGT CGCCTCCAGA AGCATGATAA AGAATTGACT 3 312 0 0 

TACCAAGGCT AGTAGATAGA 'TCTTTTACTA TCCTTTGAAA TTTTACAAAC AAAATCTCAA 3 312 6 0, 

TAGGAACTGT TCTAAGCCCT GTTGTATAAT CCCTAAGCTC ATTAATAAGC AAAGAAAATT 3 313 2 0 

CTGCTGATAT TGAATTTAAA ATATTACTAT TCCTATTTTC AGCTTCTTTT GAAAGTTTTG 3 313 80 

ATTGTATTGT AACAAGTTCT CCAACAAGAT TTACCAAATG ATCAAGCTTT TTAGAATCCA 3 31440 

CCTTAATACT .AGCAATATTA ACCTTGCTTC TAGCAGTATC ATCTTGAATA TTAGATC TAT 3 31500 

TTTTATCTCC ATTGAAAAAG GATTTCCCAA CAAATGCCGA TTTTTCAAAT GAAGAATTAG 3 315 6 0 

TCAAGTCTTT GCTGTTTCTG TCCAAGTGCA ACAAATTAAA AT T T T TAG AC TCTACATTAT 331620 

CACCTTCATT TGCCTCTAAA CATTTATCCA ATTCTTGAAT ATCAATTTTT GATTGAGAAT 3 316 80 

CTAAAAATGT AAAAATATC T TCAATGCTCT CTCTACTCTC TTCTGTATCT AACCTTATCT 3 317 40 

CCCAATCAAC ATAAACATTA TCAGGAGAGA TAAGCTCTAA ATCAGGAATG TTATCTACTT 3 313 00 

TGGCCCTAAC ATAACCACTA CCCAAATTAA TCAACTTGCT CAATAAATTT- ATAGGCTTGT 3 318 60 

GCCCATGAAA CAAAATACCC TTAGCCGGAG AAAAAAGAAT TTTGTAACTC TTAAATTCAG 3 31920 
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ACTGCAAAGC 


CTCATCATCA 


AATTTATTCT 


CTGAATTTAC 


TTTAACAGAC 


TCTTCCAAAA 


331980 


CCGAACTGTT 


ATCAGACTTT 


G AAAAAT C AT 


TTTCTAAAGC 


TTCTTGAAAA 


GCTCCCTTAA 


332040 


CATC ATT AGA 


AATATCAAGA 


ACCTTTCTAA 


TTTCATTTAC 


CAAAAACTGT 


TTACGCTTAT 


332100 


caaaGtcgat 


CTCAGAAATT 


ACTTCATCGC 


CTTCAATAAG 


CTCTCTAATA 


AAATCAACAG 


332160 


ACATTAAGGT 


AGCATCAATA 


GCCGCCTGAT 


TAAAAGCAGC 


CTTACCATTT 


TTTACAACAT 


332220 


CAAGAACTGT 


TTCTATTTCG 


TGGACAAGCG 


ATGCTGTAAA 


ATT AAAGC C A 


AAC AT AC C AG 


332230 


AACTTCCCTT 


TATGGTATGT 


AAATTTCTAA 


AAAT AG AAT T 


AAC AAT AT C T 


TGATCTGAGC 


332340 


TTACCTCAAG 


ATTAAGAAGC 


GCTTGCTCAA 


TATCTGAAAT 


ATTTTCTATT 


GATTCTTCCT 


332400 


TAAAGGAATT 


CTTAAATTTA 


T C AAT AAC AT 


CACTACTATC 


CATAAGCTTT 


CCTTAAATCT 


332460 


AAAATCCAAC 


TAAATTAAGT 


CCTAAATCAA 


AGCTATCAAC 


ATCTTCAATA 


TCTACTAAAA 


332520 


ACCCGCCATA 


TATTAATGAA 


CTTAAAACCT 


CATCGGATGG 


ATACTCAATT 


TTTACAAACA 


332530 


AATTTCTATT 


CTTAGCATAT 


TTATTAGATG 


CATACAAAAT 


TTGTATAAAA 


GTAATATCTA 


332640 


TTTTTTCAAC 


ATTTGAAAGG 


TCAATAATAA 


GAGTATCCCC 


TTCTTTCATT 


TTCTTAAAAA 


332700 


TATGCAACAA 


ATCTTCTTTT 


ACCTTAAAAA 


TACTATTTAT 


TACAAGCTCT 


CCTTCAGGCC 


332760 


TATAAATCAT 


G AC T AAAAAC 


TCCTATTGCT 


GCTGATATTC 


AGGATCATAT 


ATTGTTGTAT 


332320 


TTCTAAATTT 


AGAAAGCTCT 


CTAACGTCAA 


ACAAATTTTC 


TACATTTAAA 


AT AAT AAT AA 


332830 


ACTTATCATT 


ACTCTTGCCA 


ATTCCTGAAA 


TAAATTTTGA 


ATTAAACCCT 


GATCCAATCT 


332940 


TAGGAGCATC 


AT C AAT AC T A 


- AATGGATCTA 


ATTCAAGAAC 


TTCATTGACA 


T AAT C T AC T A 


333000 


AAATTCCAAG 


ATTAAATTCA 


TCCCCCTCGT 


AAACCAAATT 


CAATATAATA 


ATATTTGAAA 


333060 


TGTTAACTCC 


CTTATTCCTC 


TTTTTATCAT 


CCTCATCAAC 


AGCACGATCG 


CTCATTCCAA 


333120 


ATTGTTTTCG 


AAT AT C AAT T 


ATTGGAACGA 


TTTTGCCCCT 


ATTATTTATT 


ATTCCTGCCA 


333180 


TGTAATTGGG 


AGTCCTTGGG 


ATTTTTGATA 


TCTTAGTATA 


TTCTAAAACC 


T C AAC AAC AT 


333240 


ATTTAATCTC 


AATAGCATAA 


AGTTCGTCCA 


AAC T AAAT AA 


AAGATACTGA 


C TT AAAGAAT 


333300 


CTTGCACATC 


TGAATCTGTG 


CTCATAAACG 


CCCCTTTGAA 


TGTAATTTAA 


ATCGCAAATA 


333360 


- GAATGCTAAT 


ATCAAGATTA 


AT AT T AC C T C 


ATATATTGAT 


AAATACAAAT 


TAGAAGTTAA 


333420 


T AAAATT T AA 


TTTrtCCAAAA 


AC AA I AAAAA 




A AC AGAATTC 


TATCTTATAA 


333430 


TTTAAGGTAG 


AAAGTTGTAG 


GTTAAATTAA 


ATTTAATATA 


AAAAAGT T AA 


CAATGCAAAG 


333540 


TAAAAACAAA 


CTAATCAGAT 


T AT T AAT AAT 


T AT TAT C AC A 


TTATTTTTCA 


ATGTTGAAAA ■ 


333600 


. TATTTTTA'CA 


AACGAAAAAT 


C T AAAAAC AA 


TATAACTGGA 


CAAAACAGTA 


CAACTGATCC 


333660 


AAAAATAGAA 


AGCTTAAAAG 


C AAAAAC T AA 


AAT AAAATT T 


GGTTTTATTC 


TACCTTACCC 


333720 



O *M H 3! O 1-- H 1 a 



... u ; yi ; 



346 

TACTGCAATA GAATTCAGCA TTAATAACTT TGATATTGGA GTAGGGGTAA CAATATTGAG 33 3730 

TGTCTCGGAA TTTTTTCCAA AATCACCAAT AGCATTGTTA TTTAAAATAT ATTGTGACTA 33 3840 

TAT AT T T T T A AATTTAAAAT TTAAAGATTC AAATTTTATC TTTTTCTTGG GATCTAGCCT 33 3 900 

ATTTTTTGAA ATAGGCAAAA TTACAAGCTC AGATTTAACA AATGTTTCTT CTGGGATTAC 33 3960 

CTATAAAATC GGAGTGGGTT TGCCCTTGGG AATAATATAT GAAGCTTATT ATGACATTAT 3 3 4020 

TGAAATTATA ATAAAAACAA CACCATCAAT TTTTATTGGC CAAATGCCTA ACGGAAATTT 33 40 8 0 

AATATTTCCA ATAAAAGGTA ACTTTTCTAT TGGAATAAAA GGCTCTCTTA AGATATAGTT 3 3 4140 

TTCACTTTTT AGATAAAAAA AATTATTGGA CTAAAATTCT TTTAAAGGCT AGAATGC TAT 3 3 4200 

ACTTAGGAGA TAATAAAGCA ATGAGAACAA AAATAATTAT TATGACAATT ATTATTTTAT 3 3 4260 

TAGCCCCAAT CTCAGGATTT TCTAATTCAA AAGAATCTGC AAGGGGTAAA TTTGGAGCAG 3 3 4320 

G AAT TAT ACT TCCATTACCA ATTGCTCTAC AGATTAATAT AGGAAACTTT GATCTTGACA 33 43 80 

TTGGTCTTTA CAGCGGAGTA AATAATTTGT TTTCAGACTG G AAAAC AT T A TTTATAGCAT 3 3 4440 

TAGACTATAT TTTCTACATA TACACATTCC CGGGAGCTGC T AAT AT T T TG GATTTTTCAG 33 4500 

TTGGCGCAGG GGGATATGGA ACAATATGGT TTTCAAGATT TGGAGGCAGT AAGTCAGGCT 33 4560 

C AGGAC C AAT GAG C AT TGG A GCAAGATTGC CTTTGGCCTT AAATATTGCA GTATTTAGGA 33 462 0 

AGAAATTCGA CATATTTTTA CGAATAGCAC CCGGACTTGG AATGAATGTT TGGAGTAATG 33 46 8 0 

GCGTTGGATT TAGATGGGAA GTATTCGCAG GATTGGGACT AAGATTCTGG TTTACTTAAT 3 3 4740 

AATAAAATTC TTTTTTAAAA AGTTTTAAAA AAGAACAATT GTTGAAAAAT CAAACCGAGC 3 3 48 00 

TCCCAAAAAC TTAAACATAA GATTTTAAGG GCAAGGTCTT GTTTTTATTG TTTTAAAATT 3 3 48 60 

CAAAAATAAA AT AT AAT AAT AAGACAAAAT TTGGGAGACA ACGGTGAAAA AAATTTTTAT 3 34920 

ATTGTTTATC ATGATTGCAA ACATATCTAC AAATGGTTTT ACAAAAGATT CATATTTAAA 3 3 49 80 

TAGAGGAATT GGC TTTGG AG CAAGCATTGG AAATCCAATT ATTAACTTAA TAATGTCATT 33 5 040 

TCCTTTCATT GATTTTGAAA TTGGCTATGG TGGTAGTAAT GGAATAAATC TATCAGGCCC 33 5100 

CAAACTTGAA TCAAAATTTT ATGATTTTAA TTTATTAGCA ATAGCAGCAC TTGATTTCAT 3 3 5160 

TTTTACAATA TCTTTGATAA AAAATTTAAA TTTAGGAATT GGAATAGGAG GAAATATAAG 3 3 52 20 

CATATCGTCT CACACATCTA AATTAATAAA TGTAGAATTA GGATTTGGAA TGAGAATTCC 3 3 52 80 

ATTGGTTATT TTTTACGACA TTACAGAAAA TTTAGAAATA GGTATGAAAA TAGCACCTTC 335340 

AATAGAATTC ATCTCAAATA CAAGGTCTCT TGCTCAACAT AGAACCTATT- CGGGCATAAA 3 3 5400 

ATCAAACTTT GCTGGGGGAA TATTTGC TAA GTACTATATC TTTTAACACC AATTCATTCT 335460 
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AATTTATTAA 


ATTTATTGCC . 


AAGCGCTATG 


AAAAAATTCA 


CCTCGTTTTG 


AGTCTAATCT 


335520 


TTCAAAAGAA 


TGAGCACCAA . 


AAAAATCTCT 


TTGTGCTTGA 


ATTAGATTAG 


AAGGCAGATA 


335580 


ATTAGTAGAA 


TAAGAATCTA 


AAAACGAAAG 


GCTGGCATAA 


AATGCTGGCA 


AAGGAATCCC 


335640 


AATTTCACTA 


GCCTTTGAAA 


TTATTCTTCT 


TAAAGATTTG 


TGATTATTTT 


TTAGTAAATC 


335700 


TAAAAAATAA 


TCATCAAAAA 


GCAAATTAAT 


AAGATGAGGA 


TTTTTATCA.T 


AAGCCAATTT 


335760 


AATTTTATCT 


AAAAAACTGC 


TACGAATAAT 


ACAGCCTTCT 


CTCCAAACCA 


AAGAAATTTT 


335820 


ACCTAAATTC 


AAATCCCAAC 


CATAATTCAC 


AGACGCGGTC 


TTAAGCATCA 


TAAAACCTTG 


335380 


AGCATAAGCT 


ACTATTTTTG 


AAACTAAAAG 


AGCATAATAA 


AG AT C T AAAA 


TCCAATCACT 


335940 


. AAGCTCAAAC 


TCAAAAGAAG 


AAGT ATC CAT 


CTTAAGTAAA 


TCGCTAGCAA 


TAATCCTTTC 


336000 


GTGTTTTAAC 


CGCGACATAA 


ATCTTGAAAA 


AACAGATTCA 


ACAATTAAAT 


TTACAGGCAC 


336060 


ACCAGATTCA 


AGAGCATCAA 


TAGCTGTCCA 


AACACCAGTG 


CCTTTTTGAT 


TTGCAATATC 


336120 


TAAAATCTTA 


TCAACTAAAT 


ATTCATTATT 


TTCTTTATAT 


TTAAGAATCT 


TAGAAGTTAT 


336180 


TTCTAGTAAA 


T AC C C TG AAA 


GATCGCCTTC 


ATTCCATTTT 


TCAAAAACTT 


CAGAAATTTT 


336240 


CAAATTATCT 


AAATTGAAAG 


CTTTTTTCaT 


GAAAAAATAA 


ACCTCGCTGA 


TAAGCTGCaT 


336300 


ATCAGCGTAT 


TCCACTCCAT 


TATGTATCAT 


TTTAACATAG 


TGCCCAGAAC 


CGTTCTCCCC 


336360 


AATATAAGTC 


GAACAAATAT 


CATTATTTTT 


AGTTTTAGCT 


GCAATTTTAT 


TTAACATGGG 


336420 


. CTCAAGAATT 


TCATAGGCTG 


ATTTACTTCC 


TC CAT AC ATT 


AGCGCAGGAC 


C AAATC TTGC 


336480 


TCCTCTCTCC 


CCTCCAGAAA 


TTCCAAGTCC 


TACAAAATAA 


ATGTCTTTAG 


CAAACAATTC 


336540 


TTTTTCCAAT 


CTCATTGTGC 


TCTTATAATG 


AGAATTTCCA 


CCATCAATAA 


TTATGTCTGA 


336600 


,- TTTATTCATA 


AAGGGTAAAA 


TTTGCTCAAT 


AACCTTTTCT 


ATAGCAGAGC 


TTGTCACCAT 


336660 


TAAGATGATT 


TTTTTTGGAG 


TTTTTAAGCT 


TTTAACAAAA 


GATTCAATAT 


CTTTAAAACC 


336720 


ATTTATCTTT 


TTATGAGAAT 


TTTGTTTAAC 


AAAAATTTCA 


GTTTTTTCAT. 


„ TATCTCTATT 


336780 


GTAAACAGAA 


■ ACATTAAAAC 


CGTTATCAGC 


AATATTTAGA 


GCTAAATTAC 


TACCCATAAC 


336340 


ACCAAGTCCA 


TAAATTCCTA 


CATCCATTGC 


ATTCTCCTTG 


ATTCTAATTT 


TCTATTTTAA 


336900 


ACAAATTGCT 


TTATTTATTA 


TTTTTAGATT 


ATGTTATATT 


ATAAAAAAAG 


TAAAGATTAA 


336960 


ATTGAAAAGG 


AAAAGTTGCA 


TGAAAAAAL A 


i-i X 1 1 VJ-rt. X rtV^-^T. 


GAAGTAAATG 


ATTTGCTTTA 


337020 


TTTAATCATC 


CACTCTCTTT 


ACTCCCATAA 


AGAAATATTT 


TTAAGAGAAT 


TGATATCAAA 


337080 


TGCGTCTGAC 


GCCATTGATA 


AACTCAAGTT 


TTTAAGCTTG 


ACAAACGAAA 


AATTCAAAAA 


337140 


CATTGCTCTA 


GAACCAAAAA 


TAGAAATATC 


GTTTGATGAT 


AAAAGCATCC 


TAATTAAAGA 


337200 


TAATGGAATC 


GGAATGGATG 


AACAAGATTT 


AACTAATCAT 


CTTGGCGTAA 


. TTGCAAAATC 


337260 
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AGGAACTAAA GAATTTATTA ACAATTTAAA ACAAGATGAA AAAAAATCTG CAAGCCTAAT 3 3 7320 

TGGCCAGTTT GGAGTTGGAT TTTACAGCGC ATT C AT AG T A TCAGAAAAAG TAGAAGTTAC 3 3 7380 

ATCAAAAAAA GCATTAGAAA GCGACGCATA TATTTGGTCT AGCGACGGCA AAACAGGATA 33 744 0 

TGAAATAGAA AAAGCAAAAA AAGAAGAGTC AGGTACAGAA ATAAAGTTAT ATCTTAATAA 33 7 500 

AGAAGGCCTT GAATATGCTA ATAAATGGAA AATTCAAGAA ATTATCAAAA AATATTCAAA 33 7 5 60 

TCACATAAAT TATCCCATTT ATATTAAATA CAGCGAACCT ATAATGAAGG ACGGGAAACA 33 7 620 

AGAGGGAATA GAAGAAAAAG AAGAAAAATT AAATGAAACT ACTGCTCTTT GGACAAAAAA 3 37 63 0 

TAAAAGCGAA ATTAAAGCAG AAGAATACAA TGAATTTTAT AAAAATACAA CCTTTGATTA 3 3 7740 

T G AAAAT CCA TTAATGCATA TTCATACAAA AGCCGAAGGA AATTTGGAAT ATACTAATTT 337800 

ATTTTACGTC CCAAGCAAAG CTCCCTATGA T T TAT AT T AC CCAAACACTA AGC CTGGGGT 3 37 860 

AAAGCTATTT ATAAATAGAA TC'TTTATTAC AGATTCTGAA GGCAGCTTGC TTCCAAACTA 3 37 92 0 

TCTAAGATTT ATAAAAGGAA TT AT AG AC TG CCAAGATTTG CCACTCAATG TAAGTAGAGA 33 7980 

AATTTTACAG C AAAAT AAAA TTTTGTCTAA AATAAAATCA TCTTCTGTAA AAAAAATACT 3 3 3040 

AAGCGAGCTT GAAAAGCTAA GTAAAAAAAA TCCTGAAAAA TTTTCAGAGT TTTCTAAAGA 3 38100 

ATTTGGGAGA TGCATTAAAG AAGGTGTTTA TTCTGACTTT G AAAAC AG AG AAAAGCTTAT 3 3 8160 

ATCATTAATA AGGTTTAAAT CCTCAAGTGT AGATGGGTTT GTGTCTTTTA AAGAGTATAA 3 3 8220 

" AGAAAGAATG AATGAGAGTC AAAAAAGCAT TTACTACATA ACAGGCGGTA AAGAAAATAT 3 3 8280 

ATT AAAAGAA AACCCAATAG TAGCTGCTTA TAAAGAAAAA GGATTTGAAA TCTTAATCAT 3 3 8340 

GGACGATGAA CTCGATGAAG CTATTTTAAA TCTAATTCCA GAATACGAAG GATTAAAACT 3 3 8400 

AAAGGCAATA AATAAAAACG "AAACCAGCAA TGAATTAAAA GATGAAAATT TCAAAAAAAT 3 3 3460 

TGAAGAAGAA TTCAAAGATA CCCTTACAAA AGT AAAAGAA ATCCTCAAGG AT CAT AT AAA 33852 0 

AGAAGTCAAT CTATCAGCAA CATTGATAAA AGAGCCTTCA GCAATAATAA TTGATAGCAA 3 3 8580 

TGATCCAACT TACCAAATGC AAAAAATCAT GCTGTCAATG GGACAAGAAG TAAAAGAAAT 33 864 0 

AAAACCAATA ' CTTGAATTAA ACCCTAATAA T AAAAT AGTC CAAAATTTAA AAAATCTAGA 3 3 87 00 

GCCTGAAAAA TTAGAAAAAA TAAGCATTCT CCTTTTTGAA GAAGCTATGT TAACTTCAGG 3 3 37 60 

AATGCCCAGC AAAAATCCAG GAAAATTTAT AAATATAATA AACGAATTTA TAGAAAAAGA 3 3332 0 

CTTCTTATAA TTAAAAGTAA AAAGAGAGAG ' TTTTAAGCTC TCTCTTTTTA CTTTTTAACT 338380 

CGCAACACCA AATCTTTGCC CGCTATAACA GGCTTTGTTT GAGATATTTT ATGCCTAATT 3 3 8940 

TCTTCTGTCA AGACAGTTGA AGATGATAAA ATATATTCAG AATCATTTTC AAGCCTTCCA '33 9000 
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AAAGAATATT CTATACTTGA AACTTCATCA GAATTTGCAA TAACAACCGG AGTAATAACG 33 90 60 

GATTCTGAAT GCTCTTTTAA ATATTCAAGA TCAAGCCTAA TAATAACTTC ACCTTGTTTA 3 3 9120 

ACATTAATGC CCTCTTCAGC AACTCTTGTA AAACCCTTAC CATTTAAATT AAGAGTATTA 33 9130 

ATTCCAAAAT GG AC AAAAAT TTCAACGCCC TCTTTAGTTT C AAGGC T AAA GGCATGATTG 3 3 92 40 

GTTTTAAAAA TTTTACCTAT TTTCCCATCA CAAGGCGCCA ACAACTCATT GCTTGTTGGA 3 3 93 00 

AGAATTGCAA TTCCATCGCC AACTATTTTT TCAGCAAAAG CTTCATCGGG AACCTTATCA 3 3 9360 

AT T G AC AT AA CTTTTCCACT AATCGGAGCA ATCAAATCCA ATGTAGCGGT TTTTTTAAAA 3 3 942 0 

AAATCTAAAA ACCCCATAAC TAATCTCCTA TAAATTTATC AAAATAACTT AAAGTTTCTT 3 3 948 0 

GCTTGGAATC ACTATTTAAA ACCTTATTTG CCAATTCTTC TAATTCCATT ATTGTATACT 3 3 954 0 

TTTTAAGCAA ATATTTAATT CTAAGCGTAG CACTAGGAAT CATGCTTAAA GACCTAAACC 3 3 960 0 

CAAGGCCTAC AAGAAGCAGT GCTCCAGCAT CATCTCCTCC AAGCTCACCA CAAACAGACA 339 660 

CATCAATTCC AGAACTAACC CCATCATCAA GAACCTTTTT GATTAATTTC AACACAGCAG 3 3 972 0 

GATTATACTT GTCATATAAA TTTGATATCT TTTGATTACC AC GAT C AAC A GCTAAAACAT 3 3 9780 

ATTGGGTTAA ATCGTTAGTC CCTATGCTAA AAAATTTCAA TTTATTGGCA AGTTTAGAGG 3 3 9840 

AAATTAAAGC TGGAGAAGGG ACTTCTATCA TGCAACCCAC TTCCAAATTT TCATCAAAAG 3 39900 

GCAAGCCTCT AGACTTTAAG TTGATTTTTG CAT TAT T AAC AAAATATTCT ATCGTTTCGA 3 3 99 60 

TCTCTTCATA TATGGTAAGC AT AGG AAC C A TTACCCTTAT CTTACCATAA TGACTGGCCC 3 40 02 0 

TAAAAATAGC ATTAAACTGC GCCTGGATTA ATTCCTCATA TTCCTTATAC ATCCTAAGTG 3 400 8 0 

CCCGAAAGCC CAAAAAGGGA TTTTCCTCTT TCTTAAAATT AAGATAAGGA ATTTCTTTAT 3 40140 

■ CACCACCAAC ATCAAGAGTA CGAATCGTAA CAACCCCTTT CTTTTCCATT GTTTCTATAA 3 402 00 

CTCTCTTATA AGTTTCAAAC TGCTCATCTT CTGTTGGAGG TTGTAAAGAT CTCATATATA 3 402 60 

r- AGAACTCTGT TCTAAAAAGA CCTATTCCCT CAACACCATA TTTATTAACA TAGGTAATAT 3 403 2 0 

CAACAGGTGT TCCAATATTT GCCTTTAAAA ACACCTTTGT GCCATCTTTT GTTTCAGCAT 3 40380 

CTTTATCTTT TAAAGAAAAA AGCTCTTTTT CTAACTCTAC TTGTCGCAAA ATCTTACCTT 3 40 440 

CATAAAGATT AATCTCATCA GAAGAAGGAT TTTTAATAAC AATAGAAGAC ATTGCATCAA 3 40500 

TTACTATTTT ATCACCATCC TTTAACGCAT CAATATCTGA CAAAGTCATA ACAAGCGCTG 3 40 5 60 

GAAGCCCCAT TGTTCTTGCT AAAATAGCAG CATGAGAGGT TTCTCCTCCA ACAGCAGTTA 3 40620 

AAAACCCTTT AACATAATTT AAGTCAAATT GCATGGTATC AGATGGGGTT AATTcCTCGG 3 40 680 

TAACAAGAAT AATATCTTTA TTAATCTCAG AAAAAT CGG A TACTTGGCCT AAAATGATAG' 3 407 40 

AAATTAATCT ATTTCTAATG TCCTTATAAT CAGACGCTCT TTCTTTTAAA TAAGGATCTT 3 40-800 
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TATAATCTTC TACACT7TTA ACGAAATTTT CAAA.CGCGAA. A 7 AAAT A C AA. CAAGCA.GCGC 3 40 8 60 

TATA ATTTTC CTTTACAATA AGGG CAA.TAA C AAGC TC ACG AAGC7GA7GG TCTTCAACGA 3 40 92 0 

TCAACACCTG ACCTTCAAAA A7ACCT7T7T TATCATC7CG AAAT7GAAGG A7AGGTTTTC * 340930 

TCTCAAGATC C C T AAGC GC T TCAATTGGTT T7GACTTCGC TT7 A TTGAAT T7TGATATCT 3 410 40 

CGCTATCAAC CTGAGAAAAG 7CTA.TT7T7T C7CTA.CT7A7 AATTTTA7GA. AAATTTTTCC 3 4110 0 

TAATACAAAG AACTTCCCCA A7GCCTA7CG C 7 7 7 GGA7 A7 TC7TT7G7CC GATAAAGTCA' 3 4116 0 

TAACTTAAAT CCTTCTAAAA T7CATTCCTT AAAAGATGGG ATAAGC7CTG CAAGCTCTGA 3 412 2 0 

AG C AGC AAT C TCTTCATCCT CACCGTGAGG AC AG ATC AAA. AC-777777AC CGGATGATAA 3 412 3 0 

TTCCAAAGTT TGAAGCCTGA ACAAA.C7TTT TCCGCTAAGA. GACTTTCCA.T CAGATTCTAT 3 413 40 

TGTTATCTCG C TAG AAT AC G CTTTAGCTTT TTTT AC AAA_A GTTGATGCAG ' GCCTAACATG 3 414 0 0 

CAAACCGTTT ACAGCCTTAA TAA7TGCTTC TTTTTTTACG ATAAGTA7AG AAACCCCTCA 3 41460 

TTATGAATAT TGTTTTTTTT GA7TAACTTT TTACA.TTATA. A7ACA.TAAAA A7AAJYTTATA ' 3 4152 0 

TATTCCCTTT AC AT AAG AAA. TATAGCA7AA. TAAAGATAGG AA7TA.AACTT ATTCTAACAA 3 415 8 0 

TTAAAAATTA AAACTCATTA A7A7GTCTAA A7AAAAA7TG T77A7TA3GT - TGAAATTTCT 3 4164 0 

CTCTCCTATG TTGAAATTTT TAGAATCTCT TATA7TT77A TCCAACATTT T AAG AG AAT T 3 417 0 0 

TTCTATCTCA GAAAATGAAA GCGGCAAAGA T7TGTTTAAA AGTAAAA7CT GGAA_ATCCTT 3 417 60 

TATGACTATC ACCTTG7CAT CA7AAAATAT CTTTAACAAA AAATGA77TA TAATGTCTCT 3 4132 0 

TTTTATGTTT AAAAGAATAC A7A7AA.AAAT AATGTCCGAT TCTTGTAAAA TGTCAAAAGA 3 413 3 0 

CAAAGTATTG AAAAAT AT T*T TATGATAAAA GCTTCTGTTG C AT AAAGT C A TCATTGGAAA 3 419 40 

TTTAAATTTA GTAATAAGAA CAGTGTTTCG ATTTGCAAGA TATTGA.GCTC TATTTAAATT 3 42 00 0 

ATAAGCACTA AAAACATAAG T77TTT7GGT TAAAAJCA77T TG AA_AC TG AA TTTGAGCATC 3 42 0 60 

AAG AC TT ATC AACAAAGGAT AAATATCAAA AACGGTG7TT TT AT AAG AAA ACCCATTTGG 3 4212 0 

AAGGTTAATA CTATTTAAAT A7A7TT7A7G ATTAAATTTT - GAAATAAATT CATAAAACAA 3 4218 0 

ACTTGGAATA TTTTTC TT AC C AAT C CGAAG TATCTCGTGG TAAGTCA.CAC AAGGC C C CAT 3 42 240 

CT C AAGAAAA TTACCCCTTA AAGATACCTG ATTAAATTTT TCAAAA7TAC C AAC AAT AAA 3 42 3 00 

AAAATTATCA ATGGGTGTTT C7CTAT7AAA CAAATCAGGA T7TTT77TAA AATGCAGCTC 3 423 60 

ATTATAAATG ATATAAGTAT TGAAATTTTT GTTAAATAAA 77AGA-7AGTA. TATTAAAACT 3 42 42 0 

TTCAGGATAA TAAACCTTAA C ATT AGC C AT TTTTTC TATA CAATTGTTCA GCTTTCAAAT 3 42 48 0 

AAAGAGATAA AAAAGTATTA AC ATC CAT AC AATTAG A7TT ■ TAATGACTTT ■ CTATAGCCTA 3 42 5 40 

















AAATATCTGA 


TTTGCTTACA 


ATCTCGTTTT 
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CCAAAAAGTA 


AT AAAAC AGC 


AAAAT ATTAG 


3 42 600 


ATTCAAAACA 


ATTGCTACAA. 


AAATTAAAAT 


CGTCTTCTAA 


TAAAATCTTT 


TGCATGTGCT 


342660 


TATAAAAACT 


TTTTTTCTTA 


AGTCCTTCAA 


GGGTAACTAC 


ATTCCGACCA 


TTTAAAATAA 


3 42720 


AAGCGGGAAT 


TAAATCAGAA 


TAAACAAGTT 


TGAAATCCAA 


TAAAATTAAA 


AAAAATCTGT 


3 427 8 0 


TATTAACAAT 


GTACTCCAAA 


CTATTGCTCT 


TAGGAAAAAA 


AATAGAATCC 


AAAAGATTTC 


3 4z o 4 (J 


TGGTCCCCAA 


AGAAAGACTA 


ATCTTTTTTG 


AAATACTCTC 


TCCATTTAAG 


TTGAAATTAA 


3 42 9 00 


TTAATGTCAA 


TTTTTATACT 


CCAACTATTT 


AAAATTTCTT 


C AAAATC AAG 


GGGCGTTTTG 


3 42 9 60 


GTTGCATTAA 


AATCAAATAC 


CTGAATCAAJv 


GCAGTTCGAA 


TTGCAGAAAC 


AGAAACAATA 


343 020 


AAAACACTTC 


TAAAAGAAAA 


AATAAACTCG 


CCATCTTCAA 


TAAACTCTAA 


GCTTAAACAA 


343080 


TCTTTAATAT 


CGGAAGTTAC 


ATTAGCACGA 


C AAAAT AC AT 


AATCAACCGC 


TAATCCAAAT 


3 43140 


ATTGTGCGAA 


TTCTCTTGTT 


ATTTAACTTA 


AGCTTAGTAA 


ATTTGCCTTG 


TTCTACAAAA 


343200 


AAGCTCAGA-T 


TGCTAAAAAC 


AGCGCTAAGA 


GAATAAAATT 


CAAATTTAAG 


CTCAACAGAA 


3432 60 


CACCGAAGCA 


CACAATCATT 


AACATCGCTA 


ATA.GCTATTT 


TTTCCTTAAA 


AACTACAGGA 


3 43320 


TATTCATTTA 


TAAAATCTGA 


ATCTATCAAA 


GAAGAAAAAT 


TGTCCTTAAT 


ACTTAAlAATT 


343 3 8 0 


GCTTTTTCAA 


TTAAATAAGG 


ATCTTTAAAA 


AGAAGGTTAT 


AAAAATTACC 


AAAAT CTAAT 


3 43 440 


ACACTCTCGC 


CTATCAAAAA 


ATTTACACTG 


CTATAAGGCA 


AGCCCAGTGT 


TTTAGCCAAA 


- 3 43500 


CTATTTTTCA 


AATAATTGCT 


TAAATTGTTG 


TCAATAATAC 


TGTAGGGCAA 


AAATACATTT 


3 43560 


AATCCATCCT 


TGTATAAGAA 


AGCAACAACA 


TATTGCTCTT 


CGCTTAAAAA 


ATAAGCACTT 


343 620 


GAATTCAAAT 


AAGCAAAACC 


AACTCCCCTT 


CGACTAGTAT 


CAAAAATGTC 


ATAATCCTTA 


3 43 68 0 


TTAACACTTA 


AAACGGCAGA 


TTTCTTTATT 


AAAGAATTTT 


TTAAATCTAG 


TTTTTTAAAA 


3 43 7 40 


ATTTTTAAAA 


AACTAGCATA 


ATCACCTTTA 


ATCTGTGTAA 


GCAAATAACC 


TATTGGCTCA 


343800 


GAAGACATCG 


ACAAAGCAAG 


ATTATAAAAA 


TTGGAATAAA 


TAAAATTATA 


AACAGAAGTC 


3 43 8 60 


TCAAATGCCA 


AAAGATTGTC 


- ATAAAAAAAG 


AT AAAATC GC 


TTTTATTCTC 


AACAAAAAAA 


343 9 Zu 


ATTTCTAAAA 


AC C CATC AAA 


AAACAAATTT 


TTGAAAATAT 


TATTAATAAA 


TTTAAAATAA 


3 4i 9 o U 


AACTTATATA 


AAAAATTTAA 


AGGTCTATTT 


ATTATAATTT 


CTAAAATAAT 


TTTTGAGAGC 


3 44040 


TTATTATCCG 


CCACTAAACA 


ATTAGAAACT 


GAAAAAGTTA 


AATTTAAATT 


ATCTAAAATT 


344100 


CCAAAATGTC 


TTTTGTAGTA 


AACAATATTA 


ACCCTTTTAT 


TAATCTTTTT 


TGAAATTACA 


3 44160 


ATGCCTTGTA 


AAATTGCATT 


AAAAGAAATA 


GGGAAAATAG 


AGCTAGACCA 


GTAATTATCA 


3 442 2 0 


AGAGAATTTA 


TTTTTATTTT 


GTCTTTACTT 


AC AC C AAAAT 


TTTCACTAAT 


AAAAAATTTT 


344280 


AAAAAAGAAA 


TATTGTCTAC 


ATTAGCATCA 


ATAA'TTAAAT 


TTTCAGAATC 


AAAAAAT AT T 


344340 
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TTAACTAAAA TAAAATCATC TGAAAAACTA TTGTAATCGC TAAATTCATA ACAAGCATTC 3 44400 

AAAACATTGC AAGTTCCAGA CTCTTTCTTT GTAAATCCAG AAGAATAACT ACTATTCGCA 34 446 0 

TCACCAACTC T TAG AT T AAA AAGAACACTT TTTTCTGCTT TTAGTAAATA ATCCAAATTG 3 44 52 0 

TCTGAATACA AAACCAAAGG AATTTGACCT TCAAAGCTTA TTTTATTGTC AAAAAGCTTC 3 44 5 80 

AAGTTAAATT CATTAGAATC AACAAAATCT CTAAACTTTA AAGTTATATT ATCTTTATAA 3 44 6 40 

CTGATGCTAA AAATTGAATT TACATGTTCA TCTACAAAAC TAAAATCTTC AATAAAAGAA 3 4 4700 

TCTTTAACAT TGCAGCAAAC TGGCAAAGCC CAAAATTCAT GCGCATCCAC ATTTGTTAAA 344760 

CTCAAAAACT' CCACCAAACA AAAAAATTAA ATTAGTAAAA ACCTAACATT GCATAAATAA 3 44 32 0 

AAAGGATTAA AAAAT AAAAC CTCAAAAACA TCCGACCCTA CCCAATACAT GCAACAATCT 3 443 8 0 

TAAAATAAAT TAATAAAAAA TTCACTTAAA ACTAATTTGA AAACAGCACT ATTTGTCAAT 3 4494 0 

AAAAATAGCC CCCGGCTATT TTTATCTCTT TTGATAAATG GACAAATTAT GCTAACATTA 345 000 

TAAATTATAG ATGTTTTCTG AAT AAAAAC A . AGGACCTTAT GAATAAAACA AAAAATCGAA 3 45 0 60 

GCCTTACGTA T T T TAT AAT A CTTTCATGTA TATCATTATT TGGGGCTAAT AAT AAT AC AA 3 4512 0 

TAAGCTACTC TAG C AT T G AA ATTCCTCTAG AAGACTTAAG TGAAGAATTT AAAAGTTCTG 3 4518 0 

GGAATAAAAG CGATCAAATA AATACCTCAA AAC ATT T AAA C AAAAAC ATA GTTTCTTATG 3 45 2 40 

AAG AC C C AAA AAAGGGTAAA GATCTAAAAT TGCCAGAAAA TATAAGAGAC AAAAAAC T AC 3 45 3 00 

CCCAAAAAAG AAT GG AC G AA AATGATCTAA AATCTGTAAT TGAAAATTAT GAAAATAAAA 3 45 3 60 

TTAAAAACAT AGAAAAGCTT TT AAAAAC C A AAAATCAAAA AACATCGGAA AATGAAAATA 3 45 42 0 

AAAAAATAGA ATCAATCGAA AAAAAAGCAA AAAAATATGA AATTTTAACC AATAAATTAA 3 4548 0 

AAAAC GAAAT AGTAGAAATA AAAAAGCTCC TTAACAAAAA AATCAAGCCT AAAGAAGATG 3 455 40 

AAAATTACGA AAAAATAAAT ATTGAAAACA TTGAAGAAGA, AACTGATGAT GATTTTGAAG 3 45 600 

AC AAT TAT G A ATATAATGAT GAAATTGAAG mAACAAATGA GGACAATTAC CCTTCTAATG 3 45 6 60 

AAGGAATAAT AAACAATCTA AAAGAAAATC TTAATGAAAA C GAAAAAT AT TATGCTATTA' 3 4 5720 

ATGAAAAAAA AATCGATGAA CTTGAAGACA GAATCAACGA GAATGAAAAC ACTATTTTAG 3 457 80 

ACTTGCAAAG AGAATTAAGG AATTTTAAAA AAAAAGATAA CTCAGATAAA AACTTAGAAG 3 45 8 40 

AAATTGAGGA AAATTTATCT TCAATAGGAA GAATAATTAA TGATCTAAAA AGAAAAATCA 3 4 59 00 

GCGCAAATGA AGCAATAAAC AAAGAAAATC AAAAAAAAAT AAGAACTGAT AAACACAAAC 3 459 60 

TCAAAGAATT AGAAGATAAA ATAAAGGAAA ATGAAGAGAC TATTTTAAAA- CTTCAAAAAG 3 46020 

AATTAAACAA TTTTAAAAAA AAAGAAATTT A T C AAAAAC C CTTAAATGAA GAAACTTTCA 3 46 0 80 



353 

CTCCAAGCAT TACAAGTAAA AATGACGACT TAGAAGAAAA TAAGAAATTA AAAAAGGAAT 3 46140 

ATTTAAAGCC CATAGAAAAA AAAGAAAGCC GAGATCTAGA AGAAAATACT AAAAGC AC C C 3 4 6200 

CAAAAACAAC TATGATAAAA ACAGCAGATT TTCAAATCTA C C C TG AC AT A TATCTTAATA 3 462 60 

ATTATAAATT TAAAGAAAAG GGAGATCAAT TTGCATTTAA AAAAGAAAAC ACATACTATA 3 463 2 0 

. TTGAAATAGA TCCCACTAAC AATTTAAATG AGGCTTTAAA AAATCATGAA ATAATCTCAA 3 463 8 0 

AATATAAATT TGAAAAATAT TTCATTAACG CTATTCTAAA AAATAAAGAA GAATTTTTTA 3 46440 

GAAACTTAAT AGAAGT C AAA AATATCCACG AAC T A.GG AAT TATGTATAAA AATCTAAAGC ''3 46500 

CTGAATTTAA GCAAATAAAA ATAATTAAAT AAAAATAAAC ACTTTTATCC AACTAATCTA 3 4 6560 

AGTAACTTTT TATGTCTTCA AAAGACATAA TTTTTATATT TAAACTCAAA GCTTTTTTAA 3 46 620 

GCTTTGATCC AGCTTTTTCT CCTACAATAA GAAAATCTAA ACTCCCAGTC ACACAAGTAT 3 46 630 

TAAAAATTGC TCCTTTATTT TTTAGCTTAT C AAT AAT AAT AGACCTGGAA TAACCATTAA 3 46740 

AAGTTCCAGT AATGCAAAAC TTTTTACCGG CCAATAACTT ATTCTCACCA TCAATCGCAA 3 46 80 0 
CAACCTCTTC CATTTTAAAT TCCAAATTTT CAAAAAATTT AAACTTATTA AGCATTACTG ' 346860 

AATCATTAAA AGCTTCAATA ATATTTAAAG CAATTTTTTC TCCTATGCCT TTAATTTTCA 3 46920 
ACAATGTTGA AAATGCAAAA TATCTGTCTT GACAAAGCTT AAAAAGCTTT GAAAATGAAT " 3 46 9 80 

TTAAATTATT AAGAAACAAC AACCTTATTG TATTTTCCCC TAAATCTTTA ATTCCCATAC 3 47 040 

TAAGAAGTAA TTTACTAAAT GGTTTTTTTT TGCTAGCTTC AATTGAATTT ATCAAATTAT 3 4710 0 
TTATCTTTCT ATCTTTAAAC CCTTTAAATT CAAGAAGCTT ATAAAAATCA AAAGTATAAA o 3 47160 

GATCAATTTC TGAAAAAATA AATTTTTTTT CAAAAAGAAA AGAAATTATC TTGTCGGAAA 3 472 2 0 

ACCCTTCAAT ATCCATACAA TTTTTACTAC AAAAATATTT TATTCTCTCA ACTGCTACTG 347280 

AAGGACAATT ATTATTTGGA CAAAAAAAAT GTGCCCCCTC TTTTACTACA GCCGTTTTAC 3 473 40 

AAGCTGGGCA ATTATCAGGA ACTTTGAAAA ATCCTGTTGA AAATTTATTT ATCACCATTT 3 47400 

-CAACAGCAGG AATTACATCT CCTCTTCTTG AAACTTTAAC AACATCACCA ACATTCAACC 3 47460 

CAATAGACCT TAT AT AAT C T TGATTGTGTA ACGTTGCACT AGTAATAAAA GCTCCTGAAA 3 47520 

CAAAAACTTT AT C AAT ATT A GCAACCGGAG T AATTTT AC C ACTACGTCCA ACCTGAACAA 3 47 5 80 

CAATGCTATT TACCCTACTA AAAC CCG AAA GCGCTTCAAA TTTGTAAGCC ATTGCC CATT 3 47 640 

TGGGA-TGATG TGCAGTATAC CCCAATCTTT CTCTTAAAGC AAAATCACTA ACCTTAAGAA 3 477 00 

CAACACCATC TATTTCATAT TCAAAAGAAT CTCTTTTTTT TGTTATATCT G C T AT G T AAT 3 477 60 

TTAAAACTTC TCCAATTGAA TTTTTTAGAT CAAAAAACCT AATC AAGGGA TTGACTTTAA 3 47 82 0 

AAC C C AAT T T CTTAAGTCTT GCAGTAGCTA AATCATTGGT TTTAAATTCT AATCCAGCAT 3 47 8 80 



t ji If i! 



TCAAAAAATC 
TTCTAAGTAT 
TTATTTTCAA 
TTTCATCAAG 
CAAATTTTCC 
CGATAGAACA 
TCTTATCTAT 
GTGCAGAATG 
GAGAATCTAA 
GCTTATCATA 
ACTTTCTAAT 
AAAATTTAAC 
AC TAT AC AAA 
AATAATCTTT 
TTTAATTGTC 
AAGAAAGCAA 
AAATCTTAAG 
TTAAAGAATT 
GAATGGATGG 
AAGTTAATAT 
CTCTTGGAGC 
TTAAACTTTT 
AGTAAACACA 
TTTAAAAGTT 
TGAAAAAATC 
. GCAAGGCGGA 
AG AAAAT G TT 
AATATTAAGC 
TAATGTTACT 



ATAAATGAAA 
TCCCGAAGCC 
AAAATTTTCT 
AAATAAAGGT 
ATTACCTCTA 
TCCATCAATC 
CCATGATTTT 
TTCAACCTCT 
GGTCTTATAT 
TACAAAATCT 
CAACTTCTTC 
ATATTCTTTA 
CTGTAAAATA 
AAAGAAAAAT 
GTTAAAGATA 
AAAAGCTTTA 
TCAATTGGGA 
TGAAAAACAA 
AATCACAGCT 
ATTAATGGTT 
TAGAGGATAT 
GGATTAGAGG 
TCAAATCCCC 
GCAAAAGAGC 
TTTCATGCAC 
AACATTTCTA 
CTTTTGAAAA 
TTTGCCTGGA 
CAAAGTAAAT 



ATATTTAAAG 
AAATTTCTAG 
TTAGTAATAT 
ATATATCTAA 
GTAAGAGCTT 
TTTGGCTCAA 
AGCAAATCAA 
TTAAAATCAT 
TCAGGGTACT 
TCAACACTAG 
AAGTCTGCAA 
TTATTTTATC 
CCACC AAAAA 
ATCAATCAAA 
TTTTAATATG 
ATAGCTGATG 
TTTAAAGAAT 
AATAATATTG 
CTTGAGAGAA 
ACAGCTATTG 
ATTACAAAAC 
AAATTTTGAT 
TATCAATATT 
TTATAAAAGA 
AAGAAATCAT 
CAAATTTACT 
AAGAAATACA 
AAAAATT A A3 
TAGGAATCAA 
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G AAAAT TAG C 
AATTCGTATA 
AAACCTCACC 
TGGTTCTAAC 
TTTCAAGAAC 
CAGAAATGTT 
GATCATAAAC 
TTAAAAGATC 
TACTTTCTAG 
GCAAAGAATC 
TTTCTTGCTG 
AAACAATTCT 
TACATGCTAT 
AAGACAATAT 
CTAGAATGGA 
ACTCACTTTT 
TTTTAGAAGC 
ATTTAATAAC 
TGTATGAAAT 
GAAAACAAGA 
CTTTTAAAAA 
AGCAAAAGAA 
GATAATGCTT 
TGAAAATTGG 
TACTGAATTA 
CTCAATATAC 
CAAAATTGAC 
CAAAAAAGAA 
TATTGTCGGC 



GACTTCTCTA 
AGGCTTTTCC 
CCTTAATACT 
GTTTATAGTA 
GCCATCTTTA 
AAAAGAATTA 
CTTATCAAGA 
GCTGCCAAAT 
CTGTTGAAGC 
GACATAATAT 
TACTTTGCTG 
AACAAGCAAA 
TTTATTTATG 
TATAAAAATG 
TAAAAGGAGT 
TATGAGAAAA 
CGAAGATGGC 
ACTCGATATA 
TAATAAAAAA 
ATTAATACAA 
AGAACAAATA 
AAAAT AT AC A 
TATGAGAAAG 
CAAAATGCAG 
ATGTCAACCT 
TTGTTTCTAA 
AATGTCATAA 
AATAATATTA- 
TAATGAAATT 



CTATCAACCC 
AAAAATTTAT 
AAATCAACCT 
ACATCATTAC 
TAATAAAGAA 
TTAAAATCAA 
CTTAATATAG 
TTAAGAGTAG 
CTTAAAATAT 
TCTTTATCCC 
CTCATAGGGT 
AACCGACTTT 
TTCAAATTAA 
TGAATTATAT 
GCTAGTTTGG 
AACCTAATAA 
ATTCAGGCTG 
ACAATGATGG 
TTGCTTAAAA 
AAAGCTTTAT 
ATAGAGCAAA 
AACAAACACA 
CAATACAGGA 
TTAAAGCTAA 
TAAATTTTGA 
ATAAAGAGCT 
AACAACTGCA 
CTCAAAGTAA 
TTAAAAAAAC 



347940 
348000 
348060 
348120 
348180 
348240 
348300 
348360 
348420 
348480 
348540 
348600 
348660 
348720 
348780 
348840 
348900 
348960 
349020 
349080 
349140 
349200 
349260 
349320 
349380 
349440 
349500 
349560 
349620 
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ATTTTAGAAA TTTATTATTA GAATTAAAAG AATTGAAATT AATATTAACA ATAGAAAGTA 3 49 630 

ATGAATTGCA AAGAGAAGAA ATAGAAATAT TAAGTATAAC CAATCCTAAG AAAGATTTAA 3 49740 

TATTAGAATC AATCAAAAAC TATTATAAAA CAATAAATGC ATGGTTAAAA TTTAAAAACC 3 49 8 00 

AAAAATTGGA TAATTTTGAT TACTTAATTA AAGAAATTAA TCTACTAAAA GAAGAAATAT 3 498 60 

ACATTAAATA TCAAATTTGT TGTGAAATCT TACAACAAAT TGCAAATGCA AAAAGAAAAA 3 49 92 0 

TTCCAAAAAT TAAAAAGCTC CAAAACCTTG CAGTAAACAA TTCACCCATA ATGTTAGATA 3 49 9 80 

TTAAAATATG AAAGAACTTT AC C T AATTGA TGCACTAAAC ATAATATTTA GAAATTATCA 3 5 0040 

CGTAATGAAA AATTATCCAC TTTTAAACAC ACAAGGAGAA AATGTAAACG CATTTATTGG 3 50100 

CTTTTTCAAA ACATTATTTT T C AT AAT AAA AGAAAAAAAT. CCTGAACATT TGATTATCAC 3 50160 

CTTTGACTCA GAGGTACCAA C T TTT AG AAA ACAAAAATAT CCAAGCTACA AGGCAACAAG 3 50220 

AGATTTACCT CCGGACGATT TAATACCTCA AATAGGATGG ATAAAAGAAG GCCTTTTAAA 3 502 8 0 

GGCAAAAATA CCAATCTTTG AGATGGAAGG CTACGAAGCT GACGATCTTT TAGCTAGTTT 3 503 40 

TGCCAAAAAG GCTGCAAAGA ATAACTATTT AACTTACATT ATTTCTCCAG AT AAAGAC TT 3 5 0400 

GCTGCAAACA ATGTCAGAGT AC GT AAAAAT ACTTAAAATT GAAAAC AAC A GCTTTATTGA 3 5 0460 

AATGGATAAT GAGTACGTAA CAAAAAAATT TGGAGTAAAT AGCTTTCAAA TAAAAGATTA 3 50520 

TTTAGCTATT GTTGGAGACA GGTCTGACAA TATACCTGGA ATAAAAGGCA TTGGCGCAAA 3 505 80 

AGGAGCAGCA AATTTATTAA GAGAATTTAA AACCTTAGAC GGGATATATT CAAATTTAGA 3 50 640 

AATAATAAAT AAAAAACACC GAGAACTTTT AATCAAAGAA AAAGAAAATG CTTTTTTAAG 3 5 0700 

CTATGAACTT GTAAGTCTTG AAGAAAATTT AAAAATTC C A G AAATT G AAA ACTTCGCCTT 3 5 07 60 

AAAAAATTTT AGCGAAGAGA TAATATCTTT GTTTGAAAAG CACTCAGCAA TTGCCCTAAT 3 50820 

AAAAACTTAT AAAAAGGATA TCTTAAAACA AGAAAAAGAA AAT G C AG AC C AAAAAAGTCT 3 508 8 0 

ATTTAAGCAA G AAC C T AC T A CCAACAGCTT AGATGACATA AAT AC AAT TG AC AC AG AAAA 3 50 940 

TGTTAAATAC CGCTCAATAA C AAC AAAAAT AGAGCTTGAT GATTTAATAG AAAGCCTTAA 3 51000 

AAAGGCTAAA TACATATCAA TAGACACAGA AACGTCTTCG CTTGATACTT AC AC AG C AAA 3 510 60 

ATTAATTGGG ATTTC TATTT CATTTAAAGA ATTTGAAGGT ' TACTATATTC CAATCGAAGC 351120 

CAAAGGAAAA ATTTACATAG AAAAAAACTA TATAATACAA AAATTTAACA ATCTTTTTGA 3 51180 

ATCAAATCCA AAAATAATTG GTCAAAATTA TAAATTTGAC TATAAAATAC TTAAAAACAA 3 512 40 

TGGATTTAAC CCTATACCAC CTTATTTTGA CACAATGATT GCTGCATACC TTATCGA.CAC 3 513 00 

AAACTCAAAA GTATCGCTTG ATTTTCTTGC AGAAAAATAT T T AAT G C ATA AAAACATTAA 3 513 6 0 

ATATGAAGAT G TG AT AC AAA AAAATGACAA CTTCGCAAAT ATATCTTTAG AAATGGC AAC 3 5142 0 
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AAGCTA.T7CA TCCGA_AGA7G C7GA7A-TTAC A.TTTAGAC7A_ TTTAAJTATAT TTACCAAAAA 3 5148 0 

ATTAAAAGAA GA7 AAAC7 2G A_CAAGTTAA7 GCACGAAAGA GAAATGCCTT TTAACAAGGT 3 51540 

GATTATAGAA ATGGAAGAAA A.7GGAA.TT7A CC TTGATAAA. GAA7A.TTTAA AAGAATATGG 3 51600 

AAAAGAAC 77 GGAAAAGAA7 7AGAAGCAA-7 G G AAAAC G AA A.TAATAAAAA GCATAGGAAT 3 51660 

TGAT7TTAA7 CTA-A_AG7G TG CAA-AACAAA.G GCAGGAA-A7G TTA77TGAAA AATTAJVATCT 3 517 2 0 

AAAATTACCA GAAAAAAG GA AAAAAGATGG AA.C7GA_TA_7A_ AAAGTGCTTG AATCTCTCAG 3 5178 0 

AGAACAGCAT GAA 7 C AA.T 7G AG_AA7CTAA7 AAAATACAGA. CAAATTGCAA AATTGAAGAG 3 51840 

TACTTACACA. GA7AAG77GA TA.GAA.CTAA-7 -AAAC T A T AAA. ACAAACAGAC TGCACACAAG 3 5190 0 

C T T T A T AC AA. A.CAAAAA.CAG CAA2GGGTAG AAT C AC T AGG AT AAAC C C T A ACTTGCAAAA 3 519 60 

C ATAC C AAT A. AA- G A 7G AAA AAGAGC GA-A AATAAGAAAA. GCATTTAAAC CAGAAAATGG 3 52 02 0 

AAATA.TTTGT~ ATCTCAGC7G A.TGA7CCTCA AATTG A_GC 7T GCTATACTTG CTCATTTATC 3 52 08 0 

AC AAGATGAA. GTCCTTAT7A. A_AGCA.TTTGA_ AAAGAAAT A_AA GACA.TTCATA CAGAAACTGC 3 5214 0 

TTCTA-AGC7T TTGAAAAGAG AAGAAAAAGA AATT AC TC CT AACTTGAGAA GAATAGCAAA 3 522 0 0 

ATCTA.TTAAT TT7GGAATAA 777 A7 AG AAT GTCAGA.TT7T AGACTTGCAA AAGAACTGGG 3 522 50 

AATT AC AAAA. GAAGA.GGCAA AA-GGATTTA7 AAACTCTTA.C TTTGATTCTT ATCCAAAAAT 3 523 2 0 

C AAAGAGT G T AT AAT AA_A_7C AA_A 7 AAAC GG G G TAA.GA.A_AT GC T GG AT ATA GCGAAACCAT 3523 80 

CTTAAAAA.GA AGAAGATA.7A 7AAAA.GAAA7 TAATAGCAA.T AATTATCTGG AAAGATCTGC 3 52440 

CGCTGAAAGA ATA.GCAA7AA. ATAGCA-TAA.T TCAGGGAA.GT GCCGCCGATA TCATGAAAAT 3 52 50 0 

TGCAATGGTC AAA.GTA.TT7A. A.TGAA7TTAA A-AGTAA-AAAA. ATGGAATCAA AAATATTGCT 3 5 25 60 

ACAGGTGCAC G A7GA_AA7 GG T C A7 7 GAAGC TCCTAjTTGAA GAA.GAAAATG AAGTGAAAAA 3 52 62 0 

AAT ATT AAAA. A77A7PGA.77G AAAG7GCT7A. CACATTAAAT CTGCCTTTAA GAGCAAATAT 352 680 

TGAAAC GGGT AAA-TCGTGCG GA.GAAATCCA. TTAATCAT7G GAGTAACAGG AAGAATTGCA 3 52 74 0 

i 

TCTGGCAAAG ATACTGT77C AAAAA.TAAGT AGCAJVTAAAT ATGGATTTTA CGAAATAAAT 3 52 800 

GCAGACAAGC TTGGACAj77G A.GTATTTACAT GAAAAA_AAAj3 AAGAAATAGT TAAAATATTT 3 52 3 60 

GGTCAAAAA.A T A 7 T AAA.7 A_C TAAAA_ATGAA ATAGACAJLAC TCTTACTAAG AAATCTTGTA 3 5 292 0 

. TTT AA.TG AC A_ ATAAAGAA.7T AAAAAA.GC7T GAAAGC GTA.T CACACCCAGT CATACTCAGC 3 52930 

AAAATAAAAA. AAATC CTAA7 C C AAAAC CAA. TC7ACAAAAA TAA.7AATTAA TGCTGCTTTA 3 53040 
C T TTT T AAAA TGAA.T'TTGGA " AAAACTTTGC GA.CTACA.TA_A TTGTGCTTAA- GGCAAAGAAT * 353100 

TC TAT AAT AA. AAAATAGA77 ATGA7A.T7GT A-TACCAAAGA TTGA.TTCAAA TATGATTAAT 3 53160 
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AAAAT AC T C A 


AAATCCAAAA 


AGATATTTTT 


TTTGAAAAAA 


ATATTATAAA 


C TT AAAAAT A 


353220 


ATC AAT AT AA 


TTAATAACAA 


GAATTATGCA 


T ATC TAG AAA 


AAGAAATTGA 


AAAAAAAATG 


353230 


CAGGGGATAA 


TTAACTATGA 


AAGATTTGAA 


TGAAAACAAT 


GATAATAATA 


AAGGATTTTT 


353340 


TGTAGCATTA 


ACATCAATTG 


CAACAGTTTG 


TATCATAATA 


TTTCTTGGGA 


CAATTATTTT 


353400 


CTTTCCAAAC 


AAAAATTTGG 


CTTCAGACAT 


TGCAGAAAAA 


AATATTGTTT 


TAGAAGAAGA 


353460 


T AAAG ATC C A 


AACACCTTAG 


AAAAGGTTGA 


CCAAAATGAA 


AAATCTTTAA 


AGGTATCTGA 


353520 


AAC T C AAAAT 


GAAATAATTA 


TAGATTTAAC 


ACAAGATTTA 


AATAAAGAAA 


AAAAACCTAC 


353580 


AAACAAAATA 


CCTAATACTC 


AGAAATCAAA 


AATCATCGAA 


AAGCCTCAAC 


CCACAACTCA 


353640 


AAAAAT AT C T 


AATACTTCTC 


AG AAAT C AAA 


AACCATCGAA. 


AAGCCTCAAC 


CCACAACTCA 


353700 


AAAAATATCT 


AATACTTCTC 


AGAAATCAAA 


AACCATCC-AA 


AAGCCTCAAC 


CCACAACTCA 


353760 


AAAAAT ATC T 


AATACTTCTC 


AGAAATCAAA 


AACCATCGAA 


AAGCCTCAAC 


CCACAACTCA 


353320 


AAAAATATCT 


AATACTTCTC 


AGAAATCAAA 


AACCATCGAA 


AAGCCTCAAC 


CCATAGCCCA 


353380 


AAAAACTTTA 


AATACTGATA 


ACATTTATGA 


TCCTAATATA 


GAATATTACA 


TACAATTTGT 


353940 


ATCACTCTCA 


GACCCAATCA 


AT G C AG AC AA 


CTATATTCAA 


AAATTACTCA 


AATATAATAT 


354000 


AATTGCTAGA 


ATATATTCTG 


CAACAGTAGA 


TAATAAAGAT 


ATTTACAGAG 


TAAGATCTGG 


354060 


TCCTTATAAA 


AC AAAAT C AG 


AAGCAAAAGC 


AGACTTTAAA 


AAAAT AGCAG 


GAATAGGTGA 


354120 


ATTTAAAGAA 


ACTTATATAT 


TACCCGTTAA 


CAAATAGACT 


ATAATTATTA 


ATATATTTTT 


354180 


GATATTTTTC 


TAAATATTCT 


TCATGAACCT 


CAATAATAGG 


CGAAACAACA 


TGCTTAATCT 


354240 


TTGTAAGTTT 


TAAAAAAGAA 


TCATTTAAGC 


TGC C AAATTC 


TCTTAAAGAA 


T AG AAT GC T T 


354300 


GAATTGCTCC 


CCCAATAATC 


TCTGAATGCT 


TAAAATCAAA 


AATTTTTAAA 


TCTTTGCCAA 


354360 


GAATATTTGC 


CTTTATTTGA 


TTTAAAAGCA 


AATTATCAGA 


ATTAGACCCA 


CTAACAAAAA 


354420 


> 

TGC T C AAAAT 


TTCTTTATTG 


CAGGCTTTTA 


GCTCTACCAA 


TCTGTTGTAA 


AAAGCAAAAC 


354430 


ATACAAACTC 


AAGTATTGAT 


AAACCAATCT 


CTAATGGATT 


TTT AAT ACT A 


CCAAAAATTC 


354540 


CTTTACTTAG 


ATCTTTGCAA 


AGACAAGGAT 


CTAAAACAAA 


T AAAT C AT T A 


AAAAGTTTAA 


354600 


TTTTGCTTGG 


ATAAAAGTAT 


ACATTATTTA 


AAGTGAC AC T 


TTTAACAATT 


TTTTTTAAGA 


354660 


GCAACTCAAA 


AGTTAAACTT 


TTTTTATAAA 


AACTGTCTTT 






3 5472 0 


CAAAAGGAAC 


AATTCTCCCA 


ATAATAAAAA 


ATCCTTCTAA 


AAAAT AAGGA 


TATTCTAGAG 


354730 


AAAATCCTGG 


TAAATATGTA 


CTTGAAACAA 


AATTAAACCC 


TTCACTTGTA 


CCCATTCTAT 


354840 


TTGACACAAT 


TCCTTCTTGA 


AAAGCACCAC 


TTCCCACCAA 


AG C AT TC AAA 


TAATCTGATC 


354900' 


CCGCATTAAT 


TACGCTAATT 


CCACTATTTA 


GCCCAAATTC 


AATTCCTGCT 


TTATAAGTTA 


354960 
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CAACGCCAAT ATTTTCTCCC ATTTTTACAA ATGGAGGAAA TTTATTCTTG TCAAGCCCAT 3 55020 

ATTTTTTTAT CTCTATATCA TCCCAAATAA AAGGAATATA CTCCATGCTT GGAAAGCTTG 3 55080 

TAAAAAGCTT TCCTGTAAGC AAATAAATAA AAT AC T C AAA ACAAGAAACA AAATAGCTTA 3 55140 

TTTTAGAATA TGTTCCTCTT TCAACCGTAC TAAGTACATA GGGCAAAAAT AC AGAC TT AC 3 5 5200 

CCTTAAAATA AGACTTAATT TTAAAGGAAT TCCAATGCAA CACTTCCAAA GGAATTAAAT 3 552 60 

TTGAATTTAA AGCAATTAAA CATGGCGAAA TGCCGCCAAC AGAAATGCAA TCTATTTTGC 3 5 5320 

TAGGCTTAAA ATTGGATATG GCTTTCTTAA AAGAAAAAAG C CAT AT ATT A AAGTCAAAAT 3 553 80 

TTTCGAAATC AACATCAAAA TAATCTGAGT AACTAACATC AATATAACTT AAAACTCCAT 3 5 544 0 

TTTTAGAACT AACTAATGCT GCCTTTAAAA CACTGGTACC AATATCAATA CTAAGAGCAT 3 55 500 

TCATAAATTA ACCCTTGGTA ATCAATTTTT GAATATCATC CTTTCTATCA AGAATTTTTT 3 5 55 60 

GCAAACCAAC TTTATTATAA ATTGCAAATA TTGCCTCCGC AAAAAGAGGC GCAACATTAG 3 55 620 

CCTCATGATA CCAAGGTTTA TTTATTAATT CATCATTATG ACAAACAGCA TTTGTTCCAA 3 55 680 

TTATTTTATA AAAAAATCCC TCCTCATAAG CTTTATCAAA ATATTTAATA GCATCTCCAT 3 5 57 40 

TGAAAAACGG CAAACTAATC C C AC AT ATAA TCTTCTTAGC ACCCATGCTT TTAAGTAATT 3 558 00 

TCATTGCCTT AATTAGAGTG CCCCCAGTAG CTAACATGTC GTC AC TC ATA AAAACATTCT 3 558 60 

TGCCTTCGAC ATCTCCTAAA AGCTTGGTTA CAGAAATATT TGAATCAGCA ACATCATTTG 3 5 5920 

AAACTCTTGA ATAATCTCTC TCCTTATAAA GCAAAGCAAG AGGGCTCTTA AGGCTTGATG 355980 

CAAAAAATTT ATTTCTACTT ACAGCACCTG TATCGGGTGA AACAATAACT AAATTAGAAT 3 5 6040 

CTCTAATGTC GATTAAATCC TTAAGAGAAT TAAAGATTTC ATAAGAAACA TTTAAATTTT 3 5 610 0 

CAAAATAAAC TTTCCTAAAG ACATTCTCAA TAGCCTTTGA GTGAATATCT AGGGTTAAAA 3 5 6160 

TATGTCTAAT GCCCAACTCT TCTAAAAATC TTCCAATAAG ACTTGCTGTT AAGCATTCTC 3 5 6220 

TTGAATGCTT TTTATCTTGT^ CTTGAATAAG GATAAGACGG GAT AAT AAC A C T AAC AG AAT 3 5 62 80 

TGGCTTTGGC CTGCATACAG GCATCTATTG TTGTCATTAA ATTCATTATG TGATCATTAA 3 5 6340 

CC GTC AT AAT TATTTTTTCG CTACTGTTTA TCTCAACTTC ATAAGCATTA GCAACATCTT 3 5 640 0 

G AAC AAT AAA AATATCCTTA TTTCTGATTG TTTTTAAAAT TTCTGTTTTA AATTCACCAT 35 6460 

TGGCAAATTT AACAAATTTT ACAGGAATTT CTAAAGGCTC TTTGCTTTTA AGAGTAGACA 3 5 6520 

AACTAAGTCC TTCTAAAAAA GGAGATAAAA CTTTTTCAAT CTTAAAAATT TCTTCCTTTA 3 5 6530 

AGGCTTTAGA ATCTTGGCAT ATGCTCTCTA TAATCTCATT TTCAATATTT- ATAAATATTC 3 56640 

TGTCAAGCTC TTCTATTATT TTACTAGCAA AAACCCTACC CCCAGGACAA GC AAT AAT T C 3 5 6700 
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CTATTGATTT CTTTTTAAGT AAATTCACCC AGCTCCTCGT TCTTTTTTAG AAAATCTTAA 3 56 7 60 

CAATCTTAAT TTACTAATTA ATAAAACTTA T AC AC AC AAA TATGACTAAA ATTTTTTAAA 3 5 682 0 

GCAAGGTCAT TAAAATATTT TAGCTTTAAT AATAAAAATA AAAATCTAAA AATTCTATTA 356 830 

ATAGCAAAAA CAAATACTAT AACATAATCC TAAAAATAAA ATTAAATAAA CTACACAATT 3 5 6940 

CCAAATTCAA AACCTATTCC AAACTTGAAA TCAGAAAATT TAGGGTTTTT AATATTCCAA 357 00 0 

ACATAGTACC CTTCAAGAAT TAAAAAAGAA AATGAAAGTC TAGCACCAAT ATCCCAGCCC 3 57 060 

ATTGTTCCCA GTTCTGCTAA AACAGAATCC GCAGAAGAAG TCGC TAT ATT GATCTTAGGA 3 5712 0 

CCTGTGAAAA ACGCTAAAGC TAAAACAAAA AAATCTAATT TTGTATAAAA TCTTGGTGTT 3 5718 0 

ATTGCCATAA TAAACGAGAA ATTTTCATTT GCAGTTCCAT CCGAACGCTT TATTGCTTTA 3 57 240 

AGAAGATTAA TGTTAAACAA AAGCTCAAAT C C AAT AG AAA CAAAATCATC AAATTTAGCG 3 57 3 00 

C C AAAT T G AG CGTAAGTTCC ATATCTTATT CCAGCTTTAG CAATATTGGC TAAATCGGAA 3 57 3 60 

AAATTTTGGA CTATCTCTTC TTTTTCTATT GGGGATAAAT CTGAAGGCAA ATTTTGCTTA 3 57 42 0 

AGCTTTGCAT TAATCTCTAA AGCCTCATTG TAAAAGCTTG AAAAGGG AC T AACAGGAAAA 3 57 48 0 

GCAACCCCAC CACCAAAATT GAATTCAAAA TTAGTATCTG CAAAACCATT TAACACAAAA 3 57 540 

ATCCCAAATA AAC AC AAAAT TAAAACTTTA AGCCTAATCA TATACAAACT CTCCTACAAA 3 57 600 

AATTTATGAA AAATAAAACA GGGTTTATAT TGCACACCTT ATTATATAAT AATTACCATA 3 57 660 

AAGATTACCA CAAGCAAAAA GTAAACAAAA AAACTTAAAA ATTAACTCTT AAGAATAGAA 3 57 72 0 

GAAACTATTT CTTCCGCACC ACTTGGTATA GGATGATTTA GCTCTTTATA TTTTGAGATA 3 57 780 

TATTTTTTTG CATTTTTTTT GTCACTCTTT AAATGATAAA TGTAAAAAAT ATTAAATAGA 3 57 840 

GCCTCTTTAT TTGCAGGCGC AAATTCTAGA GTTTTCAAAT AATAAATCAA AGCATTGTCC 3 57 900 

AAATCATTTT TTTTAAATAG CAAATATCCC TTAAGATTGA TTAAC AAAAT ATTTTCTGGA 3 57 9 60 

TCTTCTTTTA TAATAGAATT AAGTTTCAAC TCAGCCTCAA CATATTTTTT CAAATTAATG 3 58 020 

CAAGCTAAAA TAAAATTGTA ACTTGAATCA TCACCAGCAT TAATATTAAA TTTAATAGAT 3 58 080 

TTTTCATAAA GCAAAACAGA AGTCTCATCA TTACCAAGCT CTTCATTTAA TTTAGCAAGC 3 58140 

TTATAGTATT C AC C TG AT AT GTTCTGATAT TCCTTAAAAA TAGAGCTACA AGACAAAACA 3 5 82 00 

AAAACAATAA TAAACAACAA TTTATACATA AAAAATTTAC TTAAATCCTT AATACTATTT 3 5 82 60 

ATACTATTTA AATTATCCAA AGCAGCAAAA TAACACTAAA TCTAATAATA ATCAAAATAC 3 58 320 

AAAACTTCAA TGCTGTTGAA TTTTAAAATT AAATAAACCA TCTTGATGAT TATAAAACAA 3 58 3 80 

AAT TT ATT AC TCTAAAAGCT AG T C AT AAAC ATAAATAAGC CCTCCTGCTT TAAAAGCAAA 3 58 440 

AGGGCTTTTA AT AC TAT C T A AAAAACAAAT TAAAGCTTTT CTTGGTCATA ' TTTGTTAAAT 3 5 8 5 0 0 
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AsGTTTTGCT GTTAAATATT TACCAACTGA TCTTCTGTCC TCAACAAGTT TAGATATTGC 3 5 35 60 

GCTAAAATGT CTTGGTTCAA TCTTAAAATA CTTATAAGCT CTTCCATCCT TAAAAAACAC 3 5 3620 

AGAAAGCTCA G AC AC AG AAG AATCGTAATC TACTTGTGAT ATTTTGCTCA ACTCATTAGA 3 53 680, 

TATTGTTAAA GTTTCCAACT CAAATTCCTC CAAATAATTA TCTTAGGAGT ATAATAATAA 3 5 87 40 

AGTAAGAGTT AATTCACTAA ATAAAAAGTT TTAATCAATA AAATCAAAAT CTACTAAATG 3 588 00 

ATATATTCCC TAATATAAGG ATATACATTA ATGCAAATTT AATCAAGCAA ACTGTCAAAT 3 5 88 60 

TTCATATAAA ATAGTTTAAA CTTCCAAATA TTTAATAATA TAAAACGATA TAAGATAGAT 3 58 920 

TTTTAAAAAA AAATTTTGTA AAATTACTAA GATAGTTAAT CTTCTACCCA CATATCATCA 3 589 8 0 

GGAGGGACAA AGTCTAATGG ACTATAATAA ATTACGAAAC ATAGGTATTA GCGCACACAT 3 5 90 40 

CGACTCAGGA AAA-ACCACTC TTACAGAACG TATTCTTTTT TATTGTAATA AAATTCATGC 359100 

- AATTCACGAA GTAAAAGGCA AAGATGGGGT TGGTGCAACA AT GG AC T C AA TGGAACTTGA 3 5 916 0 

AAGAGAAAGA GGAATCACAA TAGCATCAGC TGCAACTCAC GTTGAATGGA AAGATTTTCC 3 5 9220 

GATAAATATT ATTGATACAC CCGGACACGT AGATTTTACA ATTGAAGTTG AAAGATCTCT 3 5 9280 

TAGAGTGCTT GACGGGGCAA TATTGGTTCT TGATTCTGTT GCAGGAGTTC 'AATCCCAATC 3 5 93 40 

' " AATAACTGTT GATCGACAGC TTAAAAGATA TAGCGTGCCG CGCCTTGCAT TTGTAAACAA 3 5 940 0 

GTGTGATAAA ACCGGAGCAA ATCCCTACAA TGTAAAAGAT CAACTAAGAT CAAAACTTGA 3 5 94 60 

CTTAAACTCC GTTTTAATGC AAATTCCAAT TGGATTAGAA GACAAACATA TTGGAGTTAT 3 5 9520 

AG AC CTTGT A TTAATGAAAG CCTACTATTT TGAAGGAAAA GAT G G AAC AG AAAT AAT AG A 3 5 95 80 

AAAAGAAATA CCCTCAGATC TCTTAGAAGA AGCAAAAAGC AAAC GAG AAA TAATGcTtGA 3 59640 

TACTCTTGcT GACTTTAATG ATGAAC TT AT GGAATTACAC ATGGAAGGAA AAGAAGTTCC 3 5 9700 

TACTGAAATA ATATACAATG CAACTAGAAC AGGAACATTG GCTTTAAAAT TATGCCC t GT 3 5 9760 

ATTTATGGGA TCTGCTTATA AAAAC AAAGG AGTGCAATTG CTCTTAGATG CTGTAACCAG 3 5982 0 

ATTTTTGC C A TCCCCTCATG ATATAAAAAA CACCGCTCTT GACCTAAATA ATAATGAAAA 3 5 9880 

AGAAATCGAT CTTAAAATTG ACAACGAGCT CCCAACTGTT GCTCTTGCAT TTAAACTTGA 3 59940 

AG AC GG AC AA TACGGACAGT TGACTTATGT GAGAATCTAT' CAAGGAATTT TAAAAAAAGG 3 6000 0 

ACAAGAACTT ATCAACTCAA GAACTTCTAA AAAATTCAAA GTTGGAAGGC T T AT C AG AAT 3 6 0060 

GCATGCCAAT AAT AC AG AAG ACATTGAATT TGGAGGAAGT GGTGACATTG TTGCTTTATT 3 6012 0 

TGGAATAGAA TGTGCATCAG GAGATACGTT TTGTGATCCA TCGATCAACT ■ ATTCAATGAC 3 6018 0 

ATCAATGTTT ATTCCAGATC CAGTAATTTC TCTTTCTGTA AAAC C AAAGG ATAAAAAATC 3 6 0240 
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TGCTGATAAT ATGGCCAAAG CCCTTGGAAG ATTTACAAAA GAAGATCCAA CATTTAAAAC 3 60 3 00 

TTATGTTGAC ATTGAATCAA ATGAAACAAT AATTCAAGGA ATGGGAGAGC TACACTTAGA 3 60 3 60 

AGTTTACATT GAAAGAATGA AAAGAGAGTT CAAGGCAGAA GTTGAAACCG GAATGCCGCA 3 6042 0 

AGTAGCCTAT AG AG AAAC G A T T AC AAGAAA AGCTGAATTT AATTATACTC ACAAAAAGCA 3 60 480 

ATCTGGAGGA GCTGGTCAGT TTGGACGAGT TGCAGGGTTT ATGGAACCTC TTGACAAAGA 3 60 540 

AGGAGAAACA TACGAATTTG TCAATCTAAT AAAAGGAGGA GTAATCCCAA CAGAATATAT 3 60 60 0 

CCCATCATGT GATAAAGGGT TCCAAAAAGC AATGGAAAGG GGAACATTAA TTGGCTTTCC 3 60 660 

AATAGTTGAC ATAAAAATTA CAATCAATGA TGGCCAATAT CACATTGTTG ACTCATCTGA 3 607 2 0 

TATTGCATTC CAATTAGCAG CAATTGGAGC TTTTAGAGAG GCTTATGAAA AAGCAAAGCC 3 607 80 

TACAATCCTT GAGCCAATAA TGAAAGTTAC CGTTGAAGGA CCTACTGAAT TCCAAGGCAA 3 60 8 40 

TATGTTTGGA CTTTTAAATC AAAGAAGAGG AATAATAACA GGTTCCCTAG AAGATGGAAG 3 60 9 00 

TTTTTCAAAA GTTGAGGCTG AGGTGCCTTT AAGCGAAATG TTTGGATTTT CAACAGTCCT 3 609 60 

TAGATCCTCT ACCCAAGGAA AAGCAGAATT CTCAATGGAA TTCTTAAGGT ATGGAAAAGT 3 61020 

TCCAAGC ACT ATATTTGATG AACTTCGCAA AAAATTTAAC GATCAAAACA AATCTTAATA 3 6108 0 

AAATAATAAG GAGGC TTT AT TATGATCGAT TTAACACAAG AAAAACAAGA AATACTAATA 3 61140 

AAAAACAAGT TTTTAGCCAA AGTTTTCGGG CTTATGTCAA TTGGACTTTT AATCTCAGCA 3 612 0 0 

GTATTTGCAT ATGCAACCTC AG AAAAT C AA ACAATCAkAG CAATAATATT CTCAAATTCA 3 612 60 

ATGTCATTTA TGGCTATGAT ACTTATACAA TTTGGACTTG TATATGCAAT AAGTGGTGCT ,3 613 2 0 

CTTAATAAAA TATCAAGCAA TACTGCAACA GCTCTTTTCT TGCTCTACTC AGCACTAACA 3 613 8 0 

GGAGTAACAT TATCTTCTAT ATTTATGATT TACACACAAG GATCAATAGT ATTCACATTC 3 61440 

GGAATTACTG CTGGAACATT TCTTGGAATG TCTGTTTATG GAT AC ACT AC AACAACAGAT 3 61500 
CTAACAAAAA TGGGAAGCTA TTTAATAATG GGCTTATGGG GAATCATTAT TGCATCTCTT ' 3 615 60 

GTTAATATGT TTTTTAGAAG CTCAGGTCTT AATTTCCTTA TATCTATTTT GGGCGTAgTT 3 6162 0 

ATATTTACAG GCTTAACAGC TTATGATGTT C AAAAT ATT T CTAAAATGGA C AAAATGC T A 3 61680 

CAAGACGACA C TG AAAT AAA AAACAGAATG GCGGTTGTAG CCTCACTTAA ACTTTATTTA 3 617 40 

' GATTTTATAA ATTTATTCTT ATATCTTCTA AGATTTTTGG GCCAAAGAAG AAAC GATTAA 3 6180 0 

AATAATAAAA AAATCATAAA AAATTCAATC AAAAATGAAT 'GCTTTAACTT TAAAGCATTC 3 618 60 

ATTTTTAGAG GTTTCAATGA GTATAGATAG CTTAGAATTC GAAGAAAGTA GTACTCAAAA 3 61920 

TGTAATAAAA AAAAATTTTG AGTTTGAAGG ATATATTGAA AGTAATAAGC CAATAATAAT 3 6198 0 

AGAAGGAAAG CTTAAGGGTT TAATAAACTC ATCAAACTCA . ATCTATCTAA GGGAAAAAGC 3 62 04 0 
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TGATGTTGAA GCTGAAATAA AATGTCAACA TTTGCTAAAT CATGGCAAAA TAAAAGGAAA 3 6210 0 

TATTGAGGCT TTAAAAACAA TTAAAATCTA CAAAACCGGC AAATTAATAG GAAACATTAA 3 62160 

AACCAAAGAA CTCTTTATAG ATTCTGGAGC AATGTTTAAA GGGAATTGTG AAATGGAGGA 3 6 2220 

T-TTAGAAGAA TGAAATTTTT TTTTCTATTA CAAATAGCTT TAATTCTACT ATCCAATTCA 3 62 2 80 

AGCTTGTTAT TTGGACAATC ACCGCCTAAA GAAAAAGAAG ACTCTCTTCT TCTATATAAA 3 62 3 40 

GAAGGAAAAT TTAAAGAAGC TATTTTAAAC ACGTTAGAAG AAATTCGACT AAATCCTAGT 3 62 400 

AAC T TAG AT G CTAGGACAAT ATTGATATGG "AGCTTAATAG C C AT AGGAGA ATACAAGAGA 362460 

■GCTGAAAAAG AGGCGATTAT "AGGACTTGGC ATTAAAAAAC ATGACATAAG AATTATTCAA 3 62 52 0 

GC AC TAGGAG AAGCTTATTT CTTTCAAAAA AATT AT G AC A ATGCATTAAA ATACTTTCAA 3 62 580 

GAATACATTA GCCTTGATTC TAAAGGAGCA AGAATAATAA AAGTTTATAA TTTAATTGCA 3 62 640 

GATTCTTTTT ATG AGC T AAA AAG AT AT AAT GAAGC C GATT TTGCATACGA ACATGCATTA 3 62700 

CGTTTTTCTC CTAATAACCA AAATCTATTA ATAAAATTAG C AAG AT C AAG AATAAATGCA 3 627 60 

AAAAATAAAA TATTAGCAGA AGAAGCACTA ATTAAAATTC TTACAATCTC T C C T AAT AAT 3 62 82 0 

CTAGAGGCAA AAAATTTACT AGAAGAATTA AAAAAAAGCA ACAACAAACC TTGACATTCA 3 62 880 

ATTTATAAAA ACTTATTCTT ATTGTTAGCA AATTAATAAA CTGGGC TGCT AGCTCAAGTG 3 62 940 

GTAGAGC AT C GGACTCTTAA TCCGCTGGTT ACAGGTTCAA GTCCTGTGCA GCTCAAATTG 3 63 000 

TTAAATACAT TTTGGTATAA ATTATTAATT TTATGCCAAT TTAACTTGAC ATTATTGGAA ^ 3 63 0 60 

AATAAATATA TTATTACTTT CGATGGTCAT AAAATGACTT TTGGGC TCAT AGCTCAGGTG 3 6312 0 

GTAGAGCAGC GCCCTTTTAA GGCGTTTGTC GTAGGTTCGA GTCCTACTGA GCTCACTTTT 3 6318 0 

GTCCTCTTCG TCTATCGGTT AGGACTCCAG GTTTTCATCC TGGCAAGAGG GGTTCGATTC 3 63 2 40 

CCCTAGAGGA TGTCTTGCTA ATAAAAATAG ACTAAACATT CTTGCCTTCT AGCAAACCCA 3 63 3 00- 

GAAAACAAGA ATGTTTTTTA AGCAAACACA AACTATTCAG GTATTAGCAA TATTTCTGCT 3 63 3 60 

TTTTCATCAA GATTAATTTT CTTAAAAAAT TCATTTATTA AATCTTTGTT TAAGTTTGTC 3 63 420 
TCTATAAACT T AAC AC C AAA ATTATTTTTA AATACTCCAT ACCAGGATAA TGACGCCAAT ^ 3 63 480 

ATATTTGAAA TC C AAT AAC C ATTCTTCTCT GAATTTATTT TTGTATTTTT AATATAATTC 3 63 540 

TTCTTAACAT AAGAAAAATC TTTATCATTA AAATCTATTT TTTGCCTTTC GAT C AT AT AG 3 63 600 

CGATTAATAG AATTTAAGAC ATTGTCCAGC TCCTTAGGCT CGGTAGTAAA AAAAATAGAC 3 63^660 

AAAAT AC CAT CGGAATCTAC ATTTTTTCTT AAATTGGAGT CAAAAGAGGC - TTGAATTGCA 3 63 720 

T.z^ACACTAG ACATTTTTTC TyTAATATTT T TT AT AAG C C CATCCGTTAA . AAGATCCGCT " 3 63780 



t! U )l 1 i> It II ' 1' II II 11 ! 11 II f. it" ll 31 'ij rill 

i, :v J ;m> luiu* „ T-T w jlp- n \$ ,a 



||_ ft 



AAAGCATTTA 


AATTTAACCA 


GGTCTCTGCT 


AAATAATTAA 


ATTTAAAAGG 


ATAAATTACA 


363340 


TAGGCAAAAC 


TAGTTGAATT 


TTTTCCCTTC 


CTTACAACTA 


TTTTATTAAA 


ATTTTTACTG 


363900 


TAAGAGTAAT 


CTAAATCTTT 


ATACTCGTTT 


ATTTCTTTAA 


AGTTAAGATT 


GCCCAAATAT 


363960 


TTCTTTGAAT 


AAGCCTTTAT 


TGTCTGAATA 


TCTGAGTCTC 


CAGCAAGACA 


AACTT AAAAT 


364020 


TATTTGCATA 


AGTAAACCTT 


TTC TTAT AAA 


AAG AC AAAAT 


ATTTTCTTTT 


GT AAAAT AT T 


364080 


GCAAATCACT 


ATC TTTTGTA 


TCTTCAAATC 


TAGGATCATT 


ATTGTTTAAA 


AATTTACTAA 


364140 


TGGCTTTATG 


AAAATGATAA 


TCAGAACTAT 


TTTCATTGCT 


CTTTATTAAT 


GCTTTTATAT 


364200 


TATTAATAGC 


ATTTTGCAAA 


GAAACATCAT 


CAATTTTGGG 


TTCCTTAAAA 


GT AAAAT AT A 


364260 


TAAGCTGAAA 


AAGAGTTTCA 


AGATCTTTTT 


TATCTGAACT 


TCCAGAAATA 


TATGATTCTT 


364320 


GAGCTCCAAC 


CCCAACTCTT 


AAAGAAACAG 


CTTTATCTGA 


TAAATATTTT 


TCAATCTGTA 


364380 


ATGCAGAATA 


ATCACCATAA 


CCCGAACCAG 


ATACTACTCC 


GGGAGCAAAA 


G AT AAAAC AG 


364440 


GAATAAGTTT 


TAAATCTTCA 


TTAATTAAAC 


CTCCCCAAGA 


AGTTGCACTA 


AAATCAATTA 


364500 


CACCTTTTTT 


TTGATCATTA 


TATTTAAAAT 


AAACTTCAAC 


CCCATTTTCA 


AGAACAAATG 


364560 


ACGAAATTTC 


ATTTTCAAAC 


TCATTTTCTC 


TAATAATATC 


TTTATCATCT 


AAAGACTTCT 


364620 


TAAAAAATTT 


ACCTTGAATT 


AAAGAATTCT 


CATAAGGCTT 


TAACTCTCTT 


TTTAAAGCTA 


364680 


TCTTTTGAAG 


ATTGTCAATA 


TCTTCAAGAG 


TTAAAACAGG 


ATGTGCTCTT 


CCATGGTAAG 


364740 


AATAAAAAAT 


TGCACAATTT 


TTTACATCAA 


ACTCTCTTCC 


TACAAGATTG 


TTTATTGTTT 


364800 


TTAAATCAAT 


CTTTTCCAAA 


TATTGAAAAG 


AAAGATCGCA 


ATATTCATTC 


ATATCAAATT 


364860 


TATTAGAACC 


ATTAATAGCA 


ATTTCTATTA 


AATCCTGAAA 


AATAGCCCAT 


GAATTTGTTT 


364920 


TATTTATATT 


CTTTTTCCTT 


AATTCTAAAG 


ATTTGTAAAA 


TTGAGATCTA 


ACTTTTTCAA 


364980 


GCTCACCTTG 


GGTAAATCCA 


AATTTTCTTA 


TCCTCTCAAG 


CTCATAAAAA 


AAGTCTTGTA 


365040 


TTCCTTCGTT 


CAAATGATCT 


GGATTAAAGT 


TTAAAGAAAT 


CGATTTTGCA 


ACAATGGTAT 


365100 


TGTTATCTGA 


TTTAAATGAG 


AAAAAATCTT 


TATTTGAAAC 


ATTTTTAAAT 


TGCTTTACCC 


365160 


CAGCAGTCTT 


TAATTCAGAA 


AATCTATTTT 


CAAAAAGAGC 


GGC T AAT AAA 


GACTTTTTAA 


365220 


TAGCATTTAA 


AAGGTC ATC T 


TTGGTCTTTA 


CAAAGTTAAT 


AATTTCCTTT 


TTAAAGAACA 


365280 


TTAAACTAGG 


CTCTCCAACT 


TCCAAATCTT 


C T AAAAGT AA 


AAA1 1 lAlLL 


TTA A^CT^TA 


3 65 3 40 


CGTCTAAACT 


TACTTTTACT 


TCTTTAATTT 


TATCGGTTGG 


ATTTTTCCAA. 


GAAACAAATT 


365400 


GCTTCTTTAT 


CTTCTCTTCA 


ATTTCTATAG 


GATCAATATC 


TCCTACCACA 


ATAACACTTG 


365460 


CAAGTTCTGG 


CCTATACCAC 


T TTC TAT AAA 


ATTTTTTAAA 


ATCTTCTGGC 


TGAAAAGATA 


365520 


AAATTTGCTC 


TTCAAGTCCA 


ATAGGACTTC 


TAAATTCATA 


AAGACTTCCG 


CTTGTCAAAA 


365580 
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ACTTATCCAT TTTCTCATAA ATTCTTCCAG GATAAGTCTC ACCAAGCTTT TTTTGCTCAA 3 65 640 

TAATAATATT TCGCTCTAGA TCTATTTCTT CTTTCATGAA ACTGATTTGA GAAGCCCAGT 3 657 00 

TTCTCAAAAT ATTTATAGAT TCATCAATTT CATCTTTATT ATT AC CAT CT GACAAATCAA 3 6 57 60 

GTCTATAATA AGTGAAATCA AAACTAGTAG CAGCATTAAT GTCAGCACCA AATTGCATTC 3 65 820 

CAAATTTTTT AAGAACATCA ACTATAGAAT TCCCTGGATA ATCTTTTGTA CCATTAAAAG 3 65 8 80 

CCATATGTTC AAGATAATGC GCTATTCCCC TCTCATTATC TTCTTCATTA AGTGAGCCCA 3 65940 

CATTAAAAAC AATTCCCATA TTAACGGCAT TCTTTGGGGT TTGATTTTTA TAAATATAAT 3 6 6000 

ACCTTAGCCC ATTGACAAGT TTTCCTTTTA CCAAACTTTG ATCTAACTTT AACTCATTAG 3 6 60 60 

AAACACAGGA AAACAAAAAA AAT AG AAAAA CGCTTGTAAA TTTACAATAA TTCTTAATTC 3 6 612 0 

TTTGATAATT CATTTGCACT CCTCTTTATT GAATTTATTT T T T C AG AAT A AATTTTATTC 3 6 6180 

AATGCTTTTG AAA T AG AT G A AAATCCAAAA TCATTCCAAT CTTTTAAACT CTTTAGCTTA 3 6 62 40 

GAAACTGGAA ATAGTTCATA AAATAAAAAC AAT AAC T C TT CTTTGCTTAA TTTTGGAATA 3 6 63 00 

TCATTTAAGT AAACGTTTTT ATTAAAATCT TCAAGATAAA T AAAAGG AT T TAAGCGCTTA 3 6 63 60 

TCTAGAAGAA ATTTATTTAA ATTGGGCATT AAAATGCTTT TATTATAAAT TTCAATAGTA 3 6 642 0 

GTATATTCAC -TTGGAACATC AT CAT AAAAA TCGTTATTCA AAAAAGAATC TAAAATAATA 3 6 648 0 

AATTTATTAT CCTTAACCCC TACATTTCTC CCATCTAAAG TCTTTAAAAG ACCATCTTTG 3 66540 

CCAATATGAA CCAAAGTATT TAAATCCTTT GTAGCATTAA AGATAAGCCT TGCATTGTTA 3 66600 

r 

TATGCCTTGG ATTGCACTAA GTGCTCAGTA _ TTATTATCTA CTGCTAATTC TTTGTCATTT 3 66 660 

TTTAATAATA AATTTATATT TTTTTCTTTT AATGCCTTAT AGGCTAATTC AAT AT AC T C T 3 6 6720 

AAAGCGCAAC TATTTTCCAA AACAAGTTGC TCCCTCTTTA ATAAGTTAAT AAAAAATATC 3 6 6780 

AATTCTTCCT TTTCAAGACT ACGGT AAAAA TCAAAATCAT TTAAATCAAT TCCAAAACTA 3 66840 

AAATTAACAA TAAATATTAA ATAAAAAATT GCAATGTTTT TTTTCAATCT AGCCTCCTCC 3 66900 

-CTTTAGCTAA CTACATCAGC CAACTCTAAA AAAACAGGGC AATGATCACT TCCCATTACT 3 6 69 60 

TTGTCTAAAA TTAGAGATTT TTCAACATTT CTCTTGAAAA ATTCATTAAC AATAAAATAA 3 6702 0 

TCAATTCTCC ACCCCATATT TCTCTCTCTA GCTCTTGTTC TATAGCTCCA CCAAGTATAA 3 67080 

TAACCAGGAT CCTTATTAAA TATCCTAAAT GTATCCACAT ATCCTTTGTT TAAAAAATCA 3 67140 

TCTAACCAAG TAGTCTCTTC AAT AT AAT AT CCCGGAGAGT CTCTATTAGA ATCGGGACTT 3 672 00 

ATAAGGTCAA TCTCGGTATG AGCAATATTA AAATC AC CAC AAATTACTAC ■ ATTTTTACCA 3 67 2 6 0 

TCACATACAA- GAGAATCTGC AAGATTTTCA ACATAAGATA AAAAAT C AAG TTTATACCCA 3 67320 
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AGTCTTCTTC TTAAAACTTG AGAATTGGGG AAATAACCGT TAACCAATAT AAAATCGTCG 3 673 8 0 

TAGCATGCTA CAAGCCCCCT ACCCTCATTG TCAAAAATTT CTTCTCCAAG CAGCCTTACA 3 67 440 

GAGATAGGCT CAACTTTTGA ATAAATGCAA ACACCACTAT AACCTTTAAT CTTTGAATTT 3 67 500 

GAAAAATAAG AATAATAATT TTCAAGAATT AAATCCTTTG GCAACTGTTC TCTTAAGGCT 3 67560 

TTAGTTTCTT GAATACATAA AATATCTGGA GTATATTCTT TTACAAACTC AAGAAAACCT 3 67 62 0 

TTCTTTAAAA CAGCTCTAAT TCCATTTACA TTCCATGAAA TTAATTTCAT AAATCCTCTC 3 67 63 0 

TAACTAAAGT TAAATCAAAT ATAAATCTTT AATCCATCAT AAGCTAAATA GATATTATCT 3 677 40 

TTTTCTAAAT AATCAAATTC TTCATGCATT ATATCGTGTG CAATATGTGT AAAGTAAGAA 3 67800 

ATTTTAGGAT TGATCTTTTT AATTACACAA AAAGCCTCTG AAAAATTTAA ATGCGCAGGA 3 67 3 60 

TGAGGCTTAA TCCTCATAGC ATCTATTATG AGTAGATCTA AATTTTTTAA ATAATCATAA 3 67 92 0 

GACGCTTCGG GAATAAATTT AAC AT C AG T A AG AT AC GC T A AATTGCCTAC CCTATAACCT 3 67 930 

AAACTAATTA TATCCCCATG AATCAAAGGA ATTGGCACTA TCTTTAGACT TTTAAAAAAA 3 63 040 

AAGGGCTCAA AATCCCTAAT AACATTGGCA ATAATGTCTG CCTTTCCACT TAAAGAGGGT 3 68100 

TTGGATGTAA AATTATACGG AAAAGCATTC CTTATGTGAG CCATGGCAGT ATCTCTAGCA 3 68160 

TAAATGTTTA AAGGGGCACA TCGTGTATAG AACTTAATAT CAT C AAAAC C CATAATATGA 3 68 22 0 

TCATAATGTT CATGCGTGTA AAGCACTAAA TCAAGCCTAT CTATTTTCTC TCTTAAAAGT 3 68 28 0 

TGCTGTCTAA TATCAGGACC TGTATCAATC AACAATTTGA TGCCAGAAGA TGACTCAAGA 3 68 340 

AAAAAAGAAC TTCTCAATCT TTTATTTTTA CTATAACTTG AAGTACAGAC TTTACAGCTA 3 68 40 0 

CAATTTAACA TAG G AAC AC C AtTTGAAGCC CCCGTTCCCA AAAAGGTTCC AACCATATGT 3 68 460 

TACTACCTTT CGCCTGTAAA CATAATCTAT TTTAACACAA CATTTTATAT TAAACAAAAA 3 68 52 0 

TAAACTTTCT TAATCAAACA ACTCTTATTA AATCTAAAAT TAGATTAACA CTATTTAATA 3 68 58 0 

ATCAATTCTG TAAACTATTT TGGAAAAATT GCTTTTATGC TTATAATTAT TTAAGGAAAA 3 68 64 0 

ATTATTTTTA TGGATACGCA AATTTATGAA CTCATTTTCT TAACCAGTTT TAGCATATTT 3 68 70 0 

TTAATAGTAA AT T TAT T T AA TTTTAAAAAA GAATTTACTT ATGAAGACTA CTTCATAATA 3 6 3760 

TTTCCAGGTA CGTTTTTTGT AATAACTTTA TACTTTACAG AAATCAGACC GTTAATGTTA 3 68 82 0 

TATATTGGCA GTATATTCTT AATCTTTATG ATAATCATCT TCTTTAAAAA CATCAAAACA 3 63 88 0 

ATAGTAAATA GTAGAAGAAG AATCAACAAT AGGTCTACAA AAC AATC AAA AGGAATATTT 3 68 94 0 

CTTTCAATTT TGCTAAAAAC AAT AC TTGT A ATGCCTGCTA TTTTAACTGT TATTATTGCA 3 6900 0 

ACTATTTTTT CAT AC TT AG C ACTTTTTATA AATTATCCCA AAGATGAAAA CAATAGCTAT 3 6906 0 

CAACTTGGAT TCGCAAGAAt TAAAGATCAC AAAAAT GAT T TAAACTTATC GATTTGGTAC 3 6912 0 
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CCTGtAAGCT CAACATTGGG CCTTAAAAAA CAAAATCCAT TTCTTTTGTA CGAATTTAAT 3 6 9180 

CCTTTTTTCA TAAACGAAAT GAATTACTTA TCAAAACAGA ATAACATATA TAAAAAAGCC 3 69 2 40 

CTTATTAGCA ATAACCAAAA ACTATATGAT TC TGTTTT AC TTATACTTCC TTATTATTCT 3 6 9300 

CACGATTCAA TGTTCAAATC TCTAGTTAGC AGGATTGTTA AGAAAGGAAA AATTGTTTAT 3 693 60 

TTATATTCGC CAAAATATAA ACATATGAAA AGCTACGATT TTATTAAAAA T AGC CAT AAA 3 6 942 0 

AGTATATTTA GCTATGTAAT CAATAAAAGC ATTAGCTATT TAATTGAGCC TGCCAATATC 3 69480 

CTTAATGAAA AAGCTGATAT TGCATCTACT GAAACTGATA TTCAAAATAT GTATTGAACT 3 69 540 

AGCAAAATCA AGCCAAAATT TGGAATTTTT AAATTCAAAA ATGAACCTTA ATAAACTAAC 3 69600 

GTTAATTACA CTAGGAAATC AAGCAAATAT TGTTAATTTT ATCCTTGCAA AAAACACAAA 3 69 6 60 

CATAGCAAAA TATATCAATA TAGGGGGAGA AC C GC AAAC A ATAAGAAATT TAAAAAACTT 3 69720 

ACAACTAATT CTAAAAGAAA ATGAAAAGAA CCTCCACACA AAAGTTGCTA ATACAAAA.TC 3 69780 

TATAAAGCTA AC AGGC AT AA GCAATATTGC AGAAATTTCT' GATCTTATTT TTAGCAGAAA 3 69 840 

CTATTTAAAA AGTTTTAATT TCTTAAAAAA CAAAAAATCA ATGTTATCAA GATTTAATTC 3 69 900 

TATAGTTAAT GAAATTAATA AATTTATTGA AGAGGAAAAA TAATAATGAT AAAAAAATTC 3 6 99 60 

TTGCTATTTG CAATGCTCAA CATCTTTTTA ACAAATAAAG CTCATAGTAA T G AAG AG AT A 3 7 002 0 

ATCGAAATAA GTACTGAAAT ACAAAAGGAA AAATATATTC CCTTTTTAAT AAGTAGAGGA 3 7 008 0 

AAAACTCAAC TAGAAG AC CT TGTAAAATAT AC TC TAG AAA TAAATCCAGA GCTTGACAAA 3 70140 

AACTATGTAA ATACTGTTGC TAAAACCTAT ATAGACGAAT CTTTGATTGA AGGGGTTAAT 3 7 02 00 

T AT G AC AT T G CCTATGCTCA AATGTTACTA GAAACAGGAG CTCTAAAATT CAATGGAATA 3 702 60 

GTTTCAAAAG AACAACACAA TTTTTCAGGA AT AGGC GC TA CTAATAATCT TACAAAAGGA 3 7 0320 

AATTCTTTTT CCAATATTAC AGAAGGAATT AAAGCTCATA TTCAACATTT AAAAGCTTAT 3 7 0380 

GCTTCAAAAC AAAATATCAA ATCAAATATG GTTGATCCTA GATTTTACCT TGTTAAAAGA 3 70440 

GGATCTGCTC CAACAATATA TGATTTGACT GGGAAATGGG CAAAAGACAA ACTTTACGAC 370500 

AAAAAACTTA AAAAAATATT ATTAGAACTA TTAGAATATA ATAATGCAAA TAAAAGCTAA 3 7 05 60 

AAGCTCGCTA TATGATTTTC TAGAAAAGAT ATATTCAAAA TACAATAAAA AAAAATTTAT 3 70 620 

ACATCCTGAT CCTTTAGAAT TTCTATACAG GTATAAAGAA AAAGAAGACA TTGAACTTGt 3 70 68 0 

AGGCCyAatt aGTTCTTCAT TGTCGCTTGG AAGAGTAGAA AGAATTTTAG AAGCAATCGA 3 7 07 40 

GACAATACTT AAACCACTTG GCAAATCCCC T T C TG AG AGC CTTAAGCTGG ■ CAAATGAAAA 370800 

GGACTTAAAA GAAATATTTA AAGGATTCGT TTATAGATTT TTCAAAGGAG AAGATATTGT 3 70860 
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AAGGCTACTG TGCACCCTTA AGATAATAAA AGAACAGCAC CATACGCTTG AAAATCTTCT 3 70920 

TTACAGTATT TATTATAAAA ACCAAGATTT TATACTTAGC ATAGATGAAT TAATAAAGCA 3 70930 

TATGGAAAAA ATAAATGGGA GAGAATTTGG CATGCTACTT CCAAAGCCTT CAAAGGGAAG 3 7104 0 

TTCTTGCAAA AGGCTTTTTT TATTCTTAAG ATGGATGATA CGCAAAGATG AGGTCGATTT 3 7110 0 

AGGCATTTGG AATAAATTCA ATCCCAATAA GCTTATAGTG CCAATGGATA CTCACATGAC 37116 0 

AAGCATTGCT TCAAAACTAT TTAAAATCAA AGAAATAAAA AACGTAAATC TTAAACAAGC 3 712 2 0 

AATAAAAATT ACAAGCTATT TTTCAAAAGA AAATAATGAA GATCCTGTAA AATACGATTT 3 712 8 0 

CTCTTTAACC AGATTTGGAA TAAATAGAGA TTTTAATAAA GAAAAATTGC TAAAAAATAT 3 713 4 0 

TAACAAACTA TAAAATTTTA TTTATAAAAC TTTTAAAATA AG AC AT AC T T AAAT C AT CAT 3 7140 0 

TAAAACAAAA ATACCAATTT ATCGTAAAAT AAAAAGGAGA ATCTGTGAAT AATCTTAAAG 3 714 6 0 

ACAAGATAAA TACTTATAGC AAATTAATTT TAGGGTCTTG GCAATTCGGA GGAGGATATT 3 715 2 0 

TTAAGCAAGT CGAAAAAGAA ACTGCTAAAA AAAT ATT AAA AAAAGCATAT GATCACGGGA 3 715 8 0 

TCAGAAATAT TGATACTGCA AGAGCTTATG GAAATGGAAT TTCGGAAAAA ATAATTGGCG 3 71640 

AAATAATAGA AAAAGATCCA ACAATAAGAG AAAATATTTT AATTGCAAGT AAATGCTACC 3 717 0 0 

CAATGGAAAT TTCAGAATAT AGAGAGAACT TTAATGAAAG TCTTAAAAAT TTAAAAACTG 3 717 6 0 

ATTATATAGA TATTTACTAT ATACACTGGC CTAAAGCCGA TTTTGACCTA AGACCAATCG 3 718 2 0 

CATCATTTCT TGAAGAAATG AG AG T AAAAG GAAGAATAAA ATATGTAGGC GTAAGTAATT 3718 8 0 

TTGAAATATC ACACATGGAA AGCATAAAAA AAGTTTGCAA AATTGACGTA AACCAAATAG 3719 40 

GATACAACCC CTTATTTAGA AATAAAGAAA j AAGATGTAAT TCCTTACTGT GAAGACAACA 3 72 0 00 

ATATTGCCAC CATATCATAT TCAACAATTG CTCAAGGACT TTTATCTAAA GCTAATATAA 3 7 20 60 

AAGACAAAAA CAAATTTAAT GATATTAGAA CAGAAAAATT GATACTTTTC AAAAAAGAAA 37212 0 

, TTTGGCCTTA ■ TACTTTGAAA ACCATAAATA AACTTGAAGA GATAGCAAAG ATAAATAACT 37 2180 

TAACAATTTT AGAA.TTAACA TATTCATGGC TTAAAAAAAC AAAATTAAGT GGATTTATAG 372240 

TGGGCTTTAG CAAGGAAAAT TATGTAGAAT CAAACGTAAA TTCATTTAAA GCAGAAATTA 3723 00 

ATGATAAAGT ATATGAAGAG ATTACATCAA TTTTAGATAA TTTCAATCAC CAAACAAAAA 3 72 3 60 

ACTTCCCAAA TTTATTTAAC AAAAAAATTT AAAACTTTAA AAACAAATAT TTCAATTAAC 3 72 42 0 

AAACTTAAAG TCAATAGAAT TTCCTAAAAT TCTAACGCCT TCTACAGTTA AATGAATATT 372480 

AAAAATAAAC TCTATCTCAA TTAATGACAA AATTAGGTCC GCATTACCCC CAGTAATTAT 37 2 5 40 

TAAATTAAAT TTTTTTTTAT ACATCTGCTT AATATCACGA TAAACACCTT C TATT AAAT A 372 600 

CTTATATTGA TAAAATAAAC CGCTGTTTAC ACTCCCAGAT GTCGTTCTCT CTAAAAGATT 372 660 



in h h y r ? p -W) a! u «ji ;il -t ? id' 



ATTTGGAGTG 

ATTTATCAAA 

AAAAATGGTG 

AATGGCTGCA 

AGGATTAAAT 

AAAAGAAAAA 

AACTTTATTT 

TAACATAAGA 

AAAAGCAATG 

AAATATTTAT 

TCTTGGGCGT 

AATATACGTA 

GATTTAAAAT 

TTGCAACTTT 

TGATAGATCT ' 

CAGAATAATA 

TTGCATTCAA 

GAACCCCAGA 

AAATATACAT 

CCTTTTTAAA 

TAGATAAAAT 

CTTTGAGAAG 

CCAAAAGACG 

TAAAAGTTTT 

AATAACATAA 

TTAAAAATAT 

AATTTTCATC 

TAACAGAATT 

AAATCTTATT 



CTAATGGGGA 
GGACCAGAAT 
CAAGCAGTTC 
ACAAGA.TTGG 
GTCAAATCAT 
ATGACATTTT 
ACATTAAAAT 
TTTGTTTTCA 
CTGGTATTTC 
TTTTTTTGCA 
TGCTTTAATA 
AAACTTATAA 
GTTTCCAAAA 
AGTATCAGTA 
ATAGCTAGAA 
GCTTTCATAA 
TGAAAGCTTT 
AATCTTTAAT 
TTTTCCTTCA 
ACTTAAATAA 
GTTGTAGGCT 
ATTTAAAGCA 
AGGATCTTCC 
ATTCCTTGAT 
ACTTAAATAA 
TGACTCGTGA 
AAAGCTATAA 
GTTCCAAGAA 
ATCCACCTCT 



ATTTTTTGAT 
TTATAATACC 
CAAGGTCTAC 
CAAAAACGTC 
AATTCAAATC 
TAAATGTTTC 
CAAAATTTTC 
TTTTAATAAA 
CAATATCAAT 
ATTTTGTCAA 
ACCAAAATTT 
TCTGTAAACC 
AATATATAGC 
ATTTCACGAT 
ATAAAGATAA 
GGAATTCCTT 
AATATTAAGC 
GCATGCTCAA 
TCTGTAACGC 
AAAGAATCGT 
TGGTTAAAAT 
CCATTTAATT 
TTTAAATAAA 
AAATAAGAAA 
GTCAACTTAT 
TCCCCTCTGA 
ACACCGTATT 
TCATAAGCAT 
TTAATTTTTG 
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AAGATAGGCA 
ACCGAGTATT 
T AC T AAAAC A 
TGAACCTAGC 
AAAAC C AAT A 
ATTAAGAATA 
TTCAAAAAAG 
TAAATTAACT 
TATCAATTCT 
ATCTCAATAA 
TGTTTAAAGG 
AATCAATTTC 
TTGAATAATT 
TT AAAAC C C C 
ATTGGGGCAT 
TGGCATAATC 
TATCTTTTAA 
CAACATCAGA 
CAAATAAAGT 
CAACTCTAAT 
TAAAATTAGA 
TAGAACCGTT 
CCATAAGCCT 
AAAATTTATC 
GTTCATTTTT 
TTAAAGATTC 
TAAGCCATCC 
TTTGTCTAAA 
AATGCACAAT 



TTATCTAATA 
CCATCTTGCC 
TTTTCAAATG 
AAAAATTTAT 
AACAAAGGCT 
GGAACAACGC 
CTATAAACCT 
TGATTATCTT 
GATAATAAA.G 
AAGATTAAAA 
ATAATACTTC 
TCTAAATCTA 
AATCTCTTGA 
AGAAGCAGCA 
ATATTGATTA 
ACTCATTAAA 
ATAAGATGCC 
TGAATTAATA 
AAATACAAAT 
CTTAAGAAAA 
AC TT AAT ATT 
T T C T GAT AAA 
GTCTTCTTCA 
AAATTGATCT 
GGC TAAT AAA 
T GC T AAAAAA 
TCCCTTTGAA 
ATTGCTTAAA- 
AGAATAATCT 



AAGAATTAAA 
TGCTAACAGC 
AATAATTTTC 
CGCTTTTGTA 
TTATCTTAAA 
TGCTTATAAA 
CATCATACCT 
TAAATAAGGC 
GTTTATTCAT 
GTTCTCTTTT 
C AAC CATC AG 
ACTAAAGTTG 
TCAAAATCAA 
TATATCCACC 
T C AAT AAT AT 
GAATAATAAA 
ATTCTTTTAA 
TTATTATTTA 
TTATAAAGCT 
GTAAGATAAT 
TTTTTAGGAT 
AAAATTTTTT 
AGAGAATCAA 
GAATTAGCGT 
GAATCTAATT 
CAAACCATTA 
GCATTAAAAT 
AC AT C AT T AA 
AATACATTAC 



372720 
372730 
372840 
372900 
372960 
373020 
373080 
373140 
373200 
373260 
373320 
373330 
373440 
373500 
373560 
373620 
373680 
373740 
373800 
373860 
373920 
373980 
374040 
374100 
374160 
374220 
374280 
374340 
374400 



TTTTATTAGT 
TATAAATAGC 
TTATCTTTAC 
AAATAGTAGG 
AGCTCTTAGA 
G AAAAAT AT T 
GGAAAAGATT 
TAAGTCCCCT 
- TATTTACTTC 
GTAAAAAAAT 
TTAAAAACTC 
CATAAAAACA 
TGAAAATTCC 
CTATCATTGA 
TGAAATCTCA 
TAACTCTTCA 
T AC C AAAAAC 
AGAAAAATAC 
ACAAGCTAAT 
AACAATTTTC 
AATGTCTATT 
ATGATTATTA 
ACAATAAAAT 
CCAAAGTCCT 
AT AT AC AC AA 
AATAGACCTT 
AAATTTATTA 
ATTATCTTTA 
AATTTTGCCG 
AGAAGAAGTT 



TTGGTTGCCC 
ATTGCCAATT 
ATTTTCTCCT 
CTTATCTAAT 
GAGATTTGAT 
ATTCTCAAAA 
TAAACCAGTT 
AACATTAACA 
TAATTTTATA 
AACAACAAAC 
CTTCATATGA 
AAAAAAATAA 
TAAAAATTAT 
AAACAAGAAA 
AGAGCGTATT 
AAATTTCATT 
AC T AAAAG AA 
AAAAAATCCA 
CAAAACACTC 
AAGTTTTTTA 
GTTGATTTAT 
GGCTCTAAAA 
TCGCCAACCA 
ACAAAAGAAA 
GAACCATTAA 
GAAACTGCAA 
AAATCCTTTT 
GAAGTAATAA 
CCACTAGCAT 
CCATCAATAG 



TCCATAATAG 
CTAAATGCTG 
AAAAAGATTT 
AAAACTCTAT 
TCAATGCTAA 
TAAACATAAA 
TCTAAAACAA 
ACCAGATCAT 
TCTTTTAAAA 
AATATTAAAG 
TGATTCTAAT 
TAGAATTATA 
ATTCCAGGAA 
AAAATT AC TA 
TTGAAGCTAT 
CTAGAAGGAC 
ATAATAGCTT 
TTTAAAATGC 
GACATTGAAT 
TACCTTACTT 
TATCAGAATA 
TATACATTGA 
TGCCCAATTT 
AGTAGGCCTT 
TATGAATATG 
GTAAACTATG 
TTAAAGGATA 
AAAACTCTCC 
ACGCTAGCGA 
GATCAATAAT 
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AATTTGGAAT 

CTTGAGGAGA 

TATATTCCAA 

AATGATCTTC 

AATTATTTTC 

TACCCATGTC 

CAAGTGGATT 

TTAAAGTATA 

AAAATATATT 

CACCAAGCAA 

CATAAAAAAT 

GGTTAGCTAG 

CAAACCCTTA 

AAAAACAAGA 

ATATGAGGCG 

ATAAAATAGG 

TAATGAATAT 

TTTACATAAA 

CTAATAACAA 

ATTGATTTTT 

AATAAAAAAA 

ATCTAAGATA 

ATTACCAATA 

ATAAGAACCT 

AGAAGAAATA 

AATATTGTAA ' 

GCTACCAATG 

GCTTAAAGGA 

TATTCCATAT 

AAAAGTACTC 



ATTTTTCTTT 
AATCAAAATA 
ATTCTCCCCT 
AACTTCATAA 
CGAATCAAGC 
TTGCACTTTA 
AAGCTTGGAC 
TTCACTATTT 
TAAGTTTAAA 
TAAATTAAAA 
CAAAATATCA 
TTAAATAGGA 
CAAGTCTCTA 
ACAAATTAAT 
CCTACAAAAA 
CTCC AAAATT 
AGAATCGTTA 
ATTTTCAAGC 
CAAAACCGCA 
TTATTTGCAT 
TCTTTCAAGG 
TCTAATGTCA 
GCTAAACACG 
GTAAAAAGTT 
TCAAGATTAA 
CATTTAGAAT 
TTTTTTTTAG 
AGAGAAATGG 
GAAGGAAGGC 
TCTGATATTA 



GGTGAATCGA 
TCTTTCTCTC 
TGTCTTATTG 
CTTAACAAAA 
AAAAATCCGA 
TAAGAGATGG 
AAAAAT AT C C 
AAAACCTTAT 
TTTCTAAATT 
GCCCCTACCC 
ATATTGATTG 
GTAAAATATA 
CCTAAAAAAC 
TCAGAAATCA 
AAAGATCAAA 
TTCAATAATT 
AAAGTGCTAA 
TGGACCTTAA 
AAACATAAAT 
CTTTTCTTAT 
ACCATCTTTT 
TTTTATTACC 
CTGCAATATC 
TAGCAAAAGA 
ATAACCTTAT 
TATCAAAAAT 
C AT AAAAT AC 
CTCCTTCAAT 
CTGCTGCAAA 
AAGCATCTTT 



374460 
374520 
374580 
374640 
374700 
374760 
374820 
374880 
374940 
375000 
375060 
375120 
375180 
375240 
375300 
375360 
375420 
375480 
375540 
375600 
375660 
375720 
375780 
375840 
375900 
375960 
376020 
376080 
376140 
376200 
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GAT AT AC T C T TCTTTATAAG TAGATATTGT CTCTTCTCCA AGAACAAAAT TTCCAGGCTT 3 7 62 60 

TTTGATCTCT TTGAATAAGA ATTGCTCAAT TTGCTTATCA ACCTGAGTTA CAATAGACCC 3763 20 

ATCAGATTTA AAATCTAAAA TTAATTTAGC ACAACCACTT AATGCAAGCC TAGTTGATTC 3 7 63 80 

ATTTAATAAA AATATAATTT TTTCAAAATC CCAATCCATT TTTATCTTAA TTCTCTTATT 3 7 64 40 

AATAATAAAT TCTAAAATTG AAAAATCATC TTTAAAAGCA TTATACTTTG ATAAATTAAA 37 65 00 

TATTTTTCAA TAAAGCACCT CTAAAAAATG CACCAAATTA GAATAACTTT TACTAAACAT 37 65 60 

AGTATAAAAA TCATAAATAT CTATACTTAC ATTTTTTTAT TTTCAATCTC AAAGATTCTA 37 6620 

TTAAATATCA AAAGCTAAGA AAATTTATCA AACACAAACT CTTTCTTCTA ATAGAAATAC 37 66 30 

ATAAATCCCA ATTAAAAACG ATGTCCTTTG TTTAAGTGCC AAAATCCCAT TAAATCCCAT 3 7 67 40 

TAAAATTAAA AAA C T G AAGT TAAAGCATTA GAACAAATCT CATTTTTATA ATTTTTACAT 37 68 00 

TCAAAATTCT ATACAACAAT GGAATACACA TATCACTTAT AAATTCAATA AATAATTATT 3 7 68 60 

GACATGATTT AACACTTAAA AAGGACTTGT GTTATTTAAG CTGTCACAAC ATAAAAATTA 37 69 2 0 

ATAATATTAA TACACTAAGA AATAAAAAAG CAGATCCTAT ACTATGACCA GATATGTCTA 37 69 80 

TTAAACAGAT TTAAAGGTAT AAAAACTTAA TTTTAACTTA AAAAGCTATT TTTCAATTTT 3 77 0 40 

TCCAGCAAAA AATATTATTA ATAAAATTTA AAAAAAGAAA AGAATTTCAA AATCTCAAGC 377100 

TCCAATCATA ATTTCAAATT ATATTATTTA AAATAGGCAT TGAAAGCTCA AAAC C AAAGG 3 77160 

TTTTTTCAGA AACTTTAACT ATAGGAGCTC CCTGTCTTCT TTTGTATTCA TTTTTAAAAT 37 72 20 

AAAGATTTAA AACTTTATCA AC TAT AC C T T TTTCAAAATT AAGATAAATT GAATCTACAG 3 7 7280 

ATTCATTGCC AATCAAATAT CTATTTAAAA TAACATCAAG AACTTCATAT TTTGGAAGAT 3 77 3 40 

AATCACTATC TTTTTGATCA AACCTTAACT CAGCTGAAGG CTCCTTTAAA ATAATATTAA 37 74 0 0 

CAGGAATAAT ACATTGGTCA AATTTTGCAT TAATATAATT TACAAGATCA T AAAC C T C AG 37 7 4 60 

TCTTAAAAAG ATCTCCGATC AAAGCAAGCC CTCCGCAAGT ATCCCCATAA AGGGTACAAT 3775 20 

AACCAACTGC AATTTCGCTT TTGTTACCAG TATTTAAAAG CAAAGAATTT TGAGAATTAC 3775 80 

TATAAGACAT TAATAAAAGC CCTCTTAACC GAGCTTGCAA ATTTTCTCCA GTAACACCTT 3 77 640 

TAATATCAAA ATATCCTTCA AAAAATC T AC TGCTTACCTG AAATAAATCT TTTATTGGCA 3 7 77 00 

TTTCAATCAA TTTAAAACCT AATTTTCTAG AAAGTTCTTT AGCATCAGAA AT AGAAC C TG 3 7 7760 

CTGATGAAAA TTTACTAGGC ATAGAAATCC CAACAACATT CTCA.GCGCCC AAAGCAAAAC 3 77 82 0 

ATGCAAGATA CGCAATAAGA GCAGAATCAA CACCCCCAGA. TACTCCCAAA- TGAACTTTGG -377880 

AAAATCCTGA AAAAG AAAC A TATTTTCTTA AAAC AAG AG A TATTGCTAAA ATAATTTTTT- ,37 7 940 



CAAAAAGCTC 
CAAATTCAAA 
ATCATAAACT 
CTCAATAGCA 
AGATTTGGAC 
ACTTCTTTAA 
CTAAAAAACC 
ACAGAAATAA 
GTGTTATCAT 
TTAGAAAGCC 
AAAACGTCTG 
TTATCAAAAT 
TAAGCAATAA 
CCCATATTTT 
ATCAAAAAAT 
AAAAAAATAC 
GAAAGCTTAA 
TCAAGAAAGA 
GGAAAAATGG 
AAAAATACAA 
GCTGAACTTG 
TTTGAAAACT 
GAAACCATAA 
TCAAAAAAAT 
ATACTATCAA 
TTTGATCCAA 
GAAATAGTAG 
AAAGTTAAAG 
AAATAATAGG 
AACCAGTTGT 



ATTACATGTA 
TCCTTTGGCT 
GCAGAATCTT 
ACTCTTTGAA 
GGTATTATTA 
ATAACAAAGC 
CAGGCAAATT 
CAT CT AC AAA 
TAACCTGTTC 
CAAAAAACTC 
ATCCCCTTAG 
CTAAAGCTCT 
TACATTAAAT 
AAAAAT AC C C 
GAT AC C AAAA 
ACACGAACAT 
GAAAAATATA 
AAAAAATTTG 
AAAAAAAAGA 
AATCTCAAAA 
AAAATGAAAT 
TCAGAAAAAG 
TGAAAGATGT 
CTAAAGATTT 
TCTTTGATAA 
GTCGTCATGA 
AAGTATACCA 
TTGCTCAAAG 
TATTGACCTA 
AATACAAAAT 



TCAAATTTTA 
TGCTTTACCT 
CAACTCCATA 
AGAATTTTAA 
AATACTGTGC 
ATCCTCAAAA 
GCATTGTGAT 
TTTACCACCC 
TTTCATAAAT 
AC CAT AC T T A 
CAAAGCTTCA 
GTATTTTGCT 
TACAACAAAA 
TAATATTAAA 
ATATTCTTAT 
TTTACTAAAT 
CATCTTACAA 
TAAAATATTT 
AACTAAAAGC 
AAAAGAAAAC 
CTCCAATCTT 
ATTAGAAAAA 
CGTTAATTTT 
TGATAACTTA 
AAAATATAAT 
AGCAATAAGC 
AAAAGGATAT 
CAAAAATTAA 
GGAACAACAA 
T C AG AAGGGG 
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AATCTTGAAA 

TGCCAAAACT 

AAAATTCGAA 

CCTAAGATTA 

TTCTTTAAAT 

TTTAATACAG 

ACAGTTAGAA 

TCATAAACAC 

TCAATGAACT 

GTATTGCCTA 

TAATAATTAA 

TGAGCAATGC 

AAATTAATAG 

GATGTCTAAA 

AAATAAAAAA 

AACAATATGT 

ATGCTCAAAA 

TTTTTAAAGA 

GAATCTGAAA 

TTAJYATTTAG 

AAAGATTTGT 

GAAAAAGACA 

CTTGATAACT 

T T AA.C AGG AA 

TTAAAAAAAT 

ATTGAAGAGA 

TGCTACAACG 

T T AG AAAAAA 

ACTCATGCGT 

GAAGAACTAC 



TGTATCATTA 
ATTAATAAJVA 
TAAATAACAT 
TTCTTCTCCT 
CCTCGCCAAA 
CAAATAAATT 
TAGCTTTATG 
T ATGAC C AAA 
TACATATATT 
AAAACATAGA 
TTTTAAAATC 
TTATTTTCAT 
CTTGGCAAAA 
AGCACTAAAA 
ATAAAATTTT 
ATCAATATAA 
TGAATCAATT 
TAAAATGCTT 
AAACCAACAA 
TAAATTCTGA 
ATTTAAGAAA 
ATTTTGTTAA 
TAGAACGAGC 
TCAGTATGAT 
TTGGAGAAAA 
AAG A.GGGT C T 
ACAGAATATT 
GGAGGTTTA.T 
AGCTATAATG 
TCCATCTATT 



GATATAAAAT 
AGCTACACCC 
CTAGATTATT 
TAGTGAAGTA 
TTTGGGAATT 
GTCCTTATAC 
ATTAC TGATG 
AAC AAT T AAA 
TTGAGAATAT 
AGGAAAAACT 
AGCAATACAT 
AGGTAAATAA 
AT AAT AC TC A 
ACACAACAAA 
TTATTTTGAC 
C ACT ATT ACT 
TTATTAAATT 
TATCAAAGGA 
ACAAGATAAT 
TAAAAAAATT 
ACAAGCAGAA 
ATTTGCAAAT 
TATTAACTCT 
TGAAAATGAA 
TGGCGAGAAC 
TAAAAATCCA 
AAGAACAGCG 
AATATGGGCA 
GAGCATGGAA 
GTTGCTTACA 



378000 
373060 
378120 
378180 
378240 
378300 
378360 
378420 
378480 
378540 
378600 
378660 
378720 
378780 
378840 
378900 
378960 
379020 
379080 
379140 
379200 
379260 
379320 
379380 
379440 
379500 
379560 
379520 
379680 
379740 



372 

CAAATAAAGG CGAAAGACTT GTGGGGCAAG TTGCAAAAAA CCAAATGGTT ACAAACCCTG - 3 7 93 00 

AAAACACAAT TTATTCTATT AAAAGATTTA TGGGAAGAAG ATTTGAAGAG GTTGCAAGCG 3 798 60 

AAATAAAAAT GGTTCCTTAT AAAATAGAAA AAGG AC T AAA TGGCGATGCG CGAGTAAACA 3 7 992 0 

TTTCAAATAT AAAAAAGCAA ATGTC AC CGC CTGAGATCTC AGCAGCAACT CTTACAAAAA 3 7 993 0 

TGAAAGAAAC AGCAGAGGCT TATTTAGGTG AAAAAGTTAC AGAGGCTGTT ATCACAGTTC 3 80040 

CTGCTTACTT TAATGATGCT CAAAGACAAG CCACAAAAGA TGCTGGAAAA ATAGCAGGTC 3 80100 

TTGAGGTAAA AAGAATTGTT AACGAGCCAA CTGCTGCTGC TCTTGCTTAT GGAATTGAAA 3 80160 

AAAAACACGA AGAGATCGTT GCTGTTTACG ATCTTGGTGG GGGAACATTT GACATTTCAA 3 8 022 0 

TATTGGAACT TGGAGATGGT GTTTTTGAAG TAAAGTCAAC C AAC GG AG AC ACACATCTTG 3 802 80 

GTGGTGACAA TTTTGACGAC GAAATAATAA AACATTTAAT TTCAGAATTC AAAAAAGAAA 3 8 03 40 

GCGCTATTGA TTTATCAAAC GACAAAATGG CTCTTCAAAG ACTCAAAGAA GCAGCTGAAA 3 8 0400 

AAGCTAAAAT AGAACTCTCA GGCGCTCAAG AAGCTTCAAT AAATCTTCCA TTTATTACAG 3 30460 

CAGATGCAAA TGGTCCAAAA CACTTACAAT ATACTCTAAC AAGAGCAAAA TTCGAACAAA 3 8 052 0 

TGGTAGACCA CTTAGTTCAA AAAACAAAAG AACCATGCCT TAAGGCTATT AAAGATGCTG 3 8 0580 

GGCTTAAAGC TTCTGATATT AATGAAGTAA TACTTGTAGG TGGATCAACA AGAATTCCTG 3 80640 

CTATTCAAAA AATTGTAAAA GATATATTTG GACAAGATCC T AAC AAAGG A GTAAATCCAG 3 8 0700 

ATGAAGCTGT AGCAATTGGA GCTGCTATTC AGGGTGGCAT TC-TAACAGGA GAAACTAAAG 3 8 0760 

ACATGGTACT CCTTGACGTT ACTCCACTCT CACTAGGAAT AGAAACACTA GGCGGGGTTA 3 8 0820 

TGACTAAACT TAT T G AAC G A AAC AC C AC AA TTCCTACAAA AAAAAGTCAA GTATTCTCAA 3 8 0880 

CAGCTGCTGA CAATCAAACC TCTGTTGATA TTAAAGTCCT TCAAGGTGAA CGTGAAATGG 3 8 0940 

CAGCACAAAA CAGAATACTT GGTAATTTTA TACTTGATGG AATACCAGCA GCACCAAGAG 3 31000 

GAGTGCCTCA AATTGAAGTT AGCTTTGACA TTGATGCTAA TGGAATAGTT CATGTGTCTG 3 810 60 

CAAAAGATAT GGGAACGGGC AAAGAACAAA AAATTAGAAT TGAATCATCA TCAGGACTCT 3 8112 0 

CTGAATCAGA AATAGATCGA ATGGTAAAAG ATGCAGAAGC TCATGCGGAA GAAGATAAAA 3 8118 0 

AATTAAAAGA AAATATTGAA GCAAAAAATA CAGCTAATTC TTTAATTTAT CAAACAGAAA 3 812 40 

AAT CAT T AAA AGAATATTCT GAAAAAATTT CAAGCGAAGA CAAAGAAGCT AT T G AAAGT A 3 313 0 0 

AAATAAAAGA ATTAAAAGAA AGTCTTGAAA AAGAAGACAT TTCACTTATA AAATCTAGAA 3 813 60 

CAGAAGAACT TCAAAAAGCT TCTTACAAAA TAGCTGAGAT GATGTATAAA- GATTCTTCCC 3 8142 0 

AGCAAAATGC AAACAGCCAA CAAGAAAATG GCCCACAAAG CAATACAAGC GAAGAGGGTA 3 81430 
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AAGAGGCTGA TTATGAGGTT GTTGACGAGG ATAAAAAATA GTGAAAAAAG ATTATTATGA 3 81540 

AATTTTGGGG CTCTCAAAAG GAGCCTCAAA AGATGAGATA AAAAAAGCTT ATAGAAAAAT 3 81600 

AGCAATTAAA TATCACCCAG ACAGAAATCA AGGGAATGAA GAAGCCGCCT CTATCTTTAA 3 81660 

AGAAGC C AC T CAGGCTTACG AAATTTTAAT AGATGACAAT AAAAAAGCTA AATACGACAG 3 8172 0 

ATTTGGGCAT TCCGCTTTTG AAGGAGGAGG ATTTGAAGGA TTTTCAGGTG GATTTAGTGG 3 817 8 0 

ATTTTCAGAC ATCTTTGAAG ATTTTGGCGA TATTTTTGAT TCATTTTTCA CTGGAAACAA 3 81840 

AGG AC AAGAA AGAAATAGAA AAC AC GC AAA AGGTGAAGAC TTAGGATACA AC AT AG AAAT 3 8190 0 

ATCTCTTGAA AATGCCATAC TTTGGGTACA AAAAAT AAC A TAAACATAAC AAGACAAATG 3 819 60 

CTCTGTGATT CTTGTCTCGG GAAAAAATCC GAAAAAGGTA CAAGTCCTTC GATATGTAAC 3 82020 

ATGTGTAACG GCAGCGGAAG AGTAGTGCAA GGC GGAGG AT TTTTCAGAGT TACAACAACA 3 82080 

TGTTCTAAAT GTTACGGAGA AGGTAAAATA ATATCAAACC CTTGTAAATC CTGTAAAGGA 3 8214 0 

AAAGGAAGTC TTACAAAGCA AGAAACCATT CAATTAAACA TTCCCCCAGG CATTGATAAT 3 82 2 00 

AAC C AAC AAA TAAAAATGAA AGGCAAGGGA AATGTTAATC CAGATAATCA AGAATATGGT 3 82260 

GATCTTTATG T AAAAAT ATT G AT AAGATC T CATAAAGTAT TCAAAAGAAA TGGTAAAGAT 3 82 320 

CTCTATGCAA TGCTTCCAAT AAGCTTTACT CAAGCAGCGC TTGGAAAAGA AGTGAAAATA 3 823 80 

AAAACAATCG CTTCAAAAGA GATTAAAATA CACATTCCAA AAGGAATAAA CAATGAAGAA 3 82 440 

CAAATTTTAA TTAAAAATGC AGGGATGC C A ATTCTTCAAA CCGAAAAGTT TGGAAATTTA 3 82 50 0 

ATATTAATCA CCAAAATAAA AACACCTAAA AATTTAAATT CTAATGCTAT TAAACTTTTT 3 82 5 60 

GAAAACTTGG GCAAAGAATT AAAAGATGGT GATGAAATAG ATTTACTCAA AGCATAATAT 3 82 62 0 

GT AT AT AAC T CATGCCAATT CAATAATTGA AAGCATAAAA AATAACAAAG GATTTGAACT 3 82 680 

TTATATATCA AAAAAAAAGT CCAAAAACTA AAGAAATTGA ACAGCTAGCT AAAACACAAA 3 82 740 

ATAT AAAAAT AATAAGAATA AATACAAATG AACTTGACAA AATTC TT AAA AAC AAAG AC C 3 82 800 

ACAGAGGATT TGCATTAAAA TTAAAACTTG AAAAAAATAA AAATGTAAAA ACACAAACCA 3 82 8 60 

AAGATTTTGA AAACTTACTA GAAACATTTA AAAAAAAAGA AAATGCTTTC ATTTTACTTC 3 82 920- 

TAGATGAAAT AGAAGATCCC CAAAACTTTG GAGCAATCCT TAGAACAGCA GAACAGTTTA 3 82 980 

GTA.T AGATC T TGTAATTACT ACTCAAAAAC GCAGCGCAAA AGACAATTCA ACAGTTTTGC 3 83 040 

GCACTAGCTC TGGCGCAAGT CAATATGTAA AAAAAATGAC AGTGACAAAC AT AAAC AAC A 3 83100 

CAATAAATCT T T T AAAAAA.C TATGGCTTTT GGATATATAC TGGTGATATT AAAGGACAAG 3 83160 

ATAT AAAC AA AATCAAAATA AACGATAAAA AAATTGCACT T ATT TT AGG A AATGAAGGAA 3 8322 0 

AAGGTGTACA TAAGCTAATA AAAGAAAATT CTGATTTTTT AAT AAGG AT A CCAACCAGCG 3 83 2 80 
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GAAAAATAGA CTCACTTAAT GTCTCTGTAT CTACAGGCAT TTTAATTTTT GAAATCAAAA 3 8 3340 

GACAATTAAA TCTACTCTAA AGCATTAAAT TATATAAAAA CTTCATTTAA AAAAACAAAA 3 83 400 

ACATCTTAAT AAAAAC T ATT TTAAAAAATT TCCTAACTCA ACAGATGCAA TAAACCCCTC 3 8 3460 

AGCAGCAGCA GTAATGGCTT GAGCATAAAG TTTATTGC T A ACATCTCCAC AT G AAAAAAC 3 83 52 0 

ACCATCAACG CTTGTTTTAA CAACATCTTT AGTGACAATA AATCCCTCTT CGTCCAAATC 3 83 58 0 

CAAAAATCCC TTTAAAAATT CTGTATTTGG CTTATAGCCA ACAGCCATAA ATACAGCACT 383 640 

CACTTCTAAT TCATAAACAA CATTATCTTT TTTATTAAAA ATCTTAACCG AAGAAACAGA 3 33 70 0 

AGATTTACCA TCTACTTCTA TGGCTTCTGA AT TAT AC AAA ATTTCAATAT TAGGTAACTT 383760 

.■ AGCAACACTA TCTCTTAACA TAG C AAT AG C TCTAAGATTA TTTTTTCTTA CAATAAGATA 383820 

AACCTTGTCC ACCAATTTGC TTAAATAAAT TGATTCTGAA AGGGCAGTGT TGCCTCCACC 3 83 88 0 

AATTACTGCA ACCCTTTTCC CTTTAAAAAG A.TGTCCATCA CAAATAGGAC AAAC AGAAAT ~ 3 8394 0 

ACCTTTATTC CAAAATAAAC CCGAATTTTT AAGAGTTTCA AGTTTTTTGG GTTTTGATCC 3 8 400 0 

CACAGCAATA ATAACAGCTT TACTTTTATA AATATAATTT TCTGTATAAA GGTAAAAAAT 3 8 40 60 

ATTACCCTTC CTTTTTATAG AAAAAAC GGT TTCGGGAAAA GTTTTAGCCC CAAGATTTAC 3 8 412 0 

TACTTGCTCC CTCATATTTA ACATCAAATT TCTACCACTT ATTCCATTTT TAAAGCCAGG 3 8418 0 

ATAATTGTAA ACTTCTGTGG TTGTAGTAAG CTGTCCCCCG GGTTCAGGAC CTTCCAAAAT 3 84240 

AGCAGCCTTA TAATTACTCA TAACAGAATA AATCCCAGCT GTTAGTCCAG CCGGGCCAGA 3 8 4300 

TCCTACAATT ATTACATCTT CAATAAAATC TACCTCTTTT TGAGATAGAT TTTTCTTCTT 3 8 4360 

GGT TAG AT T T ATATCAATAG TTTCAAATTC C AAC AT AT C T AAACTTCAGG CCTCTCTTAA 3 8 442 0 

AAATTTGAAT ATTAATCTTA ACATTGCTAA AACTAATATT CAATGCTTAA GATCGACTCA 3 8 4480 

TAAGTTTGTT TAT ATT AAC C T C AAAAAC AG AACATGGAAT AAAAAT AC C A AAATTATTTA 3 8 4540 

ACACATAAGG TGAAATTTCG CCAAAACCAC CTATATTAAA ACCTTCAATT ACAATATCCG 3 8 460 0 

CTCCCCTGCC ATTAATATAA AAAGTGGTTT TTGATTCTAT TAAATTAATC TCAATATTTA 3 84 66 0 

AATAATAAAA AAGTGTTGCA ACAATTGAAT -TAATCTCATT AAAAGAAATT TCTTTACCAG 3 8 4720 

ACATTAAAAA AGC T AAATTA GTAAAAGTAC TTGTTCTTCG GTAGTATCCA GATTCTTTAA ^384780 

AGCCACCTTG CCAATTTCAA AAATTTTATG TGGATAGGGA AAATTAGAAC TAACACTTTC 3 8 4340 

T GAT TT T AAT AAATTAGGAA TTATTGATGC TCTAATATAT TCATAATTCT CTGTCATTGG 3 3 4900 

ATTAGATACT T T T AAAAAAT TTTGATCATT AAT ATT CAT T CTGTCAATAA- AATCTTTCTT 3 8 4960 

AGAACCCATA TAATTATAAA TCATCTCTTG AAATCCCATA CCCACCATTA AAT T T C T AAC ' 3 8 502 0 
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ATTCCTTGAA AACTCTTCTA AAGGACTAAG CCTTCCCACT GCAAAAGCCT TGGGAAGCTC 3 8 508 0 

CGGATTAAAA CTTGAAAGAC CCTCCCCTAT CATTACATCT TCAATTACAT CAACCTCATG 3 85140 

AAGAAAATCG TTTCTATAAA AAGGTGGAAC AATATAATTC TTAAAATGTT TGGAATAAGA 3 8 5200 
ATTTACTCCC ATTTTTTTTA AACTAAGGCA AATACGCTCT AATGTTAAAT TGCTTCCAAG ' 3 8 5260 

CAGTCTATTA ATATTTTCAA CATTAAACTC CACTTCTTCT TGAAAATAAT AAGGACATAC 3 8 5320 

CAATTCTTTA AAATC TAAAT TAAAAGGCTC TCTAAACACA GTTTTTACGG GCAAAATTTC 385380 

AAAACCCATA TCATAAAAAT CACAGGCTGC TATAGATAJ\C GCTAACAAAG TTGCTTCAAA 3 8 5440 

ATCAATACCT GTAACGTCAA CAAAT AAATC AGTATCACCA ACCTTTAAAG ATCCAATATT 3 85500 

GTTAGAATTA ATTATTGGAG GATAAGAGAC TACATTATTA TTATCATCTA ATAATAACGG 3 855 6 0 

AAACTTATCA AAATTTTTAA TAATATGTGA ATATTCCAAT CCTTTGGGAT GCTTTTCATT 3 35 62 0 

TATCTCTAAA AG AG AAAGC T CATAATCCAT TCCAAAGGGA ACAAACTTGT GATTAGGAGA 3 85680 

TGAGGCAATA TAACTTATTG GGAATTTAAT AAAATTAGAA TTATACATCC CCATTGCAAT 3 857 40 

TCTTCTTCTC TTTTGTCCAT AATTC TGAC A AAGTTTTTCT TGAAATTGAA TTA.GTGTCTC 3 8 5800 

AAGCATTTTA TCATTAATAA TCAATCCTTT TGCTAAAAAT CCAAAAATAA ACGGTCTGAT 3 858 60 

TTGAGACATT TTGCCATCAA CTAAAATTTC ACCATAAAAC TTCTTAAAAT CTCCCTTTTT 385920 

TGAAAAAAAA TCATAATAGG GCATTTCTCC AAAAAAATAC GTTTTTATCT GACGAGCAAG 3 8 598 0 

TCCTAAATAA GACCACAAAT CTGGCCTATT TGTATCATTA AATTC TATTT TGATTTTTCC 3 8 6040 

CGAACTCTCA TCAAACCCAT CAAATTCTGC CTTAAATGGT TCAAGTAATT CTGAAATCTC 3 8 610 0 

TAAATTTGTA AAATTTTTTC CTATTTTATC TAAAAAAAGA TTTTTATAAA TTTCTAACTT 3 8 6160 

TGGCATCTAT CTTTCCTCGT CTTAAAATAA CATCACCAAT ATCATAAGTA AATAGATCTC 3 8 622 0 

TCAAATCATT TAG AC C T AAG TGCATTAAAG CCATTCTATC TATTCCAATT CCCCAAGCAA 3 8 6280 

TAACAGGCAG ATCAATGCCT AAAGGCTTTG TAACTTCTGG TCTAAAAATT CCACTTCCTC 3 3 63 40 

CAAGTTCAAA C C AAC C AAG A ACAGGATGCT TTACATGTAT CTCAATCGAA GGTTCAGTAA 3 86400 

AGGGAAAATA TGCGGGAACA TATTTAATTT CTGTAGCGCC CGCAAGCTCT TTGGCAAAAA 3 8 6460 

TTTCAAGA-AG GC C T AGC AAA GTTTTAATGC ~T AAC AC CATC CTCAATAACA ATCCCTTCGG 3 8 652 0 

TTTGATAAAA ATCTACTCCG TGAGTTGCAT CTACTTGATC ATACCTAAAA CATCTAATAA 3 8658 0 

CTCCAAAATA TCTGCTTGGA TTTTTGGCAT TAATTAATTG TTTTGCAGAA AGAACGGTAC 3 36 540 

CATGGGTTCT T AAAAC C AAT CTCTTAGAGA GATCTTCACT AAAAC TAT AT CTCCAGCCTC 3 8 6700 

TTGAACCTGT TGCATATCCT GTTTCATGGG CTAATTTTAC AT T AG AAAAA TAAGGCTCTG 3 8 6760 

GCAAAGATTC TTGCATGCTA GGATCTGAAA TGTAATAAAC ATCTTTAATA TC AC GAGAAG 3 8682 0 
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GATGAAATTG GGGCATAAAA AGAGCATCGT T GT T AAAAAA TTCTGTTTCT AC C AAAGG AC 3 3 6880 

CATCAAACTC TTGAAAGCCA AG AC C T AC T A ATTTATCTTT AATTTTAGAA ATATAATCTA 3 8 6940 

AATAAGAATT GGCACGCCCA ATAAAAGTCT TAGCTGATGG AATATGAATA TTGTAAGCTC 3 870 00 

TAAATTTTTT GTTCTCATAC GTTTTATTTT TTAAAATTTC GGGAGTAAGC TTAGTAAGCT 3 87 0 60 

CATCTCCAGT CAATTTGCTT TTCATTAAAA AATTTTTAAC TTCCAATCCA AAACTAGATA 3 8712 0 

ATCTAAACTT TAAATCAAGT TTTTCTATTA TTTTAAAAAA^ TACAGAGTCT GCTCCTTTTT 3 87180 

TCTTAGCAAA ATTTGATATT AATAAAAGCT CTTCGGTTGT CAAACTTTCT CTAAGAAGAT 3 87 2 40 

CGCTATTTTT TGCTCTTTCC AACAAAACAC GTAC TTTTTG ATAATTAGTC TCTGTGCCAT 3 873 00 

CTAAACAATT TATAATAATC TGTTTATCTA AATCAAGAGA AAGAATGCCC TCTTTTAACA 3 87 3 60 

AATT AC C AAA GGCTTTTCTT ACTTCTTTAA CATCAATATC AAGCTCTAAG GCTAAATTTG 3 37 42 0 

AAGCCAACAC TGCCTTTTGA GATACTAAAT TTATTATTTT TTCTTCAACA AAACCATCTC 3 87 48 0 

TTAAAGCACC AAGACCCCTT TCTGTTGCTT TATAAAATAC ATTTAATTTC CTATAAATCT 3 87 5 40 

CTTCAATAAT CCCTTTAGAA TTTAACCATT CAATTGTTTT ATTTGCTTGA CCTTCATTAA 3 87 6 00 

ACCCCAATTT TTCAATAATA ATTGAAGCAG AAATATCATC CTCTTCTTCA TTATTTACAA 3 876 60 

TTACTTTTAT CTCAAGAGGG TGCAATGTTT TTATTAAATT TAAATCTGCC TTCATAAATA 3 87720 

TAACCTTCAA TCACCTTTAT TACTTATACC AAGCTCTAAA ATAAGCTCAA CTTCCCCAAT 3 877 8 0 

AGATAATTTG GTAGCTCTAG AAATTTCTTC AGCACTCCAT CCCTGCCTCA TTAATTTTAT 3 87840 

TACAGAATTC CTAACAGTTT CAT TAT T AAG ACCAACATTA TCTTGATATT TAGAATCAGT 3 87 9 00 

TTTGACAAGA ATACCAAGAG TTTTTATTCT CTCTTCTGCT GCAATATTTA AATTCTCCAA 3 37 9 60 

CCTTGTCTCA GATTTCACCA CCCTCTCTCT CATAGTCAAA GTATTTTTCA ACTTATTTTC 3 8 8020 

AATATCTAAT AGCATTTCCT TTAAATTTTG AGCATTAATC AACACTTCTT CTGACAACCC 3 8 8080 

TTTGTTTAAT AAGAGACTTG AAACAACATT TTCCATATCC TTGAGATTGT CTTGAATCTT 3 88140 

AGCACTCTCT TTGCTTAAAT TATTAAATCT TTTCTCCACT TCATTTATTA AATCAAAATT 3 3 8200 

TTTATCAACA GACTCTATAG TACTCTTTAA TATGCTCTCT TTATTGCTAA TTCTTTCATA 3 8 8260 

ATTATCAAGA ATAGTTCTCT GCTCGTCAGC TATCTCTTTT ATTTTAGCTT TATATATCTG 3 3 8320 

CATTTCATCA T AAG AT T C AA TTAAACTCTT ATATCTACTA TCAAATGAAG AGT AAAATT C 3 3 8380 

AAAAAATCTA TTAAAATCAT TTTTAATAGA TTTAATTGAT TCTTGTTCTA ACTTTAGCTC 3 33440 

ATTAAAAATT TCAATAATAC CCAATGTTTC TTTTTGAATA TTATAAAATT- CTTTGTTAAC - 3 88500 
GTTTTCAAAA TTATTTTTAT ATTCCTGAGC AAGCCCTATC TCATTTTTTA AAGTTTCCCA . 3 885 6 0 



li'ji m- ji h ^ rj! ^. ; r ;.i; S «. O «i» 1 O «r? 



277 

TAATTTTTCC AACTTG7CCT 7AAGA.GAACA AGCCTCCAAA. AATATCGAAT TATTCTTTTC 3 88 62 0 

AAGT T C AG AA T C T AATTT TT TA-AAATTTTC AA 7 T TGA 7 T T T C G A T T GGAA AATTTATTTT 338 680 

ATCATAACTA TCTTCAAATT C 7GC TC 7C AA A7CAGATTTG TATTCAACTA AATTGTCTTT 3 8 87 40 

AATC TC AC T A ATAAAT7TGT 7AAA.TTGAAC A7CACAA7TT AATATTCTAG ATTCAAGTTC 3 88800 

TAAAATATTA TTATCAACTT CTTTTAATAA TTCTTTATGA TTTTCCCTAA ATTCAACGTC 3 88860 

AAATTTATGA ATTTGTTCCT GCAAACCA.CT C7TTATGGTT TCAATCTCTG ATGTTGAATG 3 88920 

TTTT AAAC TT TTTTTAAGCT CATCTTCAAG TAAGCCGAGA TCTC-A7TTTA TAGATTTAGA 33898 0 

AAACGAACTA TATTCA7TCT CAATTGA7GT C 7 CAATA7T A T TT C CGT AT A AACTAATTTT 3 3 9040 

CTCAGAAAAT TCTGAAATAT T7TTAT7AAT TAAJTTCAA.TT TGCCCTTCAA AGCTTTCTTT 3 89100 

ATC AC TAGAA ATTACA7CAA CCATTTCCCG C C TT AC TT T A TCAAGATTAG AAGACAAGGT 3 89160 

TGTAAATTCA TGCTCTAATT TCTGATTAAG C7CAAAGATC TTATCTTCAA GATCCTTTTG 3 8 9220 

CTGAGTTAAA AATTTCACTT " C7GCTTGAAT TAAGATG7CT TCTGTTTTTT TATTAACCTT 3 8 9280 

TTCATCTATC TTTTCTAATT TAAAATCAAC AAATTTTTCA AGATC TAAAA CTTTAAGATT 3 8 93 40 

TAATGATTCG CCAATA7TTT TAAAATCAAG A7GAAC TG AT TGTTTAATTT TTTTAGCCTC 3 8 940 0 

GTTTTGCAAA TTGC T AAAAA TCTCCTCAGC C7TAATCTCA AAACCATCTT TAAAAGATTC 3 8946 0 

T AAAC C AAT C TTAACA7TAA AAATATCATC C7CAAATC-AT TTAATTCCAA GCTCAGC AAG 3 8952 0 

ATTTATTCTC TTCTCTATCG 7GC TAT AAG A T7TTTCTTGC CAATCTTTTA CATCATCTTT 3 8 9580 

AATATTCAAA AACCAAGAAT CAATAA7ACT T7GCTTATTA TTTACAAAAT CAACAAATTC 3 89640 

ATC T AC TTTT CCGGTAATAT TGGTTTCCAT TAAAGCTATC TCGCTCTGCA TATCTTTTTT 3 8 9700 

TTTAGAAGAA AATTCTTTAG T AAAAT CT AA A7 AAAAA7T C TCTTTATCAT CTTTCATTTT 3 897 60 

TTGTTCAATA TCTAAACGGA AAC T T TGAAT AAGTT C TGTT TTGTTTTCCA AATTTTTAGA . 3 8 982 0 

CAAATCATAT TCTAAA7TTT GAATTT7ATC A7TATATGAG GC AAT AAAGT TTTCTAAAGA 3 89880 

ATATTTAAGC TCTTCGCCTC TAATTT7TAA ATCTTTAAAA AAGTCTTCTT CTAATAATTT 3 8 9940 

AAGATGTGAT G AAAC A 7 TGT GAT AAG AC TC TTC TTTT AAT CT AAT AAC AT CCTTTTCAAC 3 9000 0 

AT T AT T T AAA TCAGA7TCAA GATTTT7AAG A7TTTTCAGT TGAGATTCAA GTTCAAAAAT 390060 

CATCTCTTTA TTTGAACTCT TAAACTCTTC AC TT AAAGTT GC AAT AT AAG AATTTAATCT 3 9012 0 

C TC TG AAAAC T C ATC GT AC A 7 ATC AGCAT A CTTTTTCTCA AGT C CAT CAT ATTGACTTAA 3 90130 

AGC T AAA TT A T C AATGGC TT TAATTTTGTT GTCAATTTTA- ' TTCTCTAAAT . TTAATTGCCC 3 902 40 

TTCATTACAC CTTTC7TCAA GTTC AA TATA CTTAAGATTA' AAATCATTAG CTATTTTATC 3 90300 

AATACACCCA C T C AC C TT A T C ATT T AAATT 7TTCTCTATG CTATCAAAAG TACTCTCAAT 3 903 6 0 
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CGATTTTAAA GAATCAATTC TCTTGTGAAT TTCATTTTCA TACTTTACAA TGTCATCATC 3 9 042 0 

AATCAAGGTA TTTACCTTTT TTATACAAAC AT C AAAAT G A TTTTTTATAT 1 TCTCTTCAAC 3 9 0480 

ACCTGCCTTA ATCTCTCCAA ATTGAGAATT T AT AAAAC CG TAACAATCTT TAATTTTATC 3 90 54 0 

' TTGCAATTCT TTTTCAAATT CTAAAATATC TTTTGATCTT TGCTCTATTA TCTCAAAATT 3 90 60 0 

TTGATCCATT TCAGAAATCT TAATTTGCAA ATTTTCATCA TTACTTGTAA GTGTTTTATA 3 906 60 

GATTTCATCT CTAATTTTTG AAATAGCTCC CTCGCTTTCA AT T AAAAAT G TAGAATATCT 3 9 0720 

CTCTTCAAAA TTAGTCTCAA TAAGTTTAAA TCTTTCCTTA TAAAGATCGT TTAAAAACTC 3 9 0780 

AG AC T T AC T C TCAATATTAT TTTTAAGCTC ATTTGTTATC TCCCCAAATC TCTCTTTTGC 3 90840 

TTGCATAATA TCGTTATCAA TCGTTCTTCT ATAATCAATT GCTTCTTCTA ATCTAGATTT 3 90900 

ATAATACTGT TCGATCTCTT TAACAAGCTT GTTAATTTTT GCTTCTCCAT CATCTGTTAA 3 9 09 60 

ATCTTTAACT TTCAATTCAA ATTTTTCAAC TTGATATTTT GATACATCAA AAGATTCCTT 3 910 2 0 

AAGTTTTTGA AGATTTTCAT CCATACCTTT ACTAAGACTA TCTATTCTAT CTGTCAATCT 3 910 8 0 

TCTGCTTAGA TTTTCAATCT CATGCATTAT TTCATTTTCA AGTTTACTAG AAATATTCTC 3 91140 

TGAATACCCC CTATAATTAG ATATCACCTC -ATTGTATTTT CCATTAATTT CTTTGTTTAT 3 912 0 0 

ATCATTAAAC TTCACATTAA GAGAATCAAG AGTAATATCT ATGTTAGCCT GAAAAGAAGC 3 912 6 0 

AATATCGGTT CTTTTGTCCT GCAATAAACT ATCAACCTCT TTAACAAATT CCTCTGAATT 3 913 2 0 

ATTTAAAACC GCAGCAAATT TTTTTGATAA ATTTTCTTCA AGTTCTCTAG TCTCTTTATT 3 913 80- 

AAAATGGTTC ATTATGTCTT GCAAAAGCTC ATCAGAGTAT ATGGCACCTT GATTTCTAAA 3 91440 

CTCATCTATT TTCTCAAGAT AATAACTCTC AAGGCTTTCT ATAGAAAATT TAAGCTCTTT 3 915 00 

AATTTTTGTA GTCACCTCAG AATCTATTAA ATCCAGATCA ACTTTACCTG AAGACAATAA 3 915 60 

ATTTTCAATT TTAACAGTTA TTTCATTTAA TTT AC TTTGC CAATCACTAA GCTTGCTATC 3 9162 0 

TACTTCATTG TTAATTGAAT CTTTCCTGTT TAAAATATCT TTAGAAATTC TATCTAAAAA 3 916 8 0 

ATCATCAATT TGCTTTTGAT TATC CGATTT TATATTAGAG ACAATTTGTA GTTTTGACTC 3 917 40 

AATAAATTCA TTAAGATCAG ACTTAAAATT ATTTAAAATA TCTTCTGATT CAATCTTGAA 3 918 0 0 

ATCTTTTAAT TTATAATCAC ATTCTTCAAT CTTGCTTATA AC AAAAT TAT TCTTATCATC 3 918 60 

AAATTTTTTA TTCAAATCCT CAAGCATAAA CACGCTTTTA TCTTTAATTA TTTCTGTTTG 3 919 2 0 

TCTATTAATA AACTCTTTAA TTCCTAATAT AGCCTCATCA CTTTGTGAAT ATGACATATC 3 919 8 0 

TTTTAATTCT TTGTATTTTT , CTATCACTAA ACTCTCAATA TCGCCTGTTT- TTAAT AAAAC 392040 
ATATTCCATT CTATCGTTAA CATCTTTTTC TAAACTTTCT ATTTTTAAAG TAGCAGATGA ■ 3 9210 0 
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AAGTAGCTCT TCACTAGAAA CCTTAATATC AAGCAAAGAT TTATTTAAAG CAATAAGCTC 3 92160 

ATCTTTCCAA CTGCCATGCA TATCAATAGC TTTTTTTTGA ATATGATCTG ACAGATCATT 3 92220 

AAAAACGCTC TCACTAAGCT CTATTCCTTT GTCTTTTTGA ATCTGAATTA AACTTAAAAA 3 922 8 0 

TTCTTCATTT GTTTTATTTA TTTGAGATTC AATATTCTTT AAATTAGAAT CCATTTCACC 3 92 3 40 

TTGCCACTTT GAATATTGAA GCTTGCTTTC TTCTAGCTGA GTAACAAAAA TATTTACCTC 3 92 400 

ATCGTAATAA CGATCCCTAA ACTCTACTAT ATTTTTACCA ATTTCATCTT TAATATTAAT 3 92460 

TAAACTAGTA TTAAAATCTA CCTTTAAAGT CTCTTGGGTT TTTTCAAACA TATTATAAAA 3 9 2520 

AGATTCAATT TCATTTTCTA ATTTTTTGTT TAAATCTTGA AATTCTTGAT AATTATTAGT 3 925 80 

CGCCTCTTGA GAGAGTGTCT CAAATTTCTC ACCATACATT AAAGAAAATT CATCCATTCC 3 92 640 

TGCTGTTAAT TTATCTGTAA AGCTCTTATA TTTAGATTCC ATTTGATTTT CAAATTTAGA 3 927 00 

GCTGCTAGAA TCCAAAGATT CAAAAAGAGC TGTGTACTTG GCATTTATAT TATCATTTAA 3 92 7 60 

ATTTGAGTAA TTATTATTAA ACCTACCATT AATTTCTTCA AAAT T AG AAA TCAAATTATC 3 92 820 

ATTAAGC TTA ATAAGCTTTT CTTGAATATT TGAATCAACA TCTAAGAGTT GGGATTCTAA 3 92 8 80 

CTGCATCTTA AGTTGATTAA TATCACCTTT AAAACTTTCA CTAAAAACTT CAATATCTGC 3 92 940 

CCCAAACTTA CCTTTAAATT CAAGATATAT TCCATTAGAA TCATCTTCAA GCCTCTTTAT 3 9 3000 

AAAATGAATA GCACCAGACT GAAGACTTTC CATTTTAGAA TTCAAATCTA ACAAACTAAG 3 93 0 60 

CTCTACCCTT TCTCTAATGT TATTATCAAC TTGACTTATT TTATCTTCAT AATCCTCATA 3 93120 

AATATTTTTA AGATTCAACT CAACTTGAGA TCTAAATTTA TCAAAAACAT CATCAACTTG 3 9318 0 

CTCTTCATAC TTTCCCATCT CTATTCGCAT TGAGTCCTCA AGTGAATTAA TTCTTGAATA 3 93 2 40 

AACATTGTCT TTAAAGGAAG AACTCATAGA AGAAATTTCA TTGTCCACCA AAACCAATTT 3 93 3 00 

ATCTTCAAGC TTATCTTTAA TTTCCTTAGA GCGATCATCA ACATATACTA AGATATCCTT 3 93 3 60 
AAATTTATTT TGCAATTCTT CATTCAGTCT ATT T AAAAT A AAATCTTCTT TTTCATTAAT - 3 93 42 0 

TTTATTCTTC ACACTCTCCA TAATAAGCTC TATAGAATTT TCTATTAACT TATATTTGTT 3 93 48 0 

TTCATAAAAA TTAAAAGAAC TTTCAATCTC TTTGCTGTAT TTGCCAATAT TAAATTCGAC 3 93 540 

CTTTTCAAGA AAATCGGTAA ATTCTAAATC TAATTTCTCA TTACCCTTAA CTAAAATATC 3 93 60 0 

ATTTTTTCTC TGTTCAATAT TTGCTAAATC TTTTTCATAA AGACTAATCT CTTTATTTAA 3 93 6 60 

ATTATCTATT TTAAAAACAA GTTCCTTAAT ATTAGTGTCA AACTTTTCCC AACTAGCAAT 3 93 72 0 

TTTAATAGAC TCGAGATTTT CTTTATTAGC CTTGTCAAAT TTTTCTAACA CTGAATTCAA 3 93 7 80 

ATTTGATTCA ACCGAATCAA TCTGAGTATT AAATCCTTTT AAAGTTTTTG AAAGTTTATC 3 93 840 

TACTATTTTC. ..CCATCAACTT GCAATCTTTG TATATTCTCT TGAACTTTAA AAGTCATTTC 3 93 900 



380 

ATCAAGATCC TTAAGCATAG AATCATGATA GGCTATCTTT TTTTCAACCT CTGCAAAATC r 3 93 9 60 

ATTGCTTTTA TTTTTAATCT TTTGCTGAAC TTCCTCAATC TTTTTTATTA TTTCTATACT 3 940 2 0 

. AGATCTTTGA TAAGCTTCCA TATCAACAGC AAGATCATTA ATCTCTTTTG TCTTATCTTC 3 940 80 

AATAAAATCT TCAAGATTAA CCTTTGTAAG ATCAACGAAC TTTTTAATTT TATCTAATGC 3 9 4140 

TCTAGAACGT TTATCGTATT GCCTATAAAC AAATAAAACT ATTGAAACCA AAAAAAGGTT 3 942 00 

AACTAAAATA GTCGCAAAAT C TAT CAT AAA ATATTTTACC CATATTCTAT ATATTCAAAC 3 942 60 

GTATATATTC TCTTAAGTCT TTATAATCAT GAAAAATAAA GTCAATCATT CCCTTGTAAT 3 94320 

TTATATTCTT TTTTGTTGAA AAAAAAGCTG CTTTCATTGA AACATTTCTA GCACCTAAAA 3 943 8 0 

TGTCATATTC ATAAGAATTC CCTACATACA AAATATTATT ACTCCTTAAA TTTAAATCCT 3 94440 

CAATAACTTT TAAAAAAGGT GCTTTATGGG GCTTTAAATA. TCCAGTATCT TCTGAAGAAT 3 94 5 00 

AAAGAATATC CCAAAAACTG TCTTGAATGC CCAATAAATT TTTGACACGA CCTAAAATAG 3 945 60 

■ GAAAGTCTGA CATTACACCT AATTTTATTC CCTTGAATTT AAGCCAATAG ATTAAATCTT 3 94 62 0 

GCAACTCCAA GATATGGCTT GAGTTTTTTA AACTTATCGC TAAAAATTTG AC T ATAAT AT 3 94 68 0 

ATTTTATTTA ACAAAAAAGC ACACCGATTC TCATCAAGGA TTTAAATACT CAGAAAGCAT 3 947 40 

TTTGAACCTG CAAGGTAAAA GAGTTCATCC CTATTTGAGG GTGAAAATTG ATTGCTTTGT 3 948 00 

• AAAATTCGTA TTTTTTTCCT AATCTGTTTA AAAGCTAAAA AAAACTTAAC AT TAG TT AAA 3 94 8 60 

AATTCAAAAA ACATTAGCTT ATTTCTATCC GCCTCAGGAT ACAAGGTGCC ATCTAAATCA 3 94920 

AATACTACAG CTTTAATCAT GATGATTGAT TATTTGCCTT TATAGGTATA GGCACTATTG 3 949 80 

GTAAATTTTC AGGAACTTTA ACTCTAACTA AATGAATATA AGATTTTGGA TATCTTTTCT 395040 

GGAGAGACTT GATTGAAGTT TCAGCATTAA CTTCGTTAAC AGAAACCCTA AAAATCCTAT 3 9 5100 

TTTCATCAAG AAATGGAAGA AACAAAACAA CATGTTTATG AAGCACCATG CTTGATAAAT _ 3 95160 

TGTTAACACC CGTGCTAATA GATCCTAAAT AAATATATCC AGGCTCATCT AAAGCCAGAC 3 9 5220 

TATATAATAA AAACTC TAAA TTTTCAATTT TATAACCACG ATTGTCAATA TAATCAAAAA 3 95 2 80 

ACTTAATATT ATTGACATCA TTTTCCTTGA T TT T AG AT AA ATTTAAATCT ACATTAATAT 3 95 3 40 

TATTTATCCT ATAAGCAATA TTACGAATCC AATCAAGACC AAAAAAAGGA TCCTTATTAA 3 9 540 0 

ATTCCTGACT TCTAGTAAAA CCACTGCCTC TAACGCCAAT A.TGTCTAAGC TTAAGATCAT 3 95 4 60 

CAATTTTTAA AAGTCTTCCC GTCATTGATT TATAAATCGA ATCCGCTACC CATTTAACAA 3 95 52 0 

ATCCTGAGCA ATTAAACCCT AC AGGATC TT TTTGCAACAG CCC AGTTTCT - ATATGCACCA 3 95 580 

TTTTAC CAT A TTCATTCATT GCACCATCAG CAACCTCAGC AATGGGAAAA GATCTAAGAG 3 95 640 
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ATTTTCTTAA ACTAATTACC ATATTAGAAA TATTTTTATA AATATCAAAA TATTCAGGAA 3 9 57 00 

TAAAATATCT AAAATCAACA ACCTTGCCAA TATAATTTAT TATATTGGCA AGAGAAATTA 3 957 60 

CCGCAATGTC TTCAATCTTA AAGGGCAATT TAACGTCTTT ATAAATCAAA GTATTTACTA 3 95 82 0 

AATAAAAATC AGCAATAGAA GAAAATTTTG AAGACTTTAT TCTAATAAAC GTATGCCCTC 3 9 58 80 

TGTTTATAAA AAATATTTTT ATCTGCTCAA TACCCTCTTT GCCCACTTTA ATCACGTAAG 3 95940 

ACCGTGGAAA AATATAACCT ACATTCTTTT TTTTATTAAA AAAAGAATAA TAAACATACT 3 9 6000 

CAGAAGAAAT TTCACTTGAA ACTTCAATGT AACAATCTTC TGTAATAAAA TGTTTTATTG 3 9 6060 

GGCTTATTTT TTTTTGGGCA TAGCTTGAAT TAAAATATTT TAAATATTTA GTCCTTACAT 3 96120 

CAAAATCATA AAAAAAACTC TCAAGCGCAA AAAGATTTAG ACTCTTAAAT ATTAAGAATA 39 6180 

AAAATATATA TCTCACTTTA AATCTCTTAT TTTTTCCTTT AATTCTACTA AAATTGGAAT 3 9 62 40 

ATTTTTATAT CCAATTTTAC GCAAATTATT TACTAAATAA TTATAGTAAG AATTTGGAAA 3 9 6300 

ATTCTTTATT TTATTTGCAA AAAGAATAAA CTTAACAGGA TTAGTACTAA CTTGTGTAAT 3 9 63 60 

AT AT T T G ATT TTATGAGAAA TATTTAAATG ATAATCTTTG ATCCATAAAT TTAACATTTT 3 9 642 0 

ATTTAGATCT GGAGTACTGG TTTTAAGCTC AAGCTGATCT TTTAACTTAA AAGATTCTTT 3 9 6480 

AAAAAGAGAA TCTAAACCTA TCCTTTTATG AACAGAAATT C T AAAT AT AG GAGCAAAATT 3 9 6540 

T AAAAT AGG A AAAAAAAACT T C AC AT GG C T CTTTAAGGCT TCAAAATAAC CTTTAGACTC 3 96600 

ATCCACAAGA TCCCATTTGC TAAACACAAT AACAATTCCT TTCCCCTTTT TAGTAACATA 3 9 6660 , 

ATGAGCAATT TTTTTATCCT GAGAAGTCAA TTTTTCTTGA ACATCAATCA AT AAAAAC AC 3 9 6720 

AATATCTACC ATGTCAATTA CTTTTAGGGC CCTATTAACA GAATAATATT CAACAATTTC 3 9 6780 

ATTTACTCTT GCCCTTCGCC TTATCCCAGC TGTATCAACA ACCTCAAAAA CTTTCCCATT 3 9 68 40 

TCTAGTAAAC TTAGTTTTAA TAAAATCTCT AGTAGTACCA GGTTGATCAG AAACAATTGC 3 9 6900 

AATTTCATTT CC AG AT AAAT AA.TTAATAAG GGTAGATTTG CCTGAATTAG GCTTGCCTAT 3 9 6960 

AATCCCAACC TTAATATCAG CGCCACTCTC AATGCCAACT TCACCAACTT CTACTTTTAA 3 97 02 0 

AAAATCTCTA AGCTTAGTAA TGCCTCGACA ATGGGCTGCA CTAACCAGAA AATAGCGCTT 3 97 08 0 

GAATCCTAAA TTATGAAATT CGTGAGCTAA ACATTCCTTA TCCTTAGTAT CTACTTTGTT ' 3 97140 

TAAAACCAAA ACCACCTTAC T AC T AT ATTT TCTCAGTCTT TCAATAATCT GATAATCTTC 3 97 2 00 

AAGT AAAAT T TCATTAATAT CTAAAACCAA T AAAAT T AAA TCAACTTTTT CTAAAGAGCT 3 972 6 0 

TAAAACCTTT TGCACAACAA TTTTGCTAAT CTCATCTTTC AAGATAGTAA ACCCACCAGT 3 973 2 0 

ATCGATTAAT TTAAACTTAA AAGAATCAAC CTTACAAACT TCTTCAACTA AATCTCTAGT ' 3 973 8 0 

AACACCGTAA GTACTCTCAG TAATACTTCT TTTTGTATCT AAAATTCGAT TAAATAAAGC 3 97 44 0 
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AGATTTACCA ACATTTGGTC TACCAACAAT AAGAACCTTT TTATAACTAA GCAAAGCAAA 3 97 50 0 

TACACCTCTT TATTTATTCC GATATTTCCA TTATAATAGC AAATATTAGT ATTTATGCCA 3 97 560 

ATTACACATG AGTGTTTATA TTGAAAAGAA AAAAAAGTTC AAGCTCAACC AAAT C AG AC A 3 97 62 0 

TACTTTTAAT TTTAATTGCT ATTGTTTTAA CAATAATTAG TGTGCTATTA ATAATTAAAA _ 3 97 630 

ATTCACTTAT TATACATATT TTTAAAGAAA AAAATTATGA TAACAGTTTA TTCGAATCAA 3 97 740 

GTCAAACACA AGATAATAAA TTAATTGAAG CTAAAAAAAA CACCAATAAA AATACAAATG 3 97 80 0 

T AAAAAT AC T TAAAAATGAA AGTTTTTTAA TCCAGCCACC AGAAATAAAA AAACTTGAAG 3 97 860 

AAGAGCTCAA GCAAAACCAA AGAAATAATA ACCTTAAAAA CAAAAAATTT ATTAAACTTT 3 97 92 0 

ATTTTATAAA AGTAACCCCA GAAGGTTATT TTTTAAGACA AACTGTAAAA AGAGCTATAT 3 97 93 0 

ATTACGACAA AAATATTCTT GAAGAAACAC TAAAATCTTT AATCAAAGGA C C AAATGAAT 3 98 040 

AC G AGC T AAA AAATAATTTT TTAAGTTTAA T C C C TAT AAA AACCAAGCTT T T AAAT T T AA 3 98100 

GCCTAAGCGA AGGAATTGCC AAAATAAACT TATCTAAAGA ATTTTATGAA AATAGTTTTG 39 8160 

GAATTGAAGG AATAATTAAT CAAATCGCTC AAATAACCTT AACATGTCTT GAAATTAAAG 3 9 822 0 

GAATTGATGG AATAATTTTA ACAATAGAAA ATAATCCAAT AATACTTGAA GAATTAAACT 398 2 30 

TAAATTTCTC AGGAATATTA AACAAAAAGG CTCTGGACAA ATATTAAAAT TCAATATTGC 398 340 

TAAGCAATTG CATAGAGCTT GCAATTCTTA AAACACTTGA CTTAACAACT AAAAAC ATG A 3 98 400 

ATTCTTGATT GCCTTTTTTA CCTTTAGTTT TTAACTTTAA TATCTTTTTA ACTTGTAATT 3 98 460 

TATTTTTATA GAACTTTTCA ATTACGCTTT GCAAAATTAT CTTCAAATAC TCACCACTCA 3 98 520 

CAACACCATT AAAATTTTTT ATATCTAAAT TTAAACTTTT AAACTCAAAC TGAGGTTTAA 3 98 58 0 

TCAAAACTAT AATAAAATTA TCAGAAAGTT T AT C T AT T AA ATTTACACAT ATACTTATTG 3 98 640 

ATGATC T AAA AGAAACATCT ACAACGGCAA AATTGGGAAC AATCTTAAAT TCTGTAACAT 3 9 3700 

CAAAAATATT AGTTCTCTCT AAAACTTTAA CTCTTGGATC AATTCTTAAT TTATAAGAGA 3 9 37 60 

GTTGATTAAT GC C T ACA/TC A ATTGAATAAA CAAAATTGGC GCCACACTGC AATAGACAAT 3 98 320 

CGGTAAAACC ACCAGTTGAA GAGCCAACAT CAACACAAAT TTTATTTTTA ACTTCGATTT 398880 

CAAAATCTTT AAGAGCCTCT AAAAGCTTGT AACCTCCTCT TGATACAAAT GTTTGACAAG 398 940 

TATTCTCAAC TAAATCTATT TTACTTGTTT TGTTTATTAA TATTTTAGGA TTTTTyTCTT 3 9 900 0 

TATGAGAATT TACATATATA TTGCCTTTTA GAATTAAGAT CATTAATTCT TTTCGTGTTT 3 990 6 0 

TTTCTGGATA CCTTTTACAA AGTATATTTA ATAAATTATT TCTGAATCCT- TTCAATTTTT 3 9912 0 

AAAGCGCGGC CTGTCTTTAA ATTAGAAGTA ATAATAACTC CTTGTAAAAT TGTGTCATCT 3 9 913 0 
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TCTACAACTT CAGCTCTCAA' GGGGGTATAT TCAAGTAAGC CCTTAAGAGA AATGTCGGGA 399240 

TTAAATCCTA TTACAGAATT TAATCCACCT GTCATCCCAA TATCACTAAT ATAGGCTGTC 3 9 9300 

CCCTTTGACA ATATTCTTTC ATCTTGAGTC ATAACATGGG TATGAGTACC AACCACACCT 3 9 9360 

GTTACAAAAC CATTTAAAAA ATATCCAAAA CTTTCTTTTT CATAATTACT TTCAGCATGA 3 9 942 0 

AAATCTACAA AAATGGTTTT GGCTTTATTA CTCAGCATAT TAACCAATTT TTTTGTATTA 3 99480 

TCAAAAGGAT TTTTAACAAT AAAATTCATA TTTAAAACCC CTTGAACATT AACAACAGCA 3 99540 

ACTTTTTCAT CTCTAATAGT TAAAAAACAA TAACCATGCC CATCTAACAA ATCTGAAAAA 3 9 9600 

TTATTTGGCC TTAAGATATA TGTTTGCTTA TTTAGGTAAT CATTTATTTT GCAATTAGAA 3 9 9660 

TACACATGAT TACCGGTAGT AATAACATTA ACCCCCGATC TAAAAAGATT ATTTGCTATT 3 9 9720 

TCTGGAGTTA TTCCAAAACC ATTTGAAGAA TTTTCTCCAT TAGCAATTAC TAAATCTATT 3 9 9780 

CTATATTTAT TCTTAATGTT TTTAAGATTA AAAAAAACTT TTTTTAATCC ACTCTCGCCT 3 99840 

'ATT AT ATC C C CAATTATCAA GGTTTTAATA GTGCTATCTT GCATATTCAA TAAGTCTGGT 3 9 9900 

TTCGCGAATA ATTGTAACTT TAATTTTTCC AGGATATCTC ATTTCAGCTT CTATCTTCTT 3 99960 

AGCAATATCT CTTGCAAGTA AAATTGACTT TTCATCATTA ATTAAAGCAT TGTCAACAAT 40002 0 

AATTCTAACT TCACGACCTG CCTGAATAGC ATAACATTTT TGAACACCCT C AAAAC TATA 40 0 08 0 

CGCAATGTCT TCAAGTGTTT TAAGTCTATT TATATAGTTA TTTAAACTTT CCCTTCTTGC 4 00140 

TC C AGGACG A GATGC TG AAA TGGCATCTGC TATTTGAACC ACAATAGCCT CAAGACTCTC 4002 0 0 

GGGTTTCACC TCATTGTGAT GCGCAGCAAT , AGCATTAACA ACAATTTCGC TCTCTCCGCA 4002 6 0 

ACTTTGAGCA AGTTCAGCAC CAGTAATAGC ATGTCCCTCG C TAT T ATC AG AAATACTTTC 40 03 2 0 

CATCCCTTTC CCAATATCAT GCAAAAGGCA TGCTCTTTTT ACTACAACAG GATCTAATTT 4 00 3 80 

CATCTCTTTA GCCAAAATTT CTCCTATTAT AGCCGTTTCT TTAGAGTGGC TTAAAACATT , 400 44 0 

T T GA.C C AT AA CTGCTTCTAA AGTAAAGCCT TCCCAACCCC CTAATAAGTC TCTTATCAAG 4 00 5 00 

CCCATGTATA' TTAAGGTCAA AAACCACCTT CTCACCCTCT TCTTGAATAA ' TGCTATTTAT 4 00 5 60 

CTCATTGGTA ACATTATACA CAACTTCTTC AATCCTAGCA GGATGAATTC TGCCATCTGT 40 0 62 0 

AACAAGCCTT TCTAAAGTCC TCTTGGCAAG CTCTTTTCTT AT T GG AT C AA AGCAAGATAT 400 6 80 

AACAACAGCT TCAGGCGTAT CATCAATAAT GATATCTGCT C CTA.TT AAAG TCTCAAGAGC 4007 40 

CCTAATATTG CGCCCTTCTT TACCTATAAT CCTACCTTTC ATCTCATCAT TAGGTAGCTC 400 8 00 

AACAGAAGCC ACTGTAAACT CAGAACTCAC CTCCGTAACA ATACGCTGCA T AGTAGAT AC 4 00 8 60 

TAAAATATCT TTTGCAACCT TATCTGCTAA TAGCTGTGCT TCCTGCTCAC " TTTTATTGAT 4 0092 0 

AATAACTTGA GCATCTCTTT TGGACTCATG CTCAACTTTT TCAATTACAA TTTTTCTTGC 4 00 98 0 
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ATCTTCTCTT GTAAGACCAG AAATATTTTC CAATCTTTTA AC AAGATC GG CCTCTTTTTC 401040 

TCTTATTACT TTTTCTTTTT GTTCAAATTC TTTAATTTTA AAATCAACTC TAGACTGCTG 401100 

TTTGTCAAGA GCAGATATTC TCTTATCTAA AGTTTCTTCT CTTTGTAATA ATCTTTTTTC 40116 0 

TAAATTAACA ATCTCATTTT TCCGATCTCT TATATCCCTA TCTTGCTGGT TTTTTTCTTT 4012 2 0 

■AAGCATTTGA GATTTTGCAT TAGCAATAAT TTGCCTTCTT TCATTTTCTA TCTCTAATTG 4012 8 0 

TGATTCTACT CTTACTTTTT TCAGATTTTT TTCTAAATCT AATAAAGACA ATCTACCTAA 4013 40 

AAAAACTCTT ACTAAAAATC C T AAT AT AAA GCCAGCAAAA ATAGAAGAAA AAATAATATA 4014 0 0 

TATCATATCA TTTAACTCCT ATGCTGTTTA AAAGCAATTT AAAATTTAAT CTTTAAAACA 4014 60 

GTGCCCTCAA ATTATTAATT ATTCAACTTT TAAAGGCTTT TCAACTAATT CTAGGATAGC 40152 0 

CATTTCAGCC GCATCTCCAT ATCTTTTTCC TAATTTAATC ATCCGAGTAT ACCCACCACT 4015 8 0 

TCTTTGTCTA AAAACAGGAG AAATTTTGGT AAATAGCTTA TTTAAAATAT GCTTATCATG 4016 40 

TATAAATTTT GATAATTCTC GCCTATTATG CACAGTATCA ACTTTTGCCC TTGTAATCAA 4017 00 

TCTTTCAGCA AATCTTTTAA CTTCGAACAA TTTTGTCTTA GTGGAAGAAA TTTTTTCATG 4017 60 

GTTAAAAAAA GAAATTACCA TATTTTTTAA AAGCGCTCTC C TGTG AC TAG ACTTCCTACT 4018 2 0 

- TAATCTATTA AAACCCAATT TTGTTTTCAT GAAATAGCCT AAACTCTCCT TTTATTCAGA 4018 8 0 

TATTTTAACA TTCTTACTCA ATACAGATAG AGCATCTTCT TTAGACATTC CTAAATATAA 4019 40 

TCGATAAGAA CCAAGTTTTT CGATTATCTC TTCCAAACTT TTTTTCCCAA AATTTCTAGC 402 00 0 

- TTTAGAAAGC TCTTCTGCGT TTTTACTAAT AAGTTCTCCT AAAGTCCTAA CATTTTCTTT 402 0 60 

GGCCAAACAA TTTAAAGATC TGACTGACAA ATTCAATTTC TCAATACTCA TATCAAGCAA '402120 

GTTAGAACTT TCTGATTTTG ATTTCTCAAA AGATGTATTA ACATTGTCTT CAAAATCAAC 40 218 0 

AAGAGGAAAC AAAAACTCTC TTACTATTGA TGCA.GCCTTT TTTATTGCAT CTTTGGCAGA 402 2 40 

AATCACACCT GTAGTCCAAA TTTCCATTAC AAGCTTGTCA TAATCTGACC TTTGACCAAC 402300 

1 CCTAGTATCT TC T AC AG AAT ACGAAACTTT CTCTATAGGA GAAAAJTATAG AATC TAAAGC 402 3 60 

AATAACATTA ACCTCTTCTA AAT AC TT AG A ATTTTGCTCA GAAGACACAT AGCCCCTACC 402 42 0 

ATAATTAA.TT TGAAATTCAA GATCTAAATT AACATCATGT GATAAAGTAG CTATAACTAA 402 48 0 

ATCTTTATTA AAAACCTCAA CTCCATCTCT TTCAAAATGA GAAGCTTTTA AAACATTGGT 4 02 5 40 

GTCTTTACCG CTAACACTAA AGCTTATTGT CTTTCTTTGC TCTCCTTCTC CAAGTTTCAA 402 600 

ATGAATATTT T T AAT AT TAG C AAT AATC TC AAGAGTATCT TCAGAAACTC- CAGGAATCAA 40? 660' 

ATCAAATTCA CTTGAAACAA CCTTTGACGA AGAGTCTTTA TTGTTAGACT GAACTCTCAT 402 72 0 
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AGCAGTAATC GCATACCCTT CAATAGAAGA AAGTAACACA CGTCTTAAAG TATTACCTAT - 40 27 80 

AGTAATTCCA AAGCCTCTTT CAAAAGGATA TATCGTAAAT TTACCATAAG ACCCATCACC 40 2 8 40 

TTGGCTTTTC AAAAATTCAA TTTTTTCAGG TATAGTGAAA TCTTTCAAAA ATTTTTCCAC 40 2 9 00 

AAGCATCATA ACTCCTTCTA GCTAAACTCG TCTGGTTTTT TTCGGTCTGC ATCCATTATG 402 9 60 

" AGGAATGGGA GTAATATCTG AAATTGATTT TACAGTCATA CCAATCGAAC CAATAGCTCT 40 3 020 

TATTGCAGAT TCTCTGCCAA TGCCTGGCCC TTTTATATAC ACATGAACAT AATTAATTCC 40 3 0 80 

AAAATCTCTC ^ACTTTATTTA AAGCAGACTC TGCTGTTATT TGAGCAGCAT ATGGGGTCGA r 40 3140 

CTTTTTAGCA CCTTTAAAAC CCATACCACC AGCACTTGCC CAAGCTAAAG CATTTCCCTT 40 3 2 00 

T AT AT C AG AT ACAGTAACTA TGGTATTATT AAAAGTAGCT TGTATATAAA CGTTTCCTTC 40 3 2 60 

TCCGATATTT CTTTTAATTT TTTTTTTACT ATTAGTTGAT AATTTTGCGC TCAACTTGCC 40 3 3 20 

CTCCAAATCT TAAAAACTAT TTATTTGCTA GCTATTTTCT TGTTAGCTAC AGTCTTTCTT 40 3 3 80 

TTTCCTTTTC TAGTTCTTGC ATTCGTTTTA GTTCTCTGTC CTCTCAAAGG CAATCCTTTT 403 4 40 

CTATGCCTAA CGCCCCTATA AC AC GC TATA TCCATAAGTC TTTTAATAGA CATTGCAACT 403 5 00 

TCACTTCTAA GTTTTCCTTC TACAATATAA TCGCTCTCAA TTACCTTCCT AAGTCGATTA 40 3 5 60 

ACTTCATCAT TATCTAAATC TTTAGCAATT TTGCTTGGAG AAATAGTTGA TTTATTGCAA 403 6 20 

ACTTCCAAAG CTCTTGTTCT ACCTATACCA TAAATAGAAG TAAGA.GCTAT TTTTAATTGT 403 6 80 

TTATTATTTG GTAAATCTAT TCCCGATATT CTAGCCATTT TATTTCCTCT AATTTTTACT 40 3 7 40 

TTTGTCTTTG TTTATGCTTT AAATTATCAC AAATAATTCT TAATACACCT TTTCTTTTTA 403 8 00 

TAACCTTACA TTTTTCACAA ATTGGCTTTA CACTTACTCT AACTTTCATA ATCAAACACT 40 3 8 60 

CCTAAATTTT TTGCAAAAAT GCATAATTCT TTTTATTTCC AT G AG AAAAT CCTTGAGTTT 403 9 20 

TCAAATAAGC ATCAATATGA ATTAATGTAT CAAGAGCAAC CCCTACCATA ATAAGCAAAG 40 3 9 80 

AAGACCCCCC CATTATTCTA GAAACATCGT GTGGAAATCT AAAAATATTT TGCACTAAAA 4040 40 

ATGGAATAAT TGCAATAATT GACAAAAAAA TAGATCCTGA AAATAAAGTT TTATTCATAA 40 4100 

TTTCATCTAA ATATTTTTCC ATCTCATCAG ACTTTATTCC TGGAATAGTG CCCCCATTCT 404160 

TACGAATATT ATTACTTATG TCTTTAGGGC TTAAC TGAAT CTTAGAATAA AAATACGTAA 4042 2 0 

ATCCAATTAT CAAAATTACA TTCAAAAAAG TATAATAAAA ACCATTAGGC CTTAAATAAG 40 4280 

ATAAAATTTG CCTGGCTATG GAAGAAGTTT CTGCGAAGCC ACTTAAAATT TGTAAAGGCA 40 43 40 

GAGTAATTAA AAC AGAGGC A AAAAT AACAG GCAAAACGCC CGATGGATTC AACTTGATTG 40 44 0 0 

GCAAATATGA ACTAACTGTA TTATTAGAAT TTGCTCTAGC AT AAT GAATG GCAATTCGCA 4044 60 

TTTGAGCCTT ATATTCATAT- ATAATCAATA T AAC AAC T AA AAT AAAT AT A CTTATAATAA 40 45 2 0 
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GTATAACAAA AACAGGATTA ACATTTTGAG AAGGATCCTG CATGCTTTGG AATAAGTTAA 40 45 3 0 

ACAAAGCTGC TTGAAGTCTA ACCACTATGC CAGAAAAAAT TAT C AAAG AT GTTCCATTAC 40 4 6 40 

CTACACCTCT TTGATTAATT TGCTCTCCAA ACCACAAAAG GATAAATGTC CCCGTAGTAA 4047 00 

CCGTTAAAAT AGCAACAAAT AT AT ATC TAT AAAAGGGAAT GGTAACAGCA CCCGGAATAC 40 47 6 0 

CTTTAGCATA AAGGC TTGTT GCGTATCCTT GAACTACAGC TGCAACTATT GTTAAATATT 4048 2 0 

TTGTATATTT TTTAGTCTTT TGTCTTCCGC CGTCACCTTC TTGCATTTTT TTCAAAGAAG 4043 8 0 

GAAAAGAATA AACAAGAAGC TGAACAATAA TAGATGCCGA AATGTAAGGC C C TAT AC T AA 40 4 94 0 

GCATAAATAT AGAAAAATTA CTAAAAGCTC CCCCTGAAAA AAAATCAAAA TAATTAGCAA 40 5 00 0 

TTGAAAAATC TGATTGCGAC TTGAAATAAC TTTTAAGAGC TACAGAATCT ATTGCTGGTA 4050 60 

TCGGCAAATA TGAACCAACT CTAAAAAGAA AAAGAACAAA TAAAGTAAAC AAGAACTTAT 40 512 0 

TTCTCAAATC CTTAACGGTA AATAAACTTA AAAACAATTC TTTCATCTTT ATTCCACTTT 40 518 0 

AAACTAATTG AATAGTACAA CC AATTTTTA TTACAAGGCT TTCGGCAGAT TTAGAAATTT 40 52 40 

TAGAAACCTC AAAAGAAACT TTTTTTGTAA GCTTACCATT AG AC AAAAT C TTAATTTTTT 40 53 00 

TATTTTTCTT TTTTATAAGT TTATTTTCAA GC AAAG TAT C ATAATTGACA ACTTGTCCAT 4053 60 

CCTTAAATTT TTT ATC TATA TCTCCAAGAT TAACAATTGC ATATTCCAAT TTATAATCAC 40 5 42 0 

TATTAGAAAA ACCTTTCCTT GGCAATCTTC TATAAAGAGG AGTCTGCCCA CCTTCAAATC 40 5 48 0 

CAAGTCTTGG CGAAGTATTT CTTGCTTTTT GCCCTTTTTG ACCTCTCCCA GAAGTTTTGC 40 5 5 40 

CAAGTCCTGA ACCTGGACCT CTGCCAACAA TTTTACGTCG CTTGCTCGCT CCCTTAGGCT 40 5 60 0 

TTAACAAGTT AAACATTACA TTACCTCGCT TAATAAAATC ATATTAATAG TCTCGTTAAG 40 5 6 60 

CATACCCTTA ATAGATTCAT TTAAAAAATG AACCTTTTTA TCGCCTATTT TATTTAAACC 40 572 0 

TAATGCTTTT AAAACTTTGA CCTTTTTATT TAATTTCCCA ATAAGACTTC TTACAAGAAA 4057 3 0 

AACTTGCACA TTAATATTGT TTTTAGAAAT AATTTTTCTA TTATTTTCCA TTCTTTTAAT 40 5 840 

AAAACATTTA TTCTTAGATC TAGACCTTGA AGCATTAAAC CTAGCTTTCT TTAGTTGTAA 40 5 9 00 

TCTTAATTTC CTTTTAATCA TACATTAACC CCATAAAGTT TTCAAAGTTT TTCCTCGCAT 40 5 9 60 

TTCTGCTACT TTTTCAGCAT TCAAAACTAA ATCAAATGCC TTAAAAGTCG CCTTTACTAC 40 6020 

ATTCATAGAA TTATTAGAAC CAAGAGATTT GCTCAAAATA TCATGCACTC CTAAAGCCTC 40 60 3 0 

CATTACAGCA CGAACAGGGC CCCCTGCAAT AACACCAGTA CCATGAGTAG CTGGTTTGAT 40 6140 

TAAAACCTTA GCTTTTTTAA AGCAGCCAAT AACCTCATGT GGCAATGTTC CTTTTCGAAT 40 62 00 

AGGAACAAAT CTTAAATTCT TCCTAGCACT - TGTTAAACTT TTTTTTATTG CAT C AC T AGC 40 62 6 0 
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ATCATTAGCT TTACCAAAGC CCCAACCAAC ATGTCCTTCT CCATCTCCAA CAACCATGAA 4 06320 

AGCAGCAAAA GAGAATCTTC TTCCGCCCTT AACAACCTTA GTAACTCTGT TGAGTGATAT 40 63 8 0 

TAATTTTTCT ATCTGCTTTC TTTGAGCATG AACATCTACC ATAAATACAC TCCCTTAAAT 40 6 440 

ATTAATACCA AACTCTCTCA AAGAAGTTGC AAAACTTGCA ATAAGTCCAT GAT AC TTATA 40 65 00 

ACCATTTCTG TCAAAAATAA GATTATTTAT ATTTTTCTCC TTAAGCCTTT TAGCAAGAAC 4 06 5 60 

TTCTCCAAGT TTTTTTACAT. CATCAATATT TTTGCCTAAA TTAAGACTTT TTTCAATAGT 4 06 62 0 

AGAAATACTT GCAATAGTAT GTCCCTTACT AT CATC TATA ACTTGCGCAT AAAAAT AC C T 406 680 

ATTAGATTTA AATACAGTAA TTCGTGGCCT ACTAGCTACT CCGCGCCCTA TTTTGTCCTT 40 67 40 

TATTCTTTTT TTACGTCTAA GCTTTCTCTG TTCTGCTTCT TTTATTTTTT TCATAATTAT 406800 

TAACCTAAAA TTTATTTTTT TACACCAGAT TTTCCAACTT TTCTTCTAAT AACTTCATTA 40 68 60 

TCATACTTAA TACCCTTTCC TTTATACGGC TCTGGTTTTT TTAAACTTCT AATCTCAGCA 40 69 2 0 

GCAACCTGAC CAACCTTAAA CTTGTCTATT CCTTCAACTG AAATTTTAGT ATTCCCATCA 40 6 9 80 

AGCTTTACGC TAATACCATC TGGAATAACA TATTCAAACT GAGTTGAATA ACCAAGGCTT 407 0 40 

AAAAAAAGGC TATTGCCTTG TTGCTCTACC CTATATCCTA TACCATTTAT AGTAAGAGAC 4 07100 

TTAGAAAATC CTTCAGTCAC TCCTTTTACC ATGTTAAAAA TTAAACTTCT GTAAAGACCA 407160 

TGGTAGGCTT TTGCTTTTTT ATCATTTAAA ACTCGATCAA CAATAACGCT GCCATTCTCA 407 2 20 

ACTTTAACAT TAATACTGTC TTTTATATCT TGAACTAATC TTCCCCTAAT ACCTTCAACT 4072 80 

ATCACTAAGT TGTCTTTAAC ATCAACCTTA ACAGCATCTG GAATCTTTAT CGGAAGTCTT 407 3 40 

CCAATACGTG ACATACATCC CCCTATTAAA CTACCAAACT GAGCAAATCA ACTCACCACC 407 400 

TATTTTTTTA TCTTTAGCTT CCTTACCAGT AATAACACCT TGAGAAGAAG ATATAATTAA 407 460 

TATTCCATAT CCATTCTTTA TTCTTGGCAT ATTTCTATAT GAAGAATAAA TTTTTCTACC 407 52 0 

AGGAGTAGAA ATGGCATCTA TTTTATTTAT AACAGGATTT CTTTTGTTGT CATACTTTAG 40 7 5 80 

CAAAACCCTA ATAAAAGCAA TTCCTTTCTT TTCTAAAAAA TTA.AAATCCT TAATATAACC 407 6 40 

CTCTTCTTTA AGAATGTTTA ATATTGATTT ATTCATATTA- GACATCTTTA AATCTACAGA 407700, 

TCCATGCCCA ACTCTGCTTG CATTTCTTAA TTTAGTTAGC ATGTCTCCTA TTGAATAAGT 4077 60 

AATCGCCATA AAATTCCCTT ACCAACTTGA TTTTGAAACG CCAGGAATTA ATCCTTCAGA 407 8 20 

CGCATACTTT C T AAAAC AT A TTCGACACAT ACAAAAATCT CTTAAATATC CTCTTGGACG 40 73 8 0 

AC C AC ATAAT TTACATCTAT TATTTTGCCT TGTTTTATAC TTAGGCTTTC TTAAAGCCCT 407 940 

AATAATCATT GATTTTTTTG CCATATACCT TATAAATC CC CTAATTACTA AACGGCATTC 40 80 00 

CAAATTTCAA AAGC AAAGCT TTACTTTCTT TATCATTTGA AGCTGTTGTC ACAATTGTAA ' 40 80 6 0 
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TATTCAAACC AGATATTCTC TCTATTTTAT CATAGTCTAT TTCAGAAAAT ATTATTTGTT 40 312 0 

CCGTTATCCC AAAAGAGTAA TTTCCATTGC C AT C AAAAGC ATCCCCATTG ATTCCCCTAA 40 818 0 

AATCCTTAAC TCTTGGCAAT GCTAAATGAA TAAGCTTATA TAAAAATTCA TACATTGCAT 40 82 40 

TGCCCCTAAG TGTAACTTTA GCACCTATTT CTTGTCCTTG TCTAATTTTA AACCCGGCTA 40 83 0 0 

TTGCTTTTTT TGCTTTTGTC TTTACAGCTT TCTGACCAGT GATCTGAGCA AGCTCTAAAA 40 8 3 60 

CAGCAGAATC TAATAACTTC TTATTCCTAA GAGCCTCCCC AAC AC C T AC A G AAAT C AC T A 40 842 0 

TCTTCTCAAG CTTGGGAACT TGCATTATAG ATTTATATTC AAATTCCTTA ACAAGCTCTT 40848 0 

T TAT AAC ACT GTCTTTATAA TATTTCTTCA ATTCAGGAAC ATAATTCATA AACTCTATAT 40 8 54 0 

CCTCTGTCCA TTTTTTTTAA GATACCTTAT TTTTTCATTA TTTTCAAATC TAATGCCCAA 40 8 600 

TCTTGAAGAA GTTCCCTTGA C AAAT AT C AT CACATTTGAA AT AT CT AT AG CGGCCTCCTT 40 8 650 

ATCTATTATT CTGCCTTTTT CTTGGGGTGT CCTAGCTTTA ATGACTTTTT TAACCATATT 40 37 2 0 

GCAAGATTCA ACAATAACTT TATTTTTTTT TCTATTTATA CTAGCAATCT T AC C TAT TC T 40 87 8 0 

ACCCCTATCT TTTCCAGAAA GAATTTTTAC GCTATCACCT ATCTTCAACT TTGTCTTCAC 40 8840 

AAAACCCCCT TTTGCTATAT AACCTCTGAA GCCAATGATA CTACTTTCAT AAAATTAGCA 40 8 90 0 

TCCCTAAGTT CTCTTGCAAC AGGCCCAAAT ACCCTTTTGC CCCTAGGACT TAAATTAGCA 408960 

TCAAGTATCA CACAAGCATT ATCATCAAAC CTAACATAAG TTCCGTTTTT ACGTCTTACT 40902 0 

TCTTTAGAAG TCCTAACAAT TACGGCTTTA TAAACATCTC CTTTTTTAAC AGAAGAATTA 4090 8 0 

GGAATTGCTT GTTTTACTAC AATGGTTATT ATATCCCCAA TTTTGGCATA ACGCCTTTTA 4 0914 0 

CTGCCACCAA GCACCTTAAT ACATTGAGCC ACCTTGCCAC CAGTATTATC CGCAATTGTT 409200 

AAATAAGTTT GC ATCTGAAT CACAATCAAC CTCCTTTAGA AAAATCAAAA CTATTTTAAT 4092 60 

TTTTCTAAAA CCTCAACAAG AGACCATCTT TTATCTTTAC TAATAGGTCG AACTTCAATA 40 932 0 

ATTTTTACCT TATCGCCAAC CTTTGAAACT TCTTTTTCAT CATGTGCTTT AACTTTTTTA 4 093 80 

CTAACCTTTA AATACTTATG AT AAATT GG A TGCATCTTTC TTTGAACAAT T T C T AC T AC T 40 944 0 

ATAGTCTTAG ACATTTTATC AC T AAC AAC T TTACCAATTA ATTCTTTTTT ATTTTCTCTT 409500 

GCCATATCTA AACCTTTCTA ATACCTAATT CATATTCACA AATCATTGTA TTAAGCCTTG 4 095 60 

CAATAyCACG TCTAATCTCT CTTTTCTTTA AAGGATTTTC AACATGACCA ACAACAGATT 4 09 62 0 

TAAATCTTAA ATCTAAATAT TCTTTCTTTA ATTCTAGCCT TTTAGCCTTC ATGTCCTCAA 409 630 

GAGTAAAATT TTTGAAATTT TTCAACATAA TTACCTCAAA TCTCGCCTTA- CAACAAACAT 40 9 740 

GGTTTTTACT GGAA.GCTTAG AGCTTGCAAG CGACATAGCC TCTTGAGCAA GTTCCTCAAC 409800 
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AACCCCTGAC ATTTCAAACA TAACAGTGCC AAGCTTAACA GGAGCATTCC AATGATCAAC 4098 60 

ACCCCCTTTG CCCTTACCCA TTCTAGTTTC AGCTGGTTTT TTAGTATAAG GAATATCAGG 409920 

AAATATTCTT ATCCAAACCC TTCCGCCTCT TTTTATTTTA CGAGTCATTG CAATACGAGC 409980 

AGCCTCAATT TGACGAGCAG TAATAAAATT TGTTTCCAAA GAAACAAGTC CAT AT T C AC C 410040 

AAAAGAAATT TTATTGCCCT TCTGGGCCTC TCCAGACAAT CTTCCTCTCT GCTTCTTTCT 41010 0 

ATATTTAACC TTTTTTGGAC TTAACATCTA ATTATCC TCC AATATCCTGC TCATTAGAAT 410160 

CGTCTCTTTC TTTAGAAAAA GACGCACTAA ATTTTTTTTT GTTTAAAAGA TCTACTTCAT 4102 2 0 

C T T TAG AC AG CCCATCTTTT TTATCCAAAA GCCTAGTTTG CTTTTCATTA GCCTTTTCTC 4102 8 0 

TATTATTTAA AGTTTTATCA AAATTTTTAA CAGCATCGCC TCTTTCCCTA AAAGGCTTTT 4103 40 

TATTTATTAC CTGGCCAGCA TCAGAATTAG TTTGTCTCCC CAAAACTTCA CCTTTAAATA 41040 0 

ACCAAACCTT AACTCCAATA ATGCCATAAG TAGTTTGAGC CTCAGAAAAT CCATAATCTA 410460 

TATTGGCTCT AAGAGTGTGC AAAGGAACCC GACCTTCCTT AACCTCAAAG CTTCGAGCAA 410 52 0 

TTTCCGCCCC ACCAAGTCTA CCAGCAATTT TAATTTTTAA CCCTTGAGCA CCTTTTAACA 410580 

T AG AGG TAG A AAG AG AT GAT TTTAAAACTT TTCTATAAGA CGCCCTATTT TCTACTTGCT 410 64 0 

TTGCAATCCC ATTAGCAATA ATTTGAGCAT CAAGCTCAGG TCTTTTAACC TCTTTAATCT 410700 

TAATGCTAAT CTTTTTAGAA ATTTTTTTAG TTAACAATTG ACCAATCTTT TCAAGATTAG 4107 6 0 

AACCTTTAAG CCCTATCACA GAACCAGGCC TTGGAGTAAC AATTACTACT GTTACTTTTT 41082 0 

GGGGATTATT TCTAATTATT TCTATATCAG AAAT AT C AAA TTTAATCCCT TTAAGAAATT 410880 

TCATAATTTC TCGCCTTATT AAAAAATCTT CATGAAGAAT TGCAGAATAC AATTTTTTAT 410940 

CAAAATACCA TTTTGACTTC CAATCCTTAT TAATTTTTAC CCTTAAGCTA TATGGATGTA 41100 0 

CTTTTTGGCC CATGCTTTAT CCTTTAATAT CTTTTTTTTC ATCAACTTCA ACAAAAATAT 4110 6 0 

GACAATTTCT ATTAACAAGC CTATCAGCTC TACCCCTAGC TCTAGGCCAA ATCTTTTTAC 41112 0 

GACGACGCCC ATCATCAACC ATAACTGTTT TAACAAATAT CATGTCCTCG GAAAGATTTT 41118 0 

TATTGTGATA CATAGCATTT GATGCTGCTG ACTTAACAAC TTTTTCTAAA AGCTTAGCTC 4112 4 0 

CTTTATTAGG CATAGAACAA AGCACTGCAA TAGCCTTAAT AT AAG AC T C T CCCCGGA.TAT 4113 00 

TGTCAGCTAT TGGCCTAACT TTTTTTGGAG AAGAGGGTAA ATTTTTGCCC TTTGCCGTAT 4113 60 

ATCTTCTATT TACCAACATA ACTACTTACT TCCTTCCCTT TTTATCTGAC TTAGCATGCC 411420 
CTCTAAAAAT CCTTGTAGGT GAAAACTCGC CAAGCTTATG TCCCACAAGA TCCTCGGTAA v 41148 0 

TATAAATAGG TATAAAAGTT TTGCCATTGT AAACAGATAT AGTAAGGCTT ACCATTTCAG 411540 

GAATTATTGT TGAAGATCTG GAGTAGGTTT TAATAACAAC CCTCTTCTCA CTTCCAAAAG 411600 
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AC G AT AAAAC TTTTTGATAA AGACTCTTTT C T AT AAAAGG TCCTTTTTTA ATAGATCTTG 411660 

C C AC TAT AC T CTCCTATTTA TTTCTTCTTT TAATAATAAA TTTATCTGAA TATCTCTTTT 4117 2 0 

TCTTGCGAGT CTTATAACCT TTAGTAGGCT GTCCCCAAGG AG AC AC AGG A TGACGACCTC 4117 8 0 

CAGAAGTTTT TCCTTCACCC CCACCATGTG GATGGTCAAC AGGATTCATA GCAACACCTC 411340 

TAACCTTGGG TCTTCTACCA AGCCACCTAC TTTTACCAGC TTTCCCTATA GAAATATTGG 411900 

CATAATCTTC ATTTCCAATT TCACCAATTG TTGCAATACA TTTTTTAAAA ATCAATCTCA 4119 6 0 

TCTCGCCAGA TGATAATTTT ACAGTGACAT AATTCCCGTC AGAAGCAAGT ATCATAGCAT 412 02 0 

ATCCACCAGC ACTTCTTATA AGCTGTCCAC CCTTTCCAAC ATTAAGCTCA ATATTGTGAA 412 08 0 

CGGTTCTTCC AATAGGAATA TTTTCAAGAG GTAAGGCATT GCCAATTTTA ATTGGAGCAT 412140 

TAGGACCACT TTCCAAAACA TCTCCAACCT TAATGCCTTT AGGAGAAATA ATATACCTTT 412200 

TTTCTCCATC TTTATAAACA AGCAAAGCTA TATTAGCACT TCTATTAGGA TCATATTCAA 4122 6 0 

TAGAAGCAAC TCGAGCAGGA ATGCTAAATT TATCTCTTCG AT T AAAAT C A ATCAACCTAT 412320 

ACTTTCTCTT ATGCCCACCA CCTCTTCTTC TAATACTAAT CCTACCAGAA GAATCTCTGC 4123 80 

CCGATTTAAA TTTTTTACCT TTTGTTAAAG ATTTCAAAGG ATCATTACCT TTGCTCAAAT 412 440 

CATCAAAAGA TAAAGTCGTC TTATAGCGCA AAGAAGAAGT TTTTGGCTTA TAAGTCTTAA 412500 

TACCCATATT TATTTTTCTC CAAAACCACT AAAAAATATC TATTTTATCT TCCTTTTTGA 412 5 60 

GATAAACATA TGCCTTCTTC CAT GAAGAAG TTTTTCCCTT ACCTATAGGG TACCCTTTTC 412 62 0 

TAGACACCAC AACCTTGGCT TTACTTTTAA TATTGAGCAA ATTACACGAT ACTGGAGTAA 412 63 0 

CATTGAAAAG TTCTTTTATT GCTGCACCAA CCTCTTTTTT ATTTGCTCTC TTATTAACTT 4127 40 

TAAAAACATA AACATTAATA CTTTCCCTTT GAGTATTAGT TTTTTCAGTA AGCATAGGTG 412 800 

AAACTATTAT ATCATAAGCC TTCATACTTA TCCTCAACAT CCTTTTTATT TAATGTAAAA 412860 

CTCATTGAGC TTGTTAACAG CGGATTCTAG AGCTATTAAA TTCTTAGCAT AAAAT AAATC 412 92 0 

AACAACCCTA AGTTTATCAA AAGAT AAAAT CTTTAAATCT CTTATATTTT TACCAGCCCT 4129 8 0 

TTTTATCATC TGATCATCAT TGCCCAAAAG AATAACCACC TTACCATTAA AACTTGCAAA 413 0 40 

ATTTTTTATT ATTAAAGCAA GATCTTTCGT TTTTCCAGAT TCAACATTAA AATTCTCAAT 413100 

AACTTTAAAA CTATTTTCAT CAGCAGCACG CAAACTTAAT ACAGACTTAA ATGCAAGCTT 41316 0 

TTTTACCTTT TTAGGCAATC TATAGCTATA' ATCCCTAGGC TTTGGCCCTA ATGCTATACC 413 22 0 

TCCGCCAATC CAAACTGGAT. TTCGCTTTGT ACCAACCCTA GCTCTACCGG- TTCCTTTTTG 413280 

CTTCCAAGGC TTTTTAGAAC TACCCCTAAC CTCTGATCTG GTTTTAGTTG AAGATGTTCC 413 3 40 
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AGCATTATAA 


ATAGACCCAT 


GACTAATTTC 


413400 


TATATTAAAA 


ACTCTATCAT 


CCAAATTTAT 


AGTTCCAATC 


TCTTTCCCAT 


CTTTAGAAAA 


413 4 60 


AACTTTTCTT 


TCCATACTAA 


ATACCTACTT 


TTTAGATTTC 


TTAACAACAA 


C AAAAG AAC C 


413 52 0 


CTTAGCACCA 


GGCACAGCCC 


CTTTTACTAG 


AAGGGCTCTT 


TTTTCTTCAT 


CGATTAAAAC 


413580 


AACTTCAAGA 


TTTTGAATAG 


TTTGTTGATT 


TCCGCCCATT 


CTACCAGCCA 


TTTTGGTCCC 


413 640 


TTTAAATGTT 


CTTGCAGGAG 


TAGTAGCTTG 


TCCTGTTCCA 


CCAAGATGTC 


TATGGAATTT 


413700 


TGATCCATGA 


GAAGATGGAC 


C AC C AC T AAA 


ATTATGCCTT 


TTCATAGCCC 


CTTGAAAACC 


413760 


CTTGCCTTTA 


GTAGTCCCTG 


TAACATCTAC 


ATACTTAACT 


GACTTAAAAA 


CATC AAC CTT 


413 82 0 


AATCTCATCG 


CCAGCATCAT 


ACCCGTCAAG 


CCCCTTAAGC 


TCTATCACAT 


ATCTTTTAGG 


413 8 8 0 


TTCAATATCT 


TTTAAACTTT 


TATATTGACC 


TTTTATGGGC 


TTTGAAACTT 


TAG AAC T C TT 


4 1 i y 4 y 


-AAGATCAACA 


GAACCTGCTA 


TAAGAGCACT 


ATAACCATCT 


CTATCGACTG 


TCTTCTTCCC 


41400 0 


TATAATATAA 


TTGGGCTGAA 


ACTCTATAAC 


AGTAACAGGA 


AC C AC AATGC 


CATTTTTCTG 


414060 


AAATATCTGA 


GTCATGCCAA 


CTTTTTTTCC 


AATCAATCCC 


AACATTAAAA 


TACCTCAAAT 


41412 0 


TCATATACTT 


AAAAT AT CAT 


TTACTGTTTA 


ATATCTACCT 


CAACACCTGC 


TGGAAGCTCT 


41418 0 


AATTTCATTA 


AAGAGTCCAT 


TAAAGCAGAA 


GTAGGTTCTA 


AG AT AT C AAT 


AAGCCTTTTA 


At A ""4 A r\ 

4142 4 0 


TGAGTTCTCA 


TCTCAAATTG 


CTCTCTTGAT 


TTTTTATTGA 


CATGAGGAGA 


ACGTAAAACA 


4143 0 0 


GTATATTTTT 


TTATTTTTGT 


CGGCAAAGGG 


ATTGGACCCT 


TAATCTGAGC 


CTTAGCCTTC 


4143 6 0 


TGAACAGCTT 


TAACAATAGA 


TTCGGCACTC 


TGGTCTAATA 


TTTTAACATC 


AAAACTAAAC 


A A /I /I 1 A 

41442 0 


AATCTTACGC 


GTATCTTATC 


TTTAGCAATC 


AATTTATTCT 


CCTAAACTTT 


AGAGAGTATT 


41448 0 


AATATATCCT 


TAAAGTCTTA 


ACCTATTCCA 


ATATCTCAAG 


AATTCTTCCT 


GAAGCAACGG 


414540 


TTCTTCCACC 


TTCTCGAACA 


GCAAATTCTA 


CATTCTTATC 


CATAGCTATT 


GAAGAGATCA 


414600 


GCTCAACAAT 


AATATCAACA 


TTATCACCAG 


GC AT AAC C AT 


TTCTTTGCCC 


TCTAAAGCAA 


414 6 6 0 


CAACTCCAGT 


AACATCGGTT 


GTTCTAAAAA 


AGAAC TGTGG 


TCTATACCCT 


GGGAAAAATG 


41472 0 


GCTTGTGCCT 


ACCGCCTTCT TCTTTAGTCA 


AACAATAAAT 


TGAAGCTTTA 


AATTTCTTGT 


414 / o U 


GTGGAGTAAT 


TGTACCTGGA 


GCTGACAAAA 


CTTGCCCCCT 


CTCAATGTCT 


TTTTTATCAA 


414840 


CGCCTCTCAA 


AAGAAGACCA 


ACATTATCCC 


CTGCTTGACC 


TTgCTCAAGA 


ATTTTCTGGA 


414900 


ACATTTCAAC 


ACCAGTAACA 


GTAGTTTTTC 


TGGTTTCTTT 


AATTCCAACT 


ATTTCAACTT 


414960 


CTTGACCAAC 


TTTAATAATA 


CCTCTTTCAA 


TACGCCCAGT 


AGCAACAGTG 


CCTCTTCCTG 


415020 


AAATAGAAAA 


TACATCTTCA 


ACAGCAAGCA 


AAAATGGCTT 


GTCAATATCT 


CTTTCTGGAA 


415080 


GATCAAAATA 


ATTATCCATA 


GATTCAAGAA 


GTTCTTTAAC 


GCATTTTGTA 


GATTCAGGAT 


415140 
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CTTCTGGATT 


TGACATAGCC 


CCAAAAGCTG 


AACCTTTGAT 


TATTGGAGTA 


TCAGCTGAAA 


415200 


AGCCATATTT 


TTCAACAAGT 


TCTAAAACTT 


CAACTTCAAC 


AAGCTCAACA 


AGTTCAGGAT 


415260 


CTGCTAAGTC 


CAATTTATTT 


AAAAAAACTA 


TTATTTTCTT 


TATTCCCATT 


CTTTGAGCAA 


415320 


GAAGCAAATG 


CTCTTTTGTT 


TGAGGCTCAG 


CACCACTATC 


AGCAGCAACT 


AAAAGTATCG 


415330 


CTGCATCCAT 


TTGAGCTGCT 


CCTGTAATCA 


TATTTTTTAT 


ATAATCGGCA 


TGGCCTGGAC 


415440 


AATCTACATG 


AGCATAATGT 


CTATTAGCTG 


TTTCGTACTC 


AATATGCCTA 


GCATTAATTG 


415500 


TTATTCCTCT 


TGCTTTCTCT 


TCAGGTGCAT 


TATCAATATC 


TTCATACTTT 


AATGCTTTTG 


415560 


CATC TTT ATT 


TAATTTTGAA 


CAATAAATAC 


TAATAGCCGC 


TGTTAGTGTT 


GTTTTACCAT 


415620 


GATCAACATG 


ACCTATTGTT 


CCAACATTCA 


TGTGCGGCTT 


TGTTCTTTGA 


AAAACTTCTT 


415680 


TTGCCATGAC 


TAACCTCCTA 


AATTTCATAT 


TCTAAATAGC 


TACTTACATT 


TAATCTCTTT 


415740 


AAAAAAT TTT 


TAACAAATTT 


ATTCTTATTA 


AAATAAGAAA 


ATAGCTACAA 


ATAATCAAAA 


415800 


AAATAAAAAA 


ATCAATTTTT 


TAGAAATTGA 


CCCGCACTAC 


GTGTTTTTCT 


AAAAAATTTT 


415860 


AATAGCTTTA 


AAATTCTACA 


CATTTTACAA 


AATATAGTCA 


ATACGCTTAA 


ACTTTTAAAC 


415920 


TCAATTCACT 


ACACATATAA 


TAGCATTAAA 


AATTAATATA 


AACTTTACAT 


TAATTAAAGA 


415980 


AAAG C AC AAA 


AT AT T AAAAA 


ATAAAGCTTT 


AAAAGCAACC 


AC TT AAAAT A 


AGCAATGCTC 


416040 


AACTAATACA 


TTTAAAAACA 


TGAAATTTAA 


AACAATAGTA 


AATACTTTTT 


GAAATCTAGT 


416100 


CACTATTTAA 


AATTGATCAA 


AAACCTTTAT 


TTTATCAAAA 


AGGTTAACAC 


TTTCCCCGGT 


416160 


AAAAAAATAT 


AATAAAAATG 


ATGAAAGCTC 


AAAAATTTAA 


GCTTAAATTA 


TTACCAATAC 


416220 


TTGTAATTTC 


TGGCATTTTA 


ATTGTTTTTA 


TGTCTTGCAT 


GAAAACAAGC 


AC AAT AAAAT 


- 416280 


CAAAAGAAAA 


TGCAAAAGAA 


ATTACCTATC 


TTATTAGCAC 


TATAAAAATC 


AACCAAAAAG 


416340 


TAGAAATAGT 


AAAC TAG AAA 


TCCGACAGCA 


AAAATAATCT 


AATAATTACT 


CTTAAAAACA 


416400 


AAAGCACAGA 


AGATATAAAT 


GCAAATTCAT 


TGGCAATTTT 


TAAAGAAGGT 


AG C AAAAC AG 


416460 


GTGAATTAAT 


AAGAGAAAAA 


CTTAATGGGC 


TTG AAAC AAA 


AACTTTTCAT 


TT AAAAAC T A 


416520 


AAATCAATAC 


TAAAAGAAAA 


AC C AC ATT AT 


ACATTTTTGA 


AAAACAATAA 


CAAATAGAAA 


416580 


TGATTTAAAA 


CCTAAAATTA 


TTAAAATTAA 


TTCTACTTAA 


ATAAGC TTT A 


TTGCAAACAA 


416640 


ACAATTACAC 


TTAGAAATAG 


ATT AAC AAAG 


AATCTAAAAT 


CTATTTTTAA 


GGC C AAAAAC 


4167 00 


ATTAAATTTA 


TTAAAAACAA 


ATAAGC C ATT 


TTTTGGCAAA 


ATGTAAATAT 


AAAAT AMT C 


4167 60 


TTAATTACTA 


TTTGTATTTT 


TTAATTAAAA 


TAGGCTTAAC 


CCAATAACGA 


GTGCAAGTAA 


416820 


AAGCAATTAA 


AATTATAATT 


GCCAAATAAT 


TTGAAATTAT 


AAAAGCATAA 


C C T AAAG AAT 


4168SO 
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AAACTACTGG 


AAGACGAATA 


AGCCACAGCC 


416940 


TAATAAAAAT 


AACAATCATT 


GCAATTTTTG 


TCCTGCCAGA 


CCCAATAAGT 


CCCCCAAAAA 


417000 


ATACTTGTTG 


GAGTCCATAT 


C C AAAAGT AC 


CAATAGTTGT 


TAACAATAAA 


TAATTATTAG 


417060 


CATAATTTAA 


AACTTCTAAA 


TCATTTGTAA 


ATAACCTTAG 


TATAAACTGT 


TTATTAAAAA 


417120 


TAACAATCGA 


ATTTATTATC 


AATAAAATTG 


CCAAAGAAAT 


AAAAAAACCT 


TTTTTCAAAA 


41718 0 


CTTCTTCCAC 


CCTATTGACT 


TTCTTAGCGC 


CAAGATTTTG 


ACCAACAATT 


GAAATAATTC 


417240 


CAGTACCAAT 


TCCCATAGCA 


GGAAGAAATA 


AAAAAGAAAT 


AATGGTGTTT 


GTAAGTCCAT 


4173 00 


AAGCCGCCAA 


AAATTTTGGA 


CTAATCTCAA 


TAACTATATA 


ATTGAAAATA 


AAAAAAGACA 


417 3 60 


AC G AAAC CAT 


TATTTGCCCA 


AAAGTTGAAG 


GCAATCCCAG 


ATTAACAATT 


TCTTTAATGG 


417420 


ATCTTATATC 


TAT C ACT AAA 


TCCTTCAGAT 


GAATTTTTAA 


TCCATAATTT 


AGCCTGTAAG 


4 1-7 4 8 0 


TCAAAAATAA 


ATAAAAGACA 


ACGGTTAACA 


ATTTTGAAAA 


TAAAGTGGCC 


CAAGCAGCTC 


417 5 40 


CAGTAATGCC 


C AT AT T AAAA 


CTAAATATTA 


AAATTGGATC 


AAGAATAAAA 


TTAACAATAT 


417 60 0 


TGGCAAATAA 


AAC T ATTGTC 


ATTGAAAGGA 


TAGTTTCTCC 


TTGAGCATTT 


AAAAT AT ATG 


417 6 60 


TAATTGAAAT 


ACTTAAAAAC 


ATGATAGGTA 


TTGCAAAAAT 


TGTCACATAA 


AAAT AAAC TC 


417720 


TTGAGAGTTC 


TTTAAGCTCC 


CCTTTTACAC 


CCAACAAATC 


TAAAAGATGA 


TCAATAAAAA 


417780 


AAAAAGCACA 


AATAGTAACA 


AATAAGGATA 


AAAC AAAGT T 


TAAAACAATA 


AGTTGCCCTG 


417 840 


CATATCTTGA 


AAAACGAGAA 


AAATTTCCCT 


CTCCTATGCA 


TTTTGACATC 


AAAGAAATGC 


417 900 


TTCCCGTAGC 


CATTCCCATA 


GCAATAGCTA 


TAATAAAAAA 


ATTTACAGGA 


CCAGCAAGTG 


417 9 6 0 


AAAGCGCTGA 


CAAAGGCATG 


GCTCCAAGTT 


T AC C AAC AT A 


AAACATATCA 


GT AAGAT CAT 


418 020 


AAAAAGC TTG 


AATAATATTG 


GTTATAACAA 


TAGGAAAACT 


TATTAAAAAA 


AGAACCTTGT 


418 0 80 


ATAAATTGCC 


ATTTAATATT 


AATTCCCTAG 


TCTTACTCTT 


ATCTGTAGAC 


ATAAAATTTT 


418140 


ATCCTCATCT 


AAAACATTTT 


TTATAAAAAA 


TTTAAAATCA 


AATTTATTCA 


TCAGTAATAA 


418200 


ACAAGTATTT 


AATTTTTAAT 


TTCAAAAATT 


AAAAATTAAT 


ATACAATATC 


AAAACAATTA , 


418260 


ACAGTCAACA 


TGTTATGCAT 


TAAATGACCA 


AGATATAAAT 


AAAATCTATT 


AATCTGCCAC 


418320 


AACAAAAAAA 


T C AT AAC C AA 


AAACAGAAAA 


ATTAAAACCA 


GATATAATAA 


ATAATAAAAA 


418380 


TTTATAATTC 


TAATACTAAT 


C AT AAAT AAA 


CAGTAATTAA 


T AAAAT T AAA 


ACCATTCTAC 


418 440 


GAATTAAAGC 


AGAGAAATAA 


ATACTTTATT 


TAAAAGAATA 


ATTAATATTA 


TAAAAATAAA 


413500 


AATTCAAAAT 


CAGAAATACC 


TCTCTGCAAA 


TTTTTATCAA 


TCTTTCAATA 


TTATTTTTTA 


418 5 60 


CACTAAGATC 


TTTAAACTAT 


AAAATAAAAA 


AATTAATAAT 


ATTAGATAAA 


AAT ACT AAAA 


413620 


CCCTAATAAT 


ACTTCAAATT 


ACAGACTAAC 


TAAATAAAAT 


AAC AAAAAGT 


CCCAACAATA 


418680 
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AAAATTAATG TAATATATTT TCATTCACAA TTCAACCTCT TAATACCTTA TCCTTACCTT 418 7 40 

CTATTAAAAA CATTTTCCAC AAAT C AT AC A TATAATAAAG CCCAACAACA AG C TAT T G AC 418 800 

TTTTAACTTT CTTGATTTTT GC AC C C AAAT TAATCAATTT GTTAACTACA TCTTCGTATC 418 860 

CTCTTTCAAT TTGATAAACA TTTTGAATCT CGCTGCGACC TTCAGCAACA AAAGCAGCAA 413 92 0 

TAAGAAGAGA CATTCCCGCT CGTACATCCG GAGAAGACAA AACATTGCCT TTAAGAGAAG 418 980 

ATTTGCCCGT AACTACTACG CGGTGTGGAT CACAAAGCAC AATTCGAGCA CCCATTTTTA 419 040 

TTAATTTATC TACAAAAAAC ATCCTAGATT CAAACATCTT CTCAAAAACT AAAAC TGTGC 41910 0 

CTTCTACTTG CGTTGCAGTA ACTACAATAA TACTCATAAG GTCTGTTGGA AAGGCTGGCC 419160 

ATGGGCCATC ATCAATTTTT GGAATGTGCC C AC C AAAATC TAACTTAACT TTTAATTCTT 419 220 

GTTTATTTCT TACATATACA TTTTCCCTGT CATATTCAAA ATTAATGCCA AGTCTTGAAT 419 280 

ATACATGCCT AATTAATCTG AAATGTTGGG GATCTGCTTT TTTAATTTCC AACTCACCCC 419 3 40 

CTGTTAATGC AGCAAGGCTA ATTAAAGAAC CAACTTGCAT GAAATCGGCT CCTATTCTAA 419 400 

ATACGGTCCC ACTTAATTTT TTTACACCTT TTATTTCTAA AACATTTGAA CCAATTCCTA 419 460 

AAATATTAGC GCCCATTGAA TTTAACATAT TACACAAATC TTGAACATGT GGCTCACAAG 419 52 0 

CAGCGTTCAT AATAACAGTA TTTCC TTC AG CAAGAACTGC AGCCATAATG ATATTTTCTG 419 58 0 

TGGCTGTAAC AGAAGCTTCA TCTAAAAACA TTTCAGCGCC AACAAGCTTG TTAGCCTTTA 419 64 0 

AAACAATCCT TCTATCTTTT GTGCTTAACT TGGCCCCCAG CTTGCAAAGC CCGTAAAAAT 419 70 0 

GAGTATCAAG CCTCCTCTTT CCAATCACAT CTCCTCCTGG AAGCGCCATA TCTATTTTTC 4197 60 

CAAACCTAGA AACAAAAGGC CCTAATAAAA GTATGGAAGC CCTAATTAAA TCTGTAAAAG 419 82 0 

AAGAATCTAT TTCTGTTTTC ACAATATTTA AAACTTTTAT TTTTAAAGTA TTTCCCTCTC 419 88 0 

TTGCAATATC TGCTCCTATG TCATTTAAAA TATCTAAAAC AACTTTTACA TCATTAATAT 419 94 0 

TAGGAATATT TTCTAAAATA ACCTCTTCAT CGGTAAGTAA AGC AGC C AAA ATACAGGGTA 42 0 00 0 

AAGCAGCGTT CTTATTCCCA CTAGCTGTAA TTTGACCACC TATCTTATAG CCGCCTTCTA 42 00 6 0 

CAATATAACT ATGCATAATC CATCCTCCTA TATATAAAAA CTTAATAAAA TTAAATCGCA 42 012 0 

CAGATAAGAT TATTAAAATT TAAAGAATAT CTAAAGATAT G AAT AT C AAA CAATATCCAT 42 018 0 

ATCTTTTAAA CTTGATTTAC AAT C TAT AT A TTC TCTAAC A ATCTCTACAG AAAAAGAATG 42 02 40 

GCCATTCTCA TCGATATCAA TT AAAAC AC C GT T AAAAC C A AGGCCTTCCC AAGATTCATT 42030 0 

AAATTTCTGA TTTAAAAATC CTTTCAAAAA TTTATCCACC T C T AAAT C AG GAG AAT AT C C 42 0 3 60 

AAT AAC AC TG TCCAAACTCC CAACTCTGCC CAAATCAGTT ATAATAGCAG TATTATCTAA 42 042 0 
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AATTCTCAAA TCAGCTGTTA AAATCCTTTT CCCGGTTCCA AGACAAGCAC TAACTCTTGA 42 0 480 
TTTTAGATAA AAAAACAAAG CATTAACTTC GGCTGTAGTA TTTGAATCAA AAAG AAC AAT c 42 0 540 

• AATATTATTT GTTTGCATCT TGATTCTTTG ATAAAAAAAA TCAAAACTAT AAAAAGGATG 42 0 600 

ATT AAATTT A TATTTAGTTA TTCCTGTTTG ACCTACAATT CTAATCACAG CCAATTTTTT 420 660 

GCCATTAATA TTATAAATAA AATAAGAATA TCCCTTTAAT TTTGCAGGAC AATTTAAAGG 42 072 0 

CTTTAAAATA AAATTATACT TATCAAGATC AT C AG AT AAA TCAGGCCTTG CAAAAGCATT 420780 

TTCACCTAAA GTTACACATC AATTCCATAC TTTTTTAATA AAAAGGCATG CTTTTTGCCA 42 0 840 

AGACCTCTTA AACCTGTAGT AAAATTATTG CCAGATATTA CAAAATCAAT CTTTTTTTCC 42 0 900 

ACCTTAAAGG ATG AT AAAAA AGATTTTATA AC AAT AAT C C CAGCTTTGCC GACAACCTCG 42 0 9 60 

CCAGTAATTA AAATCCTTAA AGACACAAAG CCTCTCTTTT TATTGATCTA GTTCAAACAA 4210 2 0 

CTTAATAAGT AAAC TTTTT A C AAT AAAAAT TGACACAAAA TACCCCACCA AAACAGCGAA 42108 0 

AACAATCATC AT AAAAAT C A ATATAAATTG CAAATAGGGC TTTACAATAA TGC T AAATTT 421140 

AACAACTAAA AAAAACTCTA AAAAGAAAAC T AG AAA CAT T AATGATAAGT TC ATT AAC AT 4212 0 0 

ACATAAAATA AAACTCAAAA TCTTCATTTA TTAAGCACTT TTCTTTTTAT AAAAAAATCA 4212 60 

TAAACCAAAA ATAAAATCAT ACCTATAACA ACATAGCTAT CTGCAAAATT AAAAGTAGGC 4213 2 0 

CATCTATCAA GTCC AAAAAT TCCATAAAAT TTCAAATCTA AAAAATC TAC AACTCCAGAA 4213 8 0 

■GGTCTAAACA ATCTATCAAT AACATTTCCT ACTCCTCCTG AAAAAATTAA TAAAAGTGAA 421440 

ATTCTGGCAA TACAATTTCT TTCTTTCAAA GAAAGATAAA AAACAAATAT TAAAATGAAA 42150 0 

ATAGGCATTG CAAGAAAAAA AATTTTTTTC AAGC TAT AAT GGATATTAGA GCCCATAGAA 4215 60 

AATAAAATAC CTGTGTTTCT TAC ATG TAT T ATCCT AAAAA AATCATCAAA AAAGGAAAAA 42162 0 

TAT AT TG AAC CTAATTTAAC ATACTTTGCA ACCAAATACT TAGAAAGTTG ATCAAAAAAA 421630 

ATCAAACTAA TAATAAATAC AAAAAT ATTG AAATATTGCT TACTTTTAGC GCTCATACAA 421740 

-AAATCCTTAT AAATTAGTAT TTTTACAAAT AAATTT AAC C TCTAAATCTT CTTGAATTTT 421800 

GAAATCTTCC ATTAATTTAA T T AAAC C AAA AGTTTCAGTA AAATAATGAC CTGCAAAAAT 4 218 60 

CAAATTCACA CCGAATTCTT C TGC C AAAG A ATATATTTGA TGAGAAGTGT CGCCGGTTAT 42192 0 

AAACAAATCT ACATCATGAC ATAAAGCTTC TTCAAAAAAA GAGTATCCAG AACCACTAAC 42198 0 

AATTGC AAC C TTATTCACCG ATTCTTTGAA CTTTTTCGAA AAAAGAATAT GTTTATTTTC 42 2040 

CTTTTTGATT TTTTCTAAAA TTTCAGAAAA GCTAAAAACA GAATCAGCAA T AATC C C TAG 42 2100 

ATTAACTCCG CCATAATTTG C AAAAG C AAA AGAATTTTTT AAT C C T AAAA AAT C T GAG AA 422160 

CACTTTGCTG TGCGAATAAA CAGAATGAGC ATCCATAGGC AAGTGCACCG AATAAAGAGC 42222 0 
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TAAATTATTT TCAATTAAAA ATTTCGTTTT ATCATACATA TTAGAAACAA TGCGCTCTTT 4222 80 

TTTTGACCAA AAAATACCGT GATGAGTAAT TAAAAAATCA TTTCCTTTTG CTTCTTTTAA 42 2 3 40 

AGTTGAAAAG CTAGCATCAA CAGCAAAGGC AACCTTGTTA ACCTTAGCAT TAATATTCCC 42 2 40 0 

CACTTGAAGC GCATTTAAAT TTTTATCAAT ATGCTCATAC TTATTTATAT CAAAAATTGA 422 4 60 

ATTAAGCTTA AAAGACAAAT CTCTTACATT CAAATTAAAT TCTCCAAATT AAAGCATAAC 422520 

TTTGACTTTC TCTTAATCTT CTATAAGAAT AAAGATTTTT CAAACAATAC GTACAAAGCT 422 580 

TTGAATTATA AATATTTAAA T T AAAAC TAG AAAGTAAATT TAAATTAAAA CTAGCATTAT 422 640 

CAAAGTATAT TTTACCATCT CTTGTAACAA AAGAAGCATT TAATAAATCT TTGCTAAATT 42 2 7 00 

TATTACTTAC TTCTTTTAAG AAAATTTCAG AAACTTCATA ACAACAAGAT CTGTTATAAG 422 7 60 

GCCCAAAAAC AATTTTCAAA TCCTTCAAAG CTGATCCCAT TTTTTCAAAC ATAAATAACA 422 8 20 

TTTTTAAAAT AATCAAATTA AAGCTTCCTT TGTATCCACT GTGAATAAGC CCTATAATTT 422 3 80 

TTTTCACCGA AT C AT AAAAG TATATTGGAA GACAATCTGC AAAGTAAGCA ACAAGGGCTA 422 9 40 

CATCTAAAGA GCTAGATATA AGACCATCTC CTTCTTGAAA -ATTAATAAAA TCATCTTCAA 42 3 0 00 

CTTTATAAAT AATATCTGTA TGCAATTGCT TTAAATATTT TATTTTCTTA GACCTAGGAA 42 3 0 60 

CAAAGTTAAA ATTATCATTA CTAAGTTCTT TTAATTTTAG ATTAAAAGGC TTTTTAGTAT 42312 0 

AAATCATTTT AACATCATCA GCTATCCTAA ATTCATAATA AAGTTCGTGC TCTATTGTTT 423180 

TCATAATCTA AATTCTTCTC CCAAATAAAG CTTTTTGGCT TTTTCACTGC TTATTATATA 42 3 2 40 

ATCAACATCA CCCTCATCAA GCACTTGCCC CTGATAAACA ATATAAGCTC TGTCTATTAT 42 3 3 00 

AT C AAAAGC A TCTCTTACAT TATGATCGGT AATAAGAACT CCTATGTTTT TCTCTTTTAA 4233 60 

AATTTTTATT ATATTCTTTA TATCCCCAAT CGCAATAGGA TCAATACCAG CAAAAGGTTC 423 42 0 

ATCTAAGAGT AAAAAATAAG GATTTACAGC CAAAGCTCTT GCTATCTCTG CTCGCCTTCT 42 3 4 80 

CTCTCCACCA GAAAGAGTAT ACGCTTTTTG GCTTTGTATT CTTTTTATCT CAAATTCTTT 42 3 5 40 

AAGCAAATTC ACAAGCTCTA TTTTGCGCTC AGCTTTAGAT AGATCTTCTC TTCTCTCTAA 42 3 6 00 

AGCAACCATG ATATTCTCTT CAACTGTAAG TTCTCTAAAA ATTGAAGCAT CTTGGGGAAG 42 3 6 60 

ATATACAATT CCTATTCGTG CACGCTCATA CATATTAAGA GATGAAATGT TATAATCATT 42 37 2 0 

T ATT AAAAC T TTGCCTGCAT TAGGCTTAAT AAAAC CT AC A ATAGTATAAA ATGTTGTTGT 42 37 8 0 

TTTGCCAGCT CCATTTGGAC CAAGAAGCCC CACAACCTCA CCTTTATAAA TGTTAATTGT 42 3 8 40 

AATACCGTTA AC AG C AAGC T TTTCGCCATA CTTTTTAATA ATGTTGTCTG CTTTTAAGAC 42 39 00 

AACATTATTG ACAGAATCAA GGTTAAGGCT TTCCTTAATC TCTTTTATTT TATTTTTTTT 42 3 9 60 
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CTTCAGAAGC ATCATTTTCA ACTTGAGTAA ATTCTCCCTC AACACTTCCC TCAAGTTTAT 42 40 2 0 

ACCTATTAGT TTTTGTATTG AAAATTATTC TTGAAGCAGA ATAATAGTTG TCTTTCTGGT 42 40 8 0 

AAATTACTGG AACCCCCTCA AGAATCATTT CTTTTTCTTC TTTATTATAA GTCCCATTTT 42 4140 

CAGCTCTTGC AAAAGTATCA T C C TT AT AT A TTTTAACAGA ATATTGCATA ATATAAACAT 42 42 0 0 

TAGTTTTATT GCTGCCTTCA ATTCTTTCTG CTTTAACAAG CATATTGTTT TCTAAGTCTT 42 42 6 0 

"CAAGCTCAAC CCCTTTTTGA AGATAAAAAT TATCCAGCTT TCTATTAAAA AACAAAAACT 42 43 2 0 

GAGCTTTAAC ATTCATTTTA TTCTTATAAT CTTTATAAAA AACATTGGCT CTAGCTTCAA 42 4330 

GATAAGAGCC ATTTTCTCCA TAAATTTCAA TTTCATCTGC TCTAAGATTA AAATCCGAGG 42 4 4 40 

AAATAACCTC TGAATTCCCT TTTAAAACAA TTTTTTTATA AAAAGAAGAC ACTACTCCTT 42 45 00 

GTGCAAAATC TGACTTAAAA GTAAAATTAG TGCTTTTCTC ATCACTTCCC TTAATCCTTT 42 45 60 

CAGATTTAAG GCTGGATTCT ATTTGTGTTG CTTGAATATT GTTAATAAAA ATAATAAAAA 42 4 62 0 

TCCATATTAA AATTAAATCC CTCAATTCAT GATTCCTTCA ACTCCAGAAT CAAAATAAAA 42 4 63 0 

AACATTGCTC TTTAAAAAAT AAGAAAATCC TTTTCCGTTT ATTTTGCTAT CATTAAATCT 42 47 4 0 

AATTAATACT AGCTGATTTG GGGGGGATTG CAACTTCTTG TCTTTATTCT TCCATAAAAG 42 4 80 0 

CCTATTTGAA TT AAGC AAA T AATAATTATT TTTATCTTCT ATTTTAAATT C T AC AGAATC 42 48 60 

TCTCATATCC AAATCCTTTG TAATATAAGA ACCTTCCAAA TTATTAAACT TCCCTGAAAT 42 4 920 

TTCATTATCT AGGGAATGAT AT AAAAAC C T TCCATTCTCT GCCTTATAAA TTTTATAGTC 42 49 8 0 

ATTGAAATAA CTAAAGCTTA AAGAATTTAA AACGGTTTGC TCTTTATTGT ATACAACATC 42 5 04 0 

ATAATACTTG ATTCCTAATA TTTGTATTGA AGGAAACTTT TTGGCCACAT CAGATCTACT 42 5100 

AGAATACTCA TCATAATCAA AAGTACAAGC AAAAAACAAA AACAACAAAC AAAGTCTAAG 42 5160 

TATTTTCATA AATATTTTTC ACAAGACTAA AAATTTTTTC TATTTCAATT GACAATCTAT 42 522 0 

AAAAC AT AAC AACACAACAT T AAAAAC TTT ATCAAATAAA ATTTATTTAC ATAACCAATT - 42 52 8 0 

ATAATGTAAA ACACAAAATC AAGGTAAAAA CACTGCTCTT AAGAACAATC T T C T AT AC AA 42 53 4 0 

GAATTCTCCT AAAATGCAAA AATTCAAACA AAAGTACAAA AATTGCTCTT ATTTCAGAAT 42 540 0 

AACATAAGGG TAATTTACAA CTTATTCCTT TTAAGAGATA G AC TT AT AAA AATTAACAAT 42 54 60 

AATAATGCTC ACATTCATCA TCTCTTTTAT AGTTTAAAAT TTCATTGTCT T T AAAC C AAA 42 55 2 0 

TTGGTATTTC GCGCATCGCA TCTGCCTCAT TTGCAGATGC ATGAATCACA TTGTAAATTG 4 2 5530 

AAAAAC CTTT TTCATTTGAA TACTTAAAAC TATGATAAGA AAAATCTCCC CGTATTGTTC 42 5 640 

CAGGAATAGC CAATTTTGGC TCAGTAGCAC CACAAAGCTT CCTCACAACC TCAATGCTTT 42 5 700 

CAACCCCTTC AACAACAAAT GT AAAAAC AG GGGAATTTGA AATAAATTTA ATTAAAGAAT 4 2 5760 
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TCCAAACAGC 


CTCACTATGT 


CTAAAGACAA 


TAT CATC AT A 


TAAATAATGT 


I I I I 1 ibLLA 


DozU 


AACTCTCATC 


AACAATAAGC 


ATTTTAGCAG 


CTACCATCTT 


T AAAC C T AC T 


CTTTCAAA X C 


/I O Q Q Q A 


T AGAAAC T AC 


ATCGCCAATT 


AAACCTCTCC 


TAACTCCATC 


TGGCTTAACA 


ATA^ATAAAG 


4z D y 4 U 


TTTTTTGCAA 


TAACATTGAC 


ATAAATCCTC 


CTAAAATTTA 


GGATATATAT 


TTAAAAATAA 


/i n c n n n 


TTAAATAAAT 


AAAAATACTT 


ATTCAATACA 


AAAATTATAT 


CTGATTAATT 


ACATTTATAT 


42 6 0 60 


GGAATAATAC 


AAAT TAT AAA 


GCACTTAACA 


TTGTATTGAA 


AAAT C AAAAT 


AT AAC TTTT A 


42 612 0 


CAAAATTAAA 


AACTACATTC 


CAAAAGGAAG 


AACTCCCATG 


GTTTTTAATT 


TTATCTCTTC 


4zoldU 


TTTAACCTTA 


GAGACAGCAT 


CATTTAAAGC 


AGATTTAATC 


ATTTGTTCAA 


AAGCATCATT 


4z b z 4 U 


GTCTAAATCA 


TCAAAAAATT 


CCTTATTGAT 


TGAAACTTTT 


TTAACATTAA 


ATT CGC CATC 


/I ") £T T A A 

4ib jUU 


CATCTCAATA 


GTAACAATAT 


TGCTACCTGC 


T T T AC C AC AA 


ACCGTAATTT 


T AG AAAT T T C 


/! t c t c n 


CTTTTTAATA 


TTGTCAATAT 


TATTCTTAAC 


GCTAGACATA 


TTTTTCAAAA 


AATCTAACGG 




ATTTACTGCC 


ATATTTTTAT 


CCCTCCAGAA 


CTTCACTTGC 


TCCAAAAATA 


TTTTTTACAG 


OC/1 Q A 

4z b 4b U 


TTTCTAGTTT 


TTCAAAATCC 


TTTTCAAGGT 


TTTTAAAATT 


TTTCTGAAAC 


ACAATGCTTA 


/l n £T c /I A 
4 z O D 4 U 


AATTGGGGAA 


TTCTTTGTAA 


AATTCAGATC 


TTATCTCACC 


TTTATAATTT 


TGAAGCTCAT 


4zboUU 


TATATTCAAA 


CTCACTAAAC 


ACCTTATAAT 


AAAGAACATT 


GTCATCAATA 


GCAACCTCTC 


/I i c £ A 
4 z b o b U 


CCGAATGAAC 


TAAAGTTTGA 


ACATATCTTG 


AAACAATATA 


AATAAATTTA 


TCTCTTATAT 


4 z b / Z U 


CAATAAAATC 


ATTTGAATTA 


CTCGCATTAT 


CATCTTCAAT 


'AAAAATCTCA 


TCAATCTCGT 


4 z b / o u 


CAATACTATT 


GGTCTCTAAA 


ATATTTTTAT 


CAATTTTTGT 


TGATAAATTT 


TCATCACGAT 


4 Z b o 4U 


CAGCCTCCTC 


TTTTTCTAAA 


GATTTGATTT 


CGGGAAATTC 


ACATTTTAAA 


CTAGATTTTG 


/I 1 C Q A A 

4 zb y U U 


ATGGAATAAA 


AGCCAAATCA 


TCTTCGCTCT 


T AT TAT T T G A 


T AAAAC AT C A 


AAATTGTTTG 


/i o ^ q £ n 
4 Z^ b y o u 


AATCTGTAGC 


AATATTTTCT 


AACAGATTGT 


CTTCAAGATT 


TTGAATTTGC 


T T T ATT AAAA 


4fc Z 1 U ZU 


CATGATTTGG 


AACATAACTT 


TTAAGTCTTA 


AAATTTTAAT 


AAAATTAAT C 


TCAAGCTCAT 


4fe Z / U o U 


ATCTTGGATT 


AAC CGAAAAT 


TGCAAATCCC 


TGTAAGTTTC 


AAGCAAAACA 


AC AAT AAT T C 


4fc Z / X *± W 


TTTCAAGATA 


GTTCAAATCA 


AACTCAATTA 


ATTTCTTTCT 


CAAATCCTCA 


GAT TT AAT. 1 C 


42 7 2 00 


CAATAAACTC 


AAAATTTTTA 


ATACCTATCT 


TTAAAAATAA 


TGCCTCTCTA 


AAAAATTCGA 


427260 


TTGAATCTAA 


AAGAAATTGC 


T C AT AAG AC A 


CTCCAGATAA 


AAAAATAGAA 


TCAAGAACAC 


427320 


AAATTAACTC 


TTTCACATCT 


TCACCAAGAA 


TGCTAACTGA 


CAACTTTTCT 


AAAAATTCAT 


427330 


CATTGGTTAA 


GCCCATCTTG 


GAT C T TAT TT 


GATCTAATTT 


AATGTTA-GAA 


TCAGTAAAAG 


427440 


AAACTATCTG 


ATCAAAAAGA 


GTATAAGCAT 


CTCTTACGCT 


ACCACTACTT 


TTATATGCAA 


427500 
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TCCATTTTAA 


AGCTTCATCT 


TCATATTTAA 
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TATCATCCTC 


TAAACAAACT 


TTCTTAAGCA 


427560 


TATTGTAAAT 


CTTATCTAAA 


GATAAAAGTT 


TAAAACTAAA 


ATGTTGACAT 


CTGCTTTTTA 


427620 


TTGTCTCTGG 


AAGCTTGTGT 


GACTCTGTAG 


TGGCAAAAAT 


AAAAACAATA 


T AAT T T GG AG 


4276S0 


GCTCTTCAAT 


TGTCTTTAAA 


AGAGCATTAA 


AAGCAGAATT 


GGAAAGCATA 


TGAACTTCGT 


427740 


CAATAATATA 


TATTCTATAT 


TTAGAAATTG 


CAGGAGGAAA 


CATTATCTCT 


TCTTTAATTT 


427800 


GCCTAATATC 


TTGAACCGAA 


GTGTTTGAGG 


CACCATCAAT 


TTCAACAACA 


TCAAGGCTGC 


427360 


TATCATTCTC 


AATAGATTTA 


CAATTGCTGC 


ACTCCCCACA 


TGGCATAACT 


GTTGGACCAT 


427920 


TCCTGCAATT 


TAAGCATCTG 


GCAAAAGCCC 


TGGCTGATGA 


AGTTTTACCA 


ACGCCTCTTG 


427980 


GCCCTGAAAA 


GATATAAGCA 


TTAGCTATTT 


TATTTTTCTC 


TATAGAATGC 


TTTAGAGTTT 


42£ 


1040 


C AAC AAC AAA 


GTCTTGCCCT 


TCAAGAGAGT 


TGAAATCTCT 


GGGGCGTTTC 


TTAAGAGCAG 


42 £ 


S100 


TGCCTCTTGA 


AGACGCCATT 


AACTTTTTAC 


CTCCCTATGC 


TTTAATAAGT 


AAAAT ATTAG 


42£ 


J160 


TAAATATATA 


CTATACAACA 


TATTTATATC 


TCAGAGCTAT 


T AC TTTAAAA 


GAATTTTATG 


42£ 


J22Q 


AAACATAAAA 


AAT AT AAT AA 


AATTGAAAGT 


TACAAAAAGA 


CAAATCCATA 


TCTTAACATA 


42£ 


J230 


AAGCAAAACA 


TTGCATTTGG 


GTTCAAAATT 


AAACCTAAGA 


CTTACGTACT 


CATCAAAAAA 


42E 


J340 


ATCGCTTACC 


GCTGCTACCT 


TCCAGTCCTG 


ACGGGATTCA 


GCAATACTTG 


ATAGTACGGG 


42£ 


3400 


TCCTAGGAAT 


C GG AG AG AAT 


GGGATTCGAA 


CCCATGATAC 


ATTTTACTGT 


ATACACGCTT 


42£ 


3460 


TC C AAGCGTG 


CGCCTTAAGC 


CACTCGGCCA 


TCTCTCCAAA 


C T AAC AAAC T 


TTTCGTGTCC 


42S 


3520 


AAGAGGACTT 


GAACCTCCGA 


CCTTAAGAAT 


CGCAATCTAA 


CGCTCTATCC 


AACTGAGCTA 


42* 


3580 


TGGACACAAA 


TAATTAGTTT 


TTATTGTAAT 


AAAAATT AC T 


ATTTATTACA 


ATAAAAACAT 


42* 


3640 


T C AAT AG AAA 


ATGGAGAAAT 


TGTGAAAACT 


AGAATAAT C A 


TTTTTCTTTC 


AATATTATCT 


42? 


3700 


ATTCTATCAT 


GCTCTAAATC 


AGTCTCAAGT 


AAAGTTAATT 


CCGAATTTGA 


AATTAAAACT 


428760 


AAAAATATCA 


AAGAAAATGA 


AATACTGCAA 


AACAATAATA 


TTCTCCATAT 


AGATGCAAAA 


42; 


3820 


ATTCCTTTTA 


TGGAAAATGC 


AAAC TTTGAA 


TTTGAAAATC 


TTATAAAAAA 


ATGGAAAAAA 


428880 


GACATCGAAA 


AT AAAAT AT C 


AAACCCCGAA 


AACTCAAAAA 


ATGAATATTT 


TTATTTTTCC 


42: 


8940 


AATTTTACAA 


TATTTAAAAA 


TGAAAATATT 


GGCATTACAT 


C TATTTT AT A 


CAAAGAATCT 


429000 


TTCAGAGAAA 


AAGAATCAAG 


CACTTTCTTG 


AAATATTATT 


CTTTAAACCT 


AAAAGGAAAC 


429060 


AAAAAAATAG 


AAATTTCAGA 


AAT AAT AT C A 


AAAGATCAGC 


TAGACTCTCT 


AAT AAAC GT A 


429120 


TTAAAAGAAC 


AGCTAAATAG 


TAG AAT T AAA 


GATTTTTATG 


TTAAAGGAAA 


ACACAGTCAA 


429180 


AAAGAATTGG 


AAAAAAAATT 


C AC AAC AAT C 


TTTCCAAGAT 


AT AAAT AT T A 


TTTTAAAAAT 


429240 


AACCAAATTA 


TAGTTTTTTA 


TAATCCATTC 


TCAAATGATT 


GTAATGGCTG 


CGATAAAATT 


429300 
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GAGTTTCAAT 


TCCCCATACA 


TGAAAAC AC A 


GAAAATGAAT 


ATCAACCAAA 


CAAAAACCTT 


429250 


CACTCTCAGT 


CTTAATCTTA 


ATACTTAAAA 


TTAAATGATA 


ATTACGGAGA 


GGGTGAGATT 


429420 


CGAACTCACG 


GTAGGCTTAC 


ACCTACAACG 


GTTTTCAAGA 


CCGTAGCATT 


AAACCACTCT 


42 9 4 3 0 


GCCACCTCTC 


CAGAGTTAAA 


ACAAATTTTA 


ATAAATAAAA 


TACACGCTGT 


CAATATTTAA 


42 9 3 4 0 


ATAATTACGG 


AGAGAATGGG 


ATTCGAACCC 


ATGGTCCCCT 


T T T AAAAGG A 


CAACTTCTTA 


4296 00 


GCAGGAAGCC 


CCATTCGGCC 


ACTCTGGCAT 


CTCTCCTATA 


ACATTAATAC 


AT AT TAT C T T 


4296 50 


AG AG AT AT T A 


TTATTGTCAA 


CCAAATAAAT 


TATAAATTAT 


TAGTAATTTA 


TTCTAAACTC 


429720 


TTTATAAGCT * 


TCTATTAAAT 


TTTGAAAaTC 


CCCAATAGAA 


ATGTCAATTT 


CGGGCAAAAT 


429730 


ACATTCTTCA 


TGCAAGATTT 


CTTGAACCAT 


TTTTTCCTCA 


TTGTTGCTAA 


ATTTTAATTC 


42 9 c 40 


AATGCACTCA 


TCTTTAATTC 


TCCAAATATA 


CGT ATT TACT 


CTTATATTGT 


GATCAAAAAC 


429900 


AAAAATAGGA 


TCTCTCAAAT 


TTAAAGAATT 


GTCAATAAAA 


AAT AAAT AC T 


C T AAAT AC C A 


429950 


ATTTACTCTT 


AAAGATACTG 


CAAATTCTTC 


AAGCAGAGTT 


TCAATTAACA 


TATCCTCGCT 


430020 


GGACTCAAGC 


AATTTTAAAA 


ATTTTGAATA 


AGGCTC TGG A 


TTAAGCTCAC 


AAAGTTTTTT 


43 0C3 0 


CATATAAAAA 


TAGGCATCCT 


CAAGATCACG 


ATTTCTAAGA 


AAAAATAAGG 


TTGCATATAA 


43G140 


AT AT AT C AAA 


TCTAAGTTAG 


AATAATCATT 


AACCATTCTC 


TCAATAGACT 


TTTTAGGAGA 


430200 


AAATTTTAAA 


AGCTCAACTG 


TTGCAATATG 


CATATTGTAG 


ATCGTATAAA 


T AT T AGG AAA 


43G250 


ATTTAAAATA 


GCTTTAACAT 


AAGATGTTGT 


GGCTTGAGTC 


ATGTTGCCTA 


TTTTATGAAA 


430320 


AATAGTTGCC 


CTATTGTGCC 


AAATATATTT 


AGAATAATGA 


GAGTCTGTTA 


AAAATTTCTC 


430330 


AGAAAGCCTA 


ATTGCTCTGC 


TTATTTCCCC 


AATAGAATAA 


AAAT AAT ACA 


TTAAATAATT 


430440 


AACAACAAGA 


GCAAGATTGG 


CATCAAAAAA 


AATTTTATCT 


ACTTTTAAAA 


AGCTTGCTGC 


43 0 5 0 0 


TTGAAGAGAT 


GCACTATTTT 


TTAAAATCCA 


AATATTAAGC 


TTAACTAGAG 


AATTGTTTTG 


430560 


ATCCAAATCT 


CTAGCCTCAA 


AAAATAATTT 


TAAAGCCTCG 


TCTTTGTTAT 


CCAACATTTC 


430520 


GAATAAGACA 


GCACTATTGT 


TTAAAGCTTG 


TACAAAATCA 


GATTTTTGCT 


CTTTAGCTTT 


430530 


TAAAAAACAA 


CTTAAAGCAA 


GTTTATATTC 


TTTTAAATTA 


AAATAAAAAA 


CACCTAAATT 


430740 


ATAATTCTCA 


AAAGGACCTA 


AATCATCTTT 


ATTTTTTTCA 


ATTTTGCCAT 


AATCTATAAG 


43C300 


TTTAACTAAA 


AAATTATATT 


CGCTCAAAAC 


AACAGGATAA 


GTATTTAAAA 


CATATAAAAG 


430 360 


AGCCTTATAA 


TCCTTTTTCT 


TGAAATAAAT 


AAGCGCTTTA 


AGTGC AAGAG 


AATCAAAATT 


43C920 


CTCATCAAAA 


ACATCTAAAT 


TATCAAGAGA 


GCTTTTAAAA 


TCACCATTTT 


TATAAAAATT 


430930 


TAAAGCCTTC 


TCAAAACTAA 


AGTTATTCAT 


AT T T TT T AAA 


AATCTCCATA 


GGCCTTACAG 


431040 
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AAATTTCCTT TGAAAAAGAA GTCTTATTAA CACTTTTATC CAAATTGTAA GCGGCAATAC 43110 0 

TAATATAGTA AAGTCTTCCG TCTTCAAGTC CTGTAATCTT AAAAGAAGTT TGATTTCCAA 431160 

CATCAATAGG AGAAGTTAAA ACACCGCCGC CGGTTTTTCC ATGATAATTA CCAGAAACAA 4 312 2 0 

CACCAATATA AATGTAATAC CCCTCAACAC TGCTATTAAC AACAGGAATC CATTCAATAA 4 312 30 

AAACTTCTCT GGAACCTGGA ATAACTTTTG TTATCACAGG AGGAAATGGA GCTGCTTCAG 4 313 4 0 

GAACGTAAGT AATTGACATA CTATAAAGAG AAGGAC T AC T TACAGAATCT CCACTAGGAT 4314 0 0 

AAAATTCAAC TTTTATTTGA ATATATTTTG ATATC TTTGA ATCTGGAAAA TCTTTTTTAG 4 314 6 0 

GATCAAAATG AATCCATGCC CCAGTTAAAT TTTTTTTAAT AT T C C CAT G A CTATCTGTAT 4315 2 0 

CATAAAATAC CTTATTATCT AATCTGTAAT AATAAACAAT CTCTGTATCC TTAGGAACAT 4 315 8 0 

TAGAATCAAC ATCAAAGGAT AACACTTGAG AATAATATTT AG AAAGC TT A ATAGGGCTCT 4 316 4 0 

GTAATAATGT ATCCCATATT C TTTGAG AAA AAAGC AC TAC TAACCTCTTC AAAGC T T T T A 4317 0 0 

TGTATTTCCA AATTCTCAAC CGCACCAGTA AAATAAGTTC C T AAGGT AAA ATCAATAAAA 4317 60 

TTACCAATAC TTAATAAATA TCCTGATCCT TCCTTCTTAT CATCTGTTAT ATATTCTATT 43182 0 

GCCTGAGGTT TAGAATCTAT , CAAATATTCA AGTATGCCGT CCTTTTGCCT ATATCTTAAA 4313 8 0 

GTATGCAAAT GCCATTTCTT TGGAATAAAA TCATCATTAC TTTTCATTCT AATTTTGATA 4319 4 0 

GGATTTTTAT TGTCTTTTAA AAA TAC AT TG TTTAAAACCC AAACAAAATT TCCCTCATCG 43 2 00 0 

CTTTC TAATC TAATAGACTG ATCTACCCAC GAATTATTAA TCTTTTTATA ACCATCCCAA 432060 

CTAAAAATAA TTTCTCCTGT AACAGACGTT GTTCGATATA CCCAAAACTT AATAGTAAAA 43 212 0 

T C AG AC AC AG TATTGCCTGA AAAAAAGAAC GCTTTCTTTG TAAGTGGCTT AAACTTAACA 43 218 0 

GGATTTTGAT TTGAATAAAA AATTAAAGAG CCATTAGAAA CATTACGAAA TTCATTTGAA 43 22 40 

ACTCTCAAAC TTTTTGCACT AACTAAATAA TTTGAAGATG TGTCTTTTAA TTTATTATCC 43 2 3 00 

CTTCCTATTT CTAAGCGCAA ATCAATATTA TTCAAATCTA AAACAGCTTT ATATCTATCC 432 3 60 

AAATAAATAC CAAGCAAACC CCTCATATCC CTTTCAAAAG TAACATTGCT AAAATCTTGA 43 2 420 

ATAAATTTAA AATTTTTTTT CGAATCAAGT ATCAACTTCA ATTCTTGAGA TAACAGAGTA 43 2 4 80 

GAAAAGCACA AAAAAG r TAG CAAGAGCATT AAAATTAATC TCATTTTTGA CCTTTTATTT 43 2 5 40 

GTTATTACCC ATATTTTTAA ATACCTCAAA ACATAAAACA AACTGCCTTA TGATACAATA 43 2 600 

TTATATCATA AGATGATTTT TAAAATCTAA AAACTGCCTA ACATTATGAA AGAGAACCTA 43 2 6 60 

AC AAATT T AT TCGAAAAAGT AATAAAATTA CCAACCACAA GCGGTTGCTA TAAGATGCTA 43 2 720 

AATGAAAATA AAAAAATACT CTATATTGGA AAAGC AAAAA ATCTAAGATC AAGAGTAAAA 43 2 7 80 

AGTTATTTTT T AG AAAAAAA TAGTCACAAA ATCAAAATAT TAATGAAAAA TGTAAAATCA 43 2 8 40 
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ATAGAAGTTA 


T T AC AAC AAA 


TAGCGA-.TA.C ■ 


GAAGCA . TGC 


TT C T A.GA.GTG 


CAATCTAATT 


432900 


AAAACCCACA 


AA.CCTGATTA 


CAATC-TAAAA 




GAAAAGGTTA 


CCCCATGGTG 


432960 


AGAATAACCC 


AT G AAAAAT A 


T C C AAG AATT 


TTCAAAACCA 


GAAAAA.TA A.T 


TAATGACAAA 


433020 


AGCGAATATT 


TTGGACCA'TT 


TACCAACGTA. 


AAAAAATTAG 


ATC AA.GT AC T 


AGATTTTATT 


433080 


AACAAAACAT 


TTAAGATTA.G 


AAAGTG T AAA 
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ATGCTCCTtzG 


CCTATAcTAC 


433140 


CAtATGGGAC 


AGTGCCtTGG 


AGTATGCTAX 




TTGAAAAAGA 


AT AT C AAAAA 


433200 


GAGCTAGATA 


AGG C AAAAT C 


CATACTAAAT 




CCGAAATATC 


AAGTCAAATT 


433260 


GATATCAAAT 


TAAAACATGC 


CATACA-AAA. 


G.- AjGATTTTG 


- AA C C GC TAT 


CAAATTAAAA 


433320 


GAAATTAGAA 


ATTCTTTAAT 


AGAAATTAAT 


CAAATCCAAA 


T C GTT AC AAA 


AAC C AAT AAT 


433380 


TTAAACATAG 


ATTATGTCCA 


T G TT CATC CA 


GG A.GAAAAT G 


TAAAJTACAAT 


AA.T AG TAT T A 


433440 


AAATATAGAA 


ATGGAAAATT 


AGTTGAAAGA 


GATGCAAACT 


TTGATGAGAG 


TATATGCAAA 


433500 


G AAAAT G AG C 


T G AT T T T AC A 


ATTTTTGAjCT 


C AA-T A.TT AC A 


C A_T C T AT T AA 


TATGATAGTA 


433560 


CCAGACAAAA 


TTCATATTTT 


TCCCAAAGA.T 


AT C G AC AC T A, 


AAAATGTTGA 


AAAAC T AAT A 


433620 


AATGAAATTA 


AAAAT ACAAA 


AACAGAAATT 


ATTTACAAAG 


AAACA.GAAGA 


AATTTTAAAA 


433 680 


AT AAT GG AAA 


TGGC CAT AT C 


T AATGC TGAA 


TTATCTTTAA 


GAGAATATGA. 


GAATAAAAGC 


433740 


AC C AAAGC AC 


TTGAAAGTTT 


GAAAATTGTT 


TTAGAAATGG 


ACAAACTTCC 


CAAAATAATT 


433800 


GAAGGATTTG 


ACATTGCTCA 


TCTTAAAGGT 


CAA.GAAA.CA.G 


TA.GCTTCTA.T 


GGTTACTTTT 


433860 


AAAATGGGAA 


TGCCTTTTAA 


AGAAAACTAC 


AGGC TTT AC A. 


AACTAAA.TTC 


ACTATTAAAA 


433920 


GGAGAAATTG 


ACGACTTTAA 


GGC AAT AAAA 


GAA GTA-.T A.T 


CAAGAAGATA 


TTCAGAAATA 


433980 


ATTAATAACA 


AC TT AGAAC T 


ACCGAATTTA 


ATTTT AA.T TG 


ACGGGGGCAA 


AGGACAATTA 


434040 


AATGCCGCTC 


TTTCTATCTT 


.AAAGGGC TT A 


AAAAT A.GAAA 


A.CAAAGTTAA 


AGTCTGCTCG 


434100 


TTGGCAAAAA 


AAC AAG AAA.C 


AATATTCTTA 


AC AAC T AAC A 


AAA AGGAAT 


AAATCTACCC 

r 


434160 


CAAGGACATC 


CTGCTCTTAG 


AAT AC TGC AA 


AATGTAAGA.G 


ACGAA.GCACA 


C AG AAAGGC C 


434220 


AACGGATTTA 


ACAAAAAAAG 


AAGAGAAAAA 


ATAA.C C C TAT 


'TGTATA.CAAA 


AATACACGGA 


434280 


ATTGGAGAAA 


AAACAGCCCA 


AAAAATATTA 


AAAT C AAT TG 


GAACCTATAA 


AGATATATTG 


434340 


CCTTTAAGTG 


AAAACGAAAT 


TTCAGAAAAA 


ATAAAAGTAA. 


AC GTGC AAC T 


TGC AAAAAGA 


434400 


ATAAAAGAAT 


TTGCAATAAA 


AG AG AAC TC C 


ATAAAAAATA. 


AT AA. T C AAG A 


TAAATAAATT 


434460 


TTAAACTAGA 


TTATTATTTA 


TTAATATTTT 


TTA A A A.TAAA 


AC AC TAT T TT 


AAATTCCAGG 


434520 


CGATAAAACC 


AAAAAAAGAT 


CA.TTAATAA.G 




GACTGTATA.T 


T T AAAAC AT C 


434580 
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TCCTAAAAGC TCTATTTTAT AACTTTCAGA AGAACTCTTA ACTACTCTAA AAAAATGAAC 43 4 640 

AACTTCAGTG TAATCAAAAT CATCCAACTC TCCAATAACT TCATTTATTA AATTGTCAAA 4 3 4700 

TATTTTTTTA CGCTCTTTTT TTTCTAAATT TTTAATATTT AAAGATCTCC CTTCAATTTT 43 4 7 60 

ATTTAATTTA GCCAAAAATT TTTCTATACC GTTTTGAAAG TTAATATTTT TAATAACAAC 43 482 0 

TTCAAATTCA AAGCCCTTAG AAATATTTTT TCTACCTATT AT C T CAT AT C T TAG AT TAT T 43 48 8 0 

AAAAAACAAA GGATAAAAAA TGAAATCATC CTTTGCCTGA GATTTCAACC CACGAATTTT 4 3 49 40 

TGCCTTCAGA TCATCATCAC TTGGAATATT TAAATAATTA AAAAATATTT CAGGACTGCT 43 5 0 00 

TTGAAAATTT TTAATAGAAT CAAAAAACTC TATTAAAACA TTTTCAGCCA ATCTAGATTC 43 5 0 60 

AG AT C T AC AA GACAAAAAAC AAAATAATAA AATCCAACTT AATTTTTGCT T C AT AC AT T A 43 512 0 

AAAATTAAAT TTTGATTCTG TA.GAATAATG CATTAAAAAA TTATTATTAA GCTTTAAAAT 43 5180 

TGAGAATATT AAAAAATATG ACAAATTTTG ATGAATATTT TTAGAATAAA TTCTCAAATA 4 3 5240 

TAAATCAAAC TTATATAAAA TTTTCAAAAC AATTTTAATT TCTGGAATTG AATAATTTTT 43 5 3 00 

AATTCCTACT C T AT AAATTT TATTTAATGA AAAAAAGATT TTATTTTTAT TCAATGCACT 43 5 3 60 

CTGCAAGCTC CCATATGCAT TATAATCTAT TTGCACCTTT AATAATCTTT TAAATTGCCA 4 3 542 0 

AATAAGACTC ATTAAAATAT TAAGCAAATC TTCTCCCTGA TCCAAAATAG ACTTAATCTT 43 54 8 0 

GATCAAAGAC TGAGTCATAT CTTTTCTCAA AATTGAATTA AATAAGGAAA AGGTGTTCTC 4 3 55 40 

AAAGCGAATA AAACTAATCC AAGAAGCTAT ATCTTCCTCC TCAATGGTAT TATTCTTGGC 43 5600 

AAAAAGCGCA AAAGAATCTA TATAAAATTT CAAAATTTTA GTATCTGAAT TTAACATTAA 43 56 6 0 

AAGCATTAAA TTTATTGCAG AATCTGTAAT TTTAATATTA AGATTAAAAA AATTTCTTTT 43 5 72 0 

TACAAATGTA AATTTATCAT CATCAGGAAT CTCATAAAAA ACTTTTTTTA TAAACTTAAG 43 57 3 0 

CTTATTCTTA AAATCAATGT TACATGTATT GCTATTGGAA ACAAAAATAA CAGTTTTATT 43 5 8 40 

G T TAG AC TT T AAGATTGAAT TACACACTAG CTCTAAATCT TTTCCTGCTT TTAAAAGTTC 43 5 90 0 

AG AC TC AT AA ACAATAAAAA TTTCTTTTTT TGAAAAAAAA GAATTGGAAA ATAATTTCTC 43 59 6 0 

AGCAAATCCT ACAGCTGAGA GTTCTGACAA AAAAATTTTA GTAACTGAAA CTTCGGATTT 43 6020 

AAAAGC AT C C ATTTTAATTA AAAGCTCTTT TAAATAGGCT TCTTTTAAAC CTTGCTCATT 43 6 0 80 

ACCCAACAAT AAATAAACCG CTTGCATTAA AGTAAATTAT AATCCAAGTA GCAAATATAT 43 614 0 

TATACTTAAG CTAGGAGGAG AATATGAAAG TCGCAATATT TACAGATACA TATATCCCAG 43 62 0 0 

AAAAAAATGG AGTAGCAACA TCAATAAAAC AAATTAAAGA GGGATTTGAA AAAAATGGCT 43 62 6 0 

ATGAGGTTTA CATATTTTGC CCAAAATCCA AAAAATCTTT AAACGAAAAA AACGTTTACA 4 3 6320 

GATGCTCATC TATTCAAATA AATAAAAAAC TTGATGCTGT AATAGCTTTT CCCAATAAAA 43 63 8 0 
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GAAAAATATC 
TTTCTATGGG 
CAAGCCATAC 
AACCCGACAA 
GTAAAGCAAA 
CAAATGGGGT 
TTTTGAAAAA 
ATAAAGAAAA 
ATAATTATAA 
GCATCAAACA 
TATACTATTA 
' C AATGACAGT 
TAT AT AAAG A 
TATCTCGGTA 
ATGCAAAAAA 
ATTACTCAGA 
AAATTGGAAC 
ATTGAAAATC 
AAGGAGTGTA 
TATTGAAAAT 
GAACTTGAAA 
TGGATGTAAG 
TAAAAAAAAT 
CACACTTAAA 
TCTGAGCAGC 
TAGGCACCCC 
AAAAAGATTT 
CTAAAGTTTT 
GCACTATAGC 



CAAAATAATA 
AAAAATTGGA 
AATGTGGGAT 
AATGATGCGA 
AGAGAGATAT 
TGATAGAAAG 
GCACAATATA 
AAATATAAAT 
GCTTATACTT 
TGGGCTTGAA 
CTACAAAATT 
AATAGAAGCA 
CGTAATAAAA 
C AT AGAC AAA 
ACACTCCACT 
AATTATTGCA 
CTTAATTTTC 
CCAAAAAACC 
TTTTTTAACA 
C ATT AAATG C 
AG AAAAC AC A 
CTTACTGTTT 
TTGGACATCT 
AAAC TTAGAA 
AAGCCCAATG 
AAGATATGGC 
TAAAAAGTTA 
AAATAAAATT 
AATCGAAACT 



CAAAGCTATA 
AAACAAATTG 
TATTATTTGC 
AAAC ATT AT A 
TTCCAACTTT 
CTTTTTATAA 
AAG C AAAC AG 
TTATTAGTAA 
ATTGGTAAAG 
AAAC AAAT AT 
TCTGATATCT 
TTAACCGCGG 
GAGGGGATAA 
GTAATAAAAG 
AAATTTTCAA 
AGAAAAAATC 
ATATCCAATA 
TCTGTATTAA 
ATAAGAGTAG 
TCTATTTTAT 
ACTCTTCTTC 
GGAATTTTAA 
GCAACCAAAC 
T TC AAAAC AA 
GCAAGCCCTA 
AATATTATTA 
AAAAC TGTAA 
TTTCCCATTT 
TTTAGACCAT 
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AACCAGACAT 
C ATT AAAAC A 
ATTACTTAGG 
AT AAAAT AAA 
CAAATAATTC 
AAAC T C T AAG 
AC AAAAT AAT 
CACACTTAAA 
GAAGTGAAGA 
TGCTAATAGG 
TTGCTAGCCT 
G AAT AC C T GC 
ACGGATTCTT 
ATGATGAAAT 
GCTATTTTTT 
ATT AAT AC AG 
AAACATTTTG 
CAAAAAATCG 
GAGCACAAAG 
CCTTTAATAA 
TAGTACATGA 
TAATTTCTTT 
CTTCAACATC 
TAAATCCACT 
AT GAT CC AAA 
AAAC AAT AAC 
CTTCTAACTT 
TACTAACTAT 
AACCTACCAC 



CATTCATACT 
C AAC AT AC C A 
AATTTTTAAA 
ACATTTTATT 
TTCyAACTAT 
CAAAGAAAAA 
AATATTTGTT 
AGATCTTTTA 
AAAGGAAATA 
AACAATTCCA 
ATCAAAAAGC 
TATTTTAATA 
AATAAAAAAA 
ACTAAAAAAA 
CACAAAAAAA 
CTTATCAAAA 
AAT AG AC TC A 
AACTTGCAAA 
CTCAACATTA 
ACCAATATTC 
CGAAAAATTA 
GTTAAATGTT 
TCCACATTGA 
AACAAAATTA 
TACAGCAATA 
AAAGTCTGTT 
TTCCTCTAAT 
T AAC T T T AAA - 
GCCCTCAATA 



CACTCTGAAT 
ATAGTTCATA 
TATTTTATCA 
TACCCATCAA 
AAAAT AATTC 
AAAGATGAAA 
GGAAGAATAA 
AT GC AAAAC A 
AAAAATTTTA 
TGGGAAGAAA 
GAAGTATATC 
AATGATTATA 
TATGAAAACT 
TTTAAAGAAA 
ATTAAAAACT 
GGCACAAAAC 
C C AAC AAAAT 
AC TAT AT AAT 
AATTTC TT AT 
GTATCATAGG 
ACAACAAAAT 
TCAAGTGTAG 
AT AT GAT C T C 
GATAGAATAT 
ATAGATGTTG 
AAT ATT T T AA 
CTGGACTTTT 
AAAT AC CAT A 
ATATAATTAA 



436440 
436500 
436560 
436620 
436680 
436740 
436800 
436860 
436920 
436980 
437040 
437100 
437160 
437220 
437280 
437340 
437400 
437460 
437520 
437580 
437640 
437700 
437760 
437820 
437880 
437940 
438000 
438060 
433120 
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AATAATCTTG 


AAATATAAAA 


AACTCCTTAA 


ACAAATTAAA 


CTTTCCTTCC 


GGGCTTTACA 


438130 


TAAATTAATT 


GAATTATAGC 


ACAAAAAACA 


AACAAGCCTT 


CCAATAAAAA 


CCCTAATTAA 


433240 


AACAATGACT 


CAATATTTTA 


AAGACACAAT 


AAAGCATATT 


TTCATTACTG 


CCGCTCAACA 


438300 


ACAAAATGAA 


CATTACAACA 


ATATTTGTGA 


TAAAATTAGT 


ATCCAAAGGT 


TTTTACTAAA 


438360 


TTTGACAAAA 


CAAATGTATA 


AAAAGAAACA 


AAAAAAAATA 


TATGAAATTC 


TGGACTTGTT 


433420 


TTTACTTGTC 


TTTAAAACAA 


CAACACTTAC 


AATTGGCGGA 


GGATTAATAA 


TTATATCTGA 


438480 


GCTTAAAAAA 


ATATTTGTTA 


AAAAAAGAAA 


AATAATATCT 


GAGGACGATT 


TTAACAAAAT 


433540 


ACTAGCAACA 


TCAAATGTTA 


TTCCTGGAGT 


TACAGCGATT 


AATTTTGTGT 


TCCTAGTAGG 


438600 


AAGAAAATTT 


GGAGGTTTTC 


CATGCGCACT 


TTTGCTCGTT 


GTTGCAGGAA 


TTTTGCCTTC 


438660 


CATTATTGCA 


ATAATAATGG 


TTTTCCTTTA 


TCTAAAATTA 


GT AC C AG AT A 


GCATACATGT 


433720 


TAAAAAATTT 


CTCGAAGGTG 


CAAAAATATC 


TTCAATTATC 


AT AAT G AT AA 


CCGTTGTTTT 


438730 


AAAATTTTCC 


AAAAAAATGC 


TAAATGATTC 


TATAATAAAA 


TGGACAATAT 


GTTTTCTTGT 


438340 


AATTTTTGCA 


ATTTTTAAAT 


TAAAAATAAA 


AAT AT C AT AC 


AT ATT GTT AA 


TTTTCTTTTT 


438900 


AGTATACACA 


TTTAAATATA 


TAACAATAAA 


AAAAATATTA 


AC T AAAT AG A 


AAAAGGATAT 


438960 


GGGTTGATTT 


TAATAAATTT 


ATTCATTACA 


TTCTTAAAAA 


TCGGATTATT 


AAATTTCGGA 


439020 


GGCGGTAATG 


GAATTGCAGC 


AATAATAAAC 


AACGAAATAA 


TTAATAATAA 


AC AT T GG AT A 


439080 


AC AAAAG AAG 


AATTTGTCAA 


TATGATTACA 


AT AT C AAG AA 


TAACCCCTGG 


GCCTATTGCA 


439140 


ACAAACATAG 


CAACATACGT 


TGGAATGAAA 


ACTGCAGGAA 


TTGCGGGAGC 


AATAATTGCT 


439200 


ACAGTAGCAT 


TAATAACAGC 


CCCAATAATA 


ATAATGATTA 


TAATCCTCCT 


AAT AC T AC AT 


439260 


AAAATCGGCT 


TTTTAAATTA 


TTGCCTAGAA 


AATCTAAAAC 


CTATTATTGT 


TGCGCTGTGG 


439320 


ATAATTACAA 


TAATCATTTT 


GCTTGAAAAT 


AC AT AT T T AA 


AAATAGAAAA 


CAACAAAACA 


439380 


GAACTTTTGA 


AAACTCTGGC 


TATTGTAGGA 


ATTAATTTTT 


TTATTTTATT 


TTTTTATAAT 


439440 


AAAATAAGTC 


CAGCATTAGT 


AATTATACTT 


AGTGGATTTT 


TTTATACATT 


AATATAAATA 


439500 


TGATTAAACA 


AAAATTAAAA 


ATATCTCAAA 


ATTTAAACTC 


AATT C AAAT A 


CAAACAATAA 


439560 


^ AAATATTAAG 


CCTTAACCAA 


AAAGAATTAA 


CAAAGCTTAT 


AC TAG AAG AA 


AGCGAAAATA 


439620 






T^AAATAAAA 


TATTTTTTGA 


AAC AT TG AAA 


ACATATAGGT 


439630 


TTAAAAAAGT 


TTTTTATAAA 


GAAGATGATA 


TGATAAAAAA 


TCAACACGAC 


ATAGCTCTTG 


439740 


AAAAAAC AC A 


- AACAAATACT 


TCTTT AAAAG 


AACACCTTTT 


AC TG C AAT T A 


AGAATTCAAA 


439300 


GAATAAATGA 


AGATGAAATT 


AAAATAGGCG 


AAATACTCAT 


AAACAATCTA 


AACAGCAAAG 


439860 


GTTTTCATAT 


AATAAACCCT 


TACGATCTTT 


TT AAAAAGG A 


AGAAAAAGAA 


AAAGTAAAAA 


439920 
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AAATAATTGA ACTTATTCAA AAATTTGATC CAATTGGAAT TTGTGTCCCC AACATAATAG 43 9 9 80 

AATCGTTAAT TTTGCAAGCA AAGCATCATA AATTAGAAAC TAATATTATT AAAATTCTTG 44 0040 

AAAAAGCAGA GCTTCTTGAA AAAACTCAAA AAAAGTTAAA AGAGGAACTT AAAAT AAGAA 44010 0 

GCAAAGAATT TAACACGGCT TTAGAAATTA TCAGACAAAA ACTTAACCCC AACCCAACGC 440160 

TCGAATTTAA AGACCCAAAC GACACTAATT TTTATGTTGA TCCAGATATA TTAATAATAA 4 402 2 0 

ATCACAATAA TAAATTTAAA ATTAAAATCA AAGAAGTTAA TATCTTTAAA AAAGAACTTA 4402 30 

AAAGGACAAG TGAAAACCCC CAAAAACAAA AAAAAGCAAA GTGGTTAATC GAATCCCTAC 440 3 40 

GATATAGAGA CGAAATACTT GCAAAAATAG GAATAGCTAT ATATACATTG CAAAAAGAAT 44040 0 

TTCTAAGAAG AGGATTTAAA AGCTTAAGGC CAATGAACTT GAGCATTTTA TCAGAAAAAA 4404 60 

TTAGTGTATC AAAATCAACA ATATCAAGAG CAATAAAAAA TAAATACTTA AAATGCGAAT 44052 0 

GGGGTACAAT ATTAATCAAA GAGCTTTTTA GCTCTGTTGG TGGAGCAAAA ACAAATGAAT 440530 

TTTCAAAATT AAGCATCAAA ATAACAGTAA AAAAGTTATT AGAAGCAAAT AAAAAGATGT 440640 

CAGACAAAGA GATTTCTGTT ATACTAAAGT CC AAAGGAAT CTCTATTTCT AGAAGAACAG 4407 00 

TAAATAAATA CAGAAATGAA TTAAAATCTG AGAAAGGGAG AACATATTAT GG AAC CT AAA 4407 6 0 

ATTCAAACGG TTAATTACAG CTTGAATGAG AATGAAAAAA ATTTTATTCT CAAAAAGCTA 44082 0 

GAAAAATTTG AT AC T C AT AT CAAAAAACAT ATTGATAATT TAAAAATTAC AATTAAAAAA 4408 8 0 

GAACATGAAC TTTTTAAATT AG AC G C AC AT ATTCACTTTA ATTGGGGGAA AATAATACAT 440 9 40 

ATAAGAGAAG ATGGGAAAAT ACTTCTTAAT CTTATTGATA GTGCAATAGC AAGACTTTAC 4410 0 0 

AAAACAGCAA CCAAAGAGAA AGAGAAAAAA AACAACAAAT AAGATAAGTA AAAAATGCAA 4410 60 

GAAGTAGAAA TTGAGATAAT AAATAAAGAT GGAATACATT CAAGGTCGGC AAACATCATT 44112 0 

GCTGAATTCG CAAATAAACA TTCTTCGTGC G AC AT AAAAA T AAC AAC AAA AGATGGCAGA 441180 

AAAGCTGACG CAAAGTCCAC AATAGAAATT ATCATATTGG GTATAATATA CAAAGAAAAA 4412 4 0 

ATAAAAATAA CAGTCGTTGG AAAAAAAGAA AAACTAGCAA TTAAAAATTT ATTAAACTTG 4413 0 0 

C T AAAAT AT A ATT TTTC AAA AGAGC TTTAA AAATGAACAA AAAAATTTTT T AC AT AAC AA 4413 60 

TACTGCTGCA CTTACCTAAT CTTCTATTTT CATACTCAAC AAAAT ACGAC ATTGAAGTAA 44142 0 

AAATGTCGGC TTTTGTCATG AGTCTGGCAA TCATCGTAAT CTCATCTATT TCAATAGGCA 441480 

ATCTAGTAGC T AAAAT AGGA ATTCCAAAAG TAATAGGGCA AATAACAGCG GGAATAATTC 4415 40 

TAAGTCCGAA TGCCTTTGGA AAAATTCAAA TACCTTTATT ATTCCCATTG GGAATAACTC 44160 0 

AAATTGGAGA AAATTATTTA AT AAAT G AAA AAATATTTGC AATCTCTACC ATAGCTTCAA 441660 
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TAATATTGCT TTTCACAGCA GGACTTGAAA CTGACTTAAA ATTGTTTATC AAATTTTTGC 4417 2 0 

CACGCGGAGG AATTATTGGA ATAACAGAGG TTGTTGGAAC CTTCACAAGT TTTGTACTAA 4417 8 0 

TGGCAAGCAT AATTTTTAAC GTTCCCCTAA TAAGCCCAAC CTCACTTTTT ATTGGAATAA 4413 4 0 

TTGGAACCCC AACATCAGCA GGAATCGCAG CAAGCATACT CTCGGCAAAG AAAAAAATGA 44190 0 

GTACCTCAGA AGGAGTGACA ATAATCTCAA CTTCAATTAT TGATGATGTG CTTTCAATGC 4419 6 0 

TTATGCTTAC AAGTGTAATA AC TAT AT C AA GAT C TAT AT C AGATCTTGAT ATAGCAAGCT 442 02 0 

CAATAAAAGC TATAGTTCAA AACATAGTAA TTTGGCTATG CTTAACTTTC TCTTTAATAT 442 08 0 

AT AT AT C AG A AACACTCTCA AG AC TGTTGA AAAAATTAAA CAGTGTCACC TTAGCAACCG 44 214 0 

TAATAACGCT CTCTCTAGCC CTTACTATTG CAAGCATTTT CCAAAATTTA GGAATGTCTT 44220 0 

TTGTTGTTGG GGCTTATGTA TTTGGACTTG CTATGTCAAA AACAGACATT GTATACGTAA 4422 6 0 

TTCAAGACAA ACTAACAATC TTTGAAAGAT TCTTTATCCC GATCTTTTTT ACATCAATCG 44232 0 

GAC TTATGTC AGATATTAAT GAAATACTTT CAAAGGAAGT TCTTATTTTA GGATTAGCAA 4423 80 

TTAGCGCAAT AGCAATAATT AC T AAAAGT A TATTTTGCTT TATCCCAGCA CTCTTTTTAG 442 44 0 

GATTTAATAA ACTTGGAGCC TTAAAAATTG CAACCGGAAT GGTTCCAAGA GGAGAAGTTT 442 50 0 

CACTTATTAT GGCAAATGTA GCATTATCTT CAGGATTTAT TAGCCAAAAA ATATTTGGAA 4425 60 

TCATAATAAT AATGGTGTTT TTGCCAACAA TCATTGCAAC ACCCATAATA AACTTTTTAT 44 2 62 0 

TTAAAATAAA TAAAAGTGGA CTTAAAAAAG AACTCCCAAT AGATCAAAAT ACACACATAT 442 68 0 

GCGTATCATT TGAATATGAT AATTTAGCCA AAATTCTTAT ATGGGA.CTTT AAAAATGAGT 4427 40 

TAAGAAAAGA AGGATTTTTT AC AC AAC AAA TTAAAAATGA TTCTTCACAA TATATTAATG 442 8 00 

CAAGAAAAAA CAATATATCC TTCTCAATAA AACGAGAAGG TAGCAAAATC ACATTTGAAT 442 8 60 

GCCCAAATAA TCATTTAATT ATAATACAAG ATCTTTTTAG AGAAACAATC TTAAACCTAG 442 92 0 

AAAAAATAAC CAAAGAAGTT GAAACAGTCT CTTTAAGAGC AAAAAAACTA GATTACTCAA 442 9 30 

TAAATTACGA TAAAATCCTT AGTAATATCA ACCTAAATAA AAGAATAAAA AAGGAAAACA 443 0 40 

T TAT T C TAG A ATTAAAATCA AGCAATAAGG CTGATGTAAT AAGAGAGCTT CTAAGCGTAA 4 4310 0 

TAAACATTGA AATTGATAAA GAAAGAATAT TCCAAGATTT AATGGAAAGA GAAAAGTTAA 44316 0 

TTACTACTGC ACTAAAAGAA GGCTTTGCCA TTCCCCATTT AAAAACAAAT TTAATATCAA 443 22 0 v 

AAAT AC AT AT TGCAATAGGA ATAAGCCATG AGGGAATTGA CTTTAATGCT CTTGACAAGA .443 2 80 

ACTTAAGTCA TGTTTTTATA TTAATACTGT GCCCAGCAAA AGATTACGTT AGCTACCCTA 443 3 40 

GAATTTTAGC ATCTGTTGTG GGCAAAGTTG ATCTGTACAA AAAAG AAAT T T T AAAT GC AA 443 4 00 

AAACAGATAA AGAAATTTAT AAT AT AAT AG TGAGCTAAGT TATGTTTAAA GTTATCAAAT 44 3 4 60 
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GTAATGAATT GAATGAAAAA TTGATAGACA AAAAAGTTGA AATAAATGCT TGGGTAAAAA 443 52 0 

AAAT T AG AC A CCACGGAAAA TTTATCTTTC TAAATATAAG AGACAGATAT GAAAAAGCTC 44 3 58 0 

AAGTTCTGGT AAATGAAGAA AAGCTTCTAA AG AT C G C AG A AAAAATAAAA CTTGAATATT 44 3 640 

GCATTAAAAT TCAAGGACTG TTGATCAAAA GACCCCCCAA CAT GAT AAAT GCAAATATGA 443 70 0 

AAACAGGACA TTTTGAAATA TTGGCAAAAA AC AT T G AAAT TATCTCAAAG TGCAATGAAT 44 37 6 0 

TGCCATTTAT GATAGAAGAT GACAATAATG CCAAGTGAAA ACTCAAAACT T G AAT AC AG A 44 3 82 0 

TACTTAGATT TAAGAAGAGA TTC CTTGAAA AATAAAATTA TTTTAAGATG TCAGGCTACT 443 83 0 

CATC TTATT A GAAATTTTTT AATAAAAAGA AAATTTTTAG AGC T AGAAAC TCCAACTTTT 44 3 940 

GTAAAATCAA CGCCAGAAGG TGCAAGAGAT TTTGTAATCC CATCAAGGAT TCACAAAGGA 44 40 00 

TCTTTTTATG CACTACCTCA ATCTCCACAA CTTTACAAAC AAC T CAT AAT GATAGCAGGA 4440 6 0 

TTTGACAAAT ACTTTCAAAT AGCCCGCTGC TAT AG AG AC G AAGATTCAAG AGGGGACAGA 44412 0 

CAACCAGAGT TCACCCAGCT CGATCTTGAA ATGAGCTTTG TCAAAAAAGA AAATATTTTT 44418 0 

AAAT T AAT AG AAAATATGCT TTTTTTAATA TTCAAAAATT GC AT C AAT AT TAACCTACCT 44 4 240 

AAAAAATTCA AAAAAATAAC ATACAAAAAG GCAATGAACA AATATGGAAG CGACAAACCA 444 300 

GATACTAGAT TTGAACTTGA ATTACAAGAT ATAAGTCGTA ATCTAAAAAA TTCAGAATTT 444 3 60 

AAT AT AT T C A AAGATACTCT AAAAAACAAA GGTTCAATTA AAATTTTAAT AGTAAAAGAT 44 442 0 

AAAGCTGACA AGTTTTCAAG AGC AAAAAT A AACAATTTAG AAGAAATTGC AAAGC TTTAC 44 4 48 0 

AAAACACAAG GGCTTTATTT TACAAAAATT GAAAACAATA AATTTTCCGG GGGAATTGCA 444 5 40 

AAATTTTTAA AAAC AG AAG A ACAGGAATTA AT AAAAAC C T ATTCTTTAGA AAATAATGAC 444 60 0 

ATAATTTTCT TTACAGCTAA TAATAACTGG GAAACTGCAT GTAAAGCAAT GGGTCAAATT 444 6 60 

AGAATAAAAA TTGCAAATGA TCTTGGACTA AT AGAT G AAA AT AAAT TTGA ATTTCTATGG 4447 2 0 

GTCTATGATT TTCCACTATT TGAATATGAC GAAAATACAA AAACCTATTC ACCAGCTCAC 4447 3 0 

C AC ATGTTC T CGCTTCCCAA AAAGC AAT AT ATTGCTAATT TAGAAAAAAA TCCAAAAAAA 444 840 

AC T AT AGGTG AAATTTACGA TCTTGTTTTA AATGGC GTAG AACTTGGCTC AGGTTCAATT 444 900 

AGAATACATA ACAAAGAGCT T C AAC AAAG A ATTTTCAAAA TAATAGGATT TCAAAAAGAA 4449 6 0 

AAAT C AG AAG ATAGATTTGG ATTTTTTCTA AAAGC ATT AG AATATGGAGC TCCTAATCAT 445 02 0 

GGTGGCATTG CTATTGGCAT T GAT AG ACT A ATAATGTTGA TGACAAAATC AACTTCAATA 4 45 030 

AAAGATGTAA TACTGTTTCC TAAAAATTCT TTTGCAGCAA GCCCTCTTGA TAATTCCCCC 445140 
TCTAAAATCT CAAATGAACA AC T C AAAG AA CTGGGAATTA AT AT T G T T G A TGGTGACAAT ' 445 20 0 
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TAATCCATAA TGCAAGCTCT GC CAT AT AC C TTTAAAATTA TAAAAATCAG CTACTCAACA 4452 6 0 

TTCCTTGGAA TTTTTCAAGA TACTGCTATT CTTTCAAGAA ATTAAGTCTC AAAATCTAAA 4453 2 0 

ACAAAATGCT TTTTTAAAAT TTAAAAAAAT CTTATTAATT AATTACTTTT TCAATCAAAA 4453 8 0 

. CAGTCTCATA AACACAGCAT TTAATAATAA TTTTAAAAAT AAATTAATCT ATTATTCAGG 445 44 0 

TTTTGAAAAA ATAAACAAAA AAATACCCGA TAAATAGTAA AAAAC TAT AT CAAACAATCA 44550 0 

ATAATTTTAT AAATATCTAA AATATAATTA GAATAATAAA AAAGCCGCTC AAAAAGCAGC 44556 0 

TTGCAAATAA ~AAATTAGTGA ATTTTTATTT AATTTCTATT AATATTATTA AGATTTTTGC 445 62 0 

ATGCAATCTT CACACGGTCT TTCATAGAAA CTTCAGCTTC TCTTAACCAA ACCCTTGGAT 445 68 0 

CATAAAATTT CTTATTTGGA ATATCAATAT CCTTGCCATC TCCTAATTGA CCTTGCAAAC 4457 4 0 

GACTTTCATT TTTTTTGTAA TAATTTAAAA CACCCTCCCA GGCAGCCCAC TGTGTATCTG 44 5 80 0 

TGTCAATATT CATCTTTACA ACGCCATAAG AAAGCGCCTC ATTAATCTCA TCAATTGTAG 445 86 0 

ATCCAGACCC TCCATGAAAA AC AT AAGAAA CTGGCTTAGC CATATTTACT CCTGTTTTTG 445 92 0 

ATATGACATA ATCTTGACCA TCTTTTAAAA CTTTTGGAGT AAGCTTAACA TTCCCCGGTT 445 98 0 

TAT AT AC C C C ATGAACATTT CCAAAAGCTG CTGCAATCTG AAAATTTGGG CTAACTTTTA 44 6 04 0 

AAAGTTCTGA ATATCCATAA TAAATATCCT CAGGAGTAGA AAATAGTTCA TGCAAAGCTC 44 610 0 

TATCTGAATT GTCAACTCCA TCCTCTTCCC CACCCGTAAT TCCAAGCTCT ATTTCCAAAA 44 616 0 

ACATTTCAAT TTTTGCCATT CTTTCTAAGA ATTTTTTAGA AATTTCAATA TTTTCTTTAA 4462 2 0 

TAGGTTCTTC TGATAAATCT AACATATGTG AAGAAAATAA TGGTTTTTTG TGCTGACTAT 446 28 0 

AGTATTTCTC TCCATATTCT AAAAGGCCTT CAACCCAAGG AAGCAAATTT TTAGCACAGT 446 3 40 

GATCAGTATG AAGAACAACA GG AAC AC CAT AATGCTCTGC CATTAAATGA ACATGCATAG 446400 

C AC C AG AAAT AGCTCCAACT ATTGAAACTC CTTGTGGTTT TTCCATCTTT AATCCTTTTC 446 460 

CAGAAATAAA AGCAGATCCA C T ATT AG AAA ATTGTATCAT AATAGGAGAA TTAATTTCTT 44 6 52 0 

TTGCTGCCTC C AAAAC TGC A TTAATAGAAT TTGTTCCTAT ACAATTAATA GAAGGAATAG 446 5 80 

CAAATCCTTC CTTTTTACAT ATTTCATATA AAAAATGTAG TTCCTTCCCA TAAACTACAC 446 640 

CTGGTTTAAT CTTATCTAAA ACACCCATTT AT AT C AC T C C TTTCCATTTT ATTTTTTCTT 44 67 0 0 

TTATCAAATG CCTATAATAA ATTATACACC TAAGAAGTTG AATTGAATTT AAATCAAAAA 44 67 60 

ATAAATAATT ATTAAATCAA AACCAAACAT AAAATTTATT AAAAATTTAT TATTTTGCAT 4 46 820 

AAAAAAGTTT AAAATCAAGT CTTCTTGGTA GACTCTAGCA TTTTATACCA CTGTGAAAAT 446 8 80 

TCTTTTATTC CTTCTTTAAT A GAAACTTTA GCCTCATACC CAACATCATT TTTAAGCTTT 4 46 940 

AAAATATCAC AACAACTTTC T AC AAC AT C T GCTTTTTGCA TAGGCATATA ATTTTTTAAG 4 47 000 
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GCCTTTTTAT CAAAATTTGC TTCAAGCTCG CTAATAAAAT CTAGCAGTTT AGTTGCGTGT 4 470 6 0 

CCAGTTCCTA TAT TAT AT AT TCTGTAAGGA AAAGAAGAAG TTGATGAATT TGGATTTTTA 4 4712 0 

ACGTCAAAAT TACAATCACT CTTAGCCGGA TTTTTCAAAA CTTTGTAAAC ACCGTCTGCA 44713 0 

ATGTCACCCA CATATGTAAA ATCTCTAGCC ATATTCCCAT TATTAAAAAT ATTAATAGCC 4 47240 

TTGCCATTTT TAATTCCATC TGAAAATAAA T AT AAAG CCA TATCGGGTCT TCCATAAGTC 447300 

CCATAAACTG TGAAAAATCT AAGCCCTGTT GTGGGAATAT TAAAAGATGC ACTATAAGCA 4 47 3 60 

TGCGCCATCA TCTCATTAGA TTTTTTACTA GCTGCATATA AATTTAAAGG GTGATCCGTA 4 47 42 0 

ATAGAATCTT CACTAGACGG CATATTTTCA TTTATGCCAT AAACCGATGA C GTTGATGC A 447 43 0 

TAAACAAAAT GCTCGATGTT TTCTTTATAA ACTCTACATA CATCCAAAAC ATTAAAAAAC 447 540 

CCAACAATAT TTATTGAAAC ATAGCTATCA GGATTTTCAA GACTATCTCT AATGCCCGCT 447 6 00 

TGAGCAGCCA AATGGCAAAC ATGTGTAAAC TTATGATCTT TAAAAAGTTC TAGCAGTTTA 447 6 60 

TCCTTATTTA GTATATCAAG ATAAGCAAAA GATAAATTAT TATATTTTTC ACTCTTAATA 447720 

ATCTTATGCG TTTTAACATC CTTAGAACAA AACCCTAAAG CTTCTAACCT TTCATGCTTA 4477 8 0 

AATTTGAGTT CATAATAATC ATTTAATACG TCTATTCCCA AAACTTCATG CCCTTTTTCC 447 8 40 

ACAAGCTTTT TAGCTACATG AAATCCAATA AACCCTGCAA TTCCGGTTAA AAAAATCTTC 447 900 

ATACTATTAT TCCTCTTTAA AATTCAATAC AAAGCAAGCC CATTAATCTA TTTTTTAAAA 4 47 9 60 

CCAATATCTC TTTTCTGATA AC C AC G AG AA TTGTTGATAC CATACCTATT ATTTCTAACA 4 48 02 0 

TAAGAGACTC TTATTCTTTT TATATTTCCA TCTCCCTCAC TTTCAGTTTT TATGTCACTA 448 0 80 

TAACGATTTA AAGTTGTATG AACAATCCTT CTTTCAAAAG GATTCATTGA TGGCAACAAA 4 48140 

ATAGAGCGCC TGGTTCTTTT GACTTTATGA AAAGAATTTA TTGCTAAATT AATAAACCTA 4482 00 

. GATTTAAACC GTTCTCTATA ATCTCCAATA TCCAATATAA CCCTATTAAA AGCCCCATTT 4482 60 

TCACCAATAA GCTTAGAGGC ATAAACATTT GTTAAAAGCT GCAAAGAATC TAAATTTTTA 4483 20 

CCCTCTCGTC CAATCAAAAT ATTTGGAC T A TCTGTTTCAA TAGAAATCTT AACATATCCC 4483 80 

CCTTCTTTGG GCTCTATTGT CAAATGTACA GAATATCCCA TTTTAATTAG CATTTCTTTT 443440 

ACAAATTCTA AAATTTTATC ACAAATTTCA TCACCAATTT TAATTTCAAA ATCGTCTTTT 448 5 00 

TTAACCTCCT TTGCATGAGG AGAAACCCGT ATTTTAATCA TTTCTTTCTT AAATAAAAAT 4435 60 

CCAACCCTTT CTTTATCTAA AATTTCTACA TCAAACTCGC CTTCTTTTAA TTCTAGATCT 448 62 0 

CTCATTGCTT TCTTTATTGC TTCTTGCTCG GTTTTTCCGT AAAATTCATA GCTCATATTA 448 6 80 

TTCCCCCTTT AAGACAAATG CATC TT TATA TAGTATTGCT GCAAAATAGT AAAAATATTT 4 4 37 40 
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GTTGTAATCC AATATATTAA AAGCCCTGAT GGC AT ATTGT AAAGTATGAA AAAAAACATA 44 8 3 00 

ATAGGCATTC C AAAAT AT AA AAACTTCTGC TGCGCCCCAA GATTTTTTAA AT C CAT ATT A 448 8 60 

GAACTAACAA TTGTAGATCC CAATTGAGTA AACATCATAA TAAAAGGCAA AATTCTAATA 443920 

TCGGTCCAAG AAACAAAATA AAGCTTATAT CCAAAATGAT AT AC AC T GT C ACCGATAGAT 448980 

AAATCATCAA TCCATCCTGG AATAAAACTA GCTCCTCTTA ATAAAAATAA ATTATTTACA 449 0 40 

AGTGAATAAA GAGCAAAAAA TATAGGAAGC TGCAAAATTA CAGGAAGACA CCCCCCAAGA 449100 

GGATTAACTC CTTCTTCTTT ATAAAGCCTT CCCATCTCTT CATTTAACTT TTTAGGATCA 449160 

TGCTTAAACT TTGCTTGAAG CTCTTTCATT TTAGGTTGAA GCTTGGAAAG yTCCGCAGTA 4492 20 

GCTCTAAATC CCTTAAATGT CAAAGGAAAG ATAAGTATTC TAACAACAAT TGTCAAAAAA 4 49230 

ATAATTGAAA GCCCCCAATT AGGTATAACA T C AT AAAAAA CTTGCATTAC CATTTGCATA 449 3 40 

GGAACTTGAA TCAAATACCA AAAACTCTTT TCCACTGACA TTCC AAAAAA AATATCAAAT 449400 

AAACCAAAGG TATTGTCATC TCTCTTGTCA AAAACGTCTA AATATCTATT ATCCTTAGGT 4494 60 

CCAGCGTAAA TAAAAAACTC ATCGCTAATA TTTTTTTTAT TTCTAACATT ATTAATAATA 449 52 0 

AACGATTTAA GAGTTCCTCT TTCCTTCTTA AATTCAACCT CCATATTTTC TTTrGAAACT 449 5 80 

AACACCCCAA AATACTTAGT ACTAGAACCA ATCCATCTGG GATTGTTAAT CCTTAGACCA 449 6 40 

TCTTTACCAT ATTTAAGCTT ATTATCATAA TAAATTATTT GAGACAAATA ATTATTATAT 4497 00 

TGTAGCTTTG CTTTATCACT CAACCTTTCA ATCTCAGAAC TAAAAATAAT TTTATAAGAA 4497 60 

TCAAAATCAA ATAAGTTATA ATCCTCAAGA CCATTTACAG TAACTTTGAA TTGCATTAAG 4498 20 

TACT CATC TT TTTTCGAAAA TGTATACTTC TTTACATATT CATAAGTTTT ACCATTATTT 4498 80 

TTAAAATAAG CTTTAAATTC ATGATTAAAA TCATCTATCT TTTTATACAA AAACAAATCA 449 9 40 

TCTACAAAAT AGTCAAAACT AATGTCAAAA AAAGTTTCAT TTTTGCGATC AATATTAATC 450 0 00 

AAATCTGTAG GATTTTTTTC CAAATTTAAA TGATTTTTAA GCTTTAATGA AACCAAATTT 45 00 60 

CCTTTAAATG TAGAAAAAGT AGCAACATAT ATCCCTGTCT CTACAATAAT ATCTTGAGAT 45012 0 

TTATTAATCA AATTAAAGCT ATTACTCTTA ACTGAAGACA TCTCATTATC ATCAAAACTT 45018 0 

TTGTTTAAAT CAAACTGCAC TTCCTTATCA GAAGAC TTAG AACTTAAAAT GTTTGAAGAA 4502 40 

AAAAT AT C AT TAATAAGCAT GAAAAGACCT AT T AAAAAT A AAGACAAATA AACTGTTCTT 45 03 00 

AAAATTCTTC TACTTTGATT CACCTATGCC CCTTTCACAC CTTAAAACCA AACCTTTCAT 4503 60 

GAGAGATTCA ATG C T AAAAT AAGTCAAAGT TAACTTACCA TAAGAAACTA C AAAAAT AAT 45 04 2 0 

AT C T AAAGC A ATCCCTTCTA AC AAT T C T AA TCTTTTTCTA AAAGCTTCTT TAAAAAGTCT 450480. 

TCTAATGCGA TTCCTTTTAA CAGATCCCCT AAAGCCTTTA GAAAAGGTAA CAAGAATTCT 45 0 5 40 
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AGAATAAACC 


AAATGATTTG 


ATT TAT AG AA 


CATTTTAAGA 


TTAAGATTGC 


m 7\ 7\ A rnpmi\ ATI 

TAAAIL 1AA1 


a cr r\ a n n 


CAGCTTGCCT 


TCTTTGAAAA 


TTTTTTGAAT 


TTCTATTTTT 


GATTTTAAAC 


T AAT ATTTC T 


a c n c c, c\ 


TTTTCTCATC 


AGAAACAGTT 


AATTTCATTC 


TTCCTTTTGC 


CCTTCGCCTT 


"A "ft 71 "ft "ft m 7\ 7\ 

GAAAGAATAA 


a cr r\H o n 
4b(J / 2 U 


GTCTTCCGCC 


TTTAGTTTTC 


ATTCTAGCTC 


TAAACCCAAA 


TTTTCTATTT 


CTTTTAACAC 


4 O U / o U 


GACTGGGTTG 


ATAAGTTCTT 


TTCAAAACGC 


TCCTCCATTA 


AAAACAATTT 


TATGCTGCCA 


450 8 40 


AGCTACAAAT 


TAAACACTAA 


C AT GG T AT AG 


C AT AT AAAT G 


CAATTGTCAA 


TAATAATTAC 


a nr r\ r\ r\ r\ 

45 03 OU 


CTTACCAAAA 


CCTTTATATC 


TATTATTTTA 


ATACCTGTTA 


ATTCTTTTAC 


TGAATTTATT 


4 5 o y o (J 


ATCTTCGACT 


TATTGATTGC 


TAT AC T AC AC 


AAAAT ACTTG 


AATTGC TT AC 


C T C AAG AAAA 




AGGATCTGCT 


CATTTTTAAA 


ATCTAAAAAC 


TTTACATCAT 


CTGATAAAGC 


C T C AAAT AT C 




TGATTCCATT 


TATCGGCAAT 


CAATAATTTC 


GAACTTATTT 


TTTTATTAAC 


AAGCAAATTG 


4t .D J- J_ U 


GATTCTAAAT 


AATCCTTAAG 


AACATTGCCT 


ATTTTTTTAA 


AAGCAGAATC 


ATTCATATCA 


/i ci o n n 


ATTTTTTATA 


CCACAATGCA 


AAAAAC AAT A 


TTGAATAAAC 


CTAGAAAAGC 


TTATTTTAAT 


/ten o c n 


AT T C AAAAT A 


GCATTAATAA 


CTCACTTTAA 


CCCAAAGACA 


TCGGCATTAT 


CAAGTGCGTA 


/i c i Ton 


AAATTAAAAT 


TTTCAGGTTC 


GCTCAATTTT 


AATACATTGC 


C CGAATT AAA 


TTGTATTTCT 


/I a i t q n 
4 j 1 j o U 


ATCTTTGAAG 


TTTCAAAAAC 


ACTAATAGCT 


T C AAC AAAAT 


ATGAAAT AT T 


AAT AG C C ATA 


/i cr 1 /i /i n 
4bl44U 


ACCTCATCTG 


CTCCGTCATA 


CAGATAATTT 


GGATCTTTAA 


TGAAAAATTC 


ACCTTTTCTT 


/i c i cr n n 
-4blbUU 


CCAGTAATCA 


AATCTTCTCC 


AAGAAGTTTT 


AATTGTAACT 


CAGAGAAAGT 


TAAAACCAAC 


4 jiboU 


TTTCTTGATT 


TATCAACATA 


TAAATTGACT 


CTTGCAAGTC 


TATCTTTTAA 


AATGCCTAGC 


/i ci con 


GAAACTAAAG 


ATTTATTTTT 


CTGTTCTTTA 


GGTATAATGC 


TTTTATAATC 


CGGATAATTA 


a c i con 


CCATTAATTA 


AGCTACAAGC 


TATTTTATAA 


TTATCAAATT 


CAACATAAAA 


TTTTTTATCC 


4bl / 4 U 


GAAAACTTTA 


TTTTAACCAT 


ACCTTCTCCC 


GACATAAGAT 


GTTTTAAGAA 


ATT AAAT ATT 


1 j 1 cj U U 


TTTACAGGAA 


C TAT AAAAT T 


CACATCTTCT 


TCAACTATGA 


CTTCTGTTTT 


AC AAAT AG AC 


<± D X O D U 


ATTC TGTGAC 


CATTAGTAGA 


AACAAGTAGT 


AATTTAGAAT 


CTTCATCTTT 


m/"* "ft TV 7\ 7\ TV rp A z"" 1 

TGAAAAA 1 AC 


A S 1 Q 7 0 
t± j X -7 ^ ^ 


AC AC C ATTTA 


ATACATTCTT 


AGATTCATCA 


AGATGTGCTG 


AAAAAGC TAT 


TCTATTTAI 1 


~t J 1 J O V 


ACTTTTTTAA 


AAGATTTTTG 


TTTTATTTCA 


ATTCCAAAAG 


TATAATCTTC 


AT T AAC C ATA 


452040 


TCATAATTGT 


AATTTTCTAT 


TTCTTCGTAT 


bAAAAAGTGG 


GCTCTTTTAA 


ATGATCTTCA 


452100 


TATTCCTCTT 


TCTCATCATT 


TAACTCTCCC 


ATAATTTCTA 


ATTTACTATT 


ATTTTCATTA 


452160 


AAAACTATTT 


TGATTTTCTT 


AT AAAAAC TG 


AATGCTTTTA 


CTGCATCATA 


AAAATTTGAA 


452220 


GCATTAATTA 


ATACCTTAAA 


ATCTGTTTCT 


GAAACAATTG 


AAATTGTGCT 


TTCAAAAAAT 


452280 
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iT-TTrC73r CTG7TGATTT GATTATGAGA TTAGATTTTT TTACTTCTAT TAACAATGCA 452340 

C T C C AAA T AT CAGCCATA-TT TCTGTTTAAT ATTATTCCCT TTGCTTTTTC TATCTCATTC 452 40 0 

ATAA-TTTGA-T TTGTTTCGCA AATAAAAAAT GTGTTGTGTA GCATGATGCC T C C T TAT AT A 452 4 60 

rrr _ c _, TT , CA TTTCA.TCTTA. AT AA.G AT TT T GTGGATTTTG TATTTTTATT TTTTATAGAT 452 52 0 

a^-7iG"-GT AA.T A.GT AGT A AGCTACTGTT TGATTGTTTA ATTGTATTTA ATACTATATG 452580 

iT^'-AC^^ ATA/TCTTGTT AAA.TTGTA.GG TTGTTTTTTT GTTGTATTTT TGATAAATTA 452 640 

TTr _ OGTTCAA TTCTTTAAA-A- TAATTTTTGA TTCTTCAATT AAGTTTAATT TTTTTTTATT 4 527 0 0 

rprro-^-CA-TAA. GTTCTGTGAT TAAATTGTTA ATTTCTTTGT GATTATTTCT GTCTCTATCT 4 52 7 60 

ATTTTATTTA TCGAATAAAG CACTGTTGAA TGGGTTTTCC CTCCAATAAT TTTTCCAATT 4 52 32 0 

TCAACTGCTG ATAGCTCTGT AAAATTTCTC AAAAGG T AC G CATAAATATG TCTAGCTTTT 4 52 880 

GTCA-7CTCTG GTT TTTT AC T ATGCCCCTCA ATATCTTTGT GTGTGATTTT TAGCTCTCTT 4 52 9 40 

AAGA.GTATT7 TTTTTATATT TTCGATATTA ATTTTATTGT TTGGCTCATT GGTTGTTTCT 4 53 00 0 

TT~TCGTAAA. TTA.TTATTTC T T T GAT T AT T TTTTCAACAA TTTCAATGTC AATTTCTATA. 4 53 060 

TTGTCTAAAr CTATATATGC TTTTAGTTTT GTTACAGCAG CTTCAAGGTC TCTTACGTTG 45 312 0 

" GTTGTAAC'TT TTCGAGCAAC CAGATTTAGT ATATTTTTAG GGACATTTAT GCCATCTTCT 4 5318 0 

TC7GCTT7TT TTTCGACAAT AGCTGCTCTG AGTTCAAAAT TGGGCTTTGA TATATCAACA 4 53 240 

TTTAA.TCCCC TTGTGAATCT GCTTTTTAAT CGATCTGTAA AATTTGTAAG TTCAGAAGGA 4533 00 

GATCGGTCA.C ATGTGAATAC TAGTTGTTTA TTGTCTTCAT AAAGGG C AT T AAATGTGTGA 45 3 3 60 

AAAAGCTCTT CTCGTATACC TTCTTTTTTT TGTAAGTCGT GGATATCGTC TATAAGTAGC 453420 

ATGTCTAAGT ATCTGTATTT TTTTTT AAAT TTTTTTGTTT CGTGTGTCTT TATGCTTTCT 4 53 43 0 

ACAAA.TTCAT TTAAA AAATT TTCAGCAGTA ACATATAATA TTTTAAGGTT ATGAT GTAAT 45 3 540 

TCTTCTGTTT TGTTTCCTAT GCTTTGAAGC AAATGTGTTT TTCCAAGTCC AACTCCACCA 4 53 600 

TAAAjTTAAA.C ACGGATTATA TTTTTTCCCA GGATTTTTTG AGATTGACAA GCTGGCATTG 453 6 60 

TAAGCAAGTT TATTATTTGG CCCGATGATA AAATTTTCAA ATGTATATCT TTTTTTAAGA 45 3 7 20 

AAGGGGTTTT TAAAATTTGT GGGCTCTTCT TCTTCTTTTT TGATATACAT TTTTATACGA 4537 80 

TCTTGAA_TAT TTTGGATTGC TTCTTTGGAA GTTGTTTTTT CTTTGAGCTT GTCGAACTTT 453 840 

GAAA_AAGTTT CGTTAAGAGC CGGGTTTTTA GTTTCTTGTT TGTTAGAATG AGTTTTGGGT 453 900 

GG7TGATTTG TAAATACAAT G AC T ATGTT A TTGTAGCCAT TTTTTATAAG GATTT CTTTA 453 9 60 

ATTTTTT7TG TAAJVTCTTTT TTCTATTTGA TTTTTATGAA AT AAAT TT GG AGT AG AT AT T 4540 2 0 

TTAATATTGT CACCTATTGA TTCTAAAAAG CACAAATTTT CAAACCAAAC ATAAAATTCT 4540 80 
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TCTTCTGATA 


GTTCTTTTTT 


TATTTCTGTT 


AAAATCAAGC 


TCCATATATT 


TTTTGATTTT 


454140 


TCCATTTTTT 


TGTCCTTGTT 


GGTTTTAGCA 


CTATACTTTT 


AAC AT TAT AT 


AGTATAATGT 


454200 


TAAATTAGGA 


TTCTATCTAA 


ATTGTTTGTG 


AATTTTTAAA 


AGTTTTTGGT 


ATTTCCTATG 


454260 


TAATAGATAT 


TATTTTTTTT 


TTAATGTAGA 


ATTTATCTGT 


GTCTAGATTT 


TAATTAAATG 


454320 


AATGGAAGGT 


TTATGAATTA 


TGTTGCTAGT 


AACATTCAGG 


TCTTAAAAGG 


ACTTGAGGCT 


4543 80 


GTTAGGAAAA 


GGCCTGGCAT 


GTATATAGGC 


TCAGTTTCTA 


TTAATGGATT 


GCACCATTTG 


454440 


GTTTATGAGG 


TGGTTGACAA 


TAGCATTGAT 


GAGGCTTTAG 


CTGGGTTTTG 


TGATAGAATA 


454500 


GATGTTATTA 


TCAATTTAGA 


TAATACTATA 


ACTGTAATTG 


ATAATGGGAG 


AGGTATTCCT 


454560 


ACCGATATTC 


ATGAAGAGGA 


GGGTATTAGT 


GCCCTTGAAC 


TTGTTTTAAC 


AAAATTACAT 


454 620 


TCTGGTGGTA 


AGTTTAATAA 


AGGCACGTAT 


AAAGTTTCTG 


GGGGACTTCA 


TGGCGTTGGA 


454680 


ATTTCGGTTG 


TAAATGCTCT 


ATCTTCGTTT 


TTAGAGGTTT 


ATGTTAATAG 


AGATGGAAAA 


454740 


ATTTTTAGGC 


AAACTTTTTC 


AAAAGGTATT 


CCGACTTCTA 


AAGTAGAAGT 


TGTGGGGGAA 


454800 


TCTTCTGTTA 


CGGGGACTAA 


GGTTACTTTT 


TTGGCGGATT 


CTGAAATTTT 


TGAAACTTTA 


454860 


GATTATAATT 


TGGATGTTCT 


TGAAAAAAGG 


CTTAAAGAGC 


TTGCTTTTTT 


AAAC GAT AAA 


454920 


ATATACATTT 


CAATTGAAGA 


TAAAAGAATT 


GGTAAAGAAA 


AATCTTCAAA 


ATTTTATTTT 


454980 


GAGGGTGGGA 


TAAAATCTTT 


TGTAGATTAT 


TTAACTAATG 


ACAGCAAAGC 


TTTTCAATCA 


455040 


GAACCTTATT 


ATATTGATGG 


TTTTATTAAT 


G AT GT T AT T G 


TTAATGTGGG 


GCTTAAATGG 


455100 


ACTGAAAGCT 


ATTCTGACAA 


CATTCTTTCT 


TTTGTTAATA 


ACATTAATAC 


AAGAGAAGGG 


455160 


GGAACTCATG 


TTATGGGATT 


TAGAAGTGGA 


CTTACTAAGG 


CCATGAATGA 


AGCTTTTAAA 


455220 


AATTCAAAAA 


TAAGTAAAAA 


AGATATTCCA 


AATCTTACAG 


GAGATGATTT 


TAAAGAGGGG 


455280 


CTTACAGCTG 


TTATTTCTGT 


CAAAGTACCA ^GAACCTCAAT 


TTGAAGGTCA 


AACAAAAAGT 


4553 40 


AAGCTTGGTA 


ATTCTGAGAT 


AAGAAAAATA 


GTTGAAGTTG 


TTGTATATGA 


ACATTTATTG 


45 540 0 


GAAATTATTA 


ATTTAAATCC 


TTTAGAGATA 


GACACTATTC 


TTGGAAAAGC 


AATAAAAGCT 


4554 60 


GCTCGTGCTC 


GTGAAGCTGC 


AAGAAAAGCA 


AGAGAATCAG 


AAAGAAAAAA 


AAATGCATTT 


455520 


GAAAGCTTGG 


CATTGCCTGG 


AAAATTGGCT 


GATTGTACTT 


CTAAAAATCC 


' TTTGGAAAGA 


455580 


GAAATCTATA 


TTGTAGAAGG 


TGATTCTGCT 


GGAGGAAGTG 


CTAAAATGGG 


TAGAAATAGA 


455640 


TTTTTTCAGG 


CCATTTTGCC 


ACTGTGGGGG 


AAAATGCTTA 


ATGTTGAGAA 


AACAAGAGAA 


455700 


GATAAGGTTA 


TCACCAATGA 


TAAGCTTATT 


CCCATAATTG 


CATCTCTTGG 


TGCAGGAGTT 


455760 


GGTAAAACTT 


TTGATATTAC 


AAAACTTCGT 


TATCACAAGA 


T C AT TAT TAT 


GGCAGATGCC 


455820 
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GATGTTGATG 


GATCTCATAT 


TAGAACTTTG 


CTTTTAGCTT 


TTTTCTTTAG 


ATATATGAGA 


455380 


GATTTAATTG 


AAAAT GG AT A 


TAT AT AT AT A 


GCCATGCCTC 


CTCTTTATAA 


AATAAAGTAT 


455940 


GACAATCGTA 


TTTATTATTT 


TTATGAAGAG 


AAAGAAAAAG 


AAAAATTTTT 


AGATTCTATT 


456000 


GAAACTAAAA 


ATCGCAATAG 


TATTTCTCTT 


CAGAGATATA 


AAGGGCTTGG 


GGAGATGAAT 


456060 


CCAACGCAGC 


TTTGGGAAAC 


AACTATGGAT 


C C T GC T AG AA 


G AAAAAT GAG 


ATTGATGAAT 


456120 


ATAGATGATG 


CTATTGAAGC 


TGAAAAAATT 


TTTGTTACTC 


TTATGGGAGA 


TTTAGTTGAG 


456180 


CCCAGAAAAG 


AATTTATTGA 


ACAGAATGCA 


CTTAATGTAA 


TTAATCTTGA 


TGTGTAATTG 


456240 


GAGCGTTAAT 


GGCAGTTGGA 


G AAAAT AAAG 


AACAAATATT 


AAATGTTAGG 


ATAGAAGATG 


456300 


AAATAAAAAC 


TTCTTATTTA 


AATTATGCAA 


TGTCAGTTAT 


TGTTTCTAGA 


GCTCTTCCAG 


456360 


ACGTAAGAGA 


TGGTCTTAAA 


CCAGTTCACA 


GGAGAATACT 


TTATTCTATG 


TATGAGATGG 


456420 


GACTTCGTTC 


TGATAAGGCT 


TTTAAAAAAG 


CTGGTAGAAT 


AGTGGGAGAT 


GTTCTTGGGA 


456480 


AATATCATCC 


TCATGGAGAT 


CAATCAATTT 


ATGATGCTCT 


TGTAAGACTT 


GCTCAGGATT 


456540 


TTTCGCTTAG 


ATATCCCGTA 


ATACGGGGAC 


AGGGAAATTT 


TGGATCTATT 


GACGGAGATC 


456600 


CCCCCGCTGC 


TAT GAG AT AT 


ACTGAAGCTA 


AAATGGAAAA 


AATAACTGAA 


TATATTGTTA 


456660 


AGGATATAGA 


CAAAGAGACT 


GTTAATTTTA 


AGTCTAATTA 


TGACGATTCT 


TTAAGTGAGC 


456720 


CTGAGATTAT 


GCCGTCATCA 


TTTCCATTTC 


TTTTGGTAAA 


TGGCTCTAGT 


GGAATTGCTG 


456780 


TTGGAATGGC 


TACTAATATG 


GCACCTCATA 


ATTTAAGAGA 


AATTTGTGAT 


GCCATTGTTT 


456840 


AC ATG C TAG A 


TAATGAGAAT 


GCTTCTATAT 


TTGATTTGCT 


TAAAATAGTT 


AAAGGGCCTG 


456900 


ATTTCCCAAC 


TTTTGGAGAG 


ATTGTTTATA 


ATGATAATTT 


AATT AAAG C A 


TACAAAACTG 


456960 


GCAAGGGAAG 


TGTTGTTATT 


AGGGCAAGAT 


ATCATATTGA 


AGAAAGAGCA 


GAAGATAGAA 


457020 


ATGCTATAAT 


TGTTACAGAA 


AT AC CTT ATA 


CGGTAAATAA 


ATCTGCACTT 


CTTATGAAAG 


457030 


TTGCGCTTTT 


AGCAAAAGAA 


GAAAAGC T AG 


AAGGACTTTT 


AGATATAAGA 


GATGAATCTG 


457140 


ATCGAGAAGG 


TATTAGGATA 


GTTC TTGAAG 


TTAAAAGAGG 


ATTTGATCCT 


CATGTTATTA 


457200 


TGAATTTGCT 


TTATGAATAT 


ACTGAATTTA 


AAAAGCATTT 


TAGTATAAAT 


AATTTAGCCC 


457260 


TTGTTAATGG 


TATTCCCAAA 


CAGTTAAATT 


TAGAAGAATT 


GTTATTTGAA 


TTTATTGAGC 


457320 
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a ATTTGAC T T 


GAGAAAGGCA 


AAAGAGAAAG 


457380 


CACATGTTCT 


TGAGGGATTA 


AATATTGCTT 


TAAATAATAT 


AGATGAGGTT 


ATTAAGATTA 


457440 


TTAAATCATC 


TAAATTAGCA 


AAAG AT GC AA 


GGGAGAGGCT 


TGTTTCGAAT 


TTTGGTCTTT 


457500 


CAGAGATTCA 


GGCCAATTCA 


GTTCTTGATA 


TGAGGTTACA 


AAAAC T T AC A 


■ GCCCTTGAGA 


457560 


TTTTTAAGCT 


TGAAGAGGAG 


CTTAATATAC 


TGTTAAGCTT 


AATAAAAGAT 


TATGAAGATA 


457620 
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TTC7CTTGAA 


TCCAGTAAGG 


ATTATTAATA 


TT AT AAG AG A 


AGAAACTATT 


AATTTAGGTT 


457630 




C G ATG AAC G T 


C G AACT AAAA 


TAATTTATGA 


TGAGGAGGTT 


TTAAAAACTA 


457740 
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TTT AATGC AA 


AAAGAAAATA 


TTGTTGTTAT 


GCTTACAAAG 


AAAGGTTTCC 


457 


300 


TT AAAAGAC 7 


TTCACAAAAT 


GAGTATAAAT 


TGCAAGGTAC 


GGGAGGAAAA 


GGACTAAGTT 


457 


860 


CGTCTGATC7 


AAA-TGATGGA 


GATGAGATTG 


TTATTGCTTT 


GTGTGTCAAT 


ACTCATGATT 


457920 


ATTTATTTAT 


GAT T7C AAAT 


GAAGGAAA.GC 


TTTATTTAAT 


CAATGCTTAT 


GAAATAAAAG 


457930 


ATTCTTCAAG 


AGCT7CAAAA 


GGTCAGAATA 


TTAGTGAGCT 


TATTAATTTA 


G GAG AT C AAG 


/ICQ 

4i O O 


n a n 


AAG AAAT AT T 


AAG T ATT AAG 


AATAGTAAAG 


ATTTAACTGA 


TGATGCTTAT 


TTATTGCTTA 


/ICQ 
H± J O 


1UU 


CAACTGCAAG 


TGGAAAGATA 


GC T AGATTCG 


AATCTACAGA 


TTTTAAAGCA 


GTAAAGTCAC 


458 


160 


GAGGTGTTA7 


TGT T ATT AAA 


C TG AAT GAT A 


AAGATTTTGT 


TACAAGTGCA 


GAGATTGTTT 


458 


220 


-TTAAGGATGA 


AAAAGT AATT 


TGTCTTTGTA 


AAAAGGGTAG 


TGCATTTATA 


TTTAATTCAA 


458 


:230 


GGGATGTTAG 


G-GTTACTAAT 


AG AGGT AC C C 


AAGGTGTTTG 


TGGAATGAAA 


TTAAAAGAAG 


458 


1340 


GTGATTTGTT 


TGTTAAAGTT 


TTATCGGTTA 


AAG AAAAT C C 


TTATCTTTTG 


ATTGTTTCTG 


458 


;400 


AAAATGGGTA 


TQGAAAAAGG 


TTAAAC ATGT 


CT AAAAT ATC 


TGAGCTTAAA 


AGAGGAGCCA 


45c 


!460 


C TGGTT AT AG 


TAG TTATAAA 


AAATCTGATA 


AAAAAGCGGG 


TAGTGTTGTT 


GATGCTATAG 


45£ 


S520 


CAGTTTCAGA 


GGATGATGAA 


ATCTTGCTTG 


TAAGTAAACG 


TTCAAAAGCT 


T T AAG AAC AG 


45£ 


J580 


TAGCTGGAAA 


AG T A j C TG AA 


CAAGGCAAAG 


ATC-CTAGAGG 


AATTCAAGTA 


TTATTTCTTG 


45£ 


J640 


ATAATGACAG 


CTTGGTT'TCT 


GT TT C AAAAT 


TTATTAAATA 


AAGAATTGGT 


TTTTCTTGTT 


45$ 


J700 


TAAGAATGTT 


C G AC GTGG AA 


CATTCTTTTT 


TTTTATTCTT 


AAATTGTAAT 


TCAATATTAT 


453760 


AACCTGGTAA 


AATTTTGTGT 


TGTAGGAGGT 


TTTGACAATA 


TGGATGGAGT 


TTTTAAAATG 


45£ 


3820 


ATAGATA.TTC 


ATCTTTTAGA 


TATTGATAAT 


GATCAGCCAA 


GGAAATC TGT 


TAGTGTTGTT 


45£ 


3880 


GAATTAGAAG 


AGC TAAGC AT 


TTCTATAAAA 


G AAAAT GGAA 


TTTTGCAACC 


TTTAATTGTT 


453940 


TGTAAAGCAA 


ATGATAGATA 


TAAAATAATA 


GTAGGAGAAA 


GAAGGTTTAG 


GGCTGCTAAA 


459000 


CTTATTCAGT 


TGACAAATAT 


TCCTGTCATA 


GAGGTTGACA 


TAAAAGAATC 


CTGTAAAGAT 


459060 


TTTATGCCCT 


TGGTTGAAAA 


TATTCAAAGA 


GAAAATTTTA 


CTCCTGTTGA 


AGAGGCTTAT 


459120 


GCCTATAAAA 


ATA7AA7GAA 


TAAATATTCG 


TT AAC T C AAA 


AGGATTTATC 


TGAAAAAATT 


459130 


GGTAAAAGCA 


GGACCTATA7 


T T C AAATT T A 


GTTAGAATTT 


TAGATCTTGA 


GCAAGAAATA 


459240 


TTAAATGCAA 


T AC A TAG AAA 


AGAAATTTC T 


TTTGGGCATG 


CTAAAGTTAT 


TTTATCCTTA 


459300 


AAAGACAGGG 


AAG A C A GG T A 


T AAT C T TT AT 


T- pj\ T TAT AC 


TTAAAAAAAA 


ATTTTCTGTA 


459360 
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AGGGATGCAG AAAAATATGT TAAAAATTTT TCCAAATCCA TAGTAAAAAA AAGAGAGCTA 45 9 42 0 

GAACAAGATC CTTTTTTAAA TAATATAAAA GAATTTCTAT TTGATAAAAT CCAAACAAAA 45 94 30 

AT AG AT AT C A AAGGGAATCA AAATAAAGGC AAAATAGAGA TAGAGTATTT TACTGCTGGC 45 9 540 

GATTTAAAAA GGATTGTTTC CCTTTTTGGT CATAGTAGCT AAATTATTTT TATAATTTAA 45 9 6 00 

AGATTGTAAA ATATTTTATG AGAATTTTTA TTTTTTAGGC ATTTGTCACA ATGCATAAAT 45 9 6 60 

TTTTTAAGCT TATTTTAAAA TTGTTTAGTT TTTATAAAGA AATATTGGGC T TT AAAAG AA 4 5 9720 

GGGCAAAGTT TATATTTTGT TATTTGTAGT T AAAT T T AAA AGTAAAAAAA TAATATTTAA 4 5 97 80 

AAAATGAACA ATAAGAATAT ATTTTATATA TTCTTATTAG TGCAGCTGTA AATTTAAATA 45 9 8 40 

GAATTATTTT TAATATATTT TATTTTTTTG TTTATTTCCA AAATAGAATT AAAAAATAAT 45 99 00 

TTTAAGTTTT CTTGTCTTAA TTTGTTAAAT TCGATATTTT TAAATTCTTT TATATTTTTT 4 5 99 60 

AA T AT AAAAT CTAATACTTC TTTTATGTCA TTTTCATATT TTTCGTTTTT CTTAAGTAAT 4 6 0020 

GGTTTGCGCG TATCCTTTAA ATCAAAACTT TTTTTATAAA CAATTTTAAA TTCTTTTAAA 4600 80 

GAATTTATTT TTCCATTTAG AACTTCGGTT T T T AAAAT AG GGGGAGAAGA TTTTTTAGAT 4 60140 

ATTTCATATG ATAATGATAA AGGTAATTTT TCTATAGTGA GCTGCTTGTC GGAATTTTCG 4 6 02 00 

ACAAGCAGAT TGTATCTTGA TATTAAGGCG TAAACCTTGT CTTTTTTAAA TCCCATACTT 4 6 02 60 

TTGAACCACT G AT AAAAAAG CCCGTTATAT TGATTGTTTC CTTTTAATTT GTCTTGAGCG 4 6 0320 

TCTTTAAGTA TCTTTCCAAT TTTTGTATAA GTGTTGTTGA AAAT AT T G AA AATTTCATAT 4 6 0380 

TGCTTTTTTT TTAAAAAATC AG AAAT AT C T TTATCTAGCT TATTGTAGTC AAAGTTTTTT 4 6 0440 

CTTTCAATCG AAATAATTTC TTTTTTTTCA GTATTTTCTG AATTATT TGA AGATGTTTCT 4 605 00 

AATTTTTTAC CCATTAGAAA CATTAAAGTT TCTAAATTGT C AG AC AT AGC TATTCCTTAA 4 6 05 60 

TTTTGTTTAT TATCTCTTTT GAGAGCTCTA AAAAATCTTT TGCAGCATTG CTTTCCTTGT 4 60 62 0 

CATATTCATA TACAGGCATT TTTGCTTCTT GAGATTTTGA GA.TAGTTATA TTTTTCCTTA 4 6 0630 

TTTTTGTATT TAAAAGCTTT TCTTTAAAAA CTTTTTTTAG CGAGCTTACA TATTTTTCTT 4 6 0740 

TACTTTTGTT CCTTATGTCG TAT T T AT T T A T AAAAAC AC C CGCAATCTCT AAATTTTTAT 4 6 080 0 

TTATTTGCTT TACAGTAGTT ATTGTATCTA TTAGTTGATT TATGCCTTCA AATGCAAAAA 4 60 8 60 

ATTCCGTTTC AATTGGTATT AACAAGTAAT TGCTTGCAAT AAGTGCATTT ATAGTTAATA 4 609 2 0 

TTGAAAGTGT AGGGGGGCAG TCGATAATAA T AAAAT CAT A TTTGTCTTTT TCATACAGTG 4609 3 0 

TTAATGCATT TTTTAAAAAA TTTTCTCTTG AAAGTTCATT TATTAATTCT TTTTCAAGCA 4 610 40 

AAGCTAATTT AATGCTAGAA GGAATTATGT CTAATCCAAA ATGATTTAAA GGTTTGACCT " 4 6110 0 

TTATTTTTTT GTT AAT AAGT TCATAGCTTG ATTTTTCGGC TATATGCTTT GAGGTATTTG 4 6116 0 
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TGCCGCTAGT 


AGAGTTTCCT 


TGCGAATCAA 


TATCTATTAG 


AAGAATTTTT 


TTATTAAGCA 


46122 0 


GGGTCATTGA 


ATAAGAAATA 


TTAATGGCGC 


TTGTGGTTTT 


TCCTACGCCT 


CCTTTTTGAT 


4612 80 


TGATTACAGA 


TATTATTTTC 


ATATAAATTT 


CTCTTTTTAT 


TTGGTTTTGT 


TTTTATATTT 


4 613 40 


TAAAACATAA 


ATGATAAAAA 


TAATAATATT 


TTAAATTAGT 


TTTTAAATAT 


TTGATTATTT 


4 6 1 4 u U 


G AC AT G C ATA 


TTATTCTTTA 


TTAAACTTTA 


AGATTTCTTG 


AATTAAGGCA 


TTTTCTATAA 


4614 6 0 


AAAATTCCGA 


TATTTTTTGT 


TTATTTTTTG 


TTTTGAATTT 


AATTGAAGTG 


TTTATTTTGT 


46152 0 


TTGAAAAGTT 


TGAATC T ATT 


ATTTCTATTT 


CAAGTTTATT 


TTTCATTTTT 


AATAATGAAT 


461580 


TGTATTGGTT 


G T AAGT T AAA 


TTTAAGCTTA 


AAATTTCTAA 


TTCCTCTTTT 


TCCATTATAG 


4 6 1640 


ATGTATTATT 


AATAACTTCT 


TTGGCAGACT 


TGTAATACGC 


TTTGATTAAT 


CCCCCTCTAC 


4617 00 


C AAGT AAAGT 


GCCTCCAAAA 


TATCGCAATG 


TGATTATTAA 


AGTATCGGTT 


AAATTGTTAT 


4617 60 


GTATTATGGC 


ATCCAATGTG 


GGCTTTCCAG 


CTGTTAAATT 


AGGTTCTCGA 


TCATCACTCA 


461820 


TTCCATTTAG 


AAATGAGTTT 


TTGTTTCCGA 


TTGTAAATCC 


ATAAACCACA 


TGCGTAGCAT 


4 618 8 0 


TTTTAAATTT 


TATTTTGTAT 


TTTTTAATAG 


TTTTATTTAT 


ATCGTCTTTT 


TTTTCAATAT 


A /" 1 C\ ft C\ 

461940 


TAAAAATATA 


TGAAACAAAG 


ATGGATTTCT 


TTATTTCAAT 


TTTAGAATTA 


CTATTGTTTT 


462 000 


■ TTGGCACAAA 


CATCATATAA 


CGTAAGTATA 


CTATCTTTTT 


AGATATTGCA 


GTATTTATTG 


462 0 60 


TTTATGTATA 


TTATTAATAG 


TGTTTGTTTT 


TATTATTGAT 


TTTTATAAAT 


AT C C AG AAAA 


462120 


GAGGTAAAAA 


TGATATCAGG 


CTTGAATCCA 


ACATTAAGGT 


TGTTTAAAGA 


TCATAAAATA 


462180 


CTTTATTCTA 


ATATGGAAAG 


AGGATTGAAG 


CCTCTTTTAG 


AAGTAGATAA 


TTTTATCAAT 


462 2 40 


AAGTATATCC 


AGAATAAAGA 


AGGACTTGAA 


ATTTATGATA 


AAGTTGTGGG 


CAAGGCAGCA 


462 3 00 


GCCGTTATTA 


TTTATAATAT 


AGGGCTTCAA 


AATGTTCAAG 


CTGGGGTTGT 


TTCTCAACCC 


462 3 60 


GCAAAGGATT 


TTTTAGAAAG 


CAGAGGAATT 


AAAGTGGCTT 


ATAAAAAATT 


GGTAGAAAAA 


462420 


ATAAATGACA 


GGGCAGAAAG 


CTTGATTGAA 


AGCTTAGAAA 


ATCCCGAAGA 


GGTTTATAAG 


a <*■ o /ton 

4t>248U 


TATATGATTA 


AAAGAGGTAT 


TATAGTTAAT 


AATTTATAAA 


TT AT GAAAAT 


AGTTGAGCCA 


462540 


TATGTTAGCT 


AACTATGTGA 


TTTTGAGTAT 


ACAGTGATAA 


TTAGGGCTAT 


GTTGTATATT 


462 6 00 


AATATTATT'A 


AATTTCCCCA 


ATTTAGGTAA 


AAA-TTGCTTT 


TGTCATAGTT 


AAAGATCCAA, " 


462660 


ATTCCAACAT 


AAACACCTAA 


AAATCCTCCT 


ATAGAAGATG 


TAAACATGAT 


TAAATTGGGT 


462720 


TCAATTGTAT 


GTTGATTAAT 


TTTGCTTTGA 


TTTTCTTTAA 


CATTAGGCTG 


TTCGGTAAAT 


462780 


TTGCTGTCAA 


TAAAAATCAT 


GGCAAAACCT 


GCAAGAGTAA 


TGCATAAAAA. 


ATAGATCATA 


462840 


AATATTTTTC 


TAATTAATGC 


AAACATAAAT 


TTTCCCTTTC 


TTTTAACTTT 


TTAATCATTA 


452900 



ATACTTAATG 


ATATAACTAA 


ATGTAATACA 


AAAGCAAGTA 


TTTTGATAGA 


CATATAAAAT 


462960 


ATGGCTTATG 


TCTTATTCTT 


GTATTTGGTA 


AGTAAAAGGT 


TTTGGATTTT 


TATCATTAAG 


463020 


AAAAATGTTT 


TTAATATATT 


TTATTTATTT 


TTAGTTTTGG 


AGGAATTAAA 


AGGGCCTGTG 


463080 


TTATATATTG 


TTGGTACGCC 


AATAGGCAAT 


TTAGAAGATA 


TT AC TT AT AG 


AGCAATTGAT 


463140 


GTTTTAAAAT 


CGGTAAATGT 


TATCTTTGCG 


GAAGATACGA 


G AGT AAC TAG 


CAAACTTTTG 


463200 


TCTCGATATA 


AAATTAATAA 


AAAAATGATT 


TCTTGTAATG 


CCGTAACA.GA 


AAACAAGAAG 


463260 


ATAAGCTTGC 


TATTGGATTA 


TTTGGCAAAA 


GGAAATTCTG 


TTGCTTTTGT 


TAGCGATGCT 


463320 


GGTACTCCGG 


GGCTTAGTGA 


TCCGGGTAGC 


TTATTAGTTG 


CTGCTGCTTT 


TAGAGAGGGA 


463380 


TACAAAGTTT 


GTCCAATTCC 


TGGAGTAAGT 


TCTTTTAATA 


CAATTGTAAG 


TGTTAATCCT 


463440 


TTTAGAGATA 


AATCAGTGTT 


TTTTGAGGGA 


TTTTTGCCTA 


ACAAAGGCCT 


TAAAAGATTT 


463500 


AAAAGAATTG 


CTGAGCTATA 


TAAAAGGGGA 


GATGCTTTTG 


TTCTGCTTGA 


ATCTGGTCAT 


463560 


AGAATTTTGA 


AATTGCTTGT 


TGAAATTTCT 


TCTGTTAGTT 


TAGATGCGAA 


GGTTCTTATT 


463620 


GGTCGCGAGA 


TGACAAAAAT 


TTATGAAGAA 


TATCAAATTG 


GCAAACCTTT 


AGAATTAAAA 


463680 


AAATATTTTG 


AATCGAGTAA 


GGATAAGGTT 


AAAGGAGAGT 


TTACTATTCT 


AGTCAGCAGA 


463740 


AGTCGTTCAT 


AATAAATGTT 


TTCTACTTGG 


ATTTTAAAAT 


TTATTTATTC 


TTGATTTTGC 


463800 


TCGATTGATT 


TATTGTGTTA 


TACTTGAATT 


TTGATAGGGG 


TTTTTATGAA 


GATTTATTTA 


463860 


GCCTCTCCAT 


TTTTTAAGGA 


AGAGGAAATT 


AAACTAAGGG 


ATGAGGTTTT 


GAAATTTCTT 


463920 


GAAGAGTTTA 


ATTTAGAAGT 


ATTTTCTCCA 


GAGCATCATG 


CTGTCAAAAA 


GATGGGATTG 


463980 


CTTGAAAAGG 


TTGATTATAA 


GTTTGCAAAT 


AGAGATATAA 


GGGAGAAGAT 


AAGAGAAGTA 


464040 


GATTTAAAAG 


AGCTAGTTAG 


TAGCGATATT 


GTTTTAGCCT 


TGGTTAATTA 


TGTTGATTCT 


464100 


GGCACGGCTT 


ATGAGAGAGG 


ATTCGCCTTT 


GCCAAGAAAA 


TACCAAGTAT 


AGATTTTTTT 


464160 


AAAGATAAAC 


AAGATTCTGA 


TTTTTATAAT 


TTAATGTATA 


GCGACTGTGC 


TGCTGCTTTT 


464220 


TCCAATTACA 


AGGATCTTAG 


GGAAGGAATT 


TTAACCTTTA 


AAGAACTGTG 


GATTAAGTTT 


464280 


AAAGGAGATA 


ATGAAAATTT 


CAGAACCTTT 


TTTGATTATT 


TAAAAGCTAA 


ATTGGGAAAT 


464340 


AAATTAAAAA 


AAATTTTTAC 


AACTTTGCCT 


GCTAATGAAA 


AGTGTGGCTG 


TTAATGCTTT 


464400 
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TTACATTTTA 


TATTAATA-AA 


AATAATGCAA 


464460 


AGGTATTGAC 


AATATGATTC 


TTA.TTTTGTT 


AAAGTATTAA 


AGGTTGAAAT 


GATTATTGGA. 


464520 


AGATGAGAGA 


AGGGAAGAGT 


TAAGTAAGGT 


TAAAAGCCAA 


AAGAATAAAC 


AAAACCTG'TT 


464580 


AATTTTTTTA 


AATAAAAAAA 


TAAAATAACG 


AAGAGTTTGA 


TCCTGGCTTA 


G AAC T A^AC G C 


464640 


TGGCAGTGCG 


TCTTAAGCAT 


GCAAGTCAAA 


CGGGATGTAG 


C AA T A C AT T C 


AGTGGCGAAC 


464700 
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GGGTGAGTAA 


CGCGTGGATG 


ATCTACCTAT 


GAGATGGGGA 


TAACTATTAG 


AAATAGTAGC 


464760 


TAATACCGAA 


TAAGGTCAGT 


TAATTTGTTA 


ATTGATGAAA 


GGAAGCCTTT 


AAAGCTTCGC 


464820 


TTGTAGATGA 


GTCTGCGTCT 


TATTAGCTAG 


TTGGTAGGGT 


AAATGCCTAC 


CAAGGCAATG 


464880 


ATAAGTAACC 


GGCCTGAGAG 


GGTGAACGGT 


CACACTGGAA 


C TGAGAT AC G 


GTCCAGACTC 


A f A C\ A r\ 


CTACGGGAGG 


CAGCAGCTAA 


GAATCTTCCG 


CAATGGGCGA 


AAGCCTGACG 


GAGCGACACT 


a tz c a c\ r\ 
4 6 5 0 0 0 


GCGTGAATGA 


AGAAGGTCGA 


AAGATTGTAA 


AATTCTTTTA 


TAAATGAGGA 


ATAAGCTTTG 


4650 60 


TAGGAAATGA 


CAAAGTGATG 


ACGTTAATTT 


ATGAATAAGC 


CCCGGCTAAT 


TACGTGCCAG 


465120 


CAGCCGCGGT 


AAT AC GT AAG 


GGGCGAGCGT 


TGTTCGGGAT 


TATTGGGCGT 


AAAGGGTGAG 


465180 


TAGGCGGATA 


TATAAGTCTA 


TGCATAAAAT 


ACCACAGGTC 


AAC T GT GG AC 


CTATGTTGGA 


4 6 5 2 40 


AACTATATGT 


CTAGAGTCTG 


ATAGAGGAAG 


TTAGAATTTC 


TGGTGTAAGG 


GTGGAATCTG 


465300 


TTGATATCAG 


AAAGAATACC 


GGAGGCGAAG 


GCGAACTTCT 


GGGTCAAGAC 


TG AC GC T GAG 


4 6 5 3 6 0 


TCACGAAAGC 


GTAGGGAGCA 


AACAGGATTA 


GATACCCTGG 


TAGTCTACGC 


TGTAAACGAT 


46542 0 


GCACACTTGG 


TGTTAACTAA 


AAGTTAGTAC 


CGAAGCTAAC 


GTGTTAAGTG 


TGCCGCCTGG 


465480 


GGAGTATGCT 


CGCAAGAGTG 


AAACTCAAAG 


GAATTGACGG 


GGGCCCGCAC 


AAGCGGTGGA 


465540 


GCATGTGGTT 


TAATTCGATG 


ATACGCGAGG 


AACCTTACCA 


GGGCTTGACA 


TATATAGGAT 


4 6 5 600 


ATAGTTAGAG 


ATAATTATTC 


CCCGTTTGGG 


GTCTATATAC 


AGGTGCTGCA 


TGGTTGTCGT 


465660 


CAGCTCGTGC 


TGTGAGGTGT 


TGGGTTAAGT 


CCCGCAACGA 


GCGCAACCCT 


TGTTATCTGT 


465720 


TACCAGCATG 


TAATGGTGGG 


GACTCAGATA 


AGACTGCCGG 


TGATAAGTCG 


GAGGAAGGTG 


465780 


AGGATGACGT 


CAAATCATCA 


TGGC CCTTAT 


GTCCTGGGCT 


ACACACGTGC 


T AC AATGGC C 


465840 


TGTACAAAGC 


GAAGCGAAAC 


AGTGATGTGA 


AGCAAAACGC 


ATAAAGCAGG 


TCTCAGTCCG 


465900 


GATTGAAGTC 


TGAAACTCGA 


CTTCATGAAG 


TTGGAATCGC 


TAGTAATCGT 


ATATCAGAAT 


46 5960 


GATACGGTGA 


ATACGTTCTC 


GGGCCTTGTA 


CACACCGCCC 


GTCACACCAC 


C C GAGTTGAG 


46 6020 


GATACCCGAA 


GCTATTATTC 


TAACCCGTAA 


GGGAGGAAGG 


TATTTAAGGT 


ATGTTTAGTG 


46 oOoU 


AGGGGGGT G A 


AGTCGTAACA 


AGGTAGCCGT 


ACTGGAAAGT 


GCGGCTGGAT 


CACCTCCTTT 


46 614 0 


C T AAG AG AAA 


GATAAACTAA 


GGCTAATTCC 


ATTAACTCTT 


CCCTACwCTT 


TTCTTTTGAT 


466200 


AAGAGAGTTT 


TTAAAACCAG 


TGTTATTTAT 


GTAAGTTTAA 


GAGAAGTTTA 


TGTATTAAAT 


46 62 6 0 


TATTGATATT 


- AAATAGTTTT 


ATTAGGCTTA 


GACTTAATTT 


TAGGTCATTT 


TGGGGGTTTA 


46 63 2 0 


GCTCAGTTGG 


CTAGAGCATC 


GGCTTTGCAA 


GCCGAGGGTC 


AAGGGTTCGA 


GTC C C TT AAC 


466380 


CTCCATTGGG 


CTTATGyCCT 


AAATTGTAAT 


TAAGTATGTT 


TTTAAGTAAC 


TTTGTTAAAG 


466440 
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TAATTGTTGG AATGTGAAAC ACAAGAAGTT AAAATTTCTG GGTTAAGTTG AG ATC TGTTG 466500 

ATATTAAGAA AAATGTCTAG AAGCAAAAGC AAGCTTTCGA TAAAACCCGA AGTTGTTTCG 466 5 60 

CTAAAGTGCA AGGATTAAAC AGGATTGTAT TTTTCAGCAG CCTATTTTAT AAACGATCTG 46662 0 

CATTTAGTAA ATAGTTTTTA GTTAGGAAAT AATGTAGATT ACTAAGTGTG ATGTCTGAGA 46 6 680 

GAAGGACAAG TATTGTAGCG AGCTTAAATC CTTATTATCG TTGCCAGTAT TTAGTGGTAG 4 6 6740 

GGATTCGGAT AAGATTGCCA GTTATAAGTT GGAGGAAGGC AAAGATTGCA TTAAATCGTT 4 668 0 0 

ATCGCTCTTA TGTTTTAGGT TACAAGTTTG CAACAATAAC TCAAAAAAGC CAAGCAAAAT 4 6 6860 

AC C AT AAAGC AGATTTCAGT TTGGATTTGC CCGACACTCA ATGGCATGAA GTTGTAATTG 46 6 92 0 

TTAGTAATCG TGTATACCTT AATATAGAAA TTGAATAAAT TTTTGTTTTT CTTATTAATT 46 698 0 

ATAGCTTAAA ACAGTATTGT CGTAATTAAA ACAATGGAAT ACATTGGGAC CAGGATGAGT 4 67 0 40 

TGAACATCCG ACCTCAGGTT TATCAGACCT GCGCTCTAAC CACCTGAGCT ATGATCCCTT 4 67100 

AAGCATATCA ATTCTTTACA AATTTTATTT AAATCTTATG ATTTTGTCAA TATCTCTTAT 4 6716 0 

ATCTTTTCAA GATGTAAGAG ATATTGCATA TAG T TTAT AA TTTTTTATAT ATTTGTCAAT 4 67 22 0 

ATTCGATATT TTGTATTTTA GATTAGCATT TTCATATAAG CTGATTTAAG TTGAACTAGt 4 672 8 0 

TCAACTTTTT AAATTTTTTT GATTAAAAAT CAAAAAAATT TATTAATCAA CCAAGAATTT 467 3 40 

ATTTAAAATA TGTATTTACT GGGTGATTAA ATGATTTTAG TTTTTATTTT TATTCTAGGC 4 67 40 0 

AATATGTTTT CATATTTTAC ATGTGTGTTT TGGTAATAAT TTTTATTATT ATTTTGTTTT 4 67 4 60 

AAAATTGAGC TTATGGATCG ATATTTTTTT TTgCAAGATG CtACTACCGT TGCAAAGTTA 467 520 

TTGCTTGGTA ATTTGTTGAT CAGAAAGATC GACAAAGAGG AAATAGTTAC CAGAATTGTT 4 675 80 

GAAACGGAAG CTTATATGGG GATAACAGAT AGCGCTTGTC ATTCTTATGG CGGCAAGATA 4 67 640 

ACAAATCGCA CAAGTGCTAT GTATAGAATA GGAGGATATT ■ CTTATGTGTA TATAATATAT 4 677 00 

GGTATGCATT ATATGTTTAA CGTTGTGACT GCAGATAAAA ATAATCCTCA AGCTGTTTTA 4 67 7 60 

ATCAGAAGTG TAGAGCCTAT TTCTCCACTA TTGGGAGAGA AGAGCATTCT TACTAATGGT 4 67 820 

CCTGGAAAaC TTACAAAATT TTTAAACATT GATTTAACTT TTAATAAAGT TGATCTTATT 4 678 80 

GGGAATAATG AGCTTTTTTT ACAAAGAGGT TTGAATCTAG ATTTTAATAT AGTTTGTTCA 4 67 940 

AAAAG AATC A ATATTAATTA TGCACAAGAG AGTGATATAA ACAAGCTTTG GAGGTTTTAT 468000 

ATCAAAGATA ATAAATkTGT TTCAAGGCGT TGATTTTCAT TTAATTATAT TTTTTTAAAT 463060 

TTTTTTAAAA AAATATAATA TTATTAAATT TTATTATTTa TGCTTTAAGA ATAATTTATT 45 8120 

AAGAATAAAT TATTTGTGAT AGTATATCTT AAAGAGAGAT TATATATGAT CTAATTATAA 4 68180 

AG AT AT AAT G CTGGCTTTTG ACCTTGATGG CACTTTATTG AATAATAACC ATGAGATTGC 46 32 40 
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CTTTTTAACT 


CTTGAGGTTC 


TTTTGGCTTT 


GAAGrAAGAT 


TTTAAAATAA 


TTATTGCAAC 


46£ 


S300 


CGGTAGAAGA 


TTGAGTGAJVG 


TTAAAAATAT 


AAGGAGCCAA 


TTAAAAGAAA 


TTrGTATTAA 


463360 


TGAAAATTAT 


CTTGTAACGG 


CGAATGGGGC 


TGAAGTGTTT 


TTssAAGAAA 


ATTTAATTTT 


46£ 


J420 


aGATACGCAA 


TGAATTATGA 


CyTAGCAAAA 


GAAATTCTCA 


AG AT AmAT AC 


AGATAATGTT 


46£ 


J480 


GATGTTAATC 


TTTATACTTT 


TGACACTTGG 


TATTCTAATG 


CAGATGTTAA 


AAGTCCTATT 


46£ 


3540 


ATGAAACATT 


TTATTAAAGA 


TTTGGGCTTA 


AATGTTATTA 


TTGGAGATTT 


GACCAAACTA 


46£ 


3600 


AACGTTgATT 


CTGTTTCtAA 


GATTGTTTAT 


TATTGTGACG 


ATTTGGCAAT 


TCTTAATAAA 


46£ 


3660 


CTTGACACTG 


AG AT T AAAAG 


TAAAGATTTC 


CAGGACACAA 


GAGTGTTTTT 


TTCTTCTAAA 


46E 


3720 


GATTTATTAG 


AGGTTACCAA 


TATTAATGCT 


AATAAATATA 


ATGCTATTAA 


AAATATTGCT 


4 6 ? 


3780 


TTTCTTGAAA 


GCATTCCATT 


GTGTGATGTT 


TTAGCTTTTG 


GAGATAATAA 


TAATGATTAT 


46J 


3340 


GAAATGCTCA 


AAAATCTTGG 


TAAAGGGGTT 


TTAATGAAAA 


ATGCCAATGA 


ATTTCTTAAA 


46! 


3900 


ATTAATTTAG 


CAAAGAATGA 


AATAACAAGA 


TTTAGTAATA 


ATGAGGATGG 


CGTTGCTAGG 


46J 


3960 


TTTTTAAttg 


atTTTTTTAA 


GCTTAATATT 


AAATATTAAT 


AATTTGTATT 


TAAATGtTTA 


469020 


ATCCATTTGA 


TTTATTTTTA 


GCAGGATTTT 


CTATTTAAAA 


TATAAATTTT 


TTACTTATAr 


469030 


TGTATTTTTG 


AAAATTTATT 


T AT T AAAAT A 


TTGGAATAAG 


TAT T G AC AT G 


GATTAAACAA 


469140 


AGATATATAT 


TATTTTATGT 


TGCATAAACA 


AATTGGCAAA 


ATAGArATGG 


AAGATAAAAA 


469200 


TATGGTCAAA 


GTAATAAGAG 


TCTATGGTGA 


ATGCCTAGGA 


GCTTTAAGGC 


GAAGAAGGTC 


469260 


GTGGTAAGCT 


GCGAAAAGCT 


TGGGGGAGAA 


GCAAACATTT 


ATTGATCCCA 


AG ATT AC CG A 


469320 


ATGGAGTAAT 


CCAGCTAGCA 


AGATGCTAGC 


TATCTATTAT 


TTAAATAATA 


GAGGCGATAC 


469380 


CAGGGGaAGT 


GAACCATCTA 


AGTACCCTGA 


GGAAAAGAAA 


T CAAr GAG AT 


TCCCTTAGTA 


469440 


GTGGCGAGCG 


AAAAGGGAGT 


AGCCCAAACT 


TTAAATGTGT 


CAAGCTGCAG 


AGCGTTGCAT 


469500 


TTATGGGGTT 


GTAGGACGTT 


TAGGCTTAGT 


CTGTAATAAG 


CAAAAAAGTT 


ACAAAATATT 


469560 


TATATAGAAG 


AATAATCTGG 


AAAGTTTAAC 


CAAAGAAGGT 


GATAGTCCTG 


TAATTTAAAT 


469620 


GTAAATATCT 


TTTTAAAATG 


TTCCTGAGTA 


GGACGAGGCA 


CGAGAAACCT 


TGTTTGAAGC 


469680 


TGGGGAGACC 


ACTCTCCAAG 


GCTAAATACT 


AGAAAGCTAC 


CGATAGAGAA 


GAGTACCGTG 


469740 


AGGGAAAGGT 


G AAAAG AAC C 


CCGGGAGGGG 


AGTGAAATAG 


AA.CTGAAACC 


GTAGACTTAC 


469300 


AAGCAGTCAA 


AGCCGTAATT 


TATTGCGGTG 


ATGGCGTGCC 


TTTTGCATAA 


TGAACCTGCG 


469860 


AGTTATCATG 


TCTAGCAAGA 


TTAAAGCATA 


GAAGTGCTGG 


AGTCGAAGCG 


AAAGC GAGTC 


469920 


TTAAAAGGGC 


GATTTAGTTA 


GATGTGGTAG 


ACCCGAAGCC 


GAGTGATCTA 


TTTATGGCCA 


469980 
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GGCTGAAGCT 


TGGGTAAAAC 


CAAGTGGAGG 


GCCGAACTCT 


AGTCTGTTTA 


AAAAGGCAGG 


470040 


GATGAGCTGT 


GAATAGGAGT 


GAAAGGCTAA 


ACAAACTCGG 


AGATAGCTGG 


TTCTCCCCGA 


470100 


AATGGATTTA 


AGTTCAGCCT 


TATTTTAGTT 


TAATAGAGGT 


AG AG C AC TAA 


TTGAGCTAGG 


470160 


GCCTGTCAAA 


GGGT AC C AAA 


CTCAGTTAAA 


CTCCGAATGC 


TATTAAATGA 


TGAATAGGAG 


470220 


TGAGACTATG 


GGCGATAAGG 


TTCATAGTCG 


AGAGGGAAAC 


AACCCAGACC 


AACAGCTAAG 


470230 


GTCTCAAAAA 


TGTGTTAAGT 


GGAAAAGGAG 


GTTTAGGTAC 


GTAAACAGCC 


AGGAGGTTGG 


470340 


CTTAGAAGCA 


GCCATACCTT 


TAAAGAGTGC 


GTAATAGCTC 


ACTGGTCGAG 


TACTTAAGCG 


470400 


CCGATAATGT 


AACGGGGCTA 


AACACATTAC 


CGAAGCTTTG 


GATCTTAACG 


AAAGTTAAGA 


470460 


TGGTAGGGGA 


GCGTTCTGTA 


AGCCAGAGAA 


GTTAAACTGG 


AAAGTTTGAT 


GGAGGTATCA 


470520 


GAAGTGAGAA 


TGCAGGTATG 


AGTAACGAAA 


AAATGGGTGA 


GATTCCCATT 


CGCCGAAAAC 


470530 


CTAAGGTTTC 


CTGGGTAAAG 


GTCGTCTTCC 


CAGGTTAGTC 


GGTCCCTAAG 


GCAAAGCTGA 


470640 


AAAGTGTAGT 


CGATGGGAAA 


CGGGTTAATA 


TTCCCGTACC 


TCTTATAGTT 


TCGATGGAGT 


470700 


GACGCATGAG 


GTTAACTACT 


GCTAGGCGAT 


GGTTGTCCTA 


GTTTAAGCAT 


TAAGGTGATG 


470760 


ATCTTGATAG 


GAAAATCCGT 


TAAGAGAGCT 


AAGATGTGAT 


GATGAGTGCT 


ATTTAGGTAG 


470820 


CATGAAATGT 


AGGTAGTCAA 


GGTGCCAAGA 


AATAGCTTCT 


AAGGTTAGGC 


TATAAGGGAC 


470830 


CGTACCGCAA 


ACCGACACAG 


GTAGGTGGGA 


TGAAAATTCT 


AAGGCGCGCG 


AGAGAATCCA 


470940 


CGTTAAGGAA 


CTCTGCAAAA 


TACGTACGTA 


ACTTCGGGAT 


AAGTACGACC 


TAAGCAATTA 


471000 


GGTAGCATAA 


AAATGGTC C A 


AACGACTGTT 


TACCAAAAAC 


ACAGGTCTCT 


GCAAATCTGT 


471060 


AAAGAGAAGT 


ATAGGGACTG 


AGACCTGCCC 


GGTGCTGGAA 


GGTTAAGAGG 


AGATGTTAGT 


471120 


TTATGCGAAC 


GTTGAATTTA 


GCCCAGTAAA 


CGGCGGCCGT 


AACTATAACG 


GTCCTAAGGT 


471180 


AGCGAAATTC 


CTTGTCGGGT 


AAGTTCCGAC 


CCGCACGAAT 


GGTGTAACGA 


TTTGGACGCT 

i 


471240 


GTCTCAACGT 


GGAGCTCGGT 


GAAATTGAAG 


TATCGGTGAA 


GATGCCGATT 


ACTTGTGGTT 


471300 


AGAGGGAAAG 


ATC CGTGAAC 


CTTTTACTAT 


AGCTTGGTAT 


TGAGATTTGA 


TTAAATATGT 


471360 


GTAGGATAGG 


TGGGAGACTT 


TGAAGCTATC 


TCGTCAGGGG 


TAGTGGAGTC 


AATCTTGAAA 


471420 


TACCACCCTT 


GTTTAATTAG 


GTTTCTAACT 


TATAGAAATA 


TGAGGAGAGT 


GCCAGGTGGG 


471480 


TAGTTTGACT 


GGGGCGGTCG 


CCTCCTAAAG 


AGTAACGGAG 


GTGCGCAAAG 


GTTACCTTAG 


471540 


AGTGGTTGGA 


AATCAGTCTG 


TAAGTGTAAA 


GGCATAAGGT 


AGCTTAACTG 


TAAGACTGAC 


471600 


AAGTCGAACA 


GAT AC GAAAG 


TAGGTCTTAG 


TGATCTGGCG 


GTGGCAAGTG 


GAAGCGCCGT 


471660 


CACTTAACGA 


ATAAAAGGTA 


CTCCGGGGAT 


AACAGGCTTA 


TCCTTCCCAA 


GAGTTCACAT 


471720 


CGACGGAAGG 


GTTTGGCACC 


TCGATGTCGG 


CTCATCGCAT 


CCTAGGGCTG 


GA.GCAGGTCC 


471780 



TAAGGGTATG 
ACAGTTTGGT 
AG AGG AC C G A 
GTAGCTACGT 
TGAGATATCC 
AGCAATATAT 
CTTGTAAAAA 
AAGTTAAGCT 
GGTTTTTATT 
TTTTGAATGG 
AAGATATATA 
ATATGGTCAA 
CGTGGTAAGC 
AATGGAGTAA 
CCAGGGGGAA 
TAGTGGCGAG 
ATTTATGGGG 
TT TAT AT AG A 
ATGTAAATAT 
GC TGGGG AG A 
TGAGGGAAAG 
ACAAGCAGTC 
CGAGTTATCA 
TCTTAAAAGG 
CAGGCTGAAG 
GGGATGAGCT 
GAAATGGATT 
GGGCCTGTCA 
AGTGAGACTA 



GCTGTTCGCC 
CCCTATCTGC 
GATGGACGAA 
TCGGAAAGGA 
TTTAAGGGTC 
TAAGCTGACT 
CCCTGGTGGT 
CTTATTCGCT 
TTTATACTTT 
GTTGTTTAAA 
TTATTTTATG 
AGTAATAAGA 
TGCGAAAAGC 
TCCAGCTAGC 
GTGAACCATC 
C G AAAAGGG A 
TTGTAGGACG 
AGAATAATCT 
CTTTTTAAAA 
CCACTCTCCA 
GTGAAAAGAA 
AAAGCCGTAA 
TGTCTAGCAA 
GCGATTTAGT 
CTTGGGTAAA 
GTGAATAGGA 
TAAGTTCAGC 
AAGGGT AC C A 
TGGGCGATAA 



ATTTAAAGCG 
CACAAGCGTT 
CCTCTAGTGT 
TAACCGCTGA 
CTGGAAGAAT 
AATACTAATT 
TAAAGAAAAG 
GATGGTACTG 
AAACTTTGAT 
TAACATAAAA 
TTGTATAAAT 
GTCTATGGTG 
TTGGGGGAGA 
AAGATGCTAG 
TAAGTACCCT 
GTAGCCCAAA 
TTTAGGCTTA 
GGAAAGTTTA 
TGTTCCTGAG 
AGGCTAAATA 
CCCCGGGAGG 
TTTATTGCGG 
GATTAAAGCA 
TAGATGTGGT 
ACCAAGTGGA 
GTGAAAGGCT 
CTTATTTTAG 
AACTGAGTTA 
GGTTCATAGT 
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GTACGCGAGC 
GGATATTTGA 
ACCAGTTATC 
AAGCATCTAA 
ACCAGGTTGA 
ACCCGTATCT 
AGGAAAC AC C 
CGAGTTCGCG 
TTTATTTTTA 
AATAAAATAT 
AAATTGGCAA 
AATGCCTAGG 
AGCAAACATT 
CTATCTATTA 
GAGGAAAAGA 
CTTTAAATGT 
GTCTGTAATA 
AC C AAAGAAG 
TAGGACGAGG 
CTAGAAAGCT 
GGAGTGAAAT 
TGATGGCGTG 
TAGAAGTGCT 
AGACCCGAAG 
GGGCCGAACT 
AAACAAACTC 
TTTAATAGAG 
AACTCCGAAT 
CGAGAGGGAA 



TGGGTTCAGA 
GAGGAGCTAT 
CTGCCAAGGG 
GTGGGAAGCC 
TAGGTTAGAA 
TTGGCCATAT 
TGTTATCATT 
GGAGAGTAGG 
TGTTTTTTAA 
AT AT T GAG AT 
AATAGAGATG 
AGCTTTAAGG 
TATTGATCCC 
TTTAAATAAT 
AATC AAGGAG 
GTCAAGCTGC 
AGCAAAAAAG 
GTGATAGTCC 
CACGAGAAAC 
ACCGATAGAG 
AGAACTGAAA 
CCTTTTGCAT 
GGAGTCGAAG 
CCGAGTGATC 
CTAGTCTGTT 
GGAGATAGCT 
GTAGAGCACT 
GCTATTAAAT. 
ACAACCCAGA 



ACGTCGTGAG 
CTTTAGTACG 
TAAGTGCTGG 
TTCCTCAAGA 
GTGTAAGTAT 
TTTTGTCTTC 
CCGAACACAG 
TTATTGCCAG 
ATATTGGTGT 
GCATTAAACA 
GAAGATAAAA 
CGAAGAAGGT 
AAGATTACCG 
AG AGGC GAT A 
ATTCCCTTAG 
AGAGCGTTGC 
TTACAAAATA 
TGTAATTTAA 
CTTGTTTGAA 
AAGAGTACCG 
CCGTAGACTT 
AATGAAC CTG 
CGAAAGC GAG 
TATTTATGGC 
TAAAAAGGCA 
GGTTCTCCCC 
AATTGAGCTA 
GATGAATAGG 
CCAACAGCTA 



471840 
471900 
471960 
472020 
472080 
472140 
472200 
472260 
472320 
472380 
472440 
472500 
472560 
472620 
472680 
472740 
472800 
472860 
472920 
472980 
473040 
473100 
473160 
473220 
473280 
473340 
473400 
473460 
473520 



425 

AGGTCTCAAA AATGTGTTAA GTGGAAAAGG AGGTTTAGGT ACGTAAACAG CCAGGAGGTT 473 530 

GGCTTAGAAG CAGCCATACC TTTAAAGAGT GCGTAATAGC TCACTGGTCG AGTACTTAAG 473 640 

. CGCCGATAAT GTAACGGGGC TAAACACATT ACCGAAGCTT TGGATCTTAA CGAAAGTTAA 473700 

GATGGTAGGG GAGCGTTCTG TAAGCCAGAG AAGTTAArCT GGAAAGTTTG ATGGAGGTAT 4737 6 0 

CAGAAGTGAG AATGCAGGTA TGAGTAACGA AAAAATGGGT GAGATTC C C A TTCGCCGAAA 47 3 32 0 

ACCTAAGGTT TCCTGGGTAA AGGTCGTCTT CCCAGGGTTA GTCGGCCCCT AAGGCAAAGC 47 3 88 0 

TGAAAAGTGT AGTCGATGGG AAACGGGTTA ATATTCCCGT ACCTCTTATA GTTTCGATGG 47 3 9 40 

AGTGACGCAT GAGGTTAACT ACTGCTAGGC GATGGTTGTC CTAGTTTAAG CATTAAGGCG 47 400 0 

ATGATCTTAA TAG G AAAAT C CGTTAAGAGA GCTAAGATGT GATGATGAGT GCTATTTAGG 47 40 60 

T AG C ATG AAA TGTAGGTAGT CAAGGTGCCA AGAAATAGCT TCTAAGGTTA GGCTATAAGG 47 412 0 

GACCGTACCG CAAACCGACA CAGGTAGGTG GGATGAAAAT TCTAAGGCGC GCGAGAGAAT 47 4 ISO 

CCACGTTAAG GAACTCTGCA AAATACGTAC GTAACTTCGG GATAAGTACG ACCTAAGCAA 47 42 40 

TTAGGTAGCA TAAAAATGGT CCAAACGACT GTTTACCAAA AACACAGGTC TCTGCAAATC 47 4 3 00 

TGTAAAGAGA AGTATAGGGA C TG AC AC C TG CCCGGTGCTG GAAGGTTAAG AGGAGATGTT 47 4 3 60 

AGTTTATGCG AAGCATTGAA TTTAAGCCCC AGTAAACGGC GGCCGTAACT ATAACGGTCC 47 442 0 

TAAGGTAGCG AAATTCCTTG TCGGGTAAGT TCCGACCCGC ACGAATGGTG TAACGATTTG 47 4480 

GACGCTGTCT CAACGTGGAG CTCGGTGAAA TTGAAGTATC GGTGAAGATG CCGATTACTT 47 4 540 

GTGGTTAGAC GGAAAGACCC CGTGAACCTT TACTATAGCT TGGTATTGAG ATTTGATTAA 474 600 

ATATGTGTAG GATAGGTGGG AGACTTTGAA GCTATCTCGT CAGGGGTAGT GGAGTCAATC 47 4 6 60 

TTGAAATACC ACCCTTGTTT AATTAGGTTT CTAACTTATA GAAATATGAG GAGAGTGCCA 4 7 472 0 

GGTGGGTAGT TTGACTGGGG CGGTCGCCTC CTAAAGAGTA ACGGAGGTGC GC AAAGGTTA 47 4 7 80 

CCTTAGAGTG GTTGGAAATC ACTCTGTAAG TGTAAAGGCA TAAGGTAGCT TAACTGTAAG 47 4 8 40 

ACTGACAAGT CGAACAGATA CGAAAGTAGG TCTTAGTGAT CTGGCGGTGG CAAGTGGAAG 47 4 900 

CGCCGTCACT TAACGAATAA AAGGTACTCC GGGGATAACA GGCTTATCCT TCCCAAGAGT 47 49 60 

TCACATCGAC GGAAGGGTTT GGCACCTCGA TGTCGGCTCA TCGCATCCTA GGGCTGGAGC 47 50 2 0 

AGGTCCTAAG GGTATGGCTG TTCGCCATTT AAAGCGGTAC GCGAGCTGGG TTCAGAACGT 47 5 0 80 

C GTGAGAC AG TTTGGTCCCT ATCTGCCACA AGCGTTGGA.T ATTTGA.GAGG AGCTATCTTT 47 514 0 

AG T AC GAG AG G AC C GAG AT G GACGAACCTC TAGTGTrCCA GTTATCCTGC CAAGGGTAAG 4 7 5200 

TGCTGGGTAG CTACGTTCGG AAAGG AT AAC CGCTGAAAGC ATCTAAGTGG. GAAGCCTTCC 47 52 6 0 

TC AAGATGAG ATATCCTTTA AGGGTCCTGG AAGAATACCA GGTTGATAGG TTAGAAGTGT. 4 75320 
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AAGTATAGCA ATATATTAAG CTGACTAATA CTAATTACCC GTATCTTTGG CCATATTTTT 47 53 80 

GTCTTCCTTG TAAAAACCCT GGTGGTTAAA GAAAAGAGGA AACACCTGTT ATCATTCCGA 47 54 40 

ACACAGAAGT TAAGCTCTTA TTCGCTGATG GTACTGCGAG TTCGCGGGAG AGTAGGTTAT 47 5 5 00 

TGCCAGGGTT TTTGTTTTTA TACTTTAAAC CTTGAATTTA TTGTGTATAT TTATTTTTAC 47 5 5 60 

ACAGTGGTAA AACTGTTGTT TTTAATAAGG GAATTTTAAA ATAACATGAA AAAAGCAAAC 47 5 62 0 

TTTTTAAGTA CTAATTTTTT AATTTTACTT TTGGTTTGCT TTGTCAACGT CAATTTATTT 47 5 6 80 

TCTAAGGATA TTTTCAAGTT TAAGCTTGTA GATCAATTTT TTCCTTTTTA CTACAAGAAT 47 5 7 40 

AA TAAAGG AG AATATGAAGG ACTTATTTTT TCTATTTTAG ATAAATGGGC AAAAGATAAT 47 5 3 00 

AATGCTGATA TTATGGTTGA GCATATTGAT AATTTAAATG AAAGTGAAAT TGAAGACGAA 47 53 60 

GCAATATATT TAGGATTAAC TTATAATGTA AAATTAAATG ATTTTTTTTA TTTTAAAAGT 47 592 0 

GAGCTTGCTA GGAGTATTTC AATTTTATTT TTTAAAAACT CTAATAAAAA ATATAAAAAT 47 5 9 80 

ACCCATTCAA CATTTTTATC CAATTTTAAT ATAGGAGTTA _TTAAAAATAC AATATATGAA 4 7 604 0 

GAT AT C TT AA GGTTAAAAAA CGTTAACACC ATTTTTTTGG CTGATAATTC TCAAGAGTTA 47 6100 

GTATTGGCCT TAAAAAACGA TAAAGTTGAT TATATATATG GTGATTGCAA GACTTTACAT 47 6160 

TATATTGCAA ATAACTTTTT AAGTGAAGAT CTTGTGATTT TTACCGGGGA TGTTTTTTAT 47 62 20 

AGTATCAAAA ATAGAGTGGC TATTAGTAGA AATGCTCCTG AGATAGTAAA GAATTTGAAT 47 62 80 

TTAGATTTGT TTTCATATTT AATGAAAATG CCTGAGGAAC TTGTTTTTTC TTTTTTAGAT 4 7 63 40 

AGCAATGCTA AGGGAAGTTT TGTTGATGTT GGTTTATATA ATGATTATCC TCCTTTAAGT 47 6400 

TTTATTAATT CACAGGGAAA ATTGTCTGGC ATTTTAGTGG ATTTGTGGAA TCTTCTCTCA 47 6460 

AGACAACATA TCTTTAAACC TATTTTTAAG GGATTTTCCA AAGAGGATAT TAAGAAATCA 47 652 0 

TTAGATGGAA AATCAGTAGG TATTTTTGGA GGAATTATTA GCAATGATAG TGTGTTGGAA 47 6 58 0 

AATGTTAATT ATGTAGTAAG TAAGCCAATA TATCCTCTTA ATTTTAAATT TTATTCTAAA 47 6 64 0 

GACCTAAGCA ATGATGCTGG TCCAATAAAT TCTCAGTTTA TTGATTTTAA TTTTAATAAT 47 670 0 

ATTCAATTAA ATAAGAATAA AGATATTGTT AATAACTTTA TAGATATTGT TAATAATTCA 47 67 6 0 

TATGGGTTTA TAGAAAATTC AATAACAACA AAATATTTGT TAAAATTAAA TGGATATAAC 47 6820 

. GGTAGATTAA AATCTTACGA TTCGATTTTT AATAAAAATA GGTTTTTAGT ATT AG C C ATT 47 6 8 80 

GATAATAGGA TTTATAAGGT TATTAAATAT ATTCTCAATT CTATATTTGA TGATATTTCA 47 6 94 0 

TTTGAATCTT TGCTTCAAAT AGATAAAAAT TGGTTGGATA AAGAAGAGAT - TAATAGTTCT 47 7 00 0 

AGAAT AAA T A GTTATAAAAT TATGAATAAG GTTAAATTTA ATATAGAAGA AAAAATTTGG 477 06 0 
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TTATCAAAAA ATAATAAATT AAATCTTGCT GTTAAAAATT GGTATCCAAT AGATTATGTT 47712 0 

GAGGCAAATA ATTATAAAGG AATAAATCAA TTTTTGCTTG ATAAGATTAG AATGTTTTCA 47713 0 

GGTTTGAGAT TTAACATAAT TAAAGTACAG AG C AGT T TAG ATCTTAAAAA AT T AAT C AAA 477 2 40 

TCTGGAAAAA TCGATATGCT AAATACTAAT GCAACCGATT CAAATTTAGA TAATGTTTTC 4773 0 0 

AACATAAAAT TAAATTCTCG AATTCCACTT TATATTTTTT CAAATAAGAA AAGGGTGCTT 477 3 60 

C C AT C TAG AT CTTTAGAAAA GTTTGCTATA CTTGATTTTT TAT AT AG T AA AAATTTGGCT 47 7 42 0 

TCTAATATTA AATCAAAGCT TATTCTGGTA AGCAGTTTTA ATGAAGCGTT GCTTCTTCTT 477 48 0 

TATAAGGGAA AGGTAGATGG GATTATTAGC GATGAGTATA CAGCTGCTGC TGTTTTTGAG 47 7 540 

GAATTAAATA TTGATGATGT TGAAAAAATT CCTACTTTTA GAGATTTGGC TTTTGATTTG 4 77 600 

AGTCTTGCTA T T TAT AAT C A AGATTATATC TTGAAAGAAA TTATTCAAAA AGTTGTTATG 477 6 60 

CGTTCAAATG TTGACAGTCA GATGTATTTA AATGATTGGA AATTTGATAT TTATTATAAA 477720 

TCCAGAAGTA TCAGGTTTAA AAATTTCAAA TTTTTAGTGA TAACATTCAT TATATTTTAT 4777 8 0 

TTTACTTTTT TAGGATTTGT AATTATATTT ATGTTCAGAT TATCATTTGA G C AG AAAAG A 47 7 840 

AGATATTCTT TTGTGATGAA TGAAAAAAAG ATTGCGGAAG CCGCTAATGC TGCTAAAACC 477900 

ATTTTTATAG CCAATGTCAG TCATGATATT CGTACCCCTA T T AAC GG AAT AATGGCGGCT 47 7 9 60 

ACTGAGCTTT TGGATACAAC TATTCTTACA GATGTTCAAA AAGATTATGT TAGGATGATA 47 80 2 0 

AAT T ATT CAT CTGATTCTTT GCTTTCTTTA ATTGATGATA TATTGTATTT GTCTAAAATA 47 80 8 0 

GATGTCAATG AATTATATGT TGAGAGTCAA GAGATTGATT TAGAGAGTGA AATGGAAATG 47 8140 

GTTTTAAAAG CTTTTCAATC TGAATGTGCA AAGAAAAATA TTGATTTATT CTCTTATTCT 478200 

AAATCTATTT TTAATAATTA TATAAAGGGT GATATTGTAA AAATTAAACA AGTTTTAATT 47 82 60 

AATTTAATAG GAAATGCTTT TAAGTTTACA GATGATGGTG TTATTGTTTT AAATTATGAA 47 83 20 

GAAGTATGTA GAACAAGAAC TGATGGTAAT AGGGTTTTGG TTACAGTTGA ATTTAAGGTA 47 83 8 0 

ATAGATACAG GCAAAGGGAT TGAAAAAGAA AATTTTTCTA AGATATTTGA AAT ATT T AAA 47 8440 

CAAGAGGATG ATTCTTCTTC AAGGGTTCAT GAAGGTGCAG GATTGGGATT GTCAATATCT 47 3 500 

AGAGAGCTTA TAAGAC T AAT GGGTGGTCTT GGTATTGCTG TTGATAGCAA GGTGGGAGAG 47 8 5 60 

GGTACAACTT TTTCATTTAT GTTGCCCTTT TTATTGGGTA GTGAGCTTAA AAGTAAAAAA 47 8 62 0 

TTGTCAATCA ATAGATTTCA ATCAGTAAAT GGTGACAATA AAGTATTAAA TGTGCTTTTA 47 3 680 

AG T C AAAAAT CTATTAAAAT TTTTGAGCAC TGTTCGATTT TATTGGGATG CTCTTCTAAT 47 37 40 

GTGCGCTATG TAGCGTCTTT TGAGGATGCT TATAAAGTCT T C AAGAAA T A CCCTTCTTAT 47 8 8 00 

AATTTTGTTT ATATAAATGT AAATAACGAT AATATTCAAG- AGGGTATTCG ACTTGCCAAT 47 8 360 



AAT AT TG AAA 
AAAGCTCTAA 
TGCTCTATTC 
ATAGATAGTG 
GTAAATCAAA 
GATGTTGTAG 
TCTTTTATTG 
AAATTTGAAA 
TTGCAAGAGT 
ATACACATAA 
ATTGGGGAGA 
GCTTTAAAAG 
GATTTTATCT 
TTAATTAAGG 
TATAAAGATT 
TATTCTTTTG 
TTTGAGTCTG 
AACCTTCTCA 
ATTCTTGAGA 
CTTCGCAGAA 
ATTGAAATGC 
TTGAAGCAGA 
TGGTAAATAT 
TAAAGCAAGT 
TTAACGGTTA 
TAATTTTCAT 
GAG TAG ATT A 
ATCTTGAATT 
CTCAAATTCC 



GAC TAAATTC 
AAAATTTAAA 
TTTATAAAAA 
CTTTAAGGAT 
AAGTGTTGAA 
ATGATGGAGT 
AT AT AC G AAT 
AGGCAAAGAA 
ATAAAGACAA 
GTTCAATTAA 
ATGAAAATTT 
AATTAAATCT 
C T ATT AAT AT 
ATATATCTCA 
TTCAAAAAAT 
TAAAAGATGA 
AGATTGTTAG 
ACAAACTTTT 
GCATTAATAA 
AT T T AAG AT T 
TTAATAATAA 
G AAT C AG AAG 
ATTGCAAGGT 
TGAAAAAGAT 
TGAGGTATGC 
TAGTTCAAGA. 
TATTTTAAAG 
AAAAAGGTTA 
AAACAGAAGA 



TGATGTACAA 
ATATGGTTAT 
AGAGTTTAAC 
AAAAGAGCCC 
AG AT AT T C T T 
AAAGGC TTT A 
GCCAAGATAT 
TTTAAAGCCT 
GTGTC TTGC A 
AACTATATTA 
GAATCAACTT 
TTCATATGTA 
TATTGATTTG 
TTCAATATCT 
TGAAACAAGT 
TTTATTTCAA 
TGAGAACAAG 
AATTGGTATT 
ATATGTTTTA 
AT AT AG AT TT 
GAGATATTAG 
CTTTTAATTG 
GCTTACGAGA 
AGTC CTGATC 
AGAAAGCTAA 
AGTTCCACAG 
CCTTTTAATA 
AGAGATTATT 
TTTTTTATGG 
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ATTATTTTTT 
GTTAAAAAGC 
CCAGAAATGG 
ATTAATGTTT 
GTTGTTATAG 
AAATCTTTAA 
GAT GG AT TTT 
TGTGTTTTGG 
AGTGGTATGA 
AAAAAATACT 
GTTAAGTTTC 
TCATATTCTG 
GAAAAAGCTT 
GGAGCTCTTT 
AAAGATTCAA 
CTAATAAGCG 
CTATATTTTA 
AAG AC TAG AA 
GAC GAT AAT A 
GCTGAGAGCT 
CAGTGGAAAT 
TGGATGATTC 
TTGAGGTTGC 
TTATACTTCT 
AAAGCGATCC 
ATGCTCAGCT 
GTCGAATAAT 
TTAAAAGCTT 
ATAAATTTTC 



TATTTTATTA 
CTTTAATGGG 
ATTTTGAGGA 
TAATAGCTGA 
GCATTAATGA 
AAGATAAAAA 
CGGTGGCTAA 
TTGCTGTAAC 
ATGATTATAT 
TACAGTTTGA 
CTAATTTAGA 
AATTATGTAG 
TTGATGAGGA 
CTAATATGCG 
TTTCTGAGTT 
ACATAAAGGA 
AAAATAATGA 
AGC C AAG AG A 
TTCAGGTATT 
CTAAGATTCT 
GAT AAT T AAA 
TCCCCACAAT 
AACAAATGGA 
TGACATAGGT 
CGATACTAAA 
TGAAGGATTT 
TGATGCTAGA 
GTCTAGAATT. 
TAAGTCGTGG 



TTTAGATAAT 
GCTTGGTATA 
TTTGGTTCCA 
AG AT AAT C AG 
AAATTTTATT 
ATATACTATC 
GGAAATTAGA 
AGCGCATGCT 
CTCAAAACCA 
AGTTGATGAT 
TGTTAATAGG 
AGGGCTTGTT 
AGATTTGTCT 
TAGCGAATTG 
GAAAAAAATG 
AAATATTTTG 
TCAATTTTTA 
AT AC AAAG AA 
ATTTAGTGAT 
TGAAGAGATT 
GATAAAGCTT 
T TAG AT TT AT 
CTTGATGCTT 
C TT C C AG AT A 
GAGATTCCTG 
AACGTTGGTG 
GTTAAGACAC 
GATGGGCTTA. 
ATGAAAGCTT 



478920 
4789S0 
479040 
479100 
479160 
479220 
479280 
479340 
479400 
479460 
479520 
479530 
479640 
479700 
479760 
479820 
479880 
479940 
430000 
480060 
480120 
480180 
480240 
430300 
430360 
480420 
4304S0 
430540 
480600 
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TAGAAAGTAA AGAAATAATA ATTGTTGGAA TGTTAGATAT TGATAATTTT AAAAATTACA 43 0 6 60 

ATGATAATTA TGGCCATACC AATGGTGATG AATGTCTTAA ATTGATTGCT AAAGCCTTAT 48 07 2 0 

ATAAGGTTTC CTTAAAATAT AAAATAGATG TTGCTC GATA TGGAGGGGAA GAATTTATTT 4307 80 

TTTTTTCTGT C AAC AAAAGT C T AAAT G AAA TGGTTAGTAT TATTAAAACA ATGATTAATG 48 0 3 40 

A T AT AAAAC G CTTAAGAATA GTTCATGAGC ACAGTAGTGT TTCTGGCATT GTTACTGTTT 48 0 9 00 

CAATTGGGCT TGCTCAAGAA GTTCCTATTG ATAACAATTT TACCAATATC ATAAGGCTTG 4 8 0960 

CTGATCGCAA GCTTTATGAG GCTAAAGTTT C TGG AAG AAA TCAGTTTAGA TATTAAATTT 48102 0 

ATATTTAATA G AC T T TAG T A TTTATAAGTT ATAGACATTC CAATAGAATC GTAATAAAAA 4810 80 

TAAGAATTGC CAGTTGCTAT TCTTTTTGAA ATATCAGCCA GTCCGGCTGT GTTACTTGTG 481140 

TATGTGGGiVT TTGTAGATAA TTTAAATTGA AGGCCAAGTG TTAAAGGTTT GATAATTTCA 4812 0 0 

AAAT T AG C AA CAATAGAAAT GTTGTGATAA AAAATATCAC TTCCCCAGCC TTTGTTTTTC 4 812 60 

CAAGAGCTTA TGTTTCTTTC TTTGCCAATT TGTGTTTTTC CTTCATAAAG CAGGCCTATG 4813 2 0 

G TGTTAAG AG GTATTGGCAT TTTGTAAGCC AAAAGAGCGT AAGGTTTTAT TAGCATGCCA 4 813 8 0 

TTTATATTTT T AC C AT CAT C TGCTTTATAT TTCCAAAGTT GATCTTTTTT TGCATGGGGA 4 81440 

TTGATTAAGT ATGTAAAATC ATTTCCAATA ACTGTAATAA TGTGTGTCCA TTCTCCTTGA 4815 00 

AAAATAGCGT TTAAGTCAAA TTGGAATCGT CCCCCCGCTG TTATTTC TGA ATAAAATTCA 4815 6 0 

ACAGCATTTG AATATTTCCC ATTTTCAATG TGTACGCCTA CTCCTTTAAA TCCAAAAGCT 48162 0 

TGCCAACCTA TGCCAAGTTC ATTTGATGCA TATAAATTTA AAAAAGCAAT AGGAGTAAAG 4816 8 0 

CTTACTGTGC TTTTAAATGA GACAATTACA GGAGACAATC CGATATTTAA ATCTATATCT 4317 4 0 

ATACCATTAT TTTTAAAAAA TATAGAATTG GGATTGTTTA GGGC T T T AAA ATTTTTATAG 4 81800 

TAGCCCAAAT ATGATATTAG TTTTATTCCC CCCCAATAAT TGAC TGGAAT TTTTAAACTT 4318 60 

GGGTCAATAT TTTGGAAGTT AGGATGTTTA AAGCTTTGTG AAAAGCCGCT TCCATTTGTA 43192 0 

CCCAGCTCGT GGGGAGGATA ATAAGCAGAT TGAAAATTAA AATAAAAATA TTCATTATTA 4819 8 0 

AATTCTAAGT TCTGTTGATC TTGGGAAAGA ATTATTTTTG CTTGCAAAAG TAACAAACAA 482 040 

AAGCAAATTT TTTTTATTAA CATTTTATTT AAAATACCTT TTCCATTTAA TTTTTTTTTA 48210 0 

ACATTATTTT AATTATCTTT TTTTTTATTT CATCAATTTT AACAGATGCA TCAACATTGT 482160 

TAAGTCTAGA GCATTTTGAG TAAAATTCTA TTAGCGGTTT TGTTTGTAAT TTATATTCTT 48 2 220 

TGAGTCTTGT TTTTAAGCAT TCTTCTTTAT CATCTTCTCG TTGATAAAGA TCTCCCCCAC 482 2 80 

AAACGTCGCA AATACCATTT TTTTTTGTTG TTAGGGTATA TATATTGAAA ATATTATTGC 482 3 40 

AAGATTTGCA AATTCTTCTT CCCGAGAGTC TTTTTATCAC TAACTCTTCA TCAATTAAAA 482 40 0 
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AATTTATTAT TTTTACATTT GGCAAAAATT TGTCAA.GAGC CTCGGCTTGA CAAATATTGC 482460 

GCGGAAATCC ATCTAAAATA AAATCTTTGT TCTTTTTAAT AGCTTTAATT TTATCTTCTA 48 2 52 0 

CTATTTTGAT TGTAATTAGG TCGGGGACCA GTTCTCGCCT TTCAACAATT TTTTTTATTT 482580 

CTTGCCCAAG AGCCGTAGAA TTTAAAATAT TTTCTCTAAA TAAGTCTCCT GTTGAAATGT 43 2 64 0 

GTTGATATTT AAATTCATTA GAAATAATTT TTGAAATAGT CCCCTTTCCA GAACCCGGAG 48 27 0 0 

GACCTAAAAA TACAAGCCCC ATATATACTC CTGTTTAAAT ATTTGTTATT TTAAGGGTTT 48 27 6 0 

ATTTGAAAAC ATTTAATAAA AATTTAAGTC CTACGATTGT TCCAATTGTA GATCCAAGGT 482 82 0 

' TTACAAAAAT CACTATTAAT AGAATTCTTG TAACTTTGTT TTTGAAATAT CCTTTTATTG 48 2 8 80 

TCGACAATTC TTCTTGTAGA TTTTCAAAGT CTTTGACTTT TGGTTTGTTT ATATAAGCTT 432 9 40 

CAACAAGCCC TGCTACCATA CCTGTTCCTA TGAATGGTAT TAAGGAGAAT AT T GG AG AAC 48 3 0 00 

CTATAATAGC TGTTAAAATT GTTAAGGGAT GAGATTTTAA TAAAATCGAT GCGATGCGTG 4 83 0 60 

AAAAAATAGA GTTAGATATT ATCCAAAGCT TTAAATTTTT GTAAGCAAAA TCAAATCCTT 48312 0 

TAAAGTAAAA AGAGCTTACT ATTAGTAAAA TGATTGAAAT TGCAATCAAG TAAGATAGCA 4 83180 

CTTTGCTAAA TGAAAAATGT TTTTTAGGTA TTTTCTCGAG TTCTTCAACG TTTATTATTT 48 3 2 40 

TTTTATTTTG ACTTATTTCT TTTAAAGTTC TCATTATTCC GCTTACATGG CCTGCACCCA 483 3 00 

CAATGGCAAG AATAATGCCC TCTCCTTCAA GTATTTTGTT TGTAATAAAT TCGTCTCTTT 483 3 60 

CGTCAATTAA AACTTTTTTT ACTTTGGGTA TTTCTTTGGA AAGTTCTTCC ATTATTTTTG 483 42 0 

AAAGAGCGTC CTGTTCTTTG AGTTTTTCAA TTTCATCTTT TGTAATTTTT GCATCTGTTA 48 348 0 

GGGAAAAAAG GCTTGAGATT ATTTTTGCTT TTTCAAATAT TGGAATAGAT ATCCAAGCTC 483 540 

TTTTTAGTGT TGTTTCAATT TTTCTGTCAG CAAGAATTAG TGGAATATTG TGTTTTTTAG 43 3 600 

CTTTTAAAAT AGCTGTTTTC ATTTCTTCAC CAGGTTTTAT TCCCTGTTGT TTTGCTAATT 483 6 60 

TTTTTTGAAA ATTACTAAGA ATTATGTTTA TTATGAGAAA GAAAGCTTTT CCTTGTTTTA 48 372 0 

ATGCTTTATC TATATCTAAG TTTCTCCATT TTTCATTTTC ATTGGTATTT AAGATCGAAT 4 83780 

GATAGCGAGC TTCATCAAGT TCAACGGCAA TATAGTCTGG TTTTAAGATT TCTATTAAAT 483 8 40 

TTGCAGTATC TTCTGAGCTT TTTTTTGACA CGTGAGCAGT TCCAAGTATG TATATTGTTT 483 900 

TATTGTGTAT ATTAAATTTA CTTACATGAG AAAAACAGTC TTCTGTTTCG GTGTTTTCTT 43 3 9 60 

TTTTATTGTC CAAAAAATAT TCCTTGTTTA AAAAAATTTA GCTATTAATT AGTATAGCTT 4 840 2 0 

TTAATAATTT TACCATATGG CTTAGTGGAA CTATATAGTC TATATTGTTT - TCCTTTATTG 4 340 30 

r 

CTATTTTTGG CATTCCAAAA AC C AT AGAAC TTTCTTTATC TTGCGCAATA GTTAGTCCTC 4 84140 
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CAGCTTTTTT TATATCTCCA ATTTCTCTTG AT C CATC ATT TCCCATTCCA GTCATTATTA 4 34200 
TGGCAATTGC TTTATCTTTT GCAATCTCTG CAATAGATTG AAATAATACC CCAATAGATG 4842 60 
GTTTGTGACC ATTTATATGT TTACCATCGA GGGTTTTTAT TTGATAGTTA CCATCGATTT 4 343 2 0 

TTTTGATTTT TGTATGATAT CCGCCCGAGC TAATGTATGC ATATCCTTGC TTTAATATTT 4 343 3 0 

CGTTATTGGT GGTTTCTTTT ACGCTTATTT T AC AT AG AT T ATTAAGATTT TTGGCAAATT 4 844 4 0 

CTTCTGTAAA TCCTTTAGGC ATATGTTGAA CAATTATTAT TGGCGGAAAG CTTTCAGGTA 4 84500 

TTTCTGGTAA TATTGATTTC AAGGCTACAG GCCCCCCCGC TGATACTCCA ATTGGCTATT 4845 60 

ATGTCAAATT TTCTCAGTTT AAGTTTTTTT ATTTCTTTTT CATTTAATGT TTTTTCTTTT 48 4 62 0 

GCATGTTCTT CAAGTTGATT TAATGAAGAA ATGTCATTTT TGTGATTTAA AATAAAATTA 4846 80 

GCTCTTTCGT AGTTTTTTGT TTTCATGTCC TTATTGCAGG CAATTTTATT TTTTATAGAT 4 8 4740 

ATCGATCCAT AGGCCAAAAG AGAATTAATA ATTTGTTCTT TTTTGATTTC ATGTGATTTT 43 4 3 00 

TTGTTTTTAG ATACTAATAT AAGATCATCG GCGCCCTTTG AAGCAGCAAT ATTTATTAGG 43 48 60 

TTTTGATTTG AAG AT GTG AC GACAATTGGT ATTGTTTTGT TTAAACTGTT TTTTTCCTCC 4 8 4920 

AAAAATAGAA TATCTTTAAT ATTGTTCTCT TCTAAATTCA TTAATATTAC TTCGGGTTTA 4 84980 

TGTTTTTTAA GTTTATTTGT TGCAAATTTG CTGTTAGAAG CAGTTGCAAT GACTTGGAGT 48 5 040 

TTTGGAGATG AATTGATAAG GTCTGATATA AGTTTTCTCT TTACAGCAAA GTATTCTATG 485100 

AT AAG T AC AG AAATTTTTGT TTCCACCGTT ACTTTTTTCC CATTTTATTC TTGTTAAATT 4 8 516 0 

ATAACTTATA" TTTATTTTGT GATTTGAATT TTTCTTTTTG ACAGCCAGTA TCTTTTTTTT 48 52 2 0 

C AT AT AT TAT TGCCCAAGGT GTTTTTAAAA ATTTAAAAGG AAGGTTGAGC CCAAAAAGTG 4 8 5280 

ATTCTGAGTG TCCTATAAAT AAATAGCTGT TTTTAGACAT ATTGTTGTAA AATTTTTTAA 4S5 3 40 

GTACTTTTAT TTTTGATTTT TCATCAAAGT ATATTAAAAC ATTTCTACAA AAAACAACAT 4 35400 

CAATTTCCGA AAAATT AC TT TCAAAGTTTA AGTTATGATA ATCAAATCTT ATGTGATTTT 48 5 4 60 

TAATTTCATT TTTAATTTTA TATCCGTTTG AATGAGAATA TATGTAGTGT CGGTATTCTT 48 5 52 0 

TAGGAATATT TTCACATTTA TTTGATGAGT AATATCCTTC CTTTGCTATC AT C AAAG AT T 4855 8 0 

TTAAGCTTAA ATC AGAAGCA ATAATAACAA AATCTATTTC TTTTGGAAGC TTTGATTTGA 48 5 6 40 

GTACAAATGC TAATGAATAA GGCTCTTCTC CTGTTGAACA TCCCGCAGAC CAGATGATAA 43 5 7 00 

TCCTATTTTT TTTTTCTATG TTTTTAATAT TAATTAAATT CGGAATTACA AATTTTTCAA 48 5 7 60 

AAGTTTGAAA AT G T AGC GAA TTTCTAAAAA ATCTTGTTAA ATTTGTTGTG ACCAAATCTA 48 5 82 0 

AGAAATA.TTC TTTTTTTAAT TTTTCACTAA TTATTAAATT ATAAAGTTGT GATGGGTTTT 48 58 8 0 

CAAGAGCAAG AGCTCGTACT GC AT C ATT C A CTCTGCTTTG AAGAACAA-AT TTATTTTTTT 43 594 0 
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CATCAAAACG AATTCCACTG TTGTTATATA TAAAATCACA AAATTTTAAA AATAGTTTAT 48 60 0 0 

CTTCAATTTC TAGCATTTTT GGGAACCTGC TTAATTCTTC TCTTTATAAA TAAGTATTGC 4 8 6060 

CTATTTATAA TAAATCTCTT AGGTAAGAAT ATTTTTTTTG AAAAAAAATT GTAAAATTAA 48 612 0 

TATAAGTAAT TTTATTATAA GACATAGGTT TATAAAAAGG TTTTTGTTTA TTTTAATTTA 486180 

TTTGCAGCAA TAAATGAGGA ATTTAATGAG TGTTGGAAAA AATGTTTTCA AA.TGTCGATT 4 8 6240 

TAATATGCAT TTTAAAAAGA TCAAATGATG TTTGATGAGT TTAAAAGAAC AAT T C T TAG A 4 8 63 00 

GAAGATATTA AGTATGAAAT TTTTAGAAAA TTTTTTCATA TTTTTAGCTT AATAGTTTTA 4 8 6360 

GTTTTTTATA GAATAAATTT TTGGATAGGG CTTTTTTCTA ATATACTTTT TATGATTTTA 4 8 642 0 

TACTTAAGTT CTGAAATTTT TAGAATTACT GAAAAAAAAA TACTTTTCTT T AAAAAC AT T 4 8 6430 

TCAAACATAA TATTAAAATC AAGAAAAATA TTGCCCAATA GAGTATCTTT TTCTCCTGTC 4 8 6540 

TTTTTGTTTT TAGGTATATT GATATCATAT TGTTTATCTA TGCATCCTTT TAATTATATT 48 66 0 0 

GGAATATTTT CGGTATGTGT TGGTGATGGA TTTGCAAGTC TTATTGGAAA GTTAATTCCT ^8 6660 

TCTTTTAAGC TTGTAAATGG TAAAACGATT TCTGGCAGTC TTGTTGTATT TTGTGTTACT 4 8 6720 

TTTTTTTCAT ATTATTATTT TTTTCCTTAT TTGACAGTAG CTTTAATTCT TGGGATTTTA 4 8 6780 

GCAGTATTGG TAGAGCTTTT TGATGCTGCT AAT TAT G AC A ATTTATTTTT ACCGCTTGTT 4 8 6840 

GTTTCAGCTT CGTCCTATTT TTTAACTTCT TTTTTTTATA GCCAGTAAAA GAAAATTTTC 48 69 0 0 

CCTGATTTTT TTAAGTAGAT TGGT AT AC C A ATTGAGATTG GGAGAAAGGC ATAAGGCATT 48 69 6 0 

TTTAGCAAAT TCAAGTAAAT TCCACTTAAT ATTAAAAGCA TTGAAACAAA AAGGAAAAAA 437020 

TAGTCAAAGC TTTTTTTTCT TAAAAAGGCT AC T AT AAAGT TTGTTAAAAT AAGTAGCAAG 4870 80 

AATGCATCTA TGTAAAATTT TGTATTTTCT ATTTTAAGAA TTCCGTGGTT TTGGCTATTT 48 7140 

TCGTACGAAT TAATAGGCAT TGTGTAACTA TATATGCAGG CAAAGATCAA AATAATGTAA 4872 00 

ATTGTATAAT GTATTGATTT TATTTTGAAA TC GC AT AT AT ATAAACTGAG AAAAAATAAA 487 2 60 

TTTAATAATG AAAAAGTGTT TACAAAAAGG ATAAATTTTG TAAACAAATA ATAACTTGAA 4873 20 

TTTAGATTGT TTTTTAAAAA AAAATCTTCA GAGATTAAAA TAGGGTCTAA TGTATATGAG 4373 30 

CTAATAAAGC AATAGAAAAA TATAAATTGT ATATTGTTGG TTCTTTTGTA GTTAATGTAT 43 7440 

GACCACAGCG AGCCTATGAT CCCAGCAATA AAGATGGTTA ATTTATTAAC C AAT ATT AT A 48 7 5 00 

AAATTATTAT TGTAAATTTC TAGAATATAA TTTTGATAGT TTTCATTATA TTTTATTTTA 487 5 50 

TAGGAGAAAG TCAGTATAAC TATTGTTGCC AAAATAAAAA TTATAAAAAG - AAAGAGATTG 437 62 0 

ATAGAAGCGT TTAACTTTGC AAATATTGAT TTCATTTAAA TTTCCAAGAA TGCGTGTTTT 487 6 80 
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TTATTTTTTT AATATTTTTT TTAATTTTTG AATCAAGTTT TTCAAAAAAA TCTATCTTTG 43 7 740 

TTTTTTTTTC AATTAAGTCA ACGCTAACAA CATAATTTTC CAAATCCAAG TCTTTTGCTT 48 780 0 

TTTCATTTGG GATAATAAAA GAGATTATGT CATAATAATT GTTATTATTA ATTGCCAGTA 48 78 60 

CTATTTTATA AAAATTTTTA GGTATCAAAA TTTTGTTTTT ACCAATAAAT CCTTTATTTT 487920 

CTGTTAAAAT CCCAGCGCTA ATAATATATA TAT AT C C TT T TGAGATTGCC CATTCTCTTA 487980 

CTAATTTTTC AAGTTTTAGC CAAATTCCAG AATTAAATTC GCTTTTTTGA GG T G AC AT AT 438040 

TTGATAAAAA ATATGTATCT TTCATTGCAT TTTCAGAAAA AGACATATCT GCAGAACTTA 488100 

CTATGTGTCC TCTGTCATAA CCGCTTTTAA AGTAATCTTC AAGTTTTGGA AAAGCGCCCT 4 8 816 0 

TAATGTTGGT GTCTTCAAAG AATTTGGTAC TTCTTTTAAT TTTTTTTGAT TTTAACAAAG 4 8 82 20 

TTAATGCTAG TTCTACCATT TCTCTTTTAA GCGGATAAGC AGCCCATTCA GATTGTCTTG 4 882 8 0 

CGCTTTCAGC ATATCCTAAG GTATAGTGTT TTTTGCTTAT TATTTGAGTA GTAAGATATC 4 8 83 40 

CTTTTGGTAT TAATTGGGCT TCTTTTATTG GAATAGATTT TGTAATGTCA GTGTATTATT 48840 0 

TCTATTATTT CTAAATAGTC ATAAATTTGT GTTTAATTTG TTTTAGGGCT TTTGGATTTA 4884 60 

ATGAAAAAAA TAAAAATCCT GTTAGGCATA AAATATAGCA GTAAAGAAAA AATTTCGACC 4 88 52 0 

TTTTTTTGAT GTTTCCATCT CGTTTTTGTC CTTAAAATTA TATCTAATAG TAAAATTAAA 488580 

AGAAATGTTA AATGTATCTA AAAATAAAAA ATCAATTTTA AAGTCTAACC CCATTAAAGG 48 8 640 

AATTGCCTTT TTAGAAGAAA TTTCAATAAA CATATAAGGC TCTATTACAT AAGGCAATTT 4 8870 0 

TTCGTAAAAT CGAATGTCTT CTATAAAGTT TGTAGATAGG TAAAAACGAC CACCTATGCC 4 8 87 60 

AATGGTGGCG GAAAAATATT TTGTTTTTTT AATTAAGTTT GCAATGTGCC AGTTTATTCC 488820 

TCCTCCAATA TAAGATTTAA AGTATTGCAT TTTTTTGGGG ATATTAAGGC TTTCCCTTGT 48 88 8 0 

TAATATCATA GCAACGATTA AAAAATCAAA AGTATTATTA GAGAATGTAT AATAAGGTCT 48 8 940 

AAAGATAAGG TGTTTAATAT TTGAATTTAG AAAAAATC C A ACTCCAATCC CAATTCCTGT 48 9000 

TGAATATATG AACCCTCTTT CTGGGCTAAA A-AAATTAGAG ATTTGTTTGG GTTGATCATT 48 90 60 

TTTTTCATTA GTATTGCCTT CTTCATTTGC AAGTGCATTT AAATTGGAAA TGATAAGCAA 48912 0 

TGTTAAGAAA ATACAAGTGT TTGGAGTTTT TTTCATAAAC TGATTATTTT AAATAATATA 48918 0 

AAAATTGTTT TACCTTTTCA ATATTGCGAT ATGTATTTAG ATAAAATTTC CCTGTTTAGT 4892 40 

T T AAAAAAT A TTTTTTATAT TAGGTGGCTG TGGTATGCTA TTTTTATTGT AT ATT AT AC A 4 8 93 00 

ATATGTTTAA TTACTAGGAG AC C AC AGTT A TGTTTTTTAA TTTTTTGAAA AAAG AT C T T G 48 9 3 60 

TATTTGTTTT GCCAGAAGTA AATTCAAAAG AAGATGTAAT TGATTTTTTA ATTGAAAAAA 48 942 0 

TCAATGATAA GGGATATATA GATAATAAAA AAGAGTTTCT TCAAGGAATT C TTG AT AG AG 489 48 0 
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AAA-.GATAGG 


C G AC AC GG C T 


TGGGAAAATG 


GGGTTGCAAT 


TCCTCATTTT 


ATAGGAGATG 


4 8 y b 4 0 


CCGTCAAGAC 


-AGTGGGATT 


TCATGGCTTT 


ACATTAAAGG 


TTCTGGGGTT 


AAGTGGTCTG 


4 8 9 60 (J 








TGATTTGTAT 


GTCAAAAAAA 


CAACAAGGTA 


489660 


ATGAAIACCT 


~ AAGGC GAT T 


GCTTGTATAG 


CTAAACTATT 


TGAAGATGAT 


GCTTTTCAAA 


489720 


ACGC 7CT AC G 


CGGGCCCGTT 


ACTACTGATG 


ACATTTATTA 


T T AT AT T GAA 


AATGTTCAAA 


489780 


~ AAGCCCA-A 


AGAA.GAGGTT 


TTTGGAGC T A 


CAAAAGCAGA 


AAAAATAGTG 


GCCGTAACTG 


489840 




CGGAGTTGCT 


CATACGTATA 


TTGCAGCTAA 


GAAAATTGAA 


AATGAAGCTA 


489900 


AG AAGC AGGG 


Z G AT AGG ATT 


AGAGTAGAAA 


CTCAAGGATC 


TATTGGTATT 


GAAAATGCCT 


489960 


TAA-CAGAAGA 


GGAAAGTAAG 


AATGCGTCCG 


TTGTAATACT 


TGCTGTTGAT 


AAG GAT AT T G 


a c\ r\ f\ c\ 

490 02 0 


AGG AAAAGAG 


AGGTGAAGGT 


AAGAGAGTTT 


ATAAAGTTTC 


AACTGTAAAA 


GCGATAAACA 


a c\ i*\ r\ o c\ 

4 90080 
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GAATCTTTTA 


ATGCTCCGGT 


ATTTAAAAGC 


AAAGACTCCG 


490140 


..AC.AA.AG 


TGAT.ACTAAA 


GCTTCGGTTG 


CAACAGGCAA 


AGGTAGTTTT 


TATAAATATT 


a r\ r\ *~\ r\ 

4902 00 


CAA-TGAGCGG 


GGTATCTCCA 


ATGATTCCTG 


TTGTTGCAAG 


TGGAGGAATT 


TTAATTGCTC 


a o r\ i c r\ 
4 9 0 z b 0 


CGAGCATGGC 


TGTTGTGGGG 


ATTGGACCTG 


ATGGGCCTAA 


TTTTGCTGAG 


CATCCATTTT 


490 o z 0 


AG AAGC AGAT 


7 GC AG AC AT T 


GGTTCTATAG 


CTTTTGGGAT 


GATGTTGCCC 


GTGCTTGCTG 


490 3 8 0 


GCGTCACCGC 


AAG GGC AATT 


GCTGATAAGC 


CTGGTCTTAC 


CCCCGGTCTT 


GTTGGTGGAG 


490440 


TAATGCCCGG 


GAA-TGCAAAA 


GCAGGTTTCT 


TGGGCGCAAT 


ATTTGCGGGC 


TTTCTTGCAG 


a <~\ /~\ c r\ r\ 

4 9 0 b 0 0 




AA3G7TTTTA 


GCAAGAAGAT 


CTGTTCCTGA 


GTGGTTAAGA 


CCTGTAATGC 


a r\ r\ c f~ r\ 

490 b 60 
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AAGTCCGCTA 


AT AAGC AC C A 


TTATTGTCGG 


CTTTTTTATG 


CTGTATTTTG 


a o r\ c o n 
4 9 0 6 2 0 


GGGTCTACAT 


CGGAAAATTT 


ATGGGGGTGC 


TTGAGAGTGG 


GCTTAAATCT 


TTACAGAGTA 


a n c\ a q c\ 
4 y 0 b o 0 


AG'TCGGAAAC 


TGGTGGCGTG 


TTGGGTAAAA 


TTTTCTTAGG 


CTTAGTACTA 


GGTTCAATGA 


A Q C\ 1 A Pi 

4 y o / 4 u 


CGACCGTGGA 


TATGGGCGGA 


CCTTTTAATA 


AAGTGGCATT 


TCTTTTTGGT 


GT AGGGC I AA 


a q n ft n n 


CGCC GG AAGT 


GC CAGAAATA 


ATGGGAATGG 


TAGCAGCAGC 


AATTCCTGTT 


CCTCCTATGG 




C G ATGGGGC T 


TGCAACCTTT 


TTAGCACCTA 


AATTGTTTGA 


AAATGAAGAA 


AAAG AAT C T G 


/I Q fl Q 9 0 
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CG'TTTTAATT 


TCATTTATTG 


GTATTAGCGA 


AGG AGG T ATT 


CCTTTTGCTG 


490980 


CG AG CG AC C C 


CGGACGGGTA 


ATCCCTTCGA 


TAGTGGTAGG 


GGGAGCTGTA 


TCAAGCATTA 


491040 


GGG-GCGGGTT 


TG'TAGGCGTT 


GCTAATCATG 


CTCCACACGG 


AGGACCAATA 


GTACTTCCTG 


491100 


TG ATTG A GAA 


T AAAT TTGGG 


TTTATTATTG 


CAATTGCTGT 


TGGAGTTGCG 


GTTGCAACAG 


491160 




TGTTTTGAAA 


TCTTTAAAAT 


TAAAGGAATC 


TGAATGAATA 


ATGAAGATAA 


491220 
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TATTTTTTTA ATGAAAAATA ATATTAAAGA ATATGATTGG GGC GGAATTA ATTTTATTCC 4912 8 0 

CAATCTTTTG GGTGATAAGA TTGATGGAAA GCCCAAGGCT GAAATGTGGC TTGGAGCACA 4913 40 

CAAGACATTT TCTAGTAAGA TTTTGTATAA AAATGAATAT GTGCTTTTAA GCGATTTTTT 49140 0 

AGAAGATCAT AAAGAGCTTT TAGGCTGTAA TGACGAATTT CCTTTTTTGC TTAAGGTATT 4914 60 

GTCTGCAAAT AAGCCCCTGT CTATTCAAAT TCATCCTTCT AAAGATATTG CCTTAAAAGG 4 915 20 

GTATGAATCA GAGAATAATA AAGGGATAGA CATTAATGAT CCCAAAAGGA CATACAAAGA 4915 80 

CAAAAACCCC AAAATTGAAC TTATTTATGC TCTTAGTGAT TTTTATGCTC TTAAAGGCTT 4916 40 

TTTACCCTTA GATGAGATTA AAAAAATTTA TGAAATTCTG GAATTAAATT TCGACTTTCA 4917 00 

AT C AC AT AAA GATTTTGTAA AGACTATTTT TGATTTACAA ATGTATGAAC TTGAGAAGAT 4 917 60 

TATTGAAAAA ATTTTAAAAA ATTTGGATCT TATTGATAAT TTTAGGGGCT ATTGGTTTAA 4918 2 0 

. TGAAATTTAC AATATTTATG GTATAGATGT GGGC CTTTTG GTATTTTTAG GTATGAATAT 4 918 80 

TTTAAAACTA AAACCAGGAG AAGTTGTTTA TACAAATAGT CAGGAGGTGC ATGCATATCT 491940 

TAAGGGAGAT TGCATTGAGC TTATGACCAA TTCCGACAAT GTTATTAGGG CTGGGCTTAC 492 0 00 

TACAAAGTAT ATTGATAAAG ACGAGATGTT AAGAGTTGGT CAATTTGAGG AAGGAAAGTT 492 0 60 

ATCATTTTTA AATCCCGATT TTCAAGATAA TTTTAGCGTA TTTAGACTTC CAAATACTAA 49212 0 

TTTGAAATTG ATTCAAAAAA AAATAAATGA GAACATTTGT ATTAATAGAA ATAGTGCAAT 492180 

GGTCTTGCTA GTTTTAAATG GGTGCGTGAG TATAAATAAA TCCTTAAATC TTAAGAAAGG 4922 4 0 

TGAGAGCATA TTTATAGGTA AAAAAGCAGA AAACTTGTTT ATTGATGGGG ACGGCGAAGC 4 92 3 00 

TTTTATTGCT GGTTTTAATT AAAATTAAGC TTGCTTATGC GAGCTTAATT TTAATTACCA 492 3 60 

ATTTAATTAT TTGGTTAATT AAATGCAAAT TTTATGAATC CAAATCCAAA AAAATTGAAT 49 242 0 

TTAATTCCTT CAAATAAAAT GCTTGGTTTT GTTAGTAATA TTGTTGGCCC TACTGCAGGA 4 92 4 80 

TAAATTTTGA ATCCTATGGA TAAATTTTTT GCAAAATTAT ATTCCATTAT AAAAGGAATT 492 5 40 

CTTATAACAG CGCCTATTCT CTCATAATCA GTTTCTTCTT CTTCATTAGG GGGTATAAGG 492 6 00 

GATGTTTTTG A.CCAATCCGC ACCTATTCCA ATGCCGCCGC CAATTTTCAT ATATTGTCCA 492 660 

ATTTGCTTTT TAAAAATAAC GTCTATTCCA CCATTTAGAT AATTTTCAAA ATTGTTTGAC 49272 0 

TTAAGGCCAA TAAAACCTCC ATATCCAAAA TCAATATTTA TATAAGGAAT TGTAATCATA 4927 3 0 

ATATTTGCAA TAGGATCTCC TATTCCAATG CCCATTGAAA ATAAGTCATA ATTTTTCTTT 492 840 

TCTTTTATTT CTTTAAGCTT TGCGATACAG GTGGTTGAAT CTTCTTCCTT GCTGCATCTG 492 90 0 

AC C AT AT AAT TGTCAGATGC AAAAGAAAGG TGTGCCATAC CTAATACTAA TGTTAAAATG 4 92 960 

TATATTTTTT TAAAAATTTT T AT C AT TT AT TCTCCACTAT ATATATATTT TTATAAAGCC 49 3 02 0 
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TGTGCCTAAG AAATTAAATC TAGCTCCTTC AAATGACATT GGGCTGCCAA GTAGCATAGT 49 3 0 80 

TGTTCCAATA GTAGCAACAG CTTTAAATCC AATCACAATA TTTTTAAGAA AGCTGTACTC 493140 

T ATT AC C AAA GGCAATCTTA TCACAACCCC TATTCTATTT TGAAGAGAAG CTACTTGTTG 49 3 200 

TGCTTCATTT TCTTCCTCTT CTTCAAGTTT TTCATTTGAT TTTTCAGGAC TTCCTTTTGA 4932 6 0 

CCAATCTGCA CCTATTCCAA TGCCTCCAGA AATCATAGTG TTTTTGTGTA TTTCATCTTT 49 3 3 20 

AAATAGAAGA TCTACACCCA TCACAACATA GGGCAAGAAA TTGTTGGGTT TAAGCCCTAC 49 3 3 80 

GAATCCTCCG TACCCAAGGT CTATGTCTAC ATATGGAACA GATATTGTAA TGTTTGCAAG 493 440 

TGGATATCCA ACTCCAAAAC CTATGCCAAA TAAACGGCGC ACAGACTCTT CTTTTGCAAG 49 3 5 00 

AAGTTTATCA AAATCAAAGT CATCTTCAGT CATACTTTTG CTTTTGGATT GTGCAGCTAA 493 5 60 

TAAACCCGTT GTTAATATAA GTATTATTGT TGCTAATAGC ATTCTCATTG AAATTCTCCT 493 62 0 

TTTTTATTTT CAATTTTAGA AATTATTTTT ACAATATTTT TAATAAAGCA TAAAAAATTA 4 93 68 0 

AAAAT AT T G A TATTTATTTG CTTATTTTGA TAGCAAAACT TTATTGTTGA ATTTTTTATC 49 3740 

GCTTTGTTTA TCAAGGTTTT GGTTATCAAA AAATTTTTAA TCACAAATAC AGCTATTATT 49 3 3 00 

ATACTACTTG ACTGTATATT GATGTTAATC TTGTTTGTTT GTAAAGGATT TTTGGGAAGA 49 3 8 60 

TATTTTTGTT TTGATTTTTT GGC CTTTGAA AAAAATATAA ATTTATGAAT TTGCAATAAA 493 92 0 

TAAGTTTTTT TGCAATGTTT TATTATAAAA CTATGGCAAA AAAACTTTAT TTGCCTCAAG 4 93 98 0 

CTTTTTGAAG CTAACTTTAG GCCATTAATT CTTTTTTTCA AAAATTTATC CCAAAAATTT 4 9404 0 

. AAATATTAAG TTTTTAATCT ATAAACAAAT AG TAT AT C AA AGTTTTGAAT TTGAAATGCT 4 9410 0 

GTTTTGATAT TATTTTAAGT AAGGCTAAAT TAATTATAAA TAAGATTTAG TAGATAATTT 494160 

ATTGTTATTA AACTTATACA AAGCTTATGA TTAAACTATA TATCGTTTTT TTTTATTTTT 49422 0 

TTTCTTTTCT GTTGGGGTTT CCAGAAAATA TTTTTTTTAA AAATTTAGGA TTTTCTAATA 49 42 8 0 

ATGATCGGTA TTTTATGTTT GGCGAATATG GTTTTGAAAA TGGATATTAT TACTCTGCTG 4943 4 0 

CAT AC TTTGT TGATGTTGTT AAAAATAATT TTGCAAACTC TGG AG T AC AT TCTAAGACTT 4 9440 0 

TTAAAGAGCA CATTGGGTAT TCAGACAGTT ATGATAAAAG TCTTTATGAG CTTTTAAAGA 494460 

TGATTAATTT TAAAGTTAAA GAATTTAAAA TTAATCATTT AAGAAGAGGG CGTGAAATTT 4945 2 0 

ATTTTTATGT AAAAAGTGAA ATT C C AG AAA CAGATTTTTT AAATTTTGTT GATTTTAAAA 4945 80 

CAGGAAACGA ATATCAAGTT TTTGTAAATA AGGATATTAA TTCCCAAGAA CTTTCTTCTT 49 4 64 0 

CTTTTAATAT TTTTTTATCT GT C AG AT AT T GTAATTCAAC TCTAGAAAAG- CATTTGACTG 4 94700 

TTGGAAGAGG AAAT T AT T AT AG AAAG AAT G TTATTGATTA CAGAATAAGA G AG AT TG T T T 4947 60 
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TATTTCCAAA TGAAGATGGA ATTGTTTTTG TTTTGGAAAA AATCATGTTA AATTCTTATG 4943 2 0 

GAAATAGGTA TAAACGGTTT ATGGTTGAAG TTAAAAAATA TTGAATATAA TTATTTAGTT 49 48 8 0 

TTTTAAAGAA GTGAAATGCT TTATTGAGGA TAATTTATGA GTGATTTTAT AGCATCAAAA 49 49 40 

GAAGATGATT ATTCTAAATG GTATTTAGAT ATAGTCCAGA AAGCAAAACT TGCTGATTAC 4 9 5000 

AGTCCTGTAA AAGGATGTAT GGTAATTATG CCTTATGGGT ATTCTATTTG GAGTAAAATT 4950 60 

CAGAGTATAC TTGATAAAAA ATTTAAAGAG ACGGGACACG AGAATGCATA TTTCCCTATG 49 512 0 

CTTATTCCTT ATAGTTTTTT AGAAAGAGAA AAGGATCATA TTGATGGATT TTCACCCGAG 49 518 0 

TTTGCTATTA TTAAGGATGC TGGTGGAGAG AGTTTGGCAG AGCCTTTGGT TTTAAGGCCT 49 52 40 

ACCTCTGAGA CAATTATTTG GAATATGTAT AGTAAGTGGA TTAAGTCTTA CAGAGATCTT 495300 

CCTCTTAAAA TTAATCAATG GGCAAATGTT GTTCGTTGGG AAAAGAGAAC AAGGCCTTTT 4953 6 0 

TTGCGCACTA CCGAATTTCT ATGGCAAGAA GG AC ATACTG CTCATGCTAC CGAAGAGGAG 495 42 0 

GCATTAGAAG AAACTTTACT TATTTTAGAT GTATATAAAA GATTCATAGA AG AC T ATTTG 49548 0 

GCCATTCCGG TGTTTTGTGG TAAAAAATCT GAAAAGGAAA AATTTGCGGG GGCTGTTTCT 49 5 540 

ACTTATTCAA TTGAGGCATT AATGC AAG AT AAAAAAGCGC TTCAAGCCGC TACATCCCAT 49 5 600 

TATTTAGGTT TAAATTTTGC AAAGGCATTT GATGTAAAAT TTCAAGACAA AGATGGCAAG 495660 
ATGCGGCATG TAT T TG C TAG TAGCTGGGGT GTTTCTACCA GATTGATTGG TGC TTTGATT , 49 57 2 0 

ATGGTTCATT CTGATGAGAA AGGTTTAGTT TTGCCGCCTC GCATTGCTCC AATAGAAATT 495780 

ATTGTTATTC CTATTTTTAA AAAAGAAGAT GAGATTAATA AAAAAATTTT AGATTATTCT 495 840 

GATTGTGTTG TGGATGCTTT AAAAAAAGCA GAATTTAGGG TTGAAATTGA TAAGGACGTT 495 90 0 

AGAAGTTCTC CGGGATTTAG ATTTTCATCT GC CGAGTTT A AAGGAATTCC AATACGCCTT 495960 

GAAGTGGGGA TAAATGATGT CCTTTTAAAT TCCGTTACTA TTTCAAGAAG AGATAAAGAC 49 602 0 

AG AAAAT T T A AG TAT C AAA T ATCACTTGAT TCTCTTATAA GCAAGGTTAA GGTAGAGCTT 4 9 6080 

GATTTGATGC AAAAAG AT T T ATTTCAAAGA GCATTAAATT TTAGGATCTT GAATACTAAG 49 6140 

GAGATTTTTA GAAGCAGTAA GGATAGTTAT GAGACATTCA AAGCCTATGT GAATGATTAT 49 62 0 0 

TCTGGATTTG TGCTTTCTTG TTGGTGTGGC AGTTTGAATT GTGAAAATAT TATTAAAAAT 49 5 2 60 

GAAACTAAAG CCACAATAAG ATGTATCCCC GATGATTTTA AGGCCAGAGA TTTAACAGGC 4963 20 

ATGACTTGTA TTTATTGTTC ATCTAAAGCT AAATATTTTG TTTTATTTGC CAAATCCTAT 4963 30 

TAATTTGTTT AGCTTTAATT AATTTTTTCT TGATCTTTTA ATTCTTTGAA GTTTATTATA 49 6 44 0 

TGAATGATTG CAATGTTAAA AGCAAAGTCG ATTAGTAAAG CCAAAGAGAT TAATATCGGC 49 6 5 00 

AGCATTGGTG TTATGTTTGA AACATTTAGC TCTATTCCTT TTGTATATGT AGAGCAAAGC 49 6 5 60 
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ATTGTAATTA TATAAATTAA ACTATTTGGT ATATGAGGAA ATGCAAAGAC AAAAACAAAT 4966 2 0 

GATAAAGTGC TCATATAGCT TATTTCATAA ATAGAAATGG G T AAG C TAG A ATATGATTTT 49668 0 

AAAATTATAA AAAAT GAT AT T AC TGAAAC A AAAATAGTGC CAAA.TTTAGA TACAAAATTT 4 9 6740 

AT T AAAGG T A TGTTTATAAT TAT G GAT T TT TTTATATTTA TTCTTTCGTT TTTAATATCT 4 9 6800 

TCTATTAATA TCACATAAGG GGAATAAGAA TCTTTTGCAA GTCCTGAAAA TATTATGTTT 4 9 6860 

TGAAATGATA CAAAAATGCC TTTATATATC ATTTTAAAAC TTTTTGTTAA TCTATAACTA 4 969 2 0 

ATTGTTGGCA ATATTACGAA TAAAATTATA ATTGTCCATG CCAAAAAGAA TGTTATGCTG 49698 0 

TTTGTATAAT TTGGGTAATC TTTGAAGTTT TTTAAGTTTG CAGCGTAATT TGCTGTTATA 4 97 0 40 

AAAATGATCC CTATATTTAA TATGTTTACA ATAAACCCAT TTGCATGGTA AAAAAG AT T G 4 97100 

GATGCGCTTA GCATCAGTTC TCTAGCTATT' CTGCCTTTTT GTTTTGCATA ATAAAAACTT 4 97160 

GTGC CTATT A TTATTGAAAT CATGTAAATG CTTAGTAGAT TTGGATTGCT AG AT GT AAAT 4 9722 0 

ATTTTGAAAA TATTTTTTGG AAAGAATGTT TCTAGTAAAG CTTCTTTTTC AAAAAAACAT 4 972 80 

GTATTTTGTA TTGTTTTTTC TAGTATTGGA ATTCTTTGCG GAAGATATAT TGTTGCAGCT 4 973 40 

ATTATTGATA CAGCAACTCC AGATAGGTTA GTTAAAATTC CAT AAT AAAT TGTTTTACCA 4 974 0 0 

AAAAGCTTTT TAAAGTTTTT ATTTTCAATA ATATTTTCAA TTCCTAATGG AAT T G AAAAT 4 974 60 

ATTAAAAAGG GAATAAGAGA TAAGTATGAT AATCTTATAA AAGCATGTGA TAAGGAGCTA 4 97 52 0 

TAAATTCCAA GAGGGAAAAA CAATCCTAAA AAGATTCCAA TAGGCAAAGT GAAAAAAAAA 4 97530 

TTGATTTTTA TAT T C AT AT G ACTTCTCCTT TCAGAGATTT AAGGTACACT GTGTATAATA 497 6 40 

AAT AGT AC T A AATTTTTTTG T AAAT AT AAA CTTTAGAGTT ACAATTGTAC TTGTGTCGCT 4977 00 

ATATTGCTTG TGGGTGTTTT TGGGGGTAGT TTGTATAAGT ATCCTGATTC TGTAGATACA 4977 60 

GATTTAAATT CGAGATTGCC AAATATTTTA ACTTTAGAGG AGCATGATAA GCAATTTTTT 4 97 820 

ACTAAAGATT TTTATAAAAA TCTTATTTCA AGCAGTAAAG AAATTGGCTT TAAGCTTCAT 4 978 80 

AAAGTTTTGG TAGATTATTT AAATCCGCAG TCAGAAGAGG TTGATAGGGT TTTAAAATAT 497 9 40 

AATCAAGTGA TTAACATTTA TTGGTCTTTT CTCAGATCAA TTGCAAAAAA CATTTCAAAA 4 9 8000 

TTGACCATGG AGC AG AAAAT TTTATTTAGA TTTGCCGCAC TTATTCCAAA TGCACTTGGA 49 80 60 

TCTGAAATTC AGC T ATT AAT TTCAAAAACT ATTTGGGACA ATCATTATAA TGAGTCTTTT 49 312 0 

ATTTATTTTG ATGAATGGCT TTATGGGGTT AATAATTTTA AGC TT AGT AG AT T AGC AAC C 49 8180 

GATTTGCCAA CGGATAATTT TAAAGAAGAA GATATGGAAA AAGTTTTACT- T AAT AAG AAA 49 82 40 

GAAAAACTTT TGGCAAATAT TGATTTTGCA AAAAGTAGCC TT AAG AG AAC TGATAAGATC 4983 00 
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AGAAAAGAGG CTCTTAGTAA GTTAAGAAGC ATGTTTGAAT TTTTATTTTC AAATAATAGT 49 33 60 

o 

CAAAGCGATT T AAC TT AT AT GACTGAATAC GGAGTGCAGA GTTCTTATCC TAATTCGATT 49 8 42 0 

TTAAAGCCTT TAAATTTTGC TAGTAATTAT GTTGATGATC TTATTAAATC AAATCGGGAT 49 843 0 

ATTAATGTTT TTATTAATAA AATTGAAGAT ACTAACAGAG AGCTTTTTGA AATTCAAAAT 49 8 540 

AAAATGAATA ATATTGGGAT GTCTACTGAA TCAACTATTG CACATGATGA AGTTGAAGTT 49 8 60 0 

ATCAGAAGCG CCAATAAACT TGCGATAGGG CCAAGAGGCA ATCATTTTCC TATTCTTTTG 49 8 6 60 

AAAAATAATG TAGTTGCTAA CCCTCAATTT TTTGGAAGTA GAGAAAGAAT TATGCAGCTT 49 87 2 0 

GTTTGGGAAA TCGAAGATAT TCAGCCTAGA CTTTTTCAAA AAGCGTATAG AGG AG AT T T G 49 87 8 0 

CTCAGAGTAG TTCCTTATTT TATATTAATA CCTTCTTATG GTGATAAAGG AATTTGTTGG 49 8 840 

GAATCAATTG ATGTTAAAAA CAGAGCAAAT GGTAGGGGTA AAATATTAAT ACCTATGTAT 49 8 900 

GCTAAAAACT TAAGAAAGGC GGTTATTTTG GGTATTGGTG ATTTTGTTTG GGAAC TTGC A 49 8 9 60 

AAAGAGCAAG CTTCTTTTAG GTGGATGGAA ACAGGAATTA CAGGCCAATA TTACGATTAT 499 02 0 

TATGTTAAAT TTATTAAAAA GGGAAATGTT AAAAAATTTT TTTTAGAAGA TTATTTTCTT 49 9 080 

TGGATAGAAA AAGAAAGTAA AGGAATTCAA AAACTTGAGA AATTAGTACG CGGAATAATG 49 9140 

TGGAGGAATT TACCCTTTTC TAAAAATTTA AAAG AG AC GC TTGCTAAAAA ATCTTTTATA 49 9 2 00 

TACAAGGATC TTATTGATAA AGATAAAAAT ATCCAAGCAT CTGATGGGTA TTGAATTTAT 499 2 60 

TTTCTATTTT AC T AAAATTC GAACTATTTC TTTGTTTTTA AGCTTTTTAA GTTTTTTTTT 49 9 3 20 

GAAATTGTCG T C AATGT AAA TTTTTTTCTT TTCCAGAGAT TTAATTAGTT TTATATTTTC 499 3 80 

TGTTTCTATT GCGGCTTGCA TTGGTGTTTT TCTATTTTTA AGTGTGAAAC TTAAATCAGC 499 440 

TCCGCTTTCT TTTAAAAATT CAAATATTTT TTCGTTATTA GTATATATTG CCCAAAATAT 499 5 00 

TGGAGAATAA CCTGTATCAT CTATTTGATT AAGGCTTATT CCGTAATCTA TCAATATTTT 49 95 6 0 

TGTGATTTCA AATTCATTGT TT ATT AT TG A AATTGAAATT GGAGATATTT TATATTTAAA 499 62 0 

GTTTATTTCT GCTCCAAGAT TTAGTGCAAT TAAAATCCCT TTTTTATTGT TGAAAAAAAC 49 9 6 80 

AGATATTATA AAAAGC T C AT TTTTGATTTT TTCTAAACTT TGTAAGATTT CTTTGTCATT 49 9740 

TATATTTATT GAATTTATAA ATTCATTTAA AGTGTCTTTA TCTTTTTGAT ATTCTTTGCT 499 8 00 

ATTGAAAATA TATAAATTTT TTTGCAATTC TTTTACTATT GAAGTACTTG TATTAGTATT 499 8 60 

TATTGAGTTT AAATTCATTA TTGTTTGCAA TAACAGTAAA AGCA.TAATGA ATTCTTTTTT 499 9 20 

CATGTTTTGT GAGTTTTGTA TTCCTTTAAT AAAGTGTTTA ATTTTAGACG ATTGCTTTTT 499 9 80 

AAATAGGTAT TAAATTAACA TTTATTATAG GTCATTATAA GATTATTTTT CAACGTTTTT. 5000 40 

GTGGTCATAA TTGTCAGTTA TGAAATGATT TTTACTATTT TTTTATATTG GAGTTTTATG 500100 
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CTAAATTTTA 


AATTTAGGCT 


TTAGTTTTGT 


TGTTTTAATA 


TTTTTACATT 


GGTGTTAATG 


500160 


TAAAATGTGG 


TGATGTTAAG 


TTAGTATTTA 


TAAAAATTTT 


GACAACTTTT 


TAAATTGAGG 


500220 


TGTGCATTTT 


ATTATGTGTA 


GTTTATATTG 


T AAAAT AC T C 


TTATGAATCT 


ATTGGTCAAA 


500280 


ATTGCTAAAT 


TTATTTTGAT 


TTTGTTTTTA 


TTTACTTCTT 


GCAACCAAAA 


GCAAAGCGAG 


500340 


ATTCAAAATC 


TTACACATCT 


TTTAAAATCT 


TCTAATAAAA 


ATAGATTAGA 


TAAATTTCTT 


500400 


AT T AT T GAT A 


GAGTTGTTAA 


CATATATATT 


GCAAATAAAA 


ATTATGAAGA 


TGCTTTAGAA 


500460 


ATTGTAAATA 


ATGGAATTAT 


TGATGATGAA 


TCTAGAGAAT 


ATTATCCTTT 


GTATCTTTAT 


500520 


TTAATGGGCA 


ATATTTATGA 


TTCCATGGGA 


GAAGATTTTG 


TAGCTTTTAA 


TATTTACAAG 


500580 


CGTGTTGTTG 


ATAATTTTGA 


TGATTATGTT 


TATGAAAACC 


ATTCAATGAA 


AACAAGGGTT 


500640 


GOT AAAAAG A 


TTGTCAATTT 


AAATATTGAT 


TCAATCGATA 


AAAT C AAT T A 


TTACAAATTT 


500700 


' AT ATT AAAT A 


TGGGGATTGA 


TAATTTAAAT 


AATGAGGAAA 


AGGGTAATTA 


TTTTTATAAT 


500760 


CTTGCGCTAA 


GTTTGGAAGA 


TGTTCAAGAT 


TACGATGAAT 


CTTATTTTTA 


T T AT AAAAAA 


500820 


TTTCTTTCAA 


TTCCAAGGGC 


ACATTTAAAA 


ATAGATTCTA 


GAGACTATTT 


TAATGTTGTT 


500880 


ACAAAAATTA 


ATTACTTTAA 


TAATCCAGAG 


TTTGTTGTTT 


ATAGAAATTT 


AGGAGATTTA 


500940 


ATCCAGGATG 


TTAAAAATTT 


TGTTCTTTCT 


GGTAATACTT 


CTAAATTGCT 


TAATATAAGA 


501000 


GATAAGAATA 


ATTTTTTTAT 


TCAAAGCTGG 


GATCAAAAGG 


GTGGAAAGAG 


TAATTCCATT 


501060 


AATACTAATA 


GCTTTTTAAC 


CACTATGATT 


AGGCTTGGGG 


GGAGAAGAAA 


AAACGGAATA 


501120 


CAATTTGCAA 


AGCATCTTGA 


GGCAGATTCT 


AGT GAC GAT A 


TATCTTATCT 


TGAGTCAAGG 


501180 


GGCTGGGACC 


ATATTCATGA 


ATGGTATTTT 


GTTTTTAAAA 


GAATTGTTTA 


TCCTAAAGAT 


501240 


C C AG AAAT T A 


ATAATGGCTG 


GAC TTGGAT A 


GGCGTGTATT 


TAGGTAAAAA 


ATAATAGGAA 


501300 


GGAGATAATG 


CATTTTCTTA 


AGTTTCTTTT 


TAGTTATTTA 


TTTCTACTTT 


ATTCTAATGT 


501360 


TTCCATAATA 


AAGGATGAAG 


CTGCTGAGAC 


AAGTGTGCAC 


AG AAT AAT C G 


ATTGGGATAG 


501420 


GAAGGTTATT 


TGTTTTGACA 


TTGTTAAGGA 


AATTAATGAA 


AATGAATTTA 


GACCAGTGGG 


501480 


TTTAAATACA 


GCGTCTAAAT 


TAATAGCAAC 


CATTAATGAT 


TTTAAAGACA 


CGTTAATAAG 


501540 


AGAATCTCTT 


TTTAAGATAA 


TTATGGATTC 


TGAAAATACT 


TTTAAGAATT 


ATTTTGACCT 


501600 


GAATCCCAGC 


TTGATACTTA 


ATTTTTCAGG 


TCCTAATAGT 


ATTTTGAAJVA 


GGTCTTATAT 


501660 


AAAATATTCA 


GAAGATTTAA 


GAAGTC TT AC 


TGTTAGGTAT 


GAGCTTAGTC 


TTTTCCCCGA 


501720 


TTTTATAAAT 


TT ATTTTTTT 


CACATGAAAC 


T C C T TAT AAA 


GCTTTTTATC 


CATTAGTAAA 


501780 


TTCTGATGTT 


GATAAAACCG 


AT TAT AC AG G 


AATTGTGATT 


TATGTAGGCG 


AAGTCTACAA 


501840 
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TAATACTTCT GGTTGTAAAA AATTAGAAGA CTCTTTTTTT ATCAAAATTT ATGATGAAAA 501900 

CATTAGGCCA TATTTTGATA AGAGAATGGT TTCTTCAGAG GCTTTGAAAA AATGGGGAAT 5 019 6 0 

GCTTGAGTAT AGCAACGATG TTCTTTATAA TAATAAAAAT AGGGTTGGAC ATCGTCCTTT 5 02 02 0 

AAAATTGGTT GCCAAAAGTA TTTATGGTAA AAATAATACA GATATTATAC TTGATGAGTA 502 0 80 

TTCTATTAAT AAGTTGTTTT CAAATAGTAA CAACATTAAA CTTCTGCAAG ATGGAAAACT 502140 

TGTTGTAATA AAG T AAG AAA ATTAAATTTA GTACTTGTTT TTTTCTAAAC AATCAACTAA - 5022 00 

GATAATAAAG AGTTTTATAG GGAATTAGTG CCCTTATAGC TCAGTTGGTA GAGCACCACC 5 022 6 0 

ATGGTAAGGT GGGGGTCGTC GGTTCAAGTC CGATTGAGGG CTTTTATTGG TAGTTAGGAG 502 32 0 

TTTTGTTATA TGGGTAAAAA GAAGGGCAAA GGAGCTGTTG AGCTTATATC TTTGATTTGT 5 023 30 

GAAGAAACAG G AAT TAG AAA TTATACCACT ACTAAGAATA GACGCAATAA GCAAGAAAAG 5 02 440 

TTAGAATTGA TGAAATATTG TCCAAAATTA C G AAAAC AC A CTCTTCATAA AGAAGGAAAA 5 02 50 0 

ATAAAATAAT AAATAATAGG TCAGTAGTTC CAACGGTAGA ACGACAGTCT CCAAAACTGT 50 2 5 60 

ATGCTGGGGG TTCGAATCCC TCCTGACCTG TTGTTAGAAT TAAAGTGAGG CTTTAAAGTG 5 02 62 0 

TT T AGGTTT A T C AAAG AT AG TATCTTAGAG CTTAAGAAGG TAACGTGGCC TAAGTATAAT 5 02 68 0 

GAAGTTGTTG GAAATGGAAA GCAAGTTTTT TGGCTGGTAT TATTTGTTTC AATTTTCTTG 5 02 7 40 

GGTATAGTCG ATTATCTTAT GTTTCTTGTT GTAACTTATG TATTTTAGTT TTATTATAAG 502 800 

AAGGGTAAAT TAT G T C TAG A GCTTGGTATG TAGTTCAAAC TTATTCTCAA TATGAGAAAA 5 02 8 60 

AGATAGAGCA GG AC AT AAGG CTTTTAATAA ATGAAGGTGT TTTTGGCGGT GTGGTATTAG 5 02 92 0 

ATGTTAAGGC TCCTATTGAA AAAG TAG AAG AGATAAGAAA TGGCAAGAAA AGAATAAGGG 5 02 98 0 

AGAGAAAAAT TTGGCCAGGC TATATTCTTA T TG AGC TAG A TCTTCCAGAA GTAGGCTGGA 5 03 0 40 

AAG AT AT TAT TGCTAATATT ATCAAAGTTC AAGGCGTTAT TAATTTTGTT GGTGTTAGTA 5 0310 0 

AGGGGCAAAG GCCTATTCCT ATTAA.TGATG AAGAAGTAAA AAGTGTTTTT ATGCTTACTG 50 3160 

GTGAGATTAA AGC AAAT AAA TCTATTTTTA TGCTTTATGA CTTTGAAGAA GGAGAAAGAG 5 03 22 0 

TTAGAATTAA AGGCGGACCT TTTGACTCCT TTGAAGGACT TATTAGTTCT ATTGATTATG 503 2 80 

AAAGAAAGAA ATTAAAAGTT GCAGTTCAAA TTTTTGGAAG ATCAACGCCT GTT GAAGTTG 5 03 3 40 

ATTTCCAACA TAT AG AAAAG ATTTAAAATT T AAT ACT AAT GGGAGCTTTG AAGGCGTTAC 5 03 40 0 

T AC C AT AAGG AGAT TAT AT G GCAAAAAAAA AAGCAATTTC TTGGATTAAA TTGCAGGTTC 5 03 4 60 

CAGCTGCTCA AGCGGCTCCA GGAGCTAAAA TAGGGCAAGC GCTTGGACCT CAT GGAGTT A 503 520 

GTGGTCCTCA GTTTGTAAAG GAATTTAATG AGAGAACCGC AAAGATGGAT CCCGGCATTG 503 580 

TGGTTCCTGT TAT T AT T AC T GTTTATAGTG ATAAAAGTTT TTCTTTTATT GTAAAGACTC 5 03 640 
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CCCCAGCTTC GATTTTAATT AAAAAAGCTA TTGGGATAGA ATCAGGATCT AAGAAATCTA 5 03 700 

AT AC AG AT AA AGTTGGAACC ATATCAAAAG AAAAGTTGAT GGAGATAGCA AGAATTAAAA 5 03 7 60 

TGTCTGATTT AAATGCAAAG T C AGAATC AG CAGCGTTTAA AATTATTGCA GGAAGTGCAC 503 82 0 

GTTCAATGGG TGTTGAGGTG GAGAAATAAT GTCAAAAAAG GGTAAAAAAT ATATTGAAGC 503 38 0 

TTTTTCTAAA GTGGATAAGA ATAAATTTTA TAACATTGAA GATGCAATTT TGCTGTTGAA 50 3 940 

AGAAATTAAA TTTGCCAAAT TTGATGAAAC TATAGATATA TCTATTAACC TTAATTTAAA 504000 

AAAAAATCAT ACTGTTAGAG AC AC T AT AGT TTTGCCAAAT CAGTTTATGA AGCCAAAAAG 5 04 0 60 

AATACTTGTT TTTGCAAAAG GTGATCGAGC AGATGAAGCT AGAGCTTTTG GTGCAACTTA 504120 

TGTTGGCGAT GATGATCTTA TAAATAAGAT TAAAAGCGGT TGGGATGAAT TTGATGTTGT 5 04180 

TGTTGCAACT CCTGATATGA TGAAAGATGT TGGAAGACTT GGTCCTATTT TAGGGAAAAG 5 0 4240 

GGGTTTAATG CCCAATCCAA AGACTCAAAC AGTCACAAAT AATCTTAAAG ATGCAATCAA 5 0 4300 

CAGTCTTAAA AAGGGTCGAA CAGAATTTAG GGCAAATAAA AATGGTGTAA TAAGCTTTTC 5 0 4360 

TTTTGGTAAA TCTTCTATGG ACAATGAAAA GATAAAAGAA AATTATGAGG AATTTGTCAA 5 0442 0 

GGAAGTTGTT AAAAAAAGAC CGAGTGACTT AAAGGGAGCT TTTATAGATA GTATTTATAT 50 4480 

TTCATCTACT ATGGGGC CTT C T AT AAAAGT TAATTTTGTT TGGAGGTAAC ATTATGAGCG 5 045 40 

CAAAGATAAA TGCTAAAAAG TTGGAAATGT TTGATTTATT AAAACAGTTT ATAGATAGCA 5 046 0 0 

AACAAAATCT TTTTTTCTTA GATTATAGAG GTTTAAATGT AGCTCAGTTA ACAGAACTTC 5 0 46 60 

GCAATAAAAT AGAAGGCGAA CATGGATCAT TAAAAGTTGT TAAAAACAAT ATAATGAAGA 50 4720 

TGGTTTTAAA AGAAAAGAAT ATTAATGTTG TTGATTCTTG TTTGGTTGGC CCTACAGTTG 50 4780 

TTGTTACTGC ATTAGAAGAA GCTAATGTAA TAGCAAAAAT TTTTTATGAT TTTGTAAAAA 5 0 48 40 

GTAGTACTTT AAAAGT AAAG GGCGGTTTTG TATTAGGAGA GTTTTATGAT GAGGCTAAGG 50 4900 

TTCAAGCTTA CAGCAAGCTT CCTACCAAAA AAGAGTCTAT TTCTTTATTT GCTAGCGTGT 5 0 4960 

TAAAAGCGC C AGTTTCTAAG CTTGCAAGAA CATTGAAAGC TTTGGCTGAT GTTAAAAATT 50 5 02 0 

AACATGACAG TGTTAGTCTT AATTTTTGAG TGCATGCTAT CACTGTGAAA TGAAAATATA 5 0 5030 

TAAGGAGTTA ATATGGCACT AAATAAAGAA GATATTTTAA CCTGGCTTGA AGGTGCAAAA 5 0 514 0 

ACTATGGAAG TTGTTGACCT TGTAACAGCT ATTGAGGAAA AGTTTGGAGT AACTGCCGCT 5 0 520 0 

GTTGCTGCTG GTGTAGGGGG AGC TGTTTC A GTAGGTTCGG CTGATTCTGA AGAACAAACC 50 5260 

GAATTTGATG TAATTCTTAT GTCTT.TTGGT GATAGCAAGA TAAATGTTAT. AAAAGAAGTT 505320 

AGAGCTATTA CAGGACTTGG TCTTGGAGAA GCTAAGGCGT TAGTTGAAGC CGCTCCTAAA 5 0 5380 
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GCTATTAAAG AAGGTCTTTC TAAGTCAGAT GCTGAAGAAT TAAAAAAGAA ACTTGAGGCA 5 0 5440 

GTTGGCGCAA AAGTTGAAGT TAAATAAAAA ATTAAAAATA TATCAAAGTT GTTATTCCGC 505500 

ATGTCGTTAT GATGTGCGGC TTGTTATGTC TTAAAAAAGG AGTCTTTTAA T GAT AAAAAG 5 0 5560 

AGTTCATCTG GGACAAGGAA GAGCTGATGA GATTTTAGAC CTACCTAACC TGATAGAAAT 505620 

ACAATTAAAT TCTTATGAAA AATTTTTACA ACTTGATAAA TTAAAAAGTA AAAAACCTTT 505680 

ACTTAATGAG GGCCTTGAGT CTGTTTTTAG AAATATATTT CCCATTAAAA GTGGAAATGG 5 0 57 40 

TGATGTTGCT CTTGAGTATG AAAGAT AC T A TATAGAAAAC GATGCCCTTA AT T T T AC AG A 505800 

AAAAGAATGT AAAAGAAAGG GTCAAAGTTA TGAGGCTGTT TTAAAAGTAA GATTGAATTT 50 5 8 60 

GCAATTTTTG ACTACTGGGG AAATAAGGCA AAAAGACGTA TA-CATGGGAA CTATTCCTTT 505920 

AATGACAGAA AGAGGCACTT TTATTATTAA TGGGGCTGAG AGGGTTGTTG TTTCTCAGAT 5 0 5930 

TCACAGATCC CCAGGAGTTG TTTTTTATAA AGAAAAAGAT TTGTATTCTG CTAGAATAAT 506 040 

TCCTTATCGT GGTTCTTGGT TAGAATTTGA GATTGATTCA AAAAAAGATT ATCTTTATGT 506100 

AAAAATAGAT AGAAAAAAAA GAATACTTAT AACTCTTTTT TTAAGAGCTT TAGGGTTTGA 506160 

o 

TACGAGAGAA AAAATAATAG AAACTTTTTA C AAT AT T AAA AAAATTAAAG TTGAAGACGG 5 0 6220 

TACAAAAAGA GATCTTCCAG GGCAATATTT AGCTAAGAGT ATTAACATAA GAGAGAATAT 50 62 8 0 

GTATTATCGT G C AGG AG AT A AAATTACTCT GCAAGATGTT GAAGATTTTT TACAAAATGG 50 63 40 

AGTAAATGAA ATAGAGCTTG TTGATTTTGA TGGTTATAAT GATATTTCTG GAAAGCGCTT 50 6 40 0 

TGTAAGTTCG AATGT.TATTC TAAATTGTCT TGAAAAAGAG GATGCTTTCT TTGCTTTAAA 506460 

. GGATGGCTCT AAAGAGCTTC CAAAAGAATC AGTTATGCTA GCTGTTTATG GTTCTCTTTT 50 652 0 

T.CCCGGTGAG CCAATATCAA TTGATAATGC TGAAAACGAT TTAAAAACCA TATTCTTTTC 50 6 53 0 

TGAAAGAAGA TATGATCTTG GACGTGTGGG GCGGTATAAA CTTTCTAAAA AATTTGGATT 506 64 0 

TGATGATTTA ACTACATCGG TTTTAAC TAT GGATGATATT GTTAACACCA TATCTCATCT 5 0 6700 

TTTAAGAATA TATGAAGGCC ATGATATTCT TGATGATATT GACCATTTAG GAAATAGAAG 50 67 60 

GGTTCGTTCT GTTGGTGAGC TTCTTACTAA TAT AT AT AAA GGCGCGATGT CAAGAGTTGA 5 0632 0 

AAAAATTGCT AAAGAT AGAA TGTCTAACAA GGAAGTTTTT AATCTAAAGC CTCAAGAATT 506880 

AATAAGCGTT AAGCCTATTG TATCTGCTGT TAAAGAATTT TTTGCAACCA GTCAGCTTTC 50 6 9 40 

ACAGTTTATG GATCAGGTCA ATCCTTTGGC TGAGCTTACT C AC AAAAGGC GTCTTAATGC 5 07 00 0 

TCTTGGACCA GGAGGACTTT CAAGAGATAG GGCAGGATTT GAAGTAAGAG ATGTGCATTA 5 07 0 60 

TACTCATTAT GGTAGAATGT GTCCTATTGA AACCCCTGAA GGGCCAAATA TTGGACTTAT 50712 0 

TGTTTCTTTG GCTACTTATT C TAG AG T T AA TGATTATGGT TTTTTAGAAA CTCCTTATAG 5 0718 0 
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GAAAGTTGTT 


AATGGAGTGG 


TGACGGACCA 


ATTAGAATAT 


TTATCTGCTA 


TTGACGAAGA 


507240 


GAAAAAGTGT 


ATTGCTCAGG 


CTAATGCTGC 


TTTTAATTCT 


AATGGAAAGT 


ATCTTGAAGA 


507300 


TTTAGTTTCT 


GTTAGAATTT 


CTGGTGATTA 


TACTACAACA 


AGTCCCACAA 


AT AT AG ACT A 


507360 


TATGGACGTT 


TCTCCTAGGC 


AGCTAATTTC 


AGTATCTTCG 


GCGTTAATTC 


CTTTTCTTGA 


507420 


GCACAATGAT 


GCAAATCGAG 


CTCTTATGGG 


TTCTAATATG 


CAAAGACAAG 


CAGTACCTTT 


507480 


GCTTTTCCCT 


AAGCCTCCTA 


TTGTTGGTAC 


GGGTATGGAA 


AGCGTTGTTG 


CAAAGGATTC 


507540 


AGGAGTAGTT 


GTTAAGGCTA 


AAAGAAGTGG 


GGAAGTTATT 


CTTGCAACAA 


GTAGTAAGAT 


507600 


AGTTGTTAAA 


CCTTTTGAGG 


CAGAGAATGC 


TAAAGATTTA 


GATGAATATC 


ATATTGTTAA 


507660 


GTATGAAAGG 


ACAAATCAAG 


ACACTTGTTT 


TAATCAA-TCC 


GTTTTAGTTA 


AAGAGGGTCA 


507720 


AAAAGTTGAA 


AGGGGCGAGA 


TAATAGCTGA 


CGGTCCTGCT 


ACTAGATATG 


GAGAACTTGC 


507780 


TCTTGGTAAT 


AATTTATTGC 


TAGGAGTTAT 


TCCTTGGAAT 


GGATTTAATT 


ATGAGGATGC 


507840 


TATATTAATT 


TCTGATAGAA 


TTGTAAAGGA 


AGATCTTTAT 


ACATCTATTC 


AT ATC AAAGA 


507900 


ATTTAGCATA 


GAGGTAAGAG 


AAACTAAACT 


TGGTC CTGAG 


AAAGTTACAG 


GAG AT AT AC C 


507960 


TAATGTTAGT 


GAAAAGATAT 


TAAATAAATT 


GGATGAAAAT 


GGGATTATAC 


GGATAGGAAC 


508020 


TTATGTAAAG 


CCCGGTGATA 


TTCTGGTTGG 


T AAAGTT AC T 


CCAAAGTCAG 


AAGGAGACAT 


508080 


TACTCCTGAA 


TTTAGACTGT 


TAACTTCCAT 


TTTTGGAGAA 


AAAGCAAAAG 


ATGTTAAAAA 


508140 


TAATTCATTA 


AAAGTTCCTC 


ATGGTACTGA 


AGGTACAGTT 


ATTGATGTTC 


AAAGGATTAC 


508200 


CAAAGAGGAT 


GTTGGTAATC 


TTTCTCCTGG 


AGTTGAGGAG 


ATACTTAAAG 


TTTATGTTGC 


5082 60 


CAAAAAAAGG 


AAGCTTAAAG 


AGGGCGATAA 


AATGGCTGGA 


CGACATGGTA 


ATAAGGGTGT 


508320 


TGTTGCAAAG ATTCTTCCTG t TTGAAGATAT 


GCCTTATCTT 


GCAGACGGAA 


CCCCTCTTGA 


5083 80 


TATATGCTTA 


AATCCTTTGG 


GAGTTCCATC 


TAGAATGAAT 


ATCGGACAGT 


TAATGGAATC 


5 0 8 4 4 0 


TCAATTAGGC 


CTTGCTGGTA 


AATATCTTGG 


TGAATCTTAT 


AATGTTCCTG 


TTTTTGAATC 


508500 


TGCTACAAAT 


GAAC AAATTC 


AGGAAAAATT 


AAAAACTGCT 


GGATTTAATC 


CAACTTCTAA 


508560 


AGAAATTTTA 


TATGATGGTT 


ATACAGGAGA 


GCCGTTCGAA 


AATGAAGTAA 


TGGTTGGGGT 


508620 


GATTTACATG 


CTTAAACTAC 


ACCATCTTGT 


TGATGATAAA 


ATGCACGCAA 


GATCAACAGG 


508680 


CCCATATTCT 


CTTGTTTCTC 


AGCAACCTCT 


TGGAGGAAAG 


GCTCAATTTG 


GTGGGCAAAG 


508740 


ACTTGGAGAA 


ATGGAGGTTT 


GGGCTCTTGA 


AGCTTATGGT 


GCGGCGCACA 


CCCTTCAAGA 


508800 


ACTTTTAACA 


GTTAAATCTG 


ATGATATGTC 


AGGCAGAGTT 


AAAATATATG 


AAAATATAGT 


508860 


AAAAGGCGTT 


CCTAGTAATG 


TATCAGGGAT 


TCCTGAGTCT 


TTTAATGTGC 


TAATGCAAGA 


508920 
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GCTTAGAGGG 


CTTGGACTTG 


ATTTGTCAAT 


TTATGATGAT 


GCTGGGAATC 


AGGTTCCTTT 


508930 


GACAGAAAAA 


GAAGAAGAAT 


TGATTAATAA 


AAGCTAGGTT 


TTTGGAGTTT 


TTATGAAAGA 


509040 


GATAAAAGAT 


TTTGAAAGAA 


TAAAAATTAA 


AATAGCGTCT 


CCCGATCAAA 


TTAGAAATTG 


509100 


GTCTTATGGA 


GAGGTTAAAA 


AGTCCGAAAC 


TATTAATTAT 


AGAACTTTAA 


GACCCGAAAA 


509160 


AGATGGGCTT 


TTTTGTGAAA 


GGATTTTTGG 


TACTACAAAG 


GAATGGGAAT 


GTTATTGTGG 


509220 


TAAATTTAAA 


TCGGTCAGAT 


ATAAAGGTAT 


TATTTGTGAT 


CGTTGTAATG 


TAGAGGTTAC 


509280 


CCATTTTAAG 


GTTAGACGTG 


AAAGAATGGG 


GCATATTGAG 


CTAGCAGCCC 


CAGTTGCTCA 


509340 


TATTTGGTAT 


T AC AAAT AT A 


TACCCTCTAG 


GATTGGGCTT 


TTGCTTGATA 


TTACAGCATC 


509400 


TAGTTTGAAT 


TCTATTCTTT 


ATTATGAAAA 


ATATGTAGTA 


ATTGAACCGG 


GCGATACTGA 


509460 


TCTTAAAAAA 


ATGCAGCTTT 


TAAATGAAGA 


TGAGTACATA 


G AAGC TAG AG 


AGCGATATGG 


509520 


TATGTCTTTT 


AATGCTTCAA 


TGGGGGCTGA 


GGC T ATT AAA 


ACTCTTCTTG 


AAAATCTTGA 


509580 


TCTTGATGAG 


CTTTCGTCTA 


AGCTTAGAAT 


TCAAATGATA 


GATAAAGATG 


ATAAAACTGA 


509640 


TAAGAAACTC 


TTAAGACGTC 


TTGAAATTAT 


TGAGAATTTT 


AAAATTTCTG 


GCAATAAGCC 


509700 


AGAGTGGATG 


ATTATGGAAG 


TTCTTCCTGT 


TATTCCCCGA 


GAGATTAGGC 


CAATGGTTCA 


509760 


GCTTGATGGG 


GGGCGCTTTG 


CAACATCTGA 


TCTTAATGAT 


CTTTATAGAA 


GAGTCATAAA 


509820 


TAGAAATAAT 


CGTTTAAGAA 


AGTTGCTTCT 


TCTTAATGCG 


CCAGAGATTA 


TTGTGAGAAA 


509880 


CGAAAAAAGA 


ATGCTTCAAG 


AATCAGTAGA 


GTCTCTTTTT 


GACAATTCTC 


ATAAAAGAAA 


509940 


GGTTGTCAAA 


GGTTCATCTA 


GTAGGCCTCT 


CAAGTCGCTT 


TCCGATGCAT 


TAAAAGGTAA 


510000 


GCAGGGAAGG 


TTTAGGCAAA 


ATCTTCTTGG 


TAAAAGAGTA 


GATTATTCTG 


GTCGTTCTGT 


510060 


TATTGTTGTT 


GGACCTGAGC 


TTAAGCTACA 


TCAATGTGGA 


TTGCCTGCAA 


AAATGGCCCT 


510120 


TGAGCTTTTT 


AAGCCTTTTG 


TGATAAGAAG 


ACTGATTGAG 


AGTGAAGCTG 


TTTTTAATAT 


510180 


CAAAAGAGCA 


AAGAATTTAA 


TAGAGCAAGA 


AGTAGATGAG 


GTGTGGCAAA 


TTTTAGATCT 


510240 


TGTTATCAAA 


GAGCATCCTA 


TTCTTTTAAA 


TAGGGCACCC 


ACTCTTCATA 


GACTTGGAAT 


510300 


TCAAGCTTTT 


GAACCTGTGT 


TAGTTGAGGG 


TAAGGCAATA 


AAATTACATC 


CTCTTGTTTG 


510360 


TCATGCATAC 


AATGCCGATT 


TTGATGGTGA 


TCAAATGGCG 


GTACATGTGC 


CTCTTACTCC 


510420 


GGCAGCACAA 


GCTGAAAGTT 


bbbL ill AA. 1 


vjL- L 1 J. ^jtU-v* — ^i. 


AATAATCTTT 


TAAATCCTGC 


510480 


CAATGGGCAT 


CCTATTGTTT 


TTCCATCCCA 


AGATATTGTT 


TTGGGCCTAT 


ATTATTTAAC 


510540 


TATGGAAAAA 


AAGAATGTTG 


TTGGAGAAGG 


TAAAAAGTTT 


TTAAACTTTA 


ACAATGTTAT 


510600 


TCTTGCCATA 


AATAATAGGA 


GTCTGGATTA 


CAATGCTTCT 


ATTTATGTAA 


AAATTCATGG 


510660 


TGAGTACAAA 


AAAACTACGG 


CCGGTAGGGT 


TATATTTAAT 


GAGGCTTTGC 


CCAAGGGAAT 


510720 
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TGAATTTGTA AATAAAACCC TTAGTGATTT GGAGC T AC AA ATTTTAATAT CAAAAGTTTA 5107 8 0 

TGTAGTTCAT GGTTCTTCTA TCGTAATTGA AATGCTTGAC ATCATCAAGG AACTTGGTTT 510 840 

TAGGTATGCC ACTAAGTTTG GATGCACAAT TAGTATGAGC GATATTATTG TTCCTGATGA 510 9 00 

AAAAAGAACT TAT GT AG AAA GGGCCAATAA AGAGATTGCT AAGATTCAAA AT G AT T ATGC 510 9 60 

TAAAGGTGTT ATT AC TGGC G AAGAGCGTTA TAACAATGTA GTTTCTGTTT GGTTAAAGAC 5110 2 0 

CAATGAAGAA CTTACTAATA AGATGATGGA AATTTTAAAG AAAGATAGAG ATGGATTTAA 51108 0 

TGTTATATAT ATGATGGCAG ATTCTGGTGC TAGGGGTAGT AGGAATCAAA TAAGACAGCT 511140 

TGCTGGTATG AGAGGATTGA TGGCAAAAAC TTCTGGGGAT AT TAT T GAG C TTCCAATTAT 5112 0 0 

TTCTAACTTT AAAGAAGGTC TTTCTGTGAT AGAGTTTTTT ATATCTACAA ATGGAGCAAG 5112 6 0 

AAAAGGTCTA GCAGATACTG CTCTTAAGAC CGCTGATGCT GG AT AT T T AA CTCGAAGATT 5113 2 0 

AGTAGACATT GCTCAAGATG TTGTTGTTAG AATAGAGGAT TGTGGAACTA TAAATGGAAT 5113 3 0 

AAAAGTTGAG ACTGTAAAAA ATGGTGAAGA AATATTAGAA TCTTTGAAAG AAAAAGCTGT 5114 40 

TGGGAGTTAT TCTATTGAAA GAATAAAAAA TCCAATTACT GGCGAGATTG TTTTAGATGC 5115 0 0 

AAATGAAGAA ATCTCAGAAG CTAAAATAGA ATT ATT AG AG AAAATTGGTA TTGAAAAACT 5115 6 0 

TGT T AT TAG A TCTGTTTTAA CGTGTGAAGC TGAGCATGGC GTTTGTCAAA AATGTTATGG 51162 0 

TAGAGACTTT TCTAAGAACA AACCTGTTAA TATTGGGGAG GCTGTGGGAA TAATTGCTGC 511680 

TCAGTCCATA GGTCAACCGG GTACTCAATT AACCATGAGA ACTTTTCATA TTGGTGGAGT 5117 40 

TGCTCAGGCT GGCAGTGAGG AT GAT AAAAT ATCTTTAAAG AATGCCTTCA TACTTAATGG 5118 00 

CATAGAAGGT TTTAATGTTA GAGTTGATAA TGGAATTCTT TTCACAAGAA AAGGAACTTT 5118 60 

AAAAATAATC AATGTTTTTT ATGAGGAAAA AATTAAGAAC ATAAAAGAGA TTAAAGTTTT 511920 

AGATTCTCAA AGAGTAATAA AAGGAATTCC TTTGTTTATT GATAAAAAGG GCTCAGAGAT 511980 

TCTCTCTTCT TACATTGGTT ATGTTAAATT AAGAGACGAT AATTTTTTCA TAGTGTCAGA 512 040 

AGAGCAAGAA GTTTCCTTGA AAGCGGGTAC AAAGCTTGAA ATAGAGGTTG GTGATTATGT 512100 

TGAATCAGGC AAAGTTATTG GTACATTTGA TCCATTTGCA GAGCCTATTA TTGCAGAGGT 512160 

TAAGGGTAAA ATTAAATTTA AGGATATTAT TTTAGGAACT ACTCTTAAAG AGGAAATAAA 512 2 20 

TACTGAAACA GGCAATGTTG AAAAAAGAAT TACAGATAAT GTTTTTGAAT CTCTTGATCC 512 2 80 

TAGAATTTTT ATTATTGATA GTAGTGGTAT GGAGGTTGCA TCTTATGTAT TACCAGGTGA 5123 40 

TGCTTATCTT CAAGTTGAAG ATGGCCAGAG TATTAACATA GG AGAT ATT A TTGCGAAACT 512 400 

TTCT AAAGGT TCTGAAAAAA CTCAAGATAT TACAGGGGGA TTGCCTCGTG TTAATGATCT 512 4 60. 



TTTTGAGACA 


AGAATTCCTA 


AGAATTTAAC 


TGAAATGGCT 


AAAGTAAGCG 


GAATTGTACA 


512520 


ATTTAAATCA 


ATTCAAAAAG 


GTAAAAGGCT 


TATTAATATT 


TTAGATGAGT 


ATGGGGTTGA 


512580 


AC AT AAG CAT 


TAT ATT CC AG 


CTGGAAAACA 


TCTTTTGGTT 


AGAGATGGA.G , 


.ATGTTGTAAA 


512640 


a rip A GG AG AT 


ATGCTTTGTG 


ATGGTAGAAT 


TAATCCTCAT 


GATGTGCTTG 


AAATTTTAGG 


512700 


1 Ljl^^-rt. x x X 


TTACAAGAAT 


TTCTGTTGGC 


AGAAAT T C AG 


GATGTTTATC 


GAAAACAGGG 


512760 




AATGACAAAC 


ATATTGGTGT 


GATAATCAAG 


CAAATGATGA 


AAAAAGTTAA 


512820 


X X X X WV_.JT^. 


GTTGGTGATA 


CTAATTTTGT 


TTATGGGCAA 


AAGGTAGATA 


AGCACACTTT 


512380 


TT ATPAGCAA 


AATAGAAAAG 


TAATCGAACA 


AGGTGGTGAG 


CCAGCAATAG 


CAAGTCCAAT 


512940 




GTAACTAAAA 


CGTCTCTTAA 


TATAGATTCT 


TTTATTTCCG 


CAGCTTCTTT 


513000 


pf AP-P-A A AP A 


AC AAAAGT AT 


TAACAGATGC 


TTCTATTGCT 


GGAAAAATAG 


ATGATCTTAG 


513060 


rpfATTAAAA 


GAAAATGTTG 


TAATTGGACA 


TTTAATTCCT 


ACTGGAACTG 


GTATGGGTCT 


513120 


TTATA AA AAA 


ATT A AlAGTTA 


GTGAAAATAT 


CGATTCTGAA 


GTTTAACTTG 


AAAATAAGTG 


513180 




TACCATTTTA 


TTAATAGTTT 


CAAGAAAAGG 


AGAGC GTTGA 


TAAATGCCTA 


513240 


p A ATTAATCA 


GTTAATTAGA 


AAGCCTAGAA 


AAAGTCAAAC 


GGAGAAGACC 


GCATCTCCTG 


513300 


PGPTTCAAAA 


TTGTCCTCAA 


AGAAGAGGAA 


TTTGTACGCG 


TGTAATGACC 


GTAACTCCCA 


513360 


A AAAGCCTAA 


TTCAGCTTTA 


AGAAAAGTAG 


CGCGTGTTAG 


ACTTTCAAAT 


GGATTTGAAG 


513420 


T 1 A AP AGP ATA 


TATTCCAGGA 


ATTGGACACA 


ATTTACAAGA 


ACACTCTGTG 


GTTCTAATTA 


513480 


n; a r^fiTPPT P G 


AGT T AAAG AT 


TTGCCTGGAG 


TAAGGTACCA 


TATTGTTAGA 


GGAGCTAAGG 


513540 


ATAPPPTTGG 


CGTTAATAAT 


AGGAAAAAGG 


GT AG AT C T AA 


GTATGGAACA 


AAAAAGC C T A 


513600 


A APPTT A APT 


GAAAGGTGGG 


TTAATATTAA 


ATATGTCAAG 


AAAAAATAAA 


AAAATCAAAA 


513660 


AGAAAGTTTT 


TGTTGATACC 


AGATATAATT 


CTAGAATTGT 


TGCAAAGTTT 


GCAAATAGAA 


513720 


TGATGTATGA 


TGGAAAAAAA 


TCAATAAGCG 


AG AGT AT ACT 


TTATAGTTCA 


ATTGATTTGC 


513780 


TTGCCGATAA 


GC T TG AAGAA 


AGCGACAAGA 


TGGCTGTTTT 


TTATAAAGCT 


TTAGATAATA 


513840 


TTAAGCCATT 


GGTAGAAGTA 


AGAAGTAGAC 


GAGTGGGTGG 


TGCTACATAT 


CAAGTTCCTG 


513900 


TTGAAGTTAG 


AGAAGAGAGA 


AGAGAAGCCT 


TGGCTATGAA 


GTGGATTATT 


TTTGCTGCTA 


513960 


GAAAGTCTAG 


CGGTAGGTCT 


ATGAAAGAAA 


AGTTGTCAAA 


CGAACTTTTA 


AATGCA i A T A 




ATTCTACTGG 


AGCTGCTTTC 


AAGAAGAAAG 


AAGATACTCA 


TAGAATGGCT 


GAAGCAAATA 


514080 


AAGCTTTTAC 


T C AT TAT AG A 


TGGTAAAAAG 


ACACCTTTTT 


AAGGTGTCTT 


TTTTTGTTTA 


514140 


TATGCCGTGT 


ATTATGAGAT 


CTATTTTTTG 


■ TATTTTTTTA 


TTAAAAGCAA 


GGAGGATATT 


514200 


TTTATGTTAA 


AAAAAGT T T A 


TTATTTTTTA 


ATTTTTTTAT 


TTATTGTTGC 


TTGTTC TAGC 


514260 
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TCTGATGATG GCAAGTCGGA GGCAAAAACA GTTTCGCTTA TAGTTGATGG TGCTTTTGAT 5143 20 

GATAAAGGAT TTAATGAAAG TTCTTCTAAG GCGATAAGAA AATTAAAGGC AGATTTAAAT 5143 80 

ATAAATATAA TTGAAAAAGC ATCTACAGGC AATTCTTATT TAGGAGATAT TGCAAACTTA 514 440 

GAAGATGGTA ATTCAAATTT GATTTGGGGA ATTGGGTTTA GATTGTCAGA CATTCTTTTT 514500 

CAAAGAGCTA GCGAGAATGT TTCTGTTAAT TATGC AATC A TAGAAGGGGT T T AT GAT G AA 5145 60 

ATTCAAATAC CCAAAAATCT TCTTAATATT AGTTTTAGAT CCGAAGAGGT GGCTTTTTTA 514 62 0 

GCAGGATACT TTGCGTCGAA GGCTTCTAAA ACGGGTAAGA TTGGATTTGT TGGAGGAGTG 514680 

AGGGGAAAAG TTTTAGAATC TTTTATGTAT GGATATGAAG CTGGTGCTAA GTATGCAAAC 514740 

TCTAATATTA AAGTGGTCTC TCAATACGTT GGTACATTTG GAGACTTTGG ^ACTTGGTCGT 5143 0 0 

TCAACGGCAT CTAATATGTA TCGAGATGGG GTTGATATCA TATTTGCAGC TGCAGGGCTT 514360 

TCTGGTATAG GGGTAATTGA GGCCGCAAAA GAGTTGGGGC CCGATCATTA TATTATTGGA 51492 0 

GTCGATCAGG ATC AATC ATA TCTTGCTCCT AACAATGTTA TTGTTTCTGC TGTAAAAAAA 514980 

GTTGATTCAT TGATGTATAG TTTAACAAAA AAG TAT T TAG AAACTGGAGT TTTGGATGGT 51504 0 

GGCAAGACCA TGTTTTTAGG GCTTAAAGAA GATGGTCTTG GTTTAGTTTT AAATGAAAAC 51510 0 

TTAAAATCAA ATTATTCTGA GATTTATAAC AAATCATTGA AAATTGGGCA AAGTATAATG 515160 

AATGGTATAA TAAAAGTGCC TTATGACAAG GTATCTTATG ATAACTTTGT TTTGCAAATG 5152 2 0 

GAAAATTAAT TTGATTTTTA TTGAGCTGAT TTGTGAAAAA TCTTTTTAAT TCTTTAAAGA 5152 8 0 

TGTTTTAAAG GGTTTTTTAA TTGTTGTAAT TTGAATTTAA ATTAATCTTG CAAAAGGGTT 515340 

TAAATTTGGA TATTATGGTG ATGTAGGAAA AATTATTTTT CCTACTACTG TGTTTTTATT 51540 0 

AATGCTAGAA GTATTTTTTT AAAAGGGATT ATTAAAATTT TATTTTATAA ATAAAGAATA 515460 

CTACTTGTTA GTAAAATAAA GTTAATATTT TAATTTTTAA AAAATTTAGA ATTTTTAAAA 515 52 0 

AAAATATAAG GAGAGGATTA ATTTTGTTTA AAAGATTTAT TTTTATTACT TTATCTTTAT 515 58 0 

TAGTATTTGC TTGTTTTAAA TCTAATAAAA AGTCTATTAA ATCTGACAAA GTTGTTGTAG 515 640 

GTGTTTTGGC TCATGGTAGC TTTTATGATA AAGGCTATAA T C AAAGCGTT CATGATGGTG 5157 0 0 

TTGTAAAACT TAGGGATAAT TTTGGAATAA AGCTTATAAC TAAATCTTTA AGACCTTATC 5157 60 

CTATTGAGGG TAAAAGACTT CTTACTGTTG ATGAGGCAAT GACTGAGGAT GCTTATGAGG 515 82 0 

TTCAAAAAAA TCCTTTAAAT CTTTTTTGGT TGATTGGATA CCGATTTTCT GACTTGTCAG 51588 0 

TTAAGCTTTC CTATGAACGT C C AG AT AT TT ATTATGGTAT TATAGATGCT TTTGATTATG 515 940 

GTGATATTCA AGTTCCTAAG AATTCCTTGG . CTATTAAGTT TAGAAATGAA GAGGCTGCAT 51600 0 
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GCTAA.GATGA 


GCAGAAAAGA 


AAAGATTGGA 


TTTTTAACAG 


516060 


GTCC7ATGAG 


7GA-GCATGTA 


AAAGA.TTTTA 


AGTTTGGTTT 


T AAGGG TGG A 


ATTTTTTATG 


516120 


CCAA.TCCTAA 


A.TTAAGA.TTA 


GTTTCAAAAA 


AAGCACCTTC 


TCTTTTTGAT 


AAGGAGAAAG 


516130 


GCA-AAGCAAT 


GGCTCTA-TTC 


A.TGTA.TAAAG 


AAGATAAAGT 


AGGCGTTATT 


TTTCCAATAG 


516240 


C CGGTA. C AA-C 


7GGTCCTGGA. 


GTTTA.TGACG 


CTGCTAAGGA 


GCTTGGACCT 


AAATATTATG 


516300 


.-n^ ATTGG TTT 


l i TCAA/GA.T 


CAATCATATA 


TTGCGCCTCA. 


AAATGTTATT 


ACTTCAATAA 


516360 


TTAAGGATAT 


7GGTAA.GGTT 


A.TTTATTCTA 


TTTCATCAGA 


GTATATTAAT 


AATAGAGTTT 


516420 


TT AAGGG T GG 


A_AT T AT T AT T 


GATCGGGGGT 


TAAAGGAAGG 


AGTAATAGAA 


ATTGTTAAGG 


516430 


A.TCCCGA.CGT 


""'""'T AAA.C AA-T 


A.GGTTGGTTG 


ATGAAGTTAT 


T G AT C T AG AA 


AATAAAATAA 


516540 


T AA.G TGG AG A 


AA-TTATTGTT 


CCTGAJTAGTG 


AATATGCATT 


T GAT T TAT T T 


AAATCAAAGT 


516600 


TA-TAAA-C TAG 


■CTAAATATAG 


CTTTGTTTGT 


AAAGGGGAAA 


TAGTTTATGA 


AT AAAAT AT T 


516660 
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7CGCTTGAGA 


GTATTGTTTT 


TTTATCTTGT 


AGTGGTAAAG 


GTAGTCTTGG 


516720 


G A_GC GAAAT T 


CCTAAGGTAT 


CTTTAATAAT 


TGATGGAACT 


TTTGATGATA 


AATCTTTTAA 


516780 


TGAGAGCGCT 


TTAAATGOCG 


TAAAAAAAGT 


TAAAGAAGAA 


TTTAAAATTG 


AGCTTGTTTT 


516840 


AAAAGAA.T C C 


T CATC A AATT 


CTTATTTATC 


TGATCTTGAA 


GGGCTTAAGG 


ATGCGGGCTC 


516900 


AGATTTA-ATT 


TOGCTTATTG 


GGT AT AG AT T 


TAGCGATGTG 


GCCAAGGTTG 


CGGCTCTTCA 


- 516960 


AAA-TC CC G AT 


ACGAAATA.TG 


CAATTATTGA 


TCCTATTTAT 


TCTAACGATC 


CTATTCCTGC 


517020 


AAATC'TGGTG 


GG-C ATG AC C T 


TTAGAGCTCA 


AGAGGGTGCA 


TTTTTAACGG 


GTTATATTGC 


517080 


T GC AAAA-C TT 


T C T AAAA-C AG 


GTAAAATTGG 


ATTTTTAGGG 


GGAATAGAAG 


GCGAGATAGT 


517140 


AGATGCTTTT 


AGGTATGGGT 


ATG AA.GC TGG 


TGCTAAGTAT 


GCTAATAAAG 


ATATAAAGAT 


517200 


AT C T AC T C AG 


TA.TATTGGTA- 


GTTTTGCTGA 


CCTTGAAGCT 


GGTAGAAGCG 


TTGCAACTAG 


517260 


GATG7ATCCT 


- GA.TGAGA.TAG 


ACATTATTCA 


TCATGCTGCA 


GGCCTTGGAG 


GAATTGGGGC 


517320 


TAT TGAGG T T 


GCAAAAGAAC 


TTGGTTCTGG 


GC ATT AC ATT 


ATTGGAGTTG 


ATGAAGATCA 


517380 


AGC A ~ - TT 


GGTCCTGACA 


ATGTAATAAC 


AT C T AC AAC T 


AAAGATGTTG 


GTAGAGCTTT 


517440 


AAATATTTTT 


ACATCTAACC 


ATTTAAAAAC 


TAATACTTTC 


GAAGGTGGCA 


AATTAATAAA 


517500 
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TTGTGGGGTT 


TGTAAGAAAT 


C C T AAAATGA 


TTTCCTTTGA 


517560 


A-C TT GAAAAA. 


GAAATTGACA. 


A.TCTTTCTAG 


CAAAATAA.TC 


AACAAAGAAA 


TTATTGTTCC 


517620 




GAAAGTTATG 


AGAAGTTTCT 


TAAAGAATTT 


ATTTAAATAA 


AGAATCAATT 


517630 


rp:TA r ™XT 


ATTTTTAA.GT 


AT AAAAAAC A 


CATTGGTTTT 


GTTTGAATAA 


TTGAAATGGA ' 


517740 


GAA.GCGC TTT 


ATATGAGAAT 


TGT AA.TTTTT 


ATATTCGGTA 


TTTTGTTGAC 


TTCTTGCTTT 


517800 
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AGTAGAAATG GAATAGAATC TAGTTCAAAA AAAAT T AAG A TATCCATGTT GGTAGATGGT 5178 60 

GTTCTTGACG ACAAATCTTT TAATTCTAGT GCTAATGAGG CTTTATTACG CTTGAAAAAA 51792 0 

GATTTTCCAG AAAAT AT TG A AGAAGTTTTT TCTTGTGCTA TTTCTGGAGT TTATTCTAGT 5179 30 

TATGTTTCAG ATCTTGATAA TTTAAAAAGG AATGGCTCAG AC TTG ATTTG GCTTGTAGGG 513 0 40 

TACATGCTTA CGGACGCATC TTTATTGGTT TCATCGGAGA ATCCAAAAAT TAGCTATGGA 51810 0 

AT AAT AG AT C CCATTTATGG TGATGATGTT CAGATTCCTG AAAACTTGAT TGCTGTTGTT 518160 

TTCAGAGTAG AGCCAAGGTG CTTTTTTGGC TGGCTATATT GCAGCCAAAA AAAGCTTTTC 513220 

TGGCAAAATA GGTTTTATAG GGGGAATGAA GGGTAATATA GTAGATGCAT TTCGCTATGG 5182 8 0 

TTATGAATCT GGAGCAAAGT ATGCTAATAA AGATATAGAG ATTATAAGTG AATATTCCAA 5133 40 

TTCTTTTTCC GATGTTGATA TTGGTAGAAC CATAGCTAGT AAAAT GT ATT CTAAAGGGAT 51340 0 

AGATGTAATT CATTTTGCAG CTGGTTTAGC AGGAATTGGT GTTATTGAGA CAGCAAAAAA 51846 0 

CCTTGGCGAT GGTTACTATG TTATTGGAGC CGATCAGGAT CAGTCATATC TTGCTCCTAA 518520 

AAATTTTATT ACTTCTGTTA TAAAAAACAT TGGGGACGCA TTGTATTTGA TTACTGGCGA 5185 8 0 

'ATATATTAAA AATAATAATG TTTGGGAAGG TGGAAAAGTT GTTCAAATGG GATTAAGAGA 518 640 

TGGTGTTATT GGGCTGCCTA ATGCGAATGA ATTTGAATAC ATAAAAGTTC T T GAG AG AAA 518700 

AAT AAT C AAT AAAG AG AT C A TTGTTCCTTG CAATCAGGAG G AAT AT G AAA TTTTTATAAA 518760 

ACAAATATTA AAG T TAT AAA CTTTTGAAAT AGAAAGATTT TAATTTTCCA GTTTTTAATT 51882 0 

TTTTAATTAT GTTATATTTA TTGTGTTATA ATAAATAGAA GTACATTTCT GTTGTTTTAG 518830 

AGGATTTAGC AT T G AAT AAA AAAATGTTTC CCAAAATTTA CTATTATGAT CAAGACTTTA 513 94 0 

TTGATATTTA TAATAAAAGT TTATCTTGGA TTCAAGATAA GGTGATTTTG CAAAAAGTTG 51900 0 

CTGATAGGGG CAAAAAAGAT AAAAATTATT ATTCGGAAAA TTGTGATTAT ATAGATCAGA 519 0 60 

TGCAAGCTTG TATGTCAAGC TTTTTTCTTG TCTATAGTAA TGGGGAATAT TC ATCT AC AT 51912 0 

CTGCAATTGA TAAATTTTAT CAATTGCAGG AAGAATC TGG TGCAATCAGG GCTAGATATG 51918 0 

ACAATAACAA TGCTATTATT GATCTTGATG AGAATGAAGA GAATATTGGA TTTCCTATTT 5192 40 

TTGCATGGGC TGAATACAAC TTATATCATA AGACAGGAAA TAAAAAGAGA ATTTCTGAAG 5193 00 

TTTTACCAAT TCTTGATAAG TATTATAAAT GGATAGAGAG CAAATTTTTA AAGGAAAATG 5193 60 

GTCTTTATTC AATTGATGTA AATAAAATTT TTTATAAGAA CTCCCCAAGA GTAGATGCGT 519 420 

AC TAT C C TAT AGATTTTAAT TCATTGCAAG TTCATAATGC ATATTGTATT - TCTAAATTGG 5.19 43 0 

CAGACATTTT AAATGATAAA AATTTATCGC TTGAATACAA AAAAC G ATT T TTTTCCCTTA . 5195 40 
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AGGTCAAAAT TAATTCTTTA ATGTGGAGCG AAAAAGATGG ATTTTATTAT GATCTTGATG 519 600 

TTAATGAAAA TATTCTTGAA ATCAAGACAA TAGTAGGTTT TTTCCCAATG CTTTCTGAGA 519 6 60 

TTCCCAGTGA GGACAGAATA GAAAGAATGA TTTTTTATTT AAAAAGTACT AATCATTTTG 519720 

GGACTCCAAA TCCTTTTCCA ACACTTTCTG TTAGTGAGCC AGGTTTTAGT GAGGATGGCA 5197 8 0 

ATGGATATTA TGGTTCAGTT TATACTTATA TGAATTTTTT TGTAATCAAA GGGCTTGAAT 519 3 40 

ATTGTGGTCG TGCAAATATT GCAAGAGAAT TTACTATAAG ACATTTGTAT TAT AT ATT AG 519 9 00 

ACACTTTAAT GCCTTTTAAT AAAATTAAGG GGCACATTTG GGAAGCTTAT AGACCTATGC 519 9 60 

AAGAAGGACC TGCATATTTT GATTCTAATA AAAAAACTTA T AC C GAG AAA GGTCTTATTT 52 0 02 0 

GTTATCTTGC ACTTTTTAGT ATTAGCTTAA TGATAGAAAA TAT T ATTGGG CTTACAATTA 5 2 0080 

GTTTGCCTGA TAAAACTGTA TATTGGAATA TACCCACTCT TGAGATTATG GGGATAGAAA 5 2 0140 

GCTTATCTCT TAAAAAGAAT CAAACTACAA TAATTTGCAA TAAGGGGAAA AGAGGTTGGG 52 02 0 0 

AAATAAAAAT GGAATCTGAA AAACTTTATT ATTTTACAAT AAATATATTA AATAAAAAAG 52 0260 

AAAAAACCCT TCCTATTCCC TCAGGAAGAT GTTCTATGTT ATTGGATAAG CTTTGATGAA 52 03 2 0 

TTAGATTCAT TAAATGTCTT GTAAAATTTA AATTTTTGGA GGCCTTTTAA T GAT AG AT AT 52 03 8 0 

TGATGAGTTG AGAATTTTTC TTAAAGAGAA .GAGCTATTCT AAAATTAAAG AAAAATTTTT 52 0440 

AAAGC AT G AT TCCTTTGATA TTGCTGAGGC TCTTAAAAGA CTTAATGGAA CTGAATTGAT 5 2 05 00 

TTTACTCTAC AGATTTTTGC CAAAAAAAAT AGCAGTTGAA ACTTTTTCTA ATTTTGACCA 52 0 5 60 

ATCTACAAAA AATAAATTAG CAAATTCTTT T AC C AAT AAA GAAATAAGTG AAATGATTGA 5 2 0 6 2 0 

TGAGCTGAAT CTTGATGATG T^ATTGACCT TTTGGAAGAG GTTCCTGCAA ATGTTGTTCA 52 0 6 80 

GAGATTTTTG GCAAGTTCTA CAGAAGAGAA TAGAGAAATT ATTAATAAAT TTTTGTCTTA 5 2 07 40 

CAGTGATGAT TCTGCAGGTT CGATCGTAAC AATTGAGTAT GTTGAGCTTA AAGAAGATTT 52 0 8 00 

CACAGTTGGC AAAGCTCTTG ATTATATTAG AAGGGTAGCT AAAACCAAAG AAGATATTTA 52 0 8 60 

C AC T TAT TAT ATTACAGATG ATG AAAAGC A TTTAAAAGGA GTTATAAAAA TTGAAGATTT 5209 2 0 

AATATTGGCT AAAGATGATG TTATTCTCTC GTCAATAATG AGAAGTAGTG GGTTTTATAT 52 0 9 80* 

TGTGGGGGTT AATGATGAGA AAGAAGATGT TGCACTTCTT TTTCAAAAAC ATGATATTAC 5210 40 

CAGTGTTCCT GTTGTTGATA ATGAGGGGAG AATGATAGGG GTTATTATTA TTGATGACAT 521100 

TTTAGAGGTT ATTCAATCTG TAAATACTGA AGATTTTCAA ATGATTGCAG CTGTTAAGCC 5 21160 

TTTAGATACA TCTTATCTTG ATACTTCTAT TTTAGTTATG ACAAAAAATA GAATAATTTG 5212 2 0 

GCTTTTAGTT CTTATGGTGT CTTCTACTTT TACAGCTACA ATTATTTCAA ATTATCAAAA 5 212 8 0 

TTTAATGTTG TCTTTAGTGG TTTTAGCTAA TTTTATTCCC CTTTTAATGG ATACTTCAGG 5213 40 
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CAATGCCGGC 


TCTCAGGCAT 


CTGCGCTAAT 


AATTCGTGAG 


CTTGCTCTTG 


GTACTGTCAA 


521400 


GGTAAAAGAT 


TTTTTTAAAG 


TGTTTTTAAA 


GGAAATATGT 


GTTAGCATTC 


TAGTGGGAGC 


521460 


AATTCTTGCT 


AGTGTTAATT 


TTTTAAGAAT , 


TGTCTTTTTT 


GTAGCTCCAC 


ACCATTCTGA 


521520 


TAAGCTGAAA ' 


ATAGCTTTTG 


TAGTTTCATC 


TTGCTTGATG 


GTAAGTTTGA 


CAGTAGCAAA 


521580 


GATATTGGGA 


GGTCTTTTAC 


CCATTGTTGC 


TAAACTTTTA 


AAGTTGGATC 


CAGCACTTAT 


521640 


GGCAGGCCCT 


TTAATCACTA 


CAATTGCAGA 


TGCTATTACT 


TTAATAGCTT 


ATTTTAATAT 


521700 


AGCAAAATGG 


GTTTTAGTTA 


GCTATGCTGT 


TTAAATTTCA 


TTTAAATATG 


TTGATTGCTA 


521760 


TTTTTTTATA 


AT AGGAT AT T 


TTTAATGTAT 


GATTGTATTT 


TTTGTAAAAT 


AATAAACAAA 


521820 


GAGCTTCCTA 


GTTATAAAGT 


TTATGAGGAC 


GATTTAGTTT 


TAGCATTTTT 


AG AT AT T AAT 


521380 


CCTTTAACTG 


TTGGGCATAC 


TCTTGTTATT 


CCCAAAGAAC 


ATAGTGAGAG 


TTTATTAAAC 


521340 


ATGGATGATA 


AATTTAACGA 


GAGAGTTTTA 


AAGGTATGTA 


AAAAAATTTC 


AAATGCTTTA 


522000 


AAAAGAATAA 


ACTCAAGCAT 


TTATGGTGGA 


ATAAATATTT 


ATTCTGCTTT 


GGGGGCTGGC 


522060 


GCAGGGCAAG 


AGGTTTTTCA 


TACTCATTTT 


CATGTAATTC 


CAAGATTTAA 


AAACGATGGT 


522120 


TTTGGTTTTA 


AGAGAGGCAA 


TAAACTTAAT 


CTTGAAGTTG 


AAAAAT TTAA 


AGAGTTGTCT 


522180 


A.TGCAAATAA 


GTATGAATAT 


TTAATTTTAT 


TTTGCCCAAA 


AGGATTCTTT 


ATGAGAAGAA 


522240 


ACTTTTTATT 


CTTTTTTGTT 


TTTATGCTTA 


ATGCATTTAG 


AATTTATTCA 


GGAATTCCTA 


522300 


GCTATCTTAA 


TGTATACAGT 


GGAGTTGGGC 


TTGGTGTTGA 


CAATTTTACT 


CAAGATTTAT 


522360 


TCTTTTATGA 


AAGACTTAAG 


TATCAATTTT 


TCAGTGGAGT 


TGGTGTTAAT 


GTTTCTCAAA 


522420 


ATTTAGCATT 


TGGTGGAGAA 


TTTAATTTAG 


ATATTAAATT 


TTTACCAAGC 


CATACTCCTT 


522480 


' ATACCAATGA 


GAT TAT AT T T 


ATGTTGGATG 


ATCAAGCATA 


TTTGAAGCAT 


TCTCTAAATT 


522540 


ATTTCATAAT 


AAAAGATGTT 


TCATTTTCAC 


TGAGAATGTA 


TGGTAATTAT 


TTCTTTTTAT 


522600 


CCTATACCCC 


AATGTTTAGT 


TTAATCTTTT 


TTACAGGTTT 


AAAATTTTCA 


TACATTGGTG 


522660 


CAAAAATTTG 


TTTTGTAGAT 


TCGCGTGATT 


GGGTATTATT 


GGATAATTTT 


GTTTTGGGAA 


522720 


TAGACATTGG 


AGCTAGAATT 


AATGTAGATT 


TTATTTTTTT 


GGAATATACA 


ATCTCTCCAA 


522780 


TTTTTTACAA 


CAAACCTTTA 


CTTTTAAATC 


AAATGCATAA 


AATAACATTA 


GGATTTATTT 


522840 


TTCAGTTTGA 


TGTAGCAACA 


AAAAATGAAA 


GCGAAATACT 


TTCTATTTTG 


TAAATTTTAT 


522900 


GAGCTAAGGA 


TATTTTAAAT 


TTTCTTCTTT 


AATATTGTTT 


AATATTTGTA 


AGTATTTAGA 


522960 


AGATTCATAT 


TTAGCCATAT 


CAAGGTTATG 


TTCTTTGTAA 


TTTCCGCATT 


CCTTATCACT 


523020 


TGCGCCTGGG 


ATAGGTTCTG 


AAAAAT T T AC 


GATTTCGGAA 


AAAAGCCATG 


AG AC T AAGTC 


523080 
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AACAAGATCT TTACTTTCAT AGTCTCCAAA AATTATTAAG TAAAAACCAG TTCTGCATCC 52 3140 

CAT AGGGC C A AAATATACTA TTTTTTCGGT CCAAACTTCA TTATTTCTAA GTAAAGTAGC 52 3 2 00 

TCCTATGTGC TCTATTGTAT GTATTGCTGC GTTTTCAATT ATTGGTTCGA TGTTGGGAGC 52 3 2 60 

TTTGATTCTA ATGTCTATTG TAGTAAATAT TACATTTTCA AAGGTATCTT TTCTTGAGAC 5233 2 0 

ATATATGCCA GGGTTGAGTT TTGTATGATC TATTGTAAAG CTTGTTATTT TTTTCATTTT 52 3 3 80 

TTTAGCGCTG TTTGTATTTT TTTTACAAAA TCTAATTTTT CCCATTCAAA TTCATTTTTT 52 3 440 

CCAAAATGAC CATAAGTGCA AGTTTTAAGA TATATGGGTT GTTTTAGTTT TAATTTTTCA 523 500 

ATTATACCGT TGGGAGTTAA ATC GAAGTT A TTAACAATAA AATTTAATAT TTTGTTTGCA 52 3 5 60 

TATTTAGGAT CATTTATTCC CCCAGTTATT TGAATAGATA TTGGGTTTTC AATTCCAATT 523 620 

GCATATGCGA GCTGTAGTTC AAATTCTTTA GAAATTCCGG CTGCCACCAT ATTTTTTGCA 52 3 680 

AT AT AT C TTG CCATGTAGGC AGCTGATCTA TCTACTTTTG TGGCATCTTT TCCGCTGTAT 523 740 

GCTCCCCCTC CGTGTCTTGC AAATCCTCCA TAGCTATCTG CAATAATTTT TCTTCCTGTA 52 3 800 

AGCCCAGTGT CTCCGGTAGG GCCTCCAATT ACAAAATTTC CAGAAGGATT AATGCAATAA 52 3 860 

GCAGTATTTT CATCAAGCAT TGACTTGTCT TGAACAGTGG GCTTGATGAT TTCTTCAATT ^ 52 3 92 0 

ATTGTTTGTT GTATTAGTTT TTGGGAGATG TTTGGATGGT GTTGATGAGA GACTATAATA 523 980 

TTTTTTATTT TTACAGGGTT TCTGTTTTTA TCGTATTCTA TGGTAACTTG AGATTTTGAG 524040 

TCAGGCC TTA ACCATTTTAT TGCTCCTGAT TTTCTAAGAT TGCTAGCTTT TTTTAGAATT 5 2 410 0 

GAATTGGCTA GTTCATAAGG AGCAGGTAAA AAATTTTTTG TTTCATCGCA GGCATATCCA 52 4160 

AATATTATTC CCTGATCCCC TGCTCCAAGG' GCATTGGATC CCTTTTTTTC AATTGCGTTT 52 4220 

AT AATGTC AC GTGATTGATT GCCAATAGCG T C T AT T AC C G TTATTGTTTT GTAATCAAGC 5 2 4280 

CCATAATCAA TATTTGTATA GCCTATATCT TTGATGATAT TCTTAGCAAC CTCTTTTATA 5 243 40 

TCTATGTTTT TTTTTACAGG ACTATTTATT TCTCCTGCTA TTACTACTAA ATTTTGTGCA 52 4400 

ATTATGACCT CGCAAGCTAC TTTTGCATTT TTATCTTCTT TTAGTATTTC ATCAAGGATG 5 2 4460 

GCATCAGAGA TTTGATCTGC AATTTTGTCT GGATGTCCTT CAGATACAGC CTCAGAAGTT 52 45 2 0 

AAAGTTTGGT TCGCTGCTAT TATTTTATTC ATATTAGCCT AATAAGTTCC TTTGTCATTT 5 2 4580 

TGCTTGAATT TATTGATGAT GTTTTTAAAA AT T T AT T AAA GTCTATATGG TTGTCTTTAT 5 2 4640 

TGTTTGGTAG AT C AGAAATT GAACGAATTA TTATGAATGG TATTTTAAAT ATGTGTGCTA 52 4700 

CTTGAGCTAT TGCAGCTCCT TCCATATCTA CAGCTAAAGC ATCTTTGAAA TTTTTTTTAA 5 2 4760 

TTGTTTCAAG ATTTTTTTCA TTGTCAACAA ATTGATCTCC TGTTAGTATT AAGCCAATAT 52 4820 

GGATATCAAT GTTTAAAAGC TTGTTGTCAA CAATATTGGC CACTTTTTTA AGTAGCTCTT 52 4380 
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CATCTGCTTT AAACTTTTGT GGCAAATTAG GGACTTGTCC TATTTTGTGT CCAAACTTAG 5 2 49 40 

TTAAGTCAAA GTCATAGTAT GCTGTTTCTG AGGATACTAT . AATGTCTAAT ATTTTAAGGT 525000 

TAGAGTTTTC TTTTATCCCC CCAGAACTTC CAGAGTTTAT TATGTGAGTG ATTTTATACT 52 50 60 

TAGAGATAAT TTGACTACTC CAAGTTGCTG CGTTAACTTT TCCAATTCCT GTAGTTAAAG 52 512 0 

ATATTACATC TTTTCCTAGA ATTTTTCCTT TATAAATCTT TTTATTTTCT AAGTAGTCGT 525180 

TTAATACAAT TTCTTCTTTG TTGTCAAGTA TTTTATTTAT TTCTTCTGAT TCTTCTTGCA 5 2 52 40 

TAGCTGATAT TATCAAAATC ATATTTTTTC TCCTTTTAAG TGTCTTATAT AATATCTATT 52 5300 

AAAGAATATT TATTTTTAAT TAGCTCTATT TCATTTTGAT TGAGTATTTT TTTTATTCCT 5 2 53 60 

GTATTTGTAT TTGGTATAGA TTGAACACTA GATTGTTCAT TTTTGTCTAT AACTTTTCCA 52 542 0 

TTTTTTATTA TGTAGTTGAT GTATGGAAGA TTTGGGTTAG ACTCATCTAT AT C T AG TAT T 52 548 0 

TTGGCTATAG AATTGTCATT AAGTTCTACA ATAAAGTCTA AGGGACAAGA AGATATTGCA 52 5 540 

TTGATTATTA GCTTCAAAAC CCTTTTGTCA AATTTTTTGT CAGCATCTTT GATTAATTCA 52 5 600 

ATAATAGATG CTCCAGAATT AAAAGATTTT TTGTATGCCT TATCTAAAAT GATAGCAGAA 52 5 6 60 

TAGGCACTAG CAGCGCCTAT TATATTTGAT TCTATGCTGA TATTTTCACT TGTTAATCCT 5 2 5720 

TTAGGATAGC CAGTTCCGTC TAGATTTTCT TTATGTGTTA AAAGTGTCAA ACATATTGAT 5 2 5780 

CGTGATAAGT TACTCGTTGA AGCTATTTTG TAGCTTATTA TGGGATATTT TTTTATTATT 52 5 8 40 

TCTAGTTCTT CCTCAGTTAA TGCTTCTTTT TTTTCGCTGA TTTTTGATGG AATAAATAAA 52 5 90 0 

AATCCTATTT TATGTAAAAG AGCAATACTA CAAAGCTCTA CTGTTTTATA GTTATTTAGT 52 5 9 60 

CCCATTTCAT TGCCAAGGGG TACTGTTAGG ATAGCTGTAT TTACCGAATG AATAATGTGA 52 602 0 

TAGTTTGCAG AAAGC TTGGG AATTCTAAAA TATTTGATAA AAATTTTCTT CTGTTTCTTG 5 2 6080 

T AAAAT T C TA TTACTTTTTT TACAGTAGGC ATAATATCTT GGTAATATAT TTTTTTATTT 52 6140 

CTTTTGCAAT TTTCATAAAT TTCTTCTAAA TTGCTTATTA TTACATGATA ACTGGAAATA 52 62 0 0 

GCCTCTTCGT TGAATTTTTT GTGTATTTCT TCATATTCTT TTTTAACAGA ATCGTCACTG 52 62 60 

AAAAAATTTT TTCTCTCTTT AATGTATGAC TTTAGATTCC ATTTTTCAAT AAGCTCAATG 52 63 20 

TTTTTGTCTC CAATAAATGC ATTCTCAGGC CAAACTAAAA ATTCCTTGTC TATTAAATAT 5 2 6330 

GATGAATTTT TTATATTTTT AATAATGCTT TCAGAATTTT GCATTTATTC CCTTGAAATT 526440 

AAGCTCTATT AACCATGTAT AT CAT AT TAT TTATTAATTG TCTATCTATT AGTATAATGT 52 65 00 

ATTTATTATA TCTCAATTTT TGAATTAAGC TTTTTTGAAG AGATTTTTAT- GGTAGAAAAA 52 65 60 

ATACGCTTAG GTTTTAATAT TATTTTTCTT GGATTATTTA TTTATTTTCT GGCAATTTTA 5 26 620 
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AGATTTCAAA TGAAATTAAG CTTCATTTTG TTTAATTACC AATTTATTGT AGTTTATTTT 52 66 80 

TTATTAGTGA TTGTTTTTAA TGTTATTTAT TCCCAATATT TTTTTCCAAG ATTGTATTTT 52 67 40 

ATTTTAAATG GGATGGAAGA TGCATTCACT TTTTTGAAGC TTAAAATGGT TCGCAAAAAG 52 68 00 

CTTAAAAGTG TTTTTGAAAT ATCTATTCTT CTTAGGTTTA TTTTAATAAA ACAAGATAAA 52 68 60 

AAAAGCCTTG ATGAGCTTTA TTTTTATTTA AAAG AC AC T A GATTAAGACA TAAAACAATA 52 69 20 

ATAGAGCTTT ATTCTGTTCT TATTAGCTTT AGAGAAAAAG AAAAGGC TTC TAGTTTAATT 52 69 80 

TTAAATTACA AGTACAGTAG AAATAAGTGG GTGAAATATT GTGAGGCTCT TAGTATGTTG 52 70 40 

TCATTTGAAG AGCACTCAAA GCTAAAAGAG TTGGTAAATT TTTTAGATAA GTTTTTTTTG 52 7100 

AAAAAT G AT A TTTTTACTAT TTATTTTTAT TATTTATTGC GAAAATCAAA AACATCTTTT 5 27160 

GATTTGCTTG AAAGCAAGAA AATTGAGATT AGAAATCGAT ACTATAAATT TAAAAACAGG 5 2 7220 

ATAGATTCTA AG C AT AC AAA GCTACTTGGT TCGAATTTAT TTTTTGTTGT TTTTTATTAT 52 7280 

ATTTATGATT TTTCTAAAAA AGATGTTTTT TATTAAAGGA GTTGTGTTTT GAGTACAAGA 52 73 40 

GTTCGTTATG CGCCTTCTCC AACGGGTTTA CAACATATTG GCGGGATTAG AACAGCTTTG 527 40 0 

TTTAATTATT TTTTTGCAAA GTCTTGCGGA GGTAAATTTT TGCTTAGAAT TGAGGATACA 52746 0 

GATCAGAGCA GGTATTCTCC AGAAGCTGAA AATGATCTTT ATTCAAGTCT TAAATGGCTT 52 7 52 0 

GGCATTTCTT TTGATGAAGG CCCTGTTGTA GGGGGTGATT ATGCGCCTTA TGTTCAGTCT 527580 

CAAAGAAGTG CAATATATAA GCAATATGCT AAATATTTGA TTGAATCTGG GCATGCTTAT 527 64 0 

TATTGTTATT GCAGTCCCGA AAGGCTTGAA AGAATTAAGA AAATTCAAAA TATTAATAAG 52 770 0 

ATGCCACCTG GATATGATAG GCATTGCAGG AATTTAAGTA ATGAAGAGGT TGAGAATGCA 5 27760 

CTAATTAAAA AAATCAAGCC TGTTGTTAGA TTTAAAATTC CTTTAGAAGG AGATACCAGC 527 82 0 

TTTGATGATA TTTTACTTGG AAGGATTACA TGGGCGAATA AAGACATTAG TCCTGATCCT 527880 

GTAATTCTTA AGTCAGATGG ATTGCCGACT TATCATCTTG CCAATGTTGT TGATGATTAT 527 9 40 

TTAATGAAAA TTACCCATGT ATTAAGGGCT CAAGAATGGG TTTCTTCAGG TCCATTGCAC 52 8000 

GTACTTCTTT ATAAGGCTTT TAAATGGAAA CCCCCTATTT ATTGTCACCT TC C AATGGTT 52 3 0 60 

ATGGGAAATG ATGGTCAAAA ATTAAGCAAA AG AC ATGGC T CAACAGCTTT AAGACAGTTT 52 8120 

ATTGAAGATG GGTATCTTCC AGAGGCTATT ATTAATTATG TTACTTTGCT TGGCTGGTCT 528130 

TACGACGATA AG AG AG AAT T TTTTTCAAAA AATGATCTTG AGCAATTTTT TTCAATTGAG 52S240 

AAGATC AAT A AATCTCCTGC TATTTTTGAT TATCATAAAT TGGATTTTTT CAATAGCTAC 5 2 8300 

TAT AT TAG AG AAAAAAAAGA TGAAGATTTA TTTAATCTTT TACTCCCTTT TTTCCAAAAA 52 3 3 60 

AAAGGGTATG TTTCTAAGCC TAGTACTTTG GAAGAAAATC AAAAAT T AAA GTTATTAATT 52 3420 
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CCTCTTATAA 


AG AG T AG AAT 


TAAAAAATTA 


AGTGATGCTT 


tAAATATGAC 


TAAATTTTTT 


528480 


TATGAGGACA 


TTAAATCTTG 


GAATTTAGAT 


GAGTTTTTAA 


GTAGAAAAAA 


AAC AG C T AAA 


528540 


GAAGTTTGTT 


CTATTTTAGA 


ATTAATAAAG 


CCTATTTTAG 


AAGGGTTTGA 


AAAAAGATCA 


528600 


T C AG AAG AAA 


AT G AT AAAAT 


TTTTTATGAT 


TTTGCTGAGA 


GTAATGGTTT 


TAAATTGGGA 


52 8 6 60 


GAAATTCTTC 


TTCCTATTAG 


AATTGCAGCG 


CTTGGTAGCA 


AAGTGTCTCC 


GCCGCTTTTT 


52 8720 


GATTCTTTAA 


AATTGATAGG 


CAAGTCTAAA 


GTTTTTGAAA 


GAATAAAATT 


AGCACAGGAA 


523780 


TTTTTAAGAA 


TAAATGAATA 


GCTATTAAGG 


ATATTTTTAT 


GGTTAGAATG 


GAAGATATTA 


528840 


TTTCTCTTGC 


AAAAAGAAAA 


GGATTTGTAT 


TTCAGTCTTC 


AGAGGTTTAC 


GGGGGCCTTT 


528900 


CAGGAGCTTG 


GGATTATGGT 


CCTTTGGGGG 


TTGAGCTTAA 


AAAGAATATA 


AAGAAAGAGT 


528960 


GGTGGAAGAG 


CATGGTGTAC 


TTGCATGAAA 


ATATTGTAGG 


TTTAGATAGT 


GCTATTTTTA 


529020 


TGCGCCCTGA 


AATTTGGAGA 


GCATCTGGTC 


ATGTTGATGG 


TTTTTCGGAT 


TCTATGGTTG 


529080 


ATTGCAAAGA 


TTGTAAAAGT AGATTTAGAG 


CTGATTTTAT 


TGATTTGTCA 


AAAAATTGTC 


529140 


CGAATTGCAA 


AGTTGGAAAT 


AATTTTACCT 


CCCCAAGAAG 


TTTTAATTTA 


ATGTTTAAGA 


529200 


CCCACATTGG 


AGTAGTGGAG 


GATAGTTCTA 


GTGAAGTTTA 


TTTAAGGCCT 


GAGACAGCAC 


529260 


AAGGAATTTT 


TGTTAATTTT 


AGAAATGTTT 


TGGATTCTTC 


AAGGCTTAAG 


ATTCCTTTTG 


529320 


GGATTGCTCA 


GGTAGGTAAA 


GCGTTTAGAA 


ATG AG AT AG T 


T AC T AAAAAT 


TTTATATTTA 


529380 


GAACTTGTGA 


GTTTGAGCAA 


ATGGAAATGC 


AGTTTTTTGT 


TCATCCCAAG 


CAAATAGACG 


529440 


AGTGGTTTTG 


TTATTGGCAG 


C AAAAT AG AA 


TGAATTTTTT 


TATAGAAACT 


CTTAAAATTA 


529500 


GTCCCGATAG 


ATTAAGATTT 


AAGGCGCATG 


ATTCAACGCA 


GCTTGCTCAT 


TATGCAAAAG 


529560 


CTGCATTTGA 


TATTGAGTAT 


GAATTTCCGT 


TTGGATTTCA 


GGAAGTAGAA 


GGAATTCACA 


529620 


ATAGAGGTAA 


TTATGATTTA 


ACTCAGCACG 


CTAAATTTTC 


TAATAAGCCC 


AAAGTATTTG 


529680 


AGTATCATGA 


TTTGTTGACA 


AAAGAGAAAT 


ATGTGCCTTA 


TGTTATTGAG 


ACTTCTGCTG 


529740 


GTCTTACAAG 


GTC TGTTTT A 


ATGACTCTTT 


GTGATGCTTA 


TTCTGAGGAA 


GAGCTCTCAG 


529800 


ATGGAGACAA 


GCGTATTGTT 


TTACGCTTAC 


ATCCCAAGTT 


GGCTCCTTAC 


AAGATTGCTA 


52 9860 


TATTTCCTCT 


TGTTAAAAAA 


GTtGAGCTtA 


CTGAGATTGC 


TAGAAGGATT 


TATATGGAGC 


529920 


TTTGCGATGA 


TTTTCATATA 


TTTTACGATG 


ATAGTGGAAC 


AATAGGTAAA 


AGGTATAGAC 


529980 


GTCAAGACGA 


AATAGGAACT 


CCTTATTGCG 


TAACAATAGA 


TTACAATACG 


ATTGAGGATG 


1 530040 


AG AC AGT T AC 


TGTTAGAGAA 


AGAAATAGCA 


TGACTCAGAA 


GAGAATTTTT 


ATTAATGATT 


530100 


' TATATTCATA 


CATTAAAACA 


GAGATTTTAA 


ATTACAAAGA 


GGATTTTAAT 


AAATGAATCT 


530160 
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TGCTTTAAGT 


CTTTTACATA 


AACGCGGATT 


TTTAAAGCAA 


TGTACATCTT 


TAAAAGTTTT 


5 3 022 0 


AAGTGATTTA 


ATGGATAGGG 


AAAAAATAGT 


TTTTTATGCA 


GGAGTTGATG 


CAACATCTAG 


r~ "i n o rt n 

53 0 2 80 


TTCTCTTCAT 


ATTGGCCATT 


TGATTCCCTT 


TTTAGCAATG 


ATGCATCTTA 


GGCAACACGG 


53 03 40 


GCACATGCCA 


ATTGTTTTGA 


TTGGAGATTC 


T AC AG C AAAA 


ATAGGCGATC 


CTTCTGGAAA 


530400 


AAGTGAGATG 


AGAAAGATTT 


TATCTTCAGA 


AGAGATTGGC 


AATAATGCTT 


TGTTGATAAA 


530460 


AAATCAACTT 


CAAAGAATAA 


CTAAGTTTAC 


TTCAGAATGT 


TTTATTCATA 


ATTCAAATTG 


530520 


GTTAGATAAT 


CTCAATTATA 


TTGAATTTTT 


AAGAGATGTT 


GGCATGCATT 


TTTCTGTTAA 


530580 


TCGTATGTTA 


AGC TTTGAAA 


CTTATAAAAG 


AAGGATGGAT 


TTCGGACTTT 


CATTTATTGA 


53 0 640 


GTTTAATTAT 


CAACTTTTGC 


AGTCTTATGA 


TTATTATATG 


CTTAATAAAA 


TTAAAAATTG 


530700 


CCGACTTCAA 


ATTGGTGGTG 


ATGATCAATG 


GGGGAATATT 


ATTTCAGGGG 


TTGACCTAAT 


53 07 6 0 


TAGAAAAAAA 


AATGGATCAG 


AAACTTTTGG 


GCTTACTTTT 


CCxATTAATTA 


CAAGAAGTGA 


53 0820 


TGGAAAAAAG 


ATGGGTAAAT 


CAGAAAAAGG 


CGCTGTTTAT 


CTTGATTCTA 


ATCTTTTTAG 


r~ "j /~a o o 

530880 


TAT T TAT GAT 


TTTTATCAGT 


ATT T TAG AAA 


TACTTCAGAT 


TCTGATGTGA 


AAACTTTTTT 


53 0940 


ATATCTTTTT 


ACTTTTTTAG 


AAGAAGATGA 


GATTGAATTA 


ATTTCAAATT 


TTAAGGGGAA 


531000 


TTCTTTAAAT 


AAGGCCAAAG 


AGATTTTGGC 


TTTTGAGATA 


AC T AAAATTG 


TTCACGGAGA 


5 310 60 


GGCAGAAGCC 


TTGAAAGTTC 


AAGAGGCATC 


TTTTGCCGCA 


TTTAGGGGAA 


GTGGAGATAG 


531120 


GAGCAATATT 


CCATTTTTTA 


AATTTAGCTT 


TTCTAGCCTA 


AAAGAAGAGA 


TATTATTGGT 


531180 


TGATTTAATG 


TTAGATTCAA 


AAATTGTGCC 


CAGCAAATCA 


GAAGGCAGAA 


GAT T GAT T G A 


5 312 40 


TTCTGGAGGT 


GTTTATATTA 


ATGGTAAAAG 


GGTAGAAAGT 


CAGAGTCACC 


TTCTTACCAA 


5313 00 


AAAGGATTTT 


AATAACAATG 


AAGTTGAATT 


AAGAGTAGGT 


AAAAAAAAAT 


TTTTACGAAT 


5 313 60 


TGTTATATAG 


TTGATTTTGG 


ATGTATGATA 


GAAGAGCTTT 


AAATTGTTTA 


TTTTTTAACA 


53142 0 


CCTTTTTGTT 


TTTGATGGAA 


TCTAGGCACC 


TTGTGTTTAC 


AGAAGAGCAC 


AT TTTTT ATG 


531480 


GGCTTATTAA 


AAGTGATAAA 


GTTAAAGAAC 


TACTTAATTT 


GTGTGCAATT 


GATTTTTATA 


5 3 1540 


AACTTAATAA 


ACAACTAGAA 


GAATTTTTTA 


GTAAACTTCC 


CTTAAGAGGC 


AATTATATCC 


53160 0 


CAGACTATGT 


TTCTAGTATG 


GATTATTTGT 


ATGACGATAT 


AATTAGTGTT 


CTTTTTTTTT 


5 3 1 o o (J 


AT AAAAAAC C 


TTATAAAATA 


CAAGAAAAAG 


ATCTATTGTG 


GGTGCTTGTC 


AAAAAAAGAA 


53172 0 


AAAATAGTAT 


TTTAGATGCG 


CTGCTTAGCT 


CGGGTTTTAA 


TTTGACTATT 


TTTGATAAAC 


5317 80 


TTATTGAAGC 


TCATGATTAT 


TTAGCTGTAA 


ATACTAAATC 


TGCCTCAGGC 


GACAGTGAAT 


53 1340 


TAATTGCAGA 


ATATATTCAT 


AATAATGCGC 


C AAAAAGG AA 


AGGAGGCTTT 


CATATTTTTG 


531900 


ATGATAAGGG 


TGATGAATTG 


GATCAAAATA 


ATATTTTCTT 


AGAAAG T AAA 


GACTCTATTG 


531960 
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GTAATTTTTT 


AACAAACGTT 


ATTGATACTT 


TGGATTTAAA 


ATACAATCCT 


TTAATTGGTA 


532020 


GAAGTCAAGA 


ATTATCTCGG 


TTAATCCAGG 


TGAT AC TT AG 


GAAGCATAAA 


AGTAATCCTA 


532080 


TTTTGTTTGG 


AGAGCCTGGT 


GTTGGAAAAA 


CAGTATTAAT 


CCAAGGTCTT 


GCATATAAAA 


532140 


TAAAAATAGA 


GAATGTTC C A 


AAGGATTTAA 


TAGGGTATGA 


AATCTATTCT 


CTTGATATTG 


r~ i *™t *^ r\ r\ 

532200 


GTAGGC TTGT 


TTCGGGTACT 


AAATA.TAGGG 


GAGATCTTGA 


GAGTAGGGTG 


AATAGGGTTT 


5322 60 


TAGATTTTTT 


AAGCTCAAGA 


AAAAAAGT T A 


TGCTTTTTAT 


TGATGAAATC 


CATATGATAG 


532320 


TAGGGGCAGG 


'GGCTACTTCA 


TTTGGCAGTA 


TGGAT ATTTC 


CAATTTGTTA 


AAACCCATTC 


532380 


TCACTTTAGG 


AAAAATTAAA 


TTTATTGGAG 


CTACTACAGA 


ATATGAATAT 


AG AAAAT T T T 


532440 


TTTTAAAAGA 


TAAGGCCTTA 


ATGAGAAGGT 


TTCAGAGTAT 


AGAGCTCAAA 


GAGCCTAATT 


532500 


TTGAAGACGC 


TTATAATATT 


TTGCAGGAGA 


TTAAAAAAGA 


TTACGAGAGG 


TATCATAATG 


532560 


TGGAATATAC 


AGACGAGGCA 


AT AC AAGC T T 


GCATTCTCAT 


GTCTCAAAAA 


TATATTAAAG 


532620 


AT AG ATTTC T 


TCCAGACAAA 


GCTTTTGATA 


TTTTAGATGA 


ATTAGGCTCT 


AAGTTTAAGC 


53 2 680 


T TG AAAAT AT 


AAAAAGGATT 


ATAACAAAAG 


ATGATGTTTG 


CGATCTGATT 


AAATCTATTG 


532740 


TTGGTTCTAA 


TATTTTTAAT 


TTTGAAGAGT 


ATGATGGTGA 


ATTGCTAATT 


AATTTAGAAA 


532800 


ATAGAATAAA 


AAAAGAAGTT 


ATTATACATG 


ATAACTTGGT 


ACTTGATTTG 


ATATTAAATA 


532860 


TTAAATTATT 


AAAATTCAAT 


TTGCTTGCCA 


ATAGAAGTAC 


TAT TGG AAT A 


TTTGCCTTTA 


532920 


TTGGTGCTTC 


TGGGTCAGGA 


AAATGCAAAT 


TGATGGATAT 


TTTATCAGAA 


GAGTTTAAAA 


532980 


TTCCTAAATT 


TAGTCTTAAC 


ATGGGTGAGT 


AT AAT GAT TT 


TAATTCTCTT 


GATAGATTGA 


5 3 3 040 


TTGGGCCTGT 


TTTAAGTAAT 


GAAGG AT AT T 


ATGAATC T AC 


CAGATTTTTT 


AAATTTTTGA 


533100 


ACAAATCTTC 


TAATTCTATT 


ATTTTCCTAT 


CAGATTTTGA 


TAAATGTAAT 


AAAAGGGTTT 


533160 


TAGATTTTTT 


TTTAGAGGGG 


TTTAAAACAG 


GTAAACTTTT 


TGATGGTCTT 


GGAAAAAAGG 


53 3220 


TAAGCTTATC 


AGAAAGTTTA 


AT AG T AAT AA 


GTATCAATGC 


TGAGAGCAAA 


GAGCTTAATA 


533280 


GCATTGGTTT 


TAGAAATAAA 


ATGGCGGGGG 


AAAATGATTT 


TAAC TTTAT A 


TTAAAGAAGA 


5 3 3 3 40 


GATTGCCCAA 


TGAGTTTTTA 


GAATTAATAG 


ATCATGTGTT 


TGTATTTAAA 


TCTATTGATG 


53 3 400 


AGTTAGATTT 


TGAAAAAATC 


ATTTTTAATG 


AACTTAATTA 


TTTTGCAAGG 


ATATTAAGAG 


5 33 460 


ATAGAAAATT 


TGATGTTTTT 


TTTGAAAAAA 


GTGTTGTTGA 


TTATATTCGA 


GAAAAGATTT 


53 3 520 


ATGGAAAGGG 


GTACAGCTTA 


AAAAGTGTTA 


GAAAATTTAT 


ATTCAAAGAA 


TTGGGAAAGC 


5 3 3 5 80 


TTTTAATAGA 


. TGAAATTCTT 


TTTAAGAAAA 


TTGAAAATTC 


T GG T AAAAT A 


AAAATCTATT 


533640 


TAGATGAAAC 


AAT AAAAT AT 


GAGTTTTTAT 


AAGGTTATAG 


GGGGAGTATT 


TATGAAAATA 


533700 
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TCAGTAATAG GGGCAGGTGC TTGGGGAACA GCTATTTCAA AGTCTTTGGC AGATAAATTT 5337 60 

GATTTTAATA TTTTTTTATG GGTCTTTGAA GAAGATGTTA AGAATGATAT TAATAATGAT 533 820 

AATGTTAATA CTAAATATTT AAAGGGAATT AAATTGCCAA AAAATTTAGT TGCAAGTTCA 53 3 880 

GATTTATTTG AAGTTGTAAC AATGTCTGAT TATATTTTCA TTGCAACACC TTCTCTTTTT 53 3 9 40 

ACCGTTGATA TTTT AAAAAA ATTGGATCAA TTTTTACATT TTCTGGAGAT AAAACCAAAG 5 3 4000 

CTAGCAATAC TTACAAAAGG GTTTATTACT TTTGATGGTA AAACTCAGAC AGTTATTGAA 53 40 6 0 

GCTGCTGAGA GAATTATGAA AGGATATAAA GACGAAATTA CTTATATTGT TGGTCCAAGT 5 3 412 0 

CATGCTGAGG AAGTTGGGCT TGGTGTGATA ACAGGGCTTG TTGCGGCTAG TAATAACAGA 53 418 0 

GAAAATGCAT ATTTGTTTAT TAATTTATTT AGTAAAACCC CAATTTCTTT ATTTTATAGC 5 3 4240 

AACGATGTTT TTGGGGTGCA AATAGCAGCA GCTTTAAAAA ATGTGTTTGC TATTGCATTT 5 3 4300 

GGAATTTTGG ATGCCTATAA ATTGAATTAT CCTAATTTAA TAGGTAATAA TACAGAATCA 5 3 43 60 

TTTTTATTTT CAATATCCTT AAATAATATA AAAGATATTG CAATGGAGCT TGGGGGAAGA 53 442 0 

AATATTGAAA CGTTTTTATT TTTGTCTGGT TCTGGCGATT TAGATGTTAC TTGTAGAAGC 5 3 4480 

ATGTTTGGAA GAAATAGACG ATTTGGCAAT GAAATTGTTA GCAAAAACAT TTTAGAAAGC 534540^ 

TTTTTAAGTA TAGATGACTT GATAAGTAAT AT TG AAAAAA T T GG AT ATT T AC C AG AGGG A 53 4600 

GTTTTGGCTG CTAAATCAAT TTTTTTCTTT TTTAAACAAT TAAATCGTGA TCTCAATCCT 53 46 60 

AATAGTTTGT TAAGCGTTAT ATATAAAATT TTGAATAAAG AGTTGGAGCC CAAATCTGTT 5 3 4720 

ATTGAGTATA TGAGAGATGT TAGACAATAA AATAAAGCCT CTGCAGAGGC TTTATTGTTT 5 3 4780 

TTGCTCATTC AT CAT AT AT A AAATTTTATT ATAAACATCC TCGATTATTT CAAAATTTAT 5 3 48 40 

TACAACTTCT GTAAGTTCAT TAGATTTAAT AGTTCCTATT ATGTTGTCAT TTTTTGTTAA 5 3 49 00 

ATCGTCTCTT TTGACTAAAG AATTGCTGTC TACTAAAATT TTTATTCTTG TTAGGTCTTT 5 3 4960 

GTCTATGTTT TTAATATTTT TAATTCCCCC GAAGCATTCT ACAATATGCT CTGCTACTTT 5 3 502 0 

AATTTTATTT ATTTTTTCTA AATCTGCCAT AGTAATTTTA TTCTCTGTAG AAAGCTTTAT 53 508 0 

ATGCTAAGTA AGCATTGTAT AAATCAAATT TAGAAGTTAT TTCCATTGGA GAATGCATAC 53 5140 

TTATAACAGC AGGCCCCATG TCTATTGTTC TTATTCCATA GCCAGCTAAG AATTTAGCAA 5 3 52 00 

GAGTTCCTCC TCCTCCTTCT TCTACTTTTC CGAGTGTTGC TACTTGCCAG GCTATATTGT 5 3 5260 

TTTTATTTAA TAATTGTCTA ATATAAGAAA CAAGCTCAGC ATCAGCATCG C TTGC CAT AC 53 53 2 0 

TTTTTCCACC ATGTCCTGTG TATTTCATTA TAGGTATTCC ATAGCCAAGT TGGGGAGCGT 5 3 5330 

TTTGTTCGTC ATGAACTGAA CTAAATAGTG GGTTTATTGC T G C AC AAAC A TCAGCAGAAA 53 544 0 

TGCTTTTTGA ATTCCACAAA GCTTTTTGGA CGTGAAGATT GTTGTATTCT GATTTTTTAA 53 550 0 
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TTTTGAAGAT 


CATGTCAGAA 


AC AAAAT AT T 


CAAGATATCT 


TGAGTCTAGT 


CCGGTTGAAC 


535560 


CTGTTGAACC 


AATTTCTTCT 


TTATCTACAA 


GAAAGCAAAT 


GGCTGTTTTA 


TTTGGAGTCT 


535620 


CTTCAAGATC 


AAATATGGAT 


TCTAGTGAAG 


TGAAGACGCA 


TATTTTGTCA 


TCTTGTCCGT 


535630 


AAGCCCCAAT 


TAACGCTTTG 


TCAAATCCAA 


CGTCTTTTGC 


TGTTCCTGCA 


GGCACTATTT 


535740 


CAATTTCTGA 


TGATACAAAG 


TCCTCTTCTT 


CTATTTTGTA 


TTTTTCTTTT 


ATTAGTTGCA 


535300 


AAGTTGCCAG 


TTTAACTTTA 


TTTTTTTCTT 


TTGTTTCGAT 


TGGCAGGCTT 


CCAATTAAAA 


535860 


TTTTTAGATT 


TTCCCCTTCA 


ACAATTTCAT 


CTGATTTTTT 


ATTTCTTTGT 


ATTTTTCTAT 


535920 


CAAGATGAGG 


CAAGATGTCG 


GGAATTACAA 


ATACAGGATC 


GTTTTCATTG 


TCTCCAATAT 


535930 


TGATTTCAAC 


CTTTTCTCCA 


TTTTTTAAAA 


ATACCACCCC 


TCTTATTGAA 


AGGGGTGTAG 


536040 


ATAACCACTG 


ATACTTTTTT 


ATTCCCCCAT 


AATAGTTGGT 


TTTAATAAAT 


GTAAGTTCAT 


536100 


TTTCTTCAGA 


GATTGGTGAG 


GGTTTTGCAT 


CAAGTCTTGG 


TGAATCTGTG 


TGAGAAACAA 


536160 


TAAAATTCAT 


TCCATCTTCA 


ATGGGATTTT 


TGCCAATAAT 


AGCAAAAGCA 


AC AG AT T T T T 


536220 


CTCTACAGGT 


ATAAAAAATT 


TTATCACCTG 


GCATTAAATT 


TTTTTTCTCT 


TCAGCGTTAA 


536280 


TAAACCCCAA 


TTTTTTTGCT 


TTATCTAGGG 


CATAGGCTGT 


AACTTCTCTT 


TCTGTTTTGA 


536340 


ATTTGCTTAT 


AAATTTTTTG 


TAACTTTCAG 


AAAAAT TTAA 


AATTTGATTT 


TTTTCTTCTT 


536400 


CATTTAAATA 


TATCCATGGA 


TTTTGTTTTT 


TCATATTAAT 


AAGACCTCCT 


GTTTCATTTT 


536460 


AACATTTTAA 


TTGTTTTTAA 


AGTGTGTACA 


AAATAAATTA 


TTTATTGTAA 


ACTTACTTTT 


536520 


AATTTTAATA 


TGATTAATAA 


ATTATAAGGG 


AGAATTTTTA 


TGTATAAAAA 


TGGTTTTTTT 


536580 


AAAAACTATT 


TGTCATTGTT 


TTTAATTTTT 


TTAGTAATTG 


CTTGTACTTC 


AAAAG AT AG C 


536640 


TCAAATGAAT 


ATGTTGAGGA 


GCAAGAAGCG 


GAG AAC TC TT 


CTAAGCCTGA 


TGATTCTAAA 


536700 


ATAGATGAAC 


ATACTATTGG 


GCACGTTTTT 


CACGCTATGG 


GAGTAGTTCA 


TTCAAAAAAG 


536760 


GATCGAAAAA 


GTTTGGGGAA 


AAATATAAAG 


GTTTTTTATT 


TTTCTGAAGA 


AGATGGACAT 


536320 


TTTCAAACAA 


TACCCTCAAA 


AGAGAATGCA 


AAGTTAATAG 


TTTATTTTTA 


TGACAATGTT 


536880 


TATGCAGGAG 


AGGCTCCAAT 


TAGTATCTCT 


GGAAAAGAAG 


CCTTTATTTT 


TGTTGGGATT 


536940 


ACCCCTGACT 


T T AAAAAG AT 


TATAAATAGC 


AATTTACATG 


GCGCTAAAAG 


TGATCTTATT 


537000 


GGTACTTTTA 


AAGATCTTAA 


T AT T AAAAAT 


TCAAAATTGG 


AAATTACAGT 


TGATGAGAAT 


537060 


AATTCAGATG 


CCAAGACCTT 


CCTTGAATCT 


GTTAATTACA 


TTATCGACGG 


CGTTGAAAAA 


537120 


ATTTC AC CT A 


TGTTAACGAA 


TTAATTTATA 


TTTTTGATTT 


TATAGGCTTT 


AATCTAAATT 


537180 


AAAGCCTATT 


TTAAAAAATC 


AAGCTCTCAA 


GTCCTTTTAT 


TAAAATTTCT 


GCTGTTTTTA 


_ 537240 
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CGTTGGTTGC 


AAGCGGTATT 


TTATGTACAT 
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CGCAAAGCCT 


AATAAGAGCT 


GACACATCTG 


537300 


GTTCGTGAGG 


CTGGCTTGTT 


AGGGGATC CC 


TAAAGAAAAA 


TATAGCTAAG 


ATATTTCCTT 


5373 60 


CAGCTACTTC 


AGCTCCAATT 


TGTTGATCTC 


CTCCCATAGG 


GCCTGATTTA 


TATTTAAAAA 


537420 


TCGTAAGATC 


GGTAGCTTGT 


TGGATTTTAG 


ACCCCGTTGT 


TCCTGTTGCA 


ATAAGCTTGA 


537480 


ATTTAGATAA 


GAAGAGATAG 


TTTTGTTTGA 


CAAAATTTAC 


CAAATCTTCC 


TTTTTTTTAT 


537 540 


CGTGTGCAAT 


TAATGCTATT 


TTTTTTTCCA u TTAATTTTAT 


TCCTTTTTCA 


ATGTAAAATA 


537 600 


ATTTTTGTTG 


AAATTTAATA 


AAATTTAGGC 


ATAAGTATAT 


TTTTAGATTT 


CACTTTTTTA 


537660 


GAATTTATAT 


TGGTTCTGGT 


TTGTGCCATA 


AAAATCCTTG 


CCCATAGTCT 


ATTTCTAGTT 


537720 


CAATTATTTT 


TTTTAATATT 


TCCTCATTAT 


ACACAAATTC 


GGCAATAATT 


TTTATATTTT 


5377 80 


TTGTATCTGC 


TATTTTTTTA 


ATAGATTTTA 


TTATTACAAA 


ATCTATTTCA 


CTAGAGTTTA 


537840 


TTGCTTTTAT 


GAAAGATCCG 


TCTATTTTAA 


GTAAGTCTAT 


TGGTAGTGTT 


TTAATATATG 


537900 


AGAGTGATGT 


ATGTCCGCTT 


CCAAAGTCAT 


C AAGTGC TAG 


CTTGATTCCA 


AAACTTTTTA 


537 9 60 


ATTCTTGAAA 


ATATTTGTTT 


ATTATCTCAA 


AGTTTTCAAG 


AATTCCAGTT 


TCTGTTATTT 


538020 


CCAAGCATAT 


ATTTTGAAGT 


GGGATTTGGC 


TTTTCAATAA 


AGTATCTCTT 


AAAAAG AT T C 


53 8080 


GAAAGTTTTG 


GGATTTTAGT 


GAATAAGGAG 


ATATGTTAAT 


TGAGAAAATG 


TGAATTCCAT 


538140 


TTTTTGATAC 


AAAGCTTTTG 


TATTCTCTTA 


AAGCCTTTTT 


AACCACCAAT 


GTATCAACCT 


r- o r\ f\ 

53 82 00 


CAACAGTTAA 


ATTATATTTG 


TCTATTAAGT 


TAAAAATTTG 


ATTGTTTGGA 


ATTGGTTTGC 


53 82 60 


CCATGTGGTC 


AAAAAGTCTT 


GTCAAGATTT 


CTATTTTGGG 


CTTTAAGTTC 


TTTTTAAGAG 


538320 


GATTTATTTT 


TTGATAATAA 


ASAGTAAAAA 


AATGATTTTT 


TATTGCTTTG 


AGTATATATT 


5383 80 


GAAAAATTTT 


GTTTTGATTT 


TTTAAAATCA 


CCGCTTCTGG 


TAGTTCTTCT 


TTGTATATAG 


53 8440 


TGGGATTAGA 


TTCTTTGTAT 


TCCGATGATA 


TTTTTGTAGC 


CATCATTAAT 


TTGGGGATTT 


538500 


TGAATTCTAA 


GTTTTCTTTT 


AAATTTACCT 


CTATTATTCC 


AATGTTGAAC 


TTGAATATAA 


538560 


TAATATCTTC 


TTTTTTAAAT 


GCCAGAGCAA 


TTGTTTTTTT 


GATTTTTTTG 


GCAATTGAGA 


5 3 8 620 


TTATTCGCTT 


TTCTCCGCCA 


CTTGTGCTTA 


TG ATT AC TAT 


TAAATTGTTG 


TGTTTTAACT 


c i n f" o n 

53 8 b o U 


TAAAAATATA 


TTCAGAGTAT 


AATGACATTA 


TTTTTGAATA 


CATTATTTTA 


AGTATTTTTG 


53 8740 


CATTAAGTTT 


TTCTTGATCT 


TCTTTGTATT 


CATATTCTGC 


TGTTAGGGAT 


ACGTCTAAAT 


r— ^ a n A 

53 8800 


TAAGTAAATA 


TATGCTTTTT 


TTTTTGTAAA 


TATCCATATG 


GTTTACTAGT 


AATTTTTCAA 


53 38 60 


TTTCTTTGGC 


ATTTTGAATC 


TCGTCTTGCG 


AATCAATAAT 


TTCTAGATAT 


TTATAGTTTT 


53 8 92 0 


CTATTTTATT 


AGAGTTTGAT 


ATTTCTTTAA 


TTGTTATTAA 


TTTATCGATA 


TTGTTTTGAG 


538980 


CAATTGTGCT 


AATAAATATA 


TCCACATGTA 


GTTTTTTATT 


ATTTTTTAAA 


GTTAAAAGAC 


539040 
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AATCAGTTAT 


TAATATATTT 


TTAAATTCAG 


GAATAGAATT 


TGTGTGATAA 


CTTAAATTTA 


539100 


TTTTTTCTAG 


CTTTTCCCAA 


TCTCTGATAT 


CTATGTCGGT 


TACTTTGATT 


ATATTTCCAG 


539160 


AGGTTTTCAT 


TGGAAGATTA 


AG AT T T T T AC 


TACCTTTTTC 


ATTGATATAA 


ATAATTTCAT 


539220 


TTTTAGTGTT 


TGTGATGATT 


ACTATTTCTT 


TTATGAGTTC 


TGATAAATTT 


AAAAAGAAAT 


539230 


CCAGAGTTGT 


GTTTTTATTG 


TCGCAAAATA 


ATTTTTTTTG 


ATGTATTAAG 


CTTTGCTTAT 


539340 


ATTCTAATTC 


GCTTATATCT 


TTTATTATTT 


CTATGTGATC 


AAGTTTTAAA 


TATTCCTCAT 


539400 


CAAATTTTTC 


TTTGCTAATT 


ATGATAGAAT 


GGATTTTGTT 


TGCATTTTTT 


AATTCGTTTG 


539460 


CAATGTTTAT 


TGAAAAA.TCT 


ATTGGTTTTT 


CATAATTATA 


AATAATAGCG 


AATTTAATAT 


539520 


TATTTTGTTT 


TACATATTCG 


CTGTATAAAG 


CTTTTTCAGA 


TTTTACGATT 


TGAATTAAGT 


539580 


TAAAAATAGA 


TTTAAGCTTT 


AT GAG AT C T C 


TAAGTCCAAC 


TTCTTTTTTA 


GAGATTATAA 


539640 


CTGAATTTAT 


ATTTTGATAA 


TTATTGACTT 


TGTTCATTTT 


ATTGGCTTGC 


TCTTATTTTA 


539700 


ATTTTTGTAT 


GCCAAGTTGG 


TGTTATTTTT 


TATTTTTTTA 


TCTGCAATTT 


TTTTAGTGAC 


539760 


TATTATCCAG 


ATTAATCCTG 


AGAGCATCAG 


CGTTAGCGAG 


AGAATTTGTC 


CC ATT GAT AT 


539820 


GTTTAAAAAA 


GAAAATTCGG 


ACAGGCTTGT 


AATTGGCTTG 


TAGGTTATTA 


TAAATCCAAG 


539830 


TTCTTTGTCC 


GGTTCTCTTA 


AATATTCAAT 


AAAGAATCTG 


AAAAAAGCGT 


AAAGC AT T AC 


539940 


ATATACACCA 


AAAATAAATC 


CATCATATTT 


TTTGATTTTT 


TTAAATAAAA 


ACCATAGTAA 


540000 


CAGAAAAGTT 


ACAGGTCCTT 


CGAAAAATCC 


TTCAATAAGT 


TGAGAAGGTA 


TTCTTGGAAG 


540060 


GTTGATTAGC 


AGGTCATGAG 


GCGAAATTTC 


AAGCCCTACT 


GATGATGCAA 


ATTCTTTTAC 


540120 


ACCCGGTATA 


TTTGTGTCAA 


ATGGTTCTGC 


ATTAGGGAAT 


ATTATTCCCC 


CTTTCATTAC 


540180 


TCTTCCATAA 


AGTTCTGCAT 


TTGCGAAATT 


AGCAAGTCTT 


CCAAGTATGT 


AGCCAGAAGA 


540240 


AAAAGCTATT 


GATCCATAGT 


CTGTTAGTTT 


TAGAAAATAT 


TTTTGAACAT 


TTGTATTTTT 


540300 


GAGATTTGTA 


TTTATTGTTA 


TTAAAGGAGC 


AATT ATTGC C 


CCCAAAAAAC 


CACCATGGAT 


540360 


GGCCATACCT 


CTAAAGCCTG 


TAAAATTCCA 


ATGCTGGTCG 


AATGGCAAAA 


GGATTAGC C A 


540420 


GGGATTAGAA 


TAATAAATTC 


CCGATTTGTC 


GTAAACTAAG 


GTAGATGCTA 


GTCTGCCTCC 


540430 


TAAAATTGCT 


CCAAGTACAA 


GTGAGAACAT 


GAATATTTCA 


TAATCTTCTT 


TTTTAATATC 


540540 


AACGTTGTCT 


GATTGTATTT 


GATACCAAAT 


AAACTTATAA 


GAGATTAGTA 


TGATTAAAAT 


540600 


ATAAGATAGG 


CTATACCATG 


TAATTGGTAT 


ACCTTGAATT 


ACTTCAGGAT 


GTAACCAACT 


540660 


TGGGTAATTT 


ATGTAATTTG 


GC ATT AG AC C 


TCCTTAGCCT 


TTTCAAGCTT 


TTCAACAAGC 


"540720 


TTTTTTTTAA 


ATAACATATT 


TTGCTTTCTT 


AAGGTTTCGA 


rip r"p rj™t ^ fji rp rji 


CTGAGATTTT 


540780 



463 

ATTATATCAA TAATTTCACT ACTTTCTATT GTTTTGTTTT TTATCAATGA TTCAAGGTAT 5 40 84 0 

TCAATTTTTT CAATATATTC TTCTTGAGCC, TCTCTTAGTA C AAAATC ATA ACTTTCATTT 5 40 90 0 

AAATCTTCTT CGTTTAAAAG CTCGGCATCA TTTGTTAAAT CTTCAATTTC GATTAATTTT 5 40 960 

TTTGCAATTT TTTTTATACT TTTAGAAGTT GAGCTTGTAG GTTTGTATAT AGTGATGGGT 54102 0 

ATTTTGCTGT TTAAAGCCTG ATCAACTATT TCATCTTTAT AGATTGCTCC AATACTTTGT 541080 

AAATTTATGC TTAAATAGTT TTTTGCTGAT TTTATTATTT TTTCGGTTTT TTCAATGTCT 5 4114 0 

TTGGGAGCTT TGAGCATATT AAATATCATG AAAGGGCTAA TTGTCCTAAA CAATTTGTTA 5 4120 0 

AATTTAGAAT AATTTTCAGG ATCTTCGCTT TCAAGTTTTA ACAACAAATT AGGTATATAA 5412 60 

ACCCTTTGAA GATCGATTGA ATTTTGTTTT ATTGTTCTGA GAATTTCATT TCCTTTTGTT 5 413 2 0 

CCTCTTTTAA ACACACTTGA TAACAATCTA AATATTATAT TTTTAAGAAA TAAATATGCA 5 413 8 0 

TTCATTGTAG CTGTTACTGT TGGTGTTGTT AC T AT T AC T C CTCTTTTTGA CATTAAAAAA 54144 0 

AlAGTCTATAA TATTAAAAGC TGTTCCTGCT CCAAGA.TCAA TCACTAAGTA ATCATATTTT 5 415 00 

AAAGATTTTA AATTTTTTAT TATGATTTTT TTTTGGGAAG CAGCTATATT AGCAAGTTCT 5 415 60 

GGAATGTCAG AATCTCCTGC AATGAAGTTT AGATTTTTAA TTCCAGATTG AATAATGATG 5 4162 0 

TCTGAGAAAT TAATCCTTGT TTTTAAAAAT GTTCCTATAC TTTTTTTAGG TATAATGTTT 5 4168 0 

AAC AT T GAG T GCAAATTAGA TGCTCCGAGG TCAAGATCAA CAAGCAATAC GCTTTTTCCT 54174 0 

- TCGTTTGCC A GGCAAATTGC TATGTTTGTT GAAAAAAGAG ATTTGCCAAC TCCCCCCTTA 5 418 0 0 

-CCACTGGCTA CAGGAATAAT AATCAAGCTT TACTCCAGGT TTTTTATTTT TGCTTTAATT 5418 60 

AGCACTAATA TTGTTACATT AAATACTAGG TAAACTACTG TAATTCCTAA AATTATGGCT 54192 0 

AGAGAGGTTT GATAGACGTA TATTTTAAAA ATAAATCCCA AGATGAATAA TAATAATGTT 5419 80 

AATATTATTT GGAATAATTT AGT TAT TACT ATAATGCTGT GAAGAATTTT AAATTTTTCG 5 42 040 

TAGATAAAGT AATAGGTTGT TAAATTGGCC ATGAAAAATT CAGGTGAGTA TAAGATAAAT 5 4210 0 
GTTAACATAA ACTTTATGGA GTAATTATTA AT GAAAAT T A ATTTATTAAT GGCTTGATAT " 542160 

AATAAGGCTA AGATTAAAAG GCTTTCAGTA ATTTGTAAAA CAACAAGTCC TGCTCTGTAA 5422 2 0 

AGGCTTTGTG TTTTTTTAGG ATGTGAGTTT AACATAGTTT TAAAATATTA TATTATGGAA 5422 8 0 

AT AAAATC AA GTTTTAATTT TTGCATTAGG AATGAATAAA TGAAAAATAA ATTTTTAATA 5 423 40 

TGTGTATATT TTTTATTGAC TCTGGGTATA AGCTCTTTAG TAATTGTTGA ATCTATTTTT 5 42400 

GCTTTTGATG AATCTAATAA TAAGTTATCA AG AT C AAAT T ATGAGCAGAT GATGATTCAA 5 4246 0 

GCTTTTGAAT TTGTAAAAGA AAATTATGTT GATCCTGTAA GTGATGAAGT AATTTTTGAA 542 52 0 
GGTGCTTTAA AAGGAATATT TCAATCCCTA GGCGATCCTT ATTCTCAATA TTTGACAAAA - 542580 



AAAGATTTAG AA-GAAA.TTTC A_AAAACAACA GTAGGA-GA7C A-TGTTGGCAT TGGAATTTCT 542 640 

AT AAT AAAAA AAA.T GC A_T T Z C C AAG A. T AA G CAAGACAAGG CAAAAGATTT TGATCCTAAT 542700 

AGTGCTTGTG TTTCTA.TTGT TACGCCTTT7 GAAGGAGGTC C GGC TT AT AA GGCTGGAATT 5 42 7 50 

AAATCTGGAG ATTGTATTAC C GC TG TT G A. Z GGC AAG AG T G TCTA.TTCTAT GGAAGTAGAT 542 82 0 

CAAGTTGTTG ATCTTGTAAA AGG7AAAGAA GGC AC AAAAG TTAAAGTATC TATTCTTAGG 542 88 0 

GGAAAAAATT TAACATTGGA TTTGGAAC TT ACAAGAGAGA AGATAGAAAT ACAAACAATC 5 42 94 0 

AAGT A'TG AC G TTATTAATTC AG AT ATT GGC TAT AT AAG AA TAGTAAGCTT TAATCCACAC 543 00 0 

ACCTCTGTAG A T T T TAG AAA AGCTTTAGAC AA.TC T T AAG A ATAAAAATAT TAAATCTTTA 543 06 0 

ATTTTAGATT TAAGGCTTAA T AC CGGA.GGA TATTTTCAGG C AGC TAT AAA AATGGCGGAT 54312 0 

GATATTTTAT CTAAAGGAAT TATTTGTTTCC ACAAAATCAA GAAATTCTAG CAAGCCTATT .543180 

GATTATAAGG CAAGCTCAAA AC AAG T TT TG CCTTCAAATA TAAAAATTGT TGCTTTAATA 543 2 40 

GAC AG AT CAT CAGCCTCAGC ATCAGAGGTT TTTGTAGGAG C C TT AAAAG A CAATAAGAGA 543 30 0 

GCATACATTA TAGGGGAAAA GTCTTATGGC .AAGGGOCTTA TTCAJGCATGT AGTTCCTTTT 5 43 3 60 

TATACTGGTG GATTTAAAAT GA.CAAGCTCA AAG T A TT 1 A T A CTCCATCTGG AAAGAGTATT 5 43 42 0 

CATAAGGTTG GAATTGA.GC Z TGATTTOGAA ATAAAATCTC CA.GATTTTTC TGAGGAGGAG 5 43 480 

GCATTAATAT A T AAAGAAA 7 T'TTTGATAAA AAGCTGATAG AAGGTTTTTT GAAGGGTAAA 54 3 54 0 

■AAATTCATTA C C G AAC AAG A. GATTGATTTT T'TTGTTGAGA ATCTTGTAAA AGAAAATCCA 543 600 

AAATATAAAA TTGATAAAGA ATTTTTAGCT AAGTATGTGT TTTCT AAT T A CTATCAGGAC 543 6 60 

AATAATAAAG AATTGCCAAT 'TTATAATC T A CATCA.TGACA A-AGTTTTAAA AACAGCTTGT 543 72 0 

GAGTATTTGT CTAAATTAGG TAA-CTAAATT GTGAAGCAAA TTXGTTTTGGA TGAGAATTGT 543 78 0 

TTAGCAGGTA ATTTTATTAT TGTCAAA_GAT GCAAAAATA-T AjTCACCATCT TGTTAATGTA 5 43 8 40 

AG AC GAC TT A AAAA.GGGTGA. TAAJGCTGAA-C A-TTCTTTTAA AAGATAAAGA ATT AAGGGCC 543 900 
TCAGAAATAG TAAAGATTGG TAG T AA.TTTT ATTAA.GTTTA CTA.CCAATAA AATAGATAAA ' 543 9 60 
ATTGAAAAAA ATAA.T'TTTGA GATAA.GTATT TTTATTTCTA GTTTAAAGGG C AG AAAAAT A ' 5440 2 0 

GATTTGGTGT TAAGA.CAGGT TGTTGA.GATT GGAjGTTTCA.G AAA.TCAATAT TATTAATGCG 5440 8 0 

GATCGTTCTG TGT C GAAAA.T AGAGA.TAAA_C AA.TGCATCTG C C AAAATTTT AAGATTTTCA 54 414 0 

AAAATAATAG ATGAGOCCCT AAA.GCA_AA.GT GGTAATAAAA TTGTTCCTAA AATTAATTTT 5 4 4200 

TATAATAATT TTTTT'TATTT AC CCTA-'TTCT TTTTGTACTA CC AG AT ATT A, TGTTGCTCAT 5 4 4260 

CC AAG TGGAA TGATTTTAA.G CAA.GAATGAA AGTTTTGA.CA. A.TTTTGGCAA AATTGGAATT 5 443 2 0 
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ATAATAGGTC CTGAAGGATG CTTTTCGGAG TCCGAAATTG TCTTTTTCAA GGAGAAAGGC 5 443 80 

TTTAATTTTG TAAGGTTTAA CACTCCAATT TTACGAGCAG ATACGGCTAT TATTTATTCG 5 44 44 0 

CTTGCTTATT TTAAGGCATT GT T AG AG GAT TATAATGGCT AAT T T AAAAG AC AT AT AT TC 5 44 50 0 

AAAAC C AG AC AGATTTTATT TTTTAGGTGT GCCTATAGAT GTTTTTGATA GTCGCAGCAG 5 445 60 

CTTATAAGCA GATTTGTCTA TCTTTCAGGG CATCCTTATC ATTCCAATAG TAATTTTTAT 544 62 0 

CGGGCTTAAA GCTTTTCTAA AGGCTTTGAT TTTTAAAAAG TTTAGAAATC ACATTAAAAA 5 44 68 0 

TTCTTCTCTT GTTTTTTTAA ATTCTAAAAT TGTAAGATTT TTTTATAGGA TTTTT AAAAG 5 4 4740 

AGTTAATATT GATTGTTATG ATTCAAATAC AGTTCTTCTC ATTTTAATGG AAAT AC TAG A 5 448 0 0 

AAATGCCCAT AAAACATGTT ATATTATTGA C AAGG AT AAA GTGATTTCAA AGAAAAAATT 5 44 8 60 

TTTAAGATTG AAAGAATCTC ATAAAGAAAT TAGTTTTATT GGGTATTATG ATTTAAAAGC 5 44 92 0 

TGTAAAGAGA AATAAAGAAA TGTTTTTTGC AAATATTAAT AAACTTACTC CTAGTGTAAT 5 4498 0 

AATAAGCTTT TGTAATGATA GAT AT C T T G A AAATTTATTT T AT G AAAAT A AAT T T AAT AT 545040 

TAGAACCAAT TTAAGTGTTT TTTTATGAAC TTTTAAATTT TAACTATCTA TATTTTATGA 54510 0 

GGTAAGTATG GCATTTTTGC TAAATCAATC AGTAGTTTAT CCAATGCATG GAGTAGGTAC 5 4 516 0 

GAT T AAGG AT ATTAGGACTA AAGAGTTTAA TGGTGAGATT ATTGATTATT ATGAAATACA 5 452 2 0 

TTTTCCATTT AATGATATGA TTTTTATGGT TCCTGTTGCT AAAGTTGATG ATTTTGGAAT 5 452 3 0 

TAGAGCTTTG GTTAGCAGGG AAAAGGTAGA AGAAGTTTTT GATGTTATTA AAGAGTTTGA 5 45 3 40 

AGGGCAAATA GATTCAAAAA AAATAAAAGA TGGTGGTCAT GAATTTTATA AAAAAAGCGA 5 45400 

TATTTTAGAT AC AG C AAAGT TATATAAGTT TTTATATAAA AAAT C T AC T C AAAAAG AAC T 5 4 5460 

TCCTTTTTAC GAAAAAAGGA TTTTGAATGA TTTTGAGTTA ATATTGGAGC AC G AG ATTAG 545 520 

CTTAGCTTTG CAAATTAGCT TTGAAGAGGC TAAAAAGAAG ATTAAAAATA TTTTGGTCGA 54 5 530 

T AAC AAAAAG GCTT AAAGT T TTTTCAATTT TCGAGGGGGG AGGATTTGCT GTGTTTGATT 545 640 

CTTTAAGATT GATCTTTTTA ATAATTTGTA GGTTTATCTT AATATTTTGC CTTTTTTCTT 545700 

TAATGTTTAT ATGTACATTT TATTTGAAAT ATAAGTTTTT GTATTTTAAT TTTTCTATTT 54 5760 

TTAGCTATAG TCTTTATTAC AATGCTTATA TTTATTCTTT TCCTTTGTCC CTTGTTGTTA 54 5820 

CTTTTATGAG AATATCTTGT CCCTTTTATG GAATAGTTTT AAATTCATCT AGAGAGTCTT 5458 8 0 
TCTATTTTTA TTGTATTATC TTTGTTCTTA TTTTATTGTT TTCTTATTTA GGATTTTTAG ' 545 9 40 

TTAGTCATAG TTTTCATTCT TACTATATTA ATAGCAATAG AAAT GAT AAT TTTATCCTTA 5 4 6000 

AAG AT GAG AT TGTGCATTTT TTAAATGATA AGATAATATT TTCTAGTAAT AGGCCTAGAA 54 60 60 

TTTATGGTTT TAATGGAGTT TTAATCGTTT CGGAGAATGA CAAAGGGGAT AAAGGTTTTT 54 612 0 
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CTTACCAATC AAATATTTCC AATTCTAGTA AGATTGATTT TGTTGAGAAT AATTTTTTAG 5 4 618 0 

AGCAAAAGAT TTATAATAAT TTTGTTGATT TTCTTTTCAG AGATTTAAAA ATTTTGAATA 5 4 6240 

ATTTTCTACT CTCGCTAAAT TATTTAAATT TAATTTTTAA TATATTGGGA ATTTCTTTAT 54 63 0 0 

TGTTATTTGC TTTTTCTTAT GTTTTTAATC TTATTTTTTC AAATAGTTTT GCAATATTTC 546360 

TTTATCCTAT TTTTATTATA CTTTTTTTAA AAATTTATAA TGTTTATTCA ATTGAGTTTC 54 642 0 

CCAAGATTTA CAATGTAATA ATAGGAAAGA GCATGATCTC TGATTTTATT CCTTTTATTT 5 4 643 0 

TTTGTGTTTT AACTTTTTTT TCTACCTATT TATTTGGTTT TGTTTCAGAA TAT AT T AAAA 5 4 6540 

TCAGCAAAGA TTTGGATAAT AATTTATATA AGGGTAGTTA ATTCTTAAAG CTTATGAAAA 546 60 0 

GAGAAATATA TGCATTTTTG AGCAATTTTA TTATTTTTAT GTGTTTTTTT CTAGGTTTGC 54 6 6 60 

TCTTTAGTTA TTCATATTTT TTTGGAGAAA ATTTTTTAGA AAAG C AT AAA TTAATAGCAA 54 6720 

CTTTTTTTGA TTCTATTTTG CTTTTTTATA AGTATTTTTT TGGGTTTTTT ATTTTTATTG 54 67 8 0 

TTTGTATTTA CTTTGCTTTT TTTGTTCAGC AAGAAATAAA GATTCATTTA AAATCGCATA 54 6840 

ATGGATATTT ATTTTCCAGG CTTTATGCAT TTTTACTATT ATTTTTTATT ATAGGACTCT 54 690 0 

TTTTTAC TTT TATATTTAAT TTAATTTTGC CTTATATAAT TGCTCAGAGA AATGAGTATA 54 6960 

AGTTTAGTTA T GAT AG AT AT AATCTTCTTG AAAGTGAAGC AAATGAAATA TGTCTTAAAA 547 02 0 

TTAAACATAT AGATATAAGT TTGGCTGCAA ATAGATTTTT • TTTATCTTCT GAT T TG AC AG 547 0 80 

ATTCAATGAA GCAAAAGAGA AAGCATCTTG AAAATTTGAT TAGAATATAT GATAAAATGC 54714 0 

GAATTATTTA TGTAAATAAT GAAGAGCTTT TAACAAATTA TTATTTAGTG AAATCTGAAT 5 472 0 0 

AT AG T AAAAT TCCAAGTTAT G AC G T T G ATT T AG AAAAAG T TAAAAAAACT TTTTCAAAAT 5 472 6 0 

ATCCTTTGCA AAGTCTTAAA AAGC AAG AT T TTTTTAATAT TGTCAATGAA TTTATTTCTA 5 473 2 0 

AAAATG AT T A TTATACAGCC AATTATTTTG CTTATATTGC TTATGTTGCA AC AAAAG AC G 5473 8 0 

ATAATTTTGT TGTGCTTTTA AATTTGACTT T AAAG T TT AT TAATGAAAAC AGGAATTTTG 547 4 40 

AAAAAGAAAA AATGCAGTTG ATTTCCGAAG AAAAGCAAAA AAATTTTTTG TTTCTTAATA 5 47 500 

CTGAAAAATT TAAATTAGCT TATTACGGGT TTTCGAATCT TTATAAGTTA TTGCCCAGCG 547 5 60 

ATAATGAAAT TTTGAATTAT AAAAATAAAT CTCTTGAAAA GCTTAGGAAA AGATATCTTT 5 47 620 

TTTTTGATGA GAT TG AAAAA TATTTTGAAT ATTACGGAAT AAAC GATGT A TTTTTATTGC 547 680 

AACCAGATTC TAAGAGAGGT TTTTATGATT AT AT TT AT AT GCAAAAAGTT GTGGCCTTTA 547 7 40 

A C AAT CAT T C TAAAATAATA AAAAATTTTG AACTTATTAG ATTTAATAAT- ACAGGGAATG 547800 

TTATATTACA TATTAAAATT CCATTTGCTA CTTTGAAGGG TAATTCTGTG TATCAAAATA 547 8 60 
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TTTTAGATAA 


AGACAATGAG 


CAGAGCGAAA 


TTACTCTTAC 


CAAGGTCTTT 


GTGTCTACGG 


547 920 


ATAGCTTTGA 


TACAAATGTT 


TTAGAGGTTG 


TCAAAATTAA 


TGAGAATGTA 


GAAAATTTAG 


547930 


CTTTATTTTC 


AAATTTTACT 


GAGTTTGGAT 


TTTTTTTAAA 


AATTC AAAAT 


TTGCCAAGCG 


548040 


CTTTTCATAG 


GGTTGCTATA 


TTAAATTTGA 


AATTAATTAA 


TACTTTTTCC 


TTAAGTTTGG 


5 4 810 0 


TTTTGCTGAT 


TTCTCCTATT 


TCGCTAGTTT 


TAATAGGGGC 


ATTTTTTATC 


TCTTTGTTTT 


5 43160 


C T AAAAT AGA 


ATTTAATTTC 


AATTCCAAGG 


CTATGATTTT 


TCTAGTTTCA 


TTAATGATAG 




CTATTTTCTC 


AGGGATTACT 


TGTCTTTTTG 


TAAATTATTT 


TCTAATTGTT 


TTTACCTCTC 


548280 


TTCTTATATA 


TGTTTTTAAT 


AGCGTTTACG 


TATC TTTAGC 


TATTCTTTCT 


GCATTATTGT 


548340 


TTTTT^TT \T 


TTTTAAAATA 


ATTACTTTGA 


AT T AC AAGG A 


AAGACTTATT 


TAATTTTTAT 


543 400 


TTTTTTTTAG 


ATTATTAGCT 


T T AG AG AAAA 


ACCATTCATT 


TATTAGTAAG 


TTTTCTTTTT 


548460 


CAATTGTTTT 


TTTGCTTAAT 


ACATAGGAAT 


GGCTATTGAT 


TTGAGTTTCG 


TCAATAATAA 


548 520 


AAGGAGATAT 


TCCATCAATT 


GAATGTTTTA 


TTTTTAAATT 


TAATTCTTTG 


T AAGGGGT AA 


548580 


AACCATTGGC 


AAATCCAAAA 


CATATATTTG 


ATTGGGATTG 


ATTGTTAAAT 


CCAATTAGGG 


548 6 40 


TTTTTTGAGT 


TTTTTTATAC 


AATATCCAGT 


TGATAAATTT 


TTTAGTTAAA 


ACAGATGTTT 


548700 


CTAAAATGCC 


AATAAAATTT 


GGGTTTGAGA 


TAACAATTTC 


ATTGTTATCG 


TTTATTAAAT 


5487 60 


AGGAAAATTT 


TATTTGTGAC 


TTCTCTTGTT 


CGCTTAAGCT 


ATTGTAGAAG 


GTTATATCGC 


548820 


TCAATCCTGC 


TATTAAAAGA 


GATTTTTTAT 


TAAGCAATAT 


TTTATTTAAC 


TTTAGGTAGC 


l 5488 80 


CGTATTTATT 


AAAGAAATCT 


TTTTGCAAGT 


CCATTTGTTT 


TGTATTTAAA 


AATGATGAGA 


5 48 940 


AAT AT T C TAG 


CATTTTTAAA 


ATTTGATTCT 


CATTATAATT 


TAATTTATTT 


TTTTCAAAAG 


5 490 00 


AAAATCTCAC 


ATTATTTATT 


TGAGAAATCA 


CAT AAAAT AA 


ATTTTCAGAA 


ACATAAGGCG 


5490 60 


ATATAAAAAA 


TTTTCCATCT 


TTAATGAAAT 


TTTCGTATTC 


TTCTTTTAGA 


TATTTAGTGT 


549120 


TTATGTATTT 


TTTAATATGA 


TGTGTATTTT 


TAT AG ATT AA 


AAT AGG AAT G 


TCAAAGCCCA 


5 4 918 0 


ATGGAATAAT 


TTTGTAGTTA 


AATTGCTTGA 


AAATATGCTT 


TAAGATAGGA 


TAATCTGGAT 


5 4 3 2 4 U 


■ TATAATTGAT 


TTTTACAGAT 


TTAAAATGGT 


TAGCAATATT 


TGTGTTACCA 


ATGTTTTTAG 


549 J Uu 


AAATAATTAT 


TTGTGCATTT 


TCTTTTTCTA 


TTGTTTGCAG 


AT C AAT ATT A 


TTTCTAAACT 


54y J bU 


TAATTATAAA 


ATTTGCTTTA 


TTTTCTATAT 


TAAATTGATT 


TAT AT AAAAT 


GGTATTGTTT 


5 4942 0 


TATTGTCAGT 


TAGTACAACG 


ATGTTCTTAT 


TTGTTGAACA 


GCTAGGGCTA 


ATTAATAAAA 


549480 


TTGCTATTAG 


TATTAAATTT 


TTTATTCTCA 


T AAAAT T ATT 


CAAGTTTTTT 


CTTTTATTTT 


549540 


ACAATAAATT 


ATGTATAATT 


TTTATAGTTA 


TATTAATTTC 


CATGCTTAAT 


TGGAAATTAG 


549600 


AGTAAGGTGG 


CTTAAGAGCT 


TTTAGGGGGA 


T GAT G AAT T T 


GGGTTTATTT 


GATTTTATAC 


549660 
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TTTCTATGTT TAGTATTAAT AAAGAACTTA CTTCTGAGCA AATAAAGCAA AAAAGGTTAA 5 4972 0 

AAGAAGTTAA AGTTAGTTTA GGCAGAGTAA GTAATTTTTT TAATGCTTCA AAAATTCAGG 5 497 3 0 

CTTTACCTCA ATTTTCTAGA TTTCTTTATA ATTTTTATAA AATTTTTTCT CGCTTAAGGC 5 49 8 40 

CATTTGCACA AAGATATAAA AATTCTAATA AAATTGTTCA TTTTGTTGTT G AAAAAT AC T 5 49 9 00 

TAAATGAAAA CCAAAAGAAG TCTTTAGATT ATATTTATTC TTTTTCTGCA AGCGATAACA 5 49 9 60 

TAAATTTTGC CTCAGATCTT CCTAAAAACT TACATAATAA TTTATCTTAT TTGTTTAAAA 5 5 0020 

ACATAACTCA AGAACAAATT AAATTGATAG ATGAAACTTA TGAAGCTTTG CATAATTTTT 5 500 8 0 

TTGATTTAGT CTTATATCAA TATCATTTGG TTCTTAAAAA TTTTGACAAC TTGCTTCCAG 5 50140 

AAGATGATTT TGTGTATAGG CCTAGATTCA GCTCTATAGG TTGTGGAGTT ATTATAGATG 5 502 0 0 

ATCTTAAAGA TTTGTTAGAA TGTATTTCTT GCATTAAGAA TATTTCTATT TGGAAAAACC 5 5 0260 

'TTTATGACAT TATTTTAGAA ATTTATGGGA ATAAAGAAGA TTTTCCTATT AAGTCTAATG 5 503 2 0 

TATGGATTAA GGTTATTTCT TCTATTTTGG ATATAAATAA GAGTAAAGAA AT T T TAT AT C 5 503 8 0 

TAATAAGATA TGTTAGTGGG GATCCAGATT ATTTCCCTAT TTCTGTTGGG CAAAAACCCA 5 504 40 

ATCCAATAGC AAGAATGTTT TTTAATGATC TTACTAAGCA TGTTGCCACT G AAAT T G AAA 5505 00 

AG AT T AAAGT TTTGCAAAAA AATAATAAAT CTAAAATATT AGCCGAGCAG CTTTTCCCAG 5 505 60 

GAATATCTTT TTTAAATTTG GATAATTATA ATGAAAAAAT GAATGAAAAG ATTGTATCTA 550 6 20 

AAAT TAT GAG CACTACGGGG TATATTTATT GCGAACTTTT AGTTTATTTG AGAACATATA 5 50 6 80 

CTATTTATTT TGTTAAAAAA GATCTTAATG AT ATT ATT AA TTTACTTATT ATTAAAGGAC 5 5 0740 

AATGGAAGCT TAT AG AG C T T TCAAGAGAAA TGTCTAACGA CATGCATGCT TTGATTAATA 550800 

TTTATGCAAG TGTTATTGAT TTTGATTCTA ATTTGGGGGA ACAAGGCGGT TATGGCAATA 550 860 

GAATAAATGC ATTATTGCAC AGAGCTTCTT TGGGGGATAA ATCTTCGGAG AAATTGTTGT 55 0920 

TAAATATAAT AGCAGATGTT AATAAAAAGG CGTTTGCTAT ATCAAGCGAA TATTATTCCA 5 5 0980 

AAATATATTC TATTGAGCAG CGTTTGCAAG ATTGTCTTTC AGACTATTCA AAAGTCTCTT 5 510 40 

TGGAAAGAGA GCTGATTTAT AATTGGAAAG AGCTTGATAT GGATCTTGCT AAAAGCTATG 5 51100 

GAAACAATTT AAACTTTGGA GGTATGATGA AAAATATTTT GGGTAGTTTA GCTTTATTTT 5 51160 

' TAAAGTTAAT GGATTTATAT TTGGAGAAAA AATCTTAATT TGAAGGAGTG TTAAAATGGC 5 5122 0 

TAGGAAGTGT GAGATAACAG GAAAAAAAAC TATGTTTGGA AACAATGTTC CAAGGAAAGG 5 512 8 0 

GCTTGCCAAG . AAAAAAGGT G GAGCTGGACA ACATATTGGA GTAAAAACCA AAAGAACCTT 5 513 40 

TAAGGTTAAT TTAATAAATA AAAAATTTTT TATTCCAAAT CTTGGAAGAA' GTGTTAGTAT 5 5140 0 
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TAAGGTTTCT GCTAATGCGC TAAGAAGTAT TTCAAAGATA GGGCTTGATG CTTTTTTAAA 5 514 60 

GAAAAACTGC AAAAAAATAG AAAACTTTTT ATAAATTTTA GTTTTGATAA TTTTATCTTA 5 515 2 0 

TTAGAATACT GTTTGATATC AAGTATTCTG GGGAGTTAAA TGTTATTTTT GAGTCTGTAA 5 515 8 0 

ATTCGAAATG TTTAAAAAGG CTTGAAATGG TCATGATTGC ATTTATATTT TCCGGAAATA 5 51640 

TTTTTTTTGA TTTATAGTTT TCTAGTATTA GGTTAAGATT AGGCAATTTT TTTTCAAGAA 5 517 00 

GGATATGCTT TAAATTTTCT TCAAACTTTA AGGCTTTTTT TATATTTGTA GATTTTGAAA 5 517 60 

TAAAGCAAGA TAGAAAAATA AATGAATTTT CTTCTCTGTT TATAAAAGGT TTTAAAAACT 5 518 2 0 

CGCAAAATTT TAGTAAATGT TTATTGCAAG TTTTTCCAAA AATTATTGGA ATTATTTTTA 5518 30 

TGTTTTCCTT TATGTTGCTA ATAAAATTCA ATGTAATTTC AATTTTATGA TCATTTTCGA 551940 

TTAATTTATC GTCTATATTA AT AAAAT T T A AGGTTTTTAA TAATTTTAAT ATCTTTAGGT 552000 

TTACTTTAAT ATTTTTATTA AAAATTTTCC ACACATTGTG ATTGGATATA TTAATTAAAA 552 060 

AATTGCTTTT GGCCTCAGAG ATTATAAATA C AT TAT TAG T TTGATTTGAT ATTATTTTTT 5 5212 0 

. TAAACAAGCA TTCATTTTTT AAAAAAAACT CATAGCTCCC ATAAC TTGTT AGGAGGGCTT 5 5218 0 

TGTGAGTTTT TTTTTCTTCC AACTTAAATG ACAAGTCGTT TGTATTATCT GAATAAAATA 5 5 22 40 

TGTTTTCAAC CAAGGAGTTT CTAGCTTGCT TTATATATTT CGTCCTTTGA TTGCATCTTC 5 523 0 0 

TACTGTGTTT ATTTCCATAA ATTCTGTTCC . TTTTTCAATA TTTCTATTTG GATTTCCAGA 5523 60 

AATAATTATT ACAGTATCTT TGTCATTAAC AACACCTTGT TCTTTTAACA TTTTAAGAGA 5 52 42 0 

AGTT AC T AC A AATTCGGTAG TTCTTTTGAA ATTATTGTCT ACAAGATTAG AATAAACCCC 552 480 

GTAAGATAAT GCTAATTCTC TTGCTAGTCT TTCGCTATTT GTTGTAATGA ATAATGGAAC 5 52 540 

ACTTGCTCTG TAGGTTGCCA TTATTCTTGC GGTTTTGCCT TTTAGAGAAT CTACAATAAT 5 526 0 0 

TGCTTTTATG TCCATAAGTT TTGTGGCATC AATTGCACAT^ TTGATAATAT AGTTTCTTGT 5 52 6 60 

GATACTTTTA TCGTAAAAAA GTTCATCCTT ATATAAGGTC ATTTTTCTGT GTTTTTCAAC 5 52720 

TTTTTTAGCA ATGCTTGTCA TCATTTTTAC AGCTTCAATT GGATATTTCC CGTAGGCGGT 5 527 8 0 

TTCTCCGGAT AACATAATTG CGTCTGTGCC GTTTAAAATA GCGTTAGCGA TGTCAGACAC 552 840 

TTCTGCTCTA GTAGGTCTTG GATTTTCAAT CATTGTATGA AGCATTTGAG TTGCTGTAAT 5 52 9 00 

CACGGGTATT CCATACTTTA TACAGGTTTG TGTTATTTTA AGTTGAGCAA TGGGT AC AT C 552 9 60 

TTCTGCAGGA ATTTCAACTC CCATGTCTCC CCTTGCAACC ATTATTCCGT AAGA_AGCTTT 553 020 

TGCAATTTCT TCAATGTTGT CAATTCCCTC TTGATTTTCG ATTTTGGATA TAATTTTTAC 5 53 0 80 

ATCAGGATTT CCAGAGGCAG. TTAAAATTTC TTGAACATCT TGAACGTCTT TGGAATGTCT 553140 

TACAAACGAA TGGGCAATAA AATCAACATT ATATTTTGCT GCAAGCTCAA TAAATCCTTT 55 3 2 00 
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GTCTTTTTCG GTTACTGATT GTAGCTTAAG AGAAATTCCG GGGGTATTGA TTGATTTTTT 5532 60 

ATTTTTAATT TGGCCGTCAT TTTTAATTTC ACAAATTAAT CTGTCAGGCA ATTTGGCAAC 553 320 

AAC AG TC ATT TCAAGTTCAC CGTCATCAAT TAGCACTTTA GATC C TTGGG GTACTTCTTT 5 53 3 80 

AACAAATCCA TCATAATTGG TTTGAAAGTT ATTAGGCTCA TTAATAGGCG AGGTTGAAAT 55 3440 

GATTACCTTG TCTCCAGTTT TTACAATAAT AGGATTTTCA ATATTTGCTG TTCTAACTTC 553 500 

TGGTCCTTTT GTATCAATCA TTAAAGC TAT TTTATTTGAA ATTTTTCTAA CATTGTCTAT 553 5 60 

TACTTTTATT GTATCTTCGT GTGATTGATG AGCAGTATTT AGTCTTATAA CATTTACCCC 5 53 62 0 

TGCATCGTGT AAATCTTTTA TATGTTCTGG TTCGCATCTA AGATCAGATA TTGTTGC T AC 55 3 680 

AATTTTTGTT AACTTTGAAA TCATAAAGTT CTTCCTCCAC TTTTATAAAT TTTATGCTTT 55 3 740 

TTGTCATTGA AT AAC AAT AT TTTGTAAAAA ATTCAAAACT TTACTTTGCT ATAAGCAGTG 55 3 300 

TTTAGGTTTG ATTTTTTATT TTTTTTATTA GATTTTCATC TAGCTTAATA TGTAAATTTT 553 860 

TTTCTGCTTT TGGAATTACA AGGCCCAGCT TTTTATTTTT AACTCTTCTT AAATTTTTAA 553 920 

CTTGAGTGTA GTAAAGATCG GCTTTTCCCG ATTTTTTTGC TAATTTTGTG TAAAATACGC 553 980 

AT AAATT AC C AGCACCTAAA AGGACATCAA GGCTAGGAGT TTTATTTTTT TGATTTTTAA 5 5 4040 

TAAAAACATA AGCTCCAGGA TAATCTCTTG T ATGAAGC C A ATAGTCATTT CCTTTAACGC 5 54100 

AATGTCTTAA AAGTTTATCG TTTTCTTTTG CGTTTCTTCC AATAAGAATT TCAAATCCAC 5 5 4160 

AATAGGTAAA ATGCAAGCCT ATTTTTGGCG TTTTTTCTTT T T C T T T AAT A GCAGTTTTTT 5 54220 

CTTGATTATA TTCTTCTTCC GGAATTAAAT TTTCGACTTT TAACATTGTT ATTTTTGATT 5 5 4280 

GAATT AAATT AAATTTATCT AGATTATCTT TTAATTGATT TTGTATGGTT TTGAAAGAAT 55 4340 

TTTTGCCCTT TTTATATGCT TTAAAATATT GCAAGGCATT TTCTTTTGGT GATAATGATT 5 5 4400 

GGTTTAAGGA TATTTTAATT TTTTCTTCTT TATAATTTAA GAGGTTTATT TCTTTAATCC 5 5 4450 

CTTTTTGTAT TTTGTTAATA TTTAATAAAA TCAATTCGCC TTTTTCCTTT TCGTTTTCAA 5 5 45 20 

TGTTTTCAAG CAGTTTAATT TGTTGTTTTA AAGAGTC TAT TCTTTTTTCT AAAAC AATT A 5 54580 

ACTCTTTTTT ATATTTTTCA ATAAGCAATT C TTTTAT ATT GGTTTTTTTA ATTTGATCAT 55 4 640 

TAAGCGATTC GTAGTAATTT TCAAGAAATT CAGAATAAGA TGTATAGCTG GTATTATTAT 5 54700 

ATTCTTCCTT TAGTTCCATA ATTTTTTTAT CAGACATTTT ATTGCTTTCA TGTATTTCTT 5 54760 

TAGCTTTTAA AAAGATTTCA CCTGTTGTTT CTTTTATTTT TGGCCTTCTG TAATATGCAT 5 54 82 0 

CTAGTATTTT AAAGTTTGAA TTTGTAGCTA TTATATTGGG CGAGGATGGC"- CACAATTTAA 5 54880- 

TAAATAAGAT AATCATATCT TTTTGCAAAA TCTCAAGAGA AATGATTCTT TCATTTTTCA 5 5 49 40 



TTTGGAAAGC 

TTAATTTTAA 

GATTTAAGCA 

CCAAACTTTT 

CTTTAATCAA 

TTCAAGGTGT 

ATAATAGTTT 

GTTTAAATGT 

AACAATACTT 

ATATTTTGAA 

TTTTACTTTA 

TATTATCAAT 

TTATGTTCCA 

AGGTCTTATG 

AGAAGATCTC 

TTACAAGGGG 

TAGAAGAATT 

TGTGAAGTTT 

AAATAAGGTA 

GAAAATGATT 

ACTCTTGAAA 

GAATCTAATA 

AGCGAATATT 

AGACTTAATA 

TTAAGCGACA 

ATTTTTAAAG 

AGAGAAGTGG 

TCAAATATTC 

GGAGATTTTT 

GGCGATGATT 



TTTTATAATT 
AGCATTCTTT 
GATTAGTATT 
GTAATCCGGT 
AGTATTTATT 
TTATATCTAA 
ATTTCCATGA 
AGTTTTGTTA 
TTATTAGTTT 
GGAATTTATG 
AAGGGGTTAA 
TTAGATTCAA 
TCTCTTGGGA 
AAAGTTTTAA 
GATTC ATCTG 
GCTGCTACTA 
ACTGCTTTTC 
AATGTTGGAA 
GATAATTTTT 
TTATTAAATT 
TGGTAGCTGA 
TTGAAATTTT 
TAGACATTGA 
ATAGTTATAT 
ATAAAGTTTC 
TCTTTTTAGG 
AAGGCTATTT 
ATGAAGTGTC 
TATCTTTAAC 
TAGTTATTGT 



TTTCCATTTT 

TTGAAATTTT 

TTAAATTTTT 

TGTATTATTT 

TCAGTGTAAT 

GCTTTAAATT 

TATGTAGTAT 

ATAGCTTAAG 

TGTATCCTGT 

CTAAATATCA 

AG C AAAC AG G 

ATAATCAAGT 

CTTCTTTTAA 

ATAGTGAGTA 

AGCCTGGAAA 

TTAATTCTTT 

CTACTAGTGG 

TTCTTGATAG 

TATATGATAT 

TGGGAGTTAT 

GG AT AT T AAA 

CCCAAACGAA 

TTCTAGATTG 

TGGGATTAAA 

AGAAAAAAAA 

CATTGTTGGT 

TAAAAAATTT 

TTTTGATAAA 

GTATAGTGAT 

TGATGAGTCT 
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GAATTTTTGA 

TTTTTGTTAT 

TATTGTCAAT 

TTGTTATTAA 

TCAAAGACAT 

TTTATTTTAT 

TATGGAAATA 

CTTAATAATA 

TGTTGTGTTT 

AAATATAGAG 

TGTTTTGCTT 

TTTTGTAAGT 

TCAGCAATTA 

TAGCGTATCT 

AT AT ATT AAA 

TATTATTGCT 

TGGGCGCGAA 

CAAATTTAAA 

TAAAAAAAAT 

TTGAGAAAAG 

ATTTCTATTA 

GTTTTGGCTG 

ATATCAACAC 

TCTGAAGATA 

ATATTTTTTT 

GTTCTTTTAT 

TTCAATCTTA 

AAGAATTTTT 

GATATTGCAA 

AAAAAAAG T A 



TTTTAAGAAG 
AT GGAATC T T 
TTTATTGTAA 
AGAGTTTGTG 
TTTTATCAAA 
GT ATT AAAC T 
AAGTTTATTG 
AGAGTTCATA 
TCTCAAATAT 
GACATGCAAG 
T AT AAGTTT C 
GATGGTGAAT 
TTAAAGGGTA 
TATACCAATT 
TTAACCTTTT 
TTTGCTCCGG 
ATAGTTATTG 
TATGATCCTC 
TAAGGTTTAA 
TTAGAGATAG 
AGTATCTTAA 
TTGGATTTTT 
TTTTTAAGGA 
AAATTTCAAA 
TTAGTTTAGA 
TATTTGTGTT 
GTCAGGATGA 
GGAACGTTTC 
AATATAGAGC 
AGAAT ATTTT . 



TCAGAAAATC 
GTAGTGTTTG 
ATCTCTAAAA 
AAAGGAATTT 
TCCTAATTCT 
AG TACT ATT A 
ACAATAAATA 
GAATGATAAA 
CTGCAAATCA 
CAACAATTAA 
CAGACAAGTT 
TTTTGACAGT 
GTAGTGGGGG 
CTCCAAATTT 
CTAGAAAGCT 
ATGGAATAAT 
ATTTGACTGC 
CAAAATCTTC 
ATCTATGAAA 
TAAAAATTTG 
GGCTCTTGAA 
AAGAACTTAT 
TTATAAAAGT 
TTTAGGATTT 
ATCTTTAAGT 
TCTCTATTTT 
AAAG AT AAT T 
TCTTAAAGAG 
ATCGTTTATT 
AAATTTAGGA 



555000 
555060 
555120 
555180 
555240 
555300 
555360 
555420 
555480 
555540 
555600 
555660 
555720 
555780 
555840 
555900 
555960 
556020 
556080 
556140 
556200 
556260 
556320 
556330 
556440 
556500 
556560 
556620 
556630 
556740 
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GAGTTTAAAG AGATAAATCT TGATGATAAT ATTAGAGTCA AAATTATTTA T GAGAATT AT 5 5 6300 

TATTATGATA AGTTGAAAAT AGCTCATGTA AGTTTAGAGT CTTTTGCTTT AAATGTTAAA 5 5 6860 

TATGTATCTG AAACTAATAT TGACAATAGA TTTAATATTT TAAATTGGCA GTTTGATGTT 55 692 0 

AAGGGAACTG AAAAATTGCC GAGCAGCAAT TATCTTACCC TATATTCTTC TCAAAAACTT 55 6 98 0 

TCAAATGTTG ATTTGAAAAT CGATTTTTTA AATGATACAT TTTTTAGATA TGCCGATGAA 557 040 

AACAATCTTT ATGGGAAGTC TCTTTTTGCA TCCAAAGGTA TTCCTATTAA TTTAGCTTTT 5 5710 0 

GAAAAATCTT TGATACTATT TTTTTCAAGA CTTTCTGATG TTAATATCAT TCTTAATGAC 5 57160 

AGAGACATTA CTCCTTTTTT AAAAGAGCAG GGAAAAGAAA TTTTTGCTGT TCAATTTTTT 5 57 22 0 

TGGGTAAAGA CCCCCTCAGG GTTTGATCTT AAGGTTTCTG AAGTTTATTA GTGATGGATA 5 57 2 30 

AAATAAAAAA ATTTTTTTCT AGCTTAAATA CTTCTCAAGA AAAAATTGTT TTTAGTAAAA 5 57 340 

GTAAAAATCC AATGCTTGTT TTAGCAGGGC CTGGAAGTGG TAAAACAAGA GTTATAATTG 5 57 400 

CAAAAATTGT TTATTTAATC AAAT AT AT G A AT AT AGATC C CAATGAAATT TTAGCTTTAA 5 5 7460 

CTTTTACCAA TAAAGCTGCA AATGAAATGA ATGATAGGAT AAATGATCTT TTAAAATTTG 5 57 52 0 

ACAAAAAACT TCATATTCAA ACTTTTCATT CTTTTGGGTC TTGGCTTTTG AGAGTTTACT 5 57 5 80 

ATAAGGATTT TAACGAAAAT TACGATTCAA ATTTTACAAT TTGGGAT AC T AATGATGTTG 5 57 6 40 

TTAAATTTGT TAAACAAATT GATCTTGCTC CAAATCTTGA AATGGCAAAA CATATTGCAG 5 577 0 0 

CTTTGATTTT AAAAGACAAA GAAAATTTTT TCTTAGAAAA ATTTATTCAA TTTACAGAAA 5 57 7 60 

AGGAATATGA GTATATTAAA ATTTATGAGG AAGAGAAAGC TAAAAATAAT GCTTTTGATT 5 57 8 20 

TC TC AGATC T TATTATTAAG CCTATTTTAA TGCTGAGGCA ATCTAAATCT TTAAAAGAGT 5 57 8 30 

CTATTCAATC TAGATTTAAA GTTATTTTTG TAGATGAATA TCAAGATACA AATTATTCAC 5 5 7940 

AATTTTTATT TTTAAAAGAA CTTTATTTAG ATGGTATGTA TTTTATGGTC GTAGGAGATG 5 580 0 0 

AAGATCAGTC AATATATTCT TTTAGGGGAG CTAGAATTGA AAATATTCTT GAATTTGAAA 5 580 60 

AAACTTTTGA CAATGTTATT AAATTTTATT TAG TGC AAAA TTATCGTTCA AATTCAAATA 5 5812 0 

TAGTGGGCAT TGCAAATGAG GTTATTTCAA AAAATAAAAA TAGATATGAA AAGCAAATAA. 55 818 0 
CAAC TC AAAA TAGTTCTAAT AAAAGGATGA AATTTTTAGT TTTTCAAAGC ACTTCAGATG ■ 5 5 82 40 

AAGC TGAAT A TTTTTCTAAT TTGCTTATTT CCAATGATAT TAAGACAGCA ATACTTTATA 5 533 00 

GATTTAATTC TCAATCTTTT CATTTTGAAA CATCTTTTTT AAAGAAGAAT AT C C C AT AC A 55 8 3 60 

AGGTTTTAGG ATCAATTAAA TTTTATGATA GAGAGGAAAT AAAAGATATT . ATTTGTTTGC 55 8420 

TTAGGCTTTT TATAAACAAG AAAGATAAAA TATCTTTCTT GAGAATGATA AACAAGCCTT 5 5 348 0 



Cjj 
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CTAGAGGAAT TGGAAAAACT ACTCTAGACA AAATAATTAG TTCTTTAAAC GATAAAGATG 55 8540 

TTAATTTCAA TTTGTTTTGT GCAAGTAAAA AGACTTTAGG TTTGCTTAAA AAT AG AG CCA 558600 

AAGAGTCTCT TTTATTATTT TTAAATGTTT ATGAGGAGCT GGGTAAAAAA CTTTTTGAAG 55 8 6 60 

ATAATTATAT TAATTTATCT GCTTTTATTG AGGATGTAGT AATTAGGTTT GGTCTTTTAG 5 5 8720 

ATTATTATAG AAAATTTGAT AAGGACGAAA AATTAAGAAA TATTGATGAA CTTATTAATA 5 5 8730 

GTGGAATTGA ATATTCAGGC ACGTTTGAAG GTCTTGCTAT ATTTTTAGAA AATTCTTCAC 55 8 340 

TTTCTCCTTT AATTTCTGGA GATTTTAAGT CC AAT AT ACT TTTGTCTTCA ATTCACGGTG 5 5 89 00 

TTAAGGGGCT TGAATTTGAT AGAGTTGTGA TTTCTGGGCT TGAGAAAGGT CTTTTACCTG 55 89 60 

CTGAAATTGA AG AAT T AAC A GAAGATAGAC TTGAAGAGGA GAGAAGGCTT TTTTATGTkG 5 5 9020 

CGATCACAAG AGCTAAATCA GAGGTTATTG TTACCTTAAA CTTAAGGCGA GCTTTTAGAG 5 5 90 80 

GTTCTTATAA GGGCACTTTG CCTTCTGTTT TTTTCCAAGA TATTGACAAA AACTCTTATG 5 5 9140 

ACATTATCTT TATCCCTGAG TATTTAAAAG AG AAT T T T AA TAATTTTTTT AT T AAT AAC A 5 5 92 00 

AAAGGGATAT TGGATTTAAT ATTGGAGATT ATATAATTTA TAATGGAGAA AAGGGAATAG 55 92 60 

TTGTTGATAG CTGGTACCAA AGCAACTTGC AGTTTGTTAA AATTAGTTTG AGAAATGGTA 5 5 9320 

AGAAAGCTAT TTTGAGTCCT GAGTATATTA AAAAAATTGT CAAAGTTTAG AGGTTTATTT 5 5 9380 

TGAAAGATAT ACATTTAAAA AATAGCTTAA AATTAAGCTT AGTGACACTT AGTAGAGAGA 5 594 40 

GTGAAGATAA ATTTATTTCA AAATTTGAGA AAGTTATTAA ATTGGTTAAT AAAATTTCAA 5 5 95 00 

ATTTTGAGGT TCAAATTAAT TTTAATGCTA ATAAGAAAAA GATTTCTACG TTGCGCGAGG 5 5 95 60 

ATAAAGTAGA ATTTTCTCTT TCTATTGAAG CAATTAAAAA ACTTAGTAAT TCGTTTTTAG 55 9620 

ATGGATATTT TTCATCTCCT AAAATATTGG AGTAAGGATA AGGTGTTGGA CTTAAGTAAT 55 9680 

TTAACTTTAA CCAAAATTCA AGAATTAGTT TT AAC T AG AA AATGTAAAAT TTATGATATT 5 5 97 40 

TTGCTTGCTT ATAAAAATAA TTATGAGCTA AATAAAGATA TCAATGGATA TATTGAATTT 5 598 00 

TTTGATGATT CTTTAGAGAT TGCAAAAAGG TATGACGATT GTTTAAAAAA TTGTGAATTA 55 98 60 

GAAGATTTGC CTTTAATTGG TATGCTTATT GCAGTCAAAG ATAATATTTC AATTCAAGAT 5 5992 0 

AAATCTTTAA CTTGTGCTTC TGAGATTTTA AAAGGTTATA TTTCTCCTTA TGATGCGACT 55 99 80 

GTTATTAAAA GGCTTAAGAA TAA.AGGAGCA ATTTTAATTG GT AG AAC C AA TATGGATGAA 5 60040 

TTTGCCATGG GTTCTACTTG TGAATTTTCT TATTACGGTG C AAC T T T AAA TCCTTTAAAT 5 60100 

AG AGAAT AT G TTATAGGTGG TAGTTCTGGA GGCTCTGCAG CTGTAGTTGC AGCTTTTCAA 5 60160 

GCACCTTTTT CGCTTGGTAG T G AT AC T GG A GGTTCTGTTA GGCTGCCCGC ATCTTTTTCA 560220 

GGAATTTTGG GTTTTAAACC TTCTTATGGA GGTCTTTCTC GCTATGGGCT TGCATCTTAT 5 6 0280 
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GCTTCGTCTT TTGATCAAAT AGGATTTTTT TCTCATTCTA TTGAAGATAT TGCTTTAATT 5 60 3 40 

TTAAAGCATA CTTGTGGATC T G AT AAAATG GATTCTACTA GTGTAGACAT TTTTGATGAT 5 60 40 0 

TTTTATCCTT TAAAAATTGA GTCGTTGCAA GGTAAAAATT TAGCTGTAAT CAAAGAGCTT 5 60460 

AGCGAAGATC TAATGGAGAA AAATGTTGCA AATAGTTTTG cAAAGTTTAA ATTAGACCTT 5 6052 0 

TTGTCAAAGG GTATTAATAT AAAAGAAGTT TCAATAGAAG AGATTAATTT TATTTTATCA 5 6058 0 

ATTTATTATA TAATTTCTCC TGTTGAAGCA TCCTCCAATC TTGCTCGTTA T AC T GG AC TT 5 60 64Q 
TGTTACGGCA AGAGAATCTC TGAAGGTTTG AGTCTTAATG ATTTTTATTT TAAACATAGG " 5 607 0 0 

AGCAATTTCT TGTCAGAAGA AGTTAAAAGG CGTATTGTTC TTGGAAATTA TTTGTTATCA 5 6 07 60 

GAAAGGTATG ATTCTAAATA TTATGCAAAA GCTTGTGAAA TTCTTCAAAA T T T GAT TAT T 5 6 032 0 

CCTAAATTTA ACAAGCTTTT TGAAAGCTGT GATTTTATTA TTACCCCAAC AAGCTTTGTT 5 60S SO 

AAACCTTTTA GACTTGGTTT GGATTTTGAT GATCCTGTTA AAATGTATTA TTCAGATATT 5 60 940 

TGTACTGTTA TTGCAAATCT TATTGGAGCC CCTGCTATTT CGCTTCCATA TTCTAAGGAT 5 610 00 

GAGGAAGGAT TGTCAATTGG GATGCAAATT ATTGGGCGTA GCAAAAAGGA TTTTGAACTT 5 610 60 

TTAAGTTTTT CAAAAAATGT GATTAGGGAA TTAGGATTGA ATGGAATATA AATTAGTTAT 5 61120 

T GG AT T AG AA ATTCATGTTC AACTGGGTTT AAAAACAAAG GCTTTTTGTG GAT G T AAAAA 5 61180 

TGAGTTTGGA GGAGTTCCCA ACTCTCGTGT TTGTCCAATT TGTC TTGGAT TGCCAGGTTC 5 612 40 

ATTACCAAGT GTGAATGTAG AGCTTATTAA TAGTGCAATT TTAGCGGGGC ATGC C AC AAA 5 613 00 

TTCAAAGATT AG AAAT GTT G TTAAATTTGA TAGAAAGCAT T ATT AT TAT C CAGATTTGCC 5 613 60 

AAAAGGATAT CAAATCTCGC AAAATGATAA GCCAATTTGT GAGGGGGGAA GCTTATTGAT 5 61420 

TGAAACCCCT TCTGGACCCA AAAAGATTAA C ATT ATT AG A ATTCATATGG AAGAAGATTC 5 6148 0 

TGGCAAGAGT CTACATTTAC TGGACAGTGA AAATCAAAGT TATGTTGATT TTAATCGCTC 5 615 40 

GGGTGCTCCT TTGCTTGAGA TTGTTTCTGC TCCAGATATT AACAGTGGAG ATGAAGCAGT 5 61600 

TGCTTTCCTA AGCTCTTTAA" GAGAAATTTT TAGGTATCTT GATTTGTCCG AATGTAATAT 5 616 60 

GGAGAATGGT TCTTTTAGAT GC G ATGT AAA TGTTAATTTA ATTGTTAAAG AGAATGGTGT 5 617 2 0 

TGAACATAAA AC T CC TAT AG C TGAAAT AAA GAATTTAAAT TCTTTTAAAT CTATTAAAGC 5 617 80 

GGCCATTGAA TATGAAGAAT TAAGGCAGCA AC AGGAGTGG ATTCAATTTA AG AAAAC T C T 5 518 4 0 

TAATAGTTGT GGTAAGCACA CTAGAGGATT TGATGATAGG AGCGGAGTAA CGGTTATTCA 5 619 00 

AAGAAATAAA GAG AC AG TAT CTGATTATCG CTATTTTCAA GAACCCGACC - TGCCTTTAAT 5 61960 

AG AG ATT GAT GATTCTTATA TTGATAATAT TAAAAATTTA AAGTTGATTG AACTTCCATT 5 62 02 0 



TCATGCAAGA 
AACAGCAGAT 
CAAAAAAGTA 
TAGTGTTCTT 
TGCTGGCAAA 
AGTTTCTGCC 
TATTAAGCAG 
AAAGGGCAAA 
AAAGATTAAT 
TGCCTTTAAT 
TTCATGGTAA 
GGGTTCAAGG 
ATCCTTCTGT 
GGTCTGTTTA 
GTAAAAATAA 
GATTTAGTAA 
TTAGCATTGT 
CTGTAACTTT 
TCGATATTGA 
TTCCTCTTTA 
ATTTAATTAG 
ATCTAGATAA 
ACAGTGATCC 
AGCGCTATTA 
GAGAAAAAAT 
GTTGTTAAAA 
GAC AATGTT A 
AAACTTTATT 
T T GT C AG AG A 
GGCCCTTTGG 



ATTAGGCTTA 
AAGCATCTGC 
GCCAATTGGA 
GAATTTAATT 
ATAAGTGGCA 
TCTGTTGTTA 
ATTGTGCTTG 
GACCATGCTA 
CCTATACTTG 
AGATAATTTA 
GAGGTATTTG 
TTTAAATCGC 
TTTTAAAAAT 
TATTTTTAAG 
ATTTTTTATG 
TATTAAATAT 
T G T T AT GG AT 
ATC TTTAGCT 
TTTTAATTCT 
TGATGCTTGT 
TCCAAATTTT 
TT T T AAAAAA 
TTACAAATAA 
TGAATAAAAT 
GGTATGTAAT 
TTTTAAGAGG 
TCATTATTAA 
ATAGGCATTC 
GAAAGCCTTG 
GGCGTAATCT 



AGGGCCAATA 
TTAAATATTT 
TATTGTCTGA 
TGCTTCCAAG 
AAATGGCAAA 
TAAGTGAAAA 
AAGT T T TAG A 
TCAAATTTAT 
CAAATGAAAT 
C C AGTGATT A 
GATTTATATT 
CTTTTTAAAC 
CAGTTTATCA 
C T AG AAAAAG 
CCCTGGGAAA 
CCTATGATTT 
AATCTTTCTA 
AG AC AT AC AT 
TTTGCCACAC 
TATCATGCTG 
AGTATTCCAT 
CTTTGTTTTG 
TACAATGAAT 
AACCAATAAT 
TGATGCAGCA 
CAAACATAAA 
TGCTTCTAAA 
AAGATATCCT 
TGCTCCTCTT 
TTTTAGAAAT 
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TGGGCTAAGT 

TGAAGAGGCT 

AGTTTTAAGC 

CT AT ATT AC A 

AAGGGTATTT 

T C AATT AG AG 

TGAAAATCCT 

GATGGGGCAA 

TCTTTTAGAA 

AAAGGGCAAG 

TAAATGGTGG 

AAACTATGTC 

ATTTGGTATT 

ATGCAAAAGA 

AAGAAGAAGG 

TTAATATTCC 

GAAAAATAGA 

TAAGCAAGCT 

CTTTATTTAG 

AAATTTTTAA 

CTATTGTTCC 

CTCTTAAAAA 

GAGATTTATG 

GATACGATTT 

GATAGAATTT 

GCTTATTATA 

GTTAAGCTGA 

GGAGGTCTTT 

GAAATTGCTA 

TTAAAAGTCT 



GATTTTGATG 
GTTATTAATT 
GTTCTTAATG 
GAGCTTGTTG 
T C AG AGATGA 
CAAGTAAGTG 
AAATCAATTG 
ATAATGAAAA 
AGTTTATCAA 
ATTTTTTTAT 
AAGAAATTTT 
AAGGGGTTTG 
TACTTTTTTT 
AT T T T T ATT A 
AATATATGAG 
TTTGCCTGAT 
ATTTAAAGAT 
TTTATTTTAT 
AATAGCTGAT 
TGAATTTCTC 
CCTGAAGTTC 
TAAGTTTATT 
CATAAAATTA 
GGATCAAGCC 
TAGGTAAAGT 
CTCCCCATCA 
CGGGGAAAAA 
ATTCTGACAC 
TTAAGGGTAT 
TTTCTGGTTC 



TTATTACTTT 
CAAGCGATCC 
ATAAAGGAAT 
AATTTATTGT 
TGACTAGAGG 
ATAAGTTTGT 
AACTTTACAA 
AATCTTCAGG 
ATGTATGATT 
C T T T AC GAT A 
TTAGGTTATA 
ATATCCCCTT 
AAAGAGGCTG 
TCTTTAACTG 
TTTAGAGTAG 
TTTATGTCTG 
AATTTTGATG 
AAGAAAAATA 
AGGTATATGC 
AAATTTGGGT 
TC TAAAGGAG 
GATGGGCTTG 
TAAAGGGTAT 
AAAGACTGTT 
TGCTGTGGAT 
AGATTTAGGT 
ATATCAACAA 
TTTTAGAACA 
GTTGCCAAAA 
AGAGCATACT 



562030 
562140 
562200 
562260 
562320 
562380 
562440 
562500 
562560 
562620 
562630 
562740 
562800 
562860 
562920 
562980 
563040 
563100 
563160 
563220 
563280 
563340 
563400 
563460 
563520 
563580 
563640 
563700 
563760 
563820 
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CTTAAAGCTC AAAATCCTAT AAAGCTGTAA gCTAATTTAG AGAGGTAAAA TGAAAAAATC 5 63 880 

AAATTTTAGC AATGTTAATT TATCAATGGG AACTGGTAGG AGGAAATCTT CTGTTGCTAG 5 63 940 

AGTTTACATT AGAGAGGGTA GTGGC AAT AT CAAAGTAAAT AAT AG AG AC T TTGACTCTTA 5 64 0 00 

C AT AC AAC TT GAAAATTTAA GAACAJVTGGC TTTATCGCCT TTGGTTTTGA CAAATACACT 5 64 0 60 

TGGGAAATAT GATCTTTATA TTAATGTTTA TGGGGGAGGG ATTTCAGGTC AATCAGGGGC 5 6412 0 

AATAAGGCAC GGCATTTCAA GAGCTCTTTT TAAAC TTG AT GAATCTAATA AG AT GAT T T T 5 6418 0 

GAG AT C T AAT GGGTTTTTAA CAAGAGATTC AAGGAAGGTT GAACGTAAAA AATTTGGGCA 5 6 4240 

GAAAAAAGCA C GAAAAAGT T TTCAATTTTC CAAAAGATAA TTTTATTTTT TTATACATTT 5 6 4300 

TACATTTTTA TTTAATTAAA AAAAATCCCT TTTACAGGGA TTTGATTTAT TTTTGTTTAA 5 643 6 0 

TAGAATAAAA GACGCTCTTA CCGTGGTATT CAGCAGTTGT TTCCAATTCT TCCTCTATTC 5 6442 0 

TTATGAGTTG ATTGTATTTT GCTATTCTAT CTGTTCTTGA GAGTGAACCA GTTTTGATTT 5 64480 

GTCCTGTTCC AAGAGCTACT AC AAG AT C AG CTATTGTTGT ATCTTCTGTT TCTCCCGATC 5 6454 0 

TGTGAGAGAC TATTGCTGTG TAACCCGCTT TTTTAGCCAT TTCTACAGCC TCAAATGTTT 5 646 0 0 

CTGTTAGTGT TCCAATTTGA TTGACCTTAA TAAGGATTGA ATTGGCAACT CCCATTTCAA 5 646 60 

TTCCTTTTTT AAG AAAC GAG GTATTTGTTA CAAATAAATC ATCTCCAACA AGTTGTATTT 5 6 4720 

TGTTTCCAAT TTTGTCTGTA AGTTTTTTCC ATCCATCCCA ATCTTCTTCA GCCATTCCAT 5 64780 

CTTCAATTGA AATGATTGGA TATTTTTCTA CCCACTTTGC CCAATATTCA ACCATTTGTT 5 64840 

CGGAAGTAAG -TTTTTCTTTT GTTGACCATT TAAGTACGTA TTTTTTTGTT TTTGGATC AT 5 64900 

AAAGCTCAGA TGTTGCGGGA TCAAGAGCTA TTGCAATGTC TTTTCCAGGT TCATATCCTG 5 64 960 

CCTTCTTTAT TGCCTCTATA ATCACTTCAC AAGCTTCTTC ATTTGATTTC AAATTTGGAG 5 6502 0 

CAAATCCCCC TTCATCTCCA ACAGAAGTTG CAT AC C C TTT GCCACTTAGA ATGCCCTTTA 5 6508 0 

GCGTATGAAA AACCTCTGCT GCCATTCTTA TTGCTTCACT GAATGTTTTT GCTCCTATTG 5 5514 0 

GCATTATCAT GAACTCCTGA AAGTCAACAG AGTTGTCAGA GTGTGCACCG C C AT T AAT AA 5 6 5200 

TATTACACAT AGGTGTAGGC AAAATGTTGG C TT.TGT AC GC TCCAAGATAT TGATAAGGCC 5 6 5260 

TAAGTCCAAG GTACTTTGCA GCAGCTTTAG CTGTAGCCAT TGAAACTGCT AAAATTGCAT 5 6 5320 

TAGCACCAAG CTTTTCTTTT GTAGGGGTGC CATCAAGTTC AAGCATTTTT CTGTCGATTG 5 65 3 80 

CAACCTGATT TAAGGCACTC ATACCTTCAJ^ GTTCTGGGGC AATTATGTTT TTTATATTTT 5 65 440 

CAATTGCCTT TAAAACCCCT TTTCCCATAT ATACAGACTT ATCACCATCT. CTAAGCTCAA 5 65 500 

CAGCCTCGTT AATTCCTGTT GATGCACCTG ATGGT AC GGC AGCTCTTCCG TAAGTTCCAT 5 65560 
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CTTCTAAAAT GACATCAGCT TCAACTGTTG GATTCCCTCT AGAATCAATG ATTTGTCTGG 5 65 62 0 

CTTTGATTTC ATAAATGTGA AAACCCATTT TTTGTACTCC TCGTATTATT TACTTTAATG 56568 0 

TATATTTTTA GTATAATGTT AAAAAGTTTA AATGTGTAGT ATTTTTCCAA AAGAATTATT 5 6 57 40 

ATTGTGAGCT TTGTGTATAA TCTATGAAAG AAAGGTGTTT GTATTTATTG GTTTTTGTAG 5 6 5800 

CTTTATGTGT TAACAATCTT TTTTCAGATG ATTATTTAAT TTATGACTTT GATTTAAGTT 565860 

TAAATGAATT TCTAGAAGTT TCAACAAGAA AAGACAATCT TGAGCCTATG GTTGATTCCA 5 65 92 0 

ATCGTATATT ATTGTTTTAT CCTCCTAAAA AAGAAATTAG AAAAATTTTT GCTGCCTTTG 5 65980 

ACTTTGATCA GTATTCTAAG AAATATTTAT TCAAAAAAAA TGAGCATGGA GTTTTTTTTG 566040 

TTAAAGTTAA TATTCCTCAT GGCACAAGCA GTATAAAATA TAGGCTTATT GTAGACGGTG 5 6610 0 

TTTGGACTAA TGACGAGTAT AATAAAAATG TAGTTTATAA TGA.GGATTTA ATCCCATTTT 5 6 6160 

CTAAAATTGA GAT C GC T AAA GAGAAGTCCA GCTATATTTC TTTGAGAAAT CCAATACAAT 5 6 6220 

CATATGATAA CAATGAAATT GAAATTTTTT ACATAGGTCG TCCTGGACAA ATAGTTACAA 5 6 6230 

TAGCTGGTAG TTTTAACAAT TTTAATCCTT TTTTAAATAG GCTTATTGAG AAAGAGGACA 5 66340 

ATAAGGGAAT TT AT AC T ATT AAGCTTAAAA ATTTACCCAA GG AT AG AATT T ATT ATT ATT 5 66 40 0 

T TAT T G ATT C TGGTAACAAA GTAATAGATA AAAATAATGT TAATAGAATT AATTTATATT , 5 6 6 4 6 0 

TTGTTGAGGG AATTGATAAT AAAATAGATT TCGAAGTTTC CTATTTTGAT CATAAGTAAG 5 66520 

CTTTTAATTA TTTATCTGTT CATCTCATCA AAAAGGTATT TAG AT AC AAA GTGATCTTTT 5665 80 

TCTACTTCTT CGAGCTTTGG ATGTACTTGG GTTGATAAAT GAATTTTTCT AATGTTTGCT 5 66 640 

AGAGTTTGCT CGTCTAGTTT TATATTTTTA TTTTTTCTTT TTTCAGGGTT GATTTCAGGA 5 6 6700 

ATTGATGCTA TTAGCATTTT AGTATATGGA TGAATTGGAT TTGAAAATAG CGTTTCTCTA 5 6 6760 

GGTGC AAGTT CCAGGATAAC TCCAAGGTAC ATTACAGCAA TTTTATCACT CATATATTTT 56 6820 
-ACTACGGCAA GATCGTGAGA AATAAATAAA TAAGACAAAT TGAATTCTTT TTGCAGAGCT ' 5 66330 

TTTAGAAGAT TTAAAATTTG AGCTCTGATT GATACATCAA GTGCAGAAAC GGCTTCGTCT 5 66940 

AAAAGCAAAA GCTTAGGATT TAAAGCTAGT GCTCTAGCAA TTCCTATTCT TTGTCTTTGT 5 67 000 

CCTCCTGAAA ATTCATGAGG ATATCTGGTT AACATACTTT TATGTAGTCC GACAATATCT 5 67 0 60 

GTTAGTTCGT TTACCCTTTG TTCTATTTCT TGTTTTGTTT TTGGAAGAAT TTTGTTTTCA 5 6712 0 

TTGTATA.TTT CTAGTGGTTC TGCTATTATT TCTTTTATTG TCATTCTTGG GTCAAGCGAA 5 67180 

GTATGGGGAT CTTGGAATAC CATTTGCATA TCTTTTTTTG TTTTTAAGAG CTCTTTTTTT 5 672 40 

GAAAGTTTAG TTATGTTTTT TCCGTTAAAG TAAATATTTC CAGAAGTTGG CGTGTAAAGT 5 673 0 0 

TGCATTATTG AGCGAAGAGT AGTAGATTTG CCGCAACCAG ATTCTCCTAC GAGTC C T AAA 5 673 6 0 
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GTTTTATTTT TTTCAACTTC AAAGCTAACA TTGTTTACCG CATTTACTTT TTGTTTGTTT 5 67 42 0 

TTCCAAAATA AAAAATCTTC TCCTGTTGTG AATGTTTGCA TTAAGTTTTC TACTTTAAGA 5 67 48 0 

ATTATTTCTT TTTTACTACT CATTTAAAAC TCCTCGGTGC TGGTTTTTGT GATCTTCATA 5 67 540 

GGGTTTTCTT TTGTTGAATA AAGC TTTTTA TTTGGATCGT GTTCTAGCGT AAGAATTGAT 5 67 60 0 

TTTAAAAGCC CAATGGTGTA AGGATGCTTA GGATTGTTAA ATATTTCCTC TACTGTTCCT 5 67 6 60 

TCTTCTACAA TTTTTCCTTG ATACATTACA GAT AC TGT AT CACAAATTTC AGCAACAACC 5 677 2 0 

GCAAGATCAT GAGTTATAAA TATGGTAGAA GTATTGAATT TTTTAGATAG GTTTTTGATT 5 677 8 0 

AATAATAATA TTTGCTCTTG GATTGTAACA TCAAGGGCTG TTGTTGGTTC ATCTGCTATT 5 67 840 

AATAAGGATG GATGACAGCT AAGAGCCATG GCAATCATAA CTCTTTGTCT CATTCCTCCT 5 67900 

GAAAATTGAT GTGGGAAATG TTTTATTCTT TCTTCTGCGT TTACAACACC AACAGTTTTT 5 67960 

AACATTTCTA TTGCTTTTTC TTTGGCTTCT TTTTTCCCTA ATCCTTGGTG TAAGATTATT 5 6 302 0 

GTTTCTTCAA GTTGAGTTGA TATTCTTAAA AATGGGTTTA ATGAAGTCAT TGGGTCTTGA 5 68080 

AATATCATTG ATATTTTATT CCCTCTGATT TTTAAAAGTT CTTTTTCGCT AAGTTTTAGC 5 6 814 0 

AGATCTTGAT TTTCAAATAG TATTTCTCCA CTTTTATATA CTGTTGTAAG TTCTGGTAAT 5 6 8200 

AATTTTAAAA TAGCCATACT TGTTACGGAT TTTCCGCTTC CAGATTCTCC AACAATAGCT 5 6 32 60 

CTAATTTCTC CTCTTTTTAC AGATAGGTTA ACATTGCTTA CGGGATGAAT TGTTGTATGT 5683 20 

TTTAATCTAA ATTCAATTGT TAAATTTTTT ATTTCCAATA TATTTTCTTT TTCCATTCAA 5 683 8 0 

TTTCTCCTTA GATGCTATCT TTTGGATCAA AAGCATCCCT TAGCCCATCA CCTAAAAAGT 5 68 4 40 

TCATAAATAA TAGAAATATT GTCATAACTA TAGCTGGAAT AAAAACTTTC CATGGATATT 5 68 5 00 

CAACAAATGT AGCAATTCCA TTTTGCACTA ATTCTCCCCA GCTTGTCATT GGAGCTGAAA 5 68 5 60 

TTCCAAGTCC TAAAAAGGAT AAAAATGCTT CAGCCATAAT AAAGCTTGGA ACCCTTATTG 5 68620 

TTGTGAATAT AACTATCATT CCAATGCTAT TAGGGATCAA GTGTTTTAAG ATTATTC TTT 5 68 680 

GATTTGTTGC ACCAAGGGTT TTGGCTGCTT GTATAAATTC CGAACTTGAT AGTGATTGTA 568740 

CTTGGCCTCG TACAACTCGA GCTACTGTTA AC C ATGATAC AAATGCAAGT GCTATGAATA 568300 

AGCCGATTAT ACTTCTTTCC ATTATTGCCA TTAATATTA.T TACAATAAGT AAATAGGGCA 5 6 8 8 60 

ATGCATAAAG AATTTCTATT GGTTTTAGTT ATTATTTTGT CGGGCAATCC CCCAAAAAAT 5 5 8920 

CCTGCTATGG ATCCCAGGAT AGTTCCTATT ATCATAGACA AAAAAGCTCC AATAAATCCT 5 6 39 SO 
ACAGAAAGAG AAATTTGACT AC C T TGT ATT AATCTTGCAA GCAGATCTCT- TCCAAGATTG ■ 5 6 9040 

TCTGTGCCAA GCAAATATAC TCTTTTATGT ATTTTTACTT CCTTTTTATC: TATTATTTGA 5 6 9100 
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ACTTCATTTT CTATTTTTCT TTTTATGTCT TCGAGTTTTT TTAGTTCTTC TTCATTTATT 5 6 916 0 

TCTCTTTTTT CTTTTTTTGC TAATTTTTCA ATAAATTTTT TTTCTTTATT AT AC C AG AGT 5 6 9220 

TCTCCAGCAG CCTGGAAAGA TGGTGGC AAA TCAGAATGCT CTACTATTTG AGT AT GGT AT 5 6 9280 

TTATATATTG GCAATATTGG TTGCAAAATG GCAATTGAGA T AT AAAATC C AATTACAAAA 569340 

AGACTGCCAA ATGCGAGTTT ATTTTCTTTA AATCTTGACC AAGCTCTTCT TTCTAGTTTA 5 6 940 0 

GAATTGTTTT CTTCATTTTG TTTTTCAAGG CTATTCATTT TGATTTCCCC TTATACTCTT 5 69460 

GGATCTAATA TTTTATATAT AATATCTGAT ATTAATATAG AAATAAGCAG TATTATTGAA 5 69 52 0 

TAT AC T AAC A ATCCGCCCAT TAATACTGGG TAATCTCTGT TTAGTGCGGA TTCTGTTATA 5 69 580 

AACATTCCCA TTCCAGCAAT TCTAAATATT TTTTCAATAA CCACGCTTCC AGATATTATA 5 69 640 

GCAGCAAATG CTGGACCTAT ATAGCTTACT ACAGGCAACA TTGCTCCTCT TAACATATGC 5 69 700 

TTTATAACTA TCTTTTTGAA GCTTAGCCCT TTTGCACGCG CAGTTCTTAT AAAGTCGCTT 5 697 6 0 

TGTATTATTT CTAGCATTGA TCCTCTGATT ATTCTTGCGA AAATAGCTAC GTTGGGCATG 5 69 82 0 

CTAAGAGTTA TTATGGGTAG AATTAAATTT GAAAATCCTC CTCTTTCTGT AATCCATCCA 5 69 38 0 

GAGGTATAAA GCAAACCCCA TTTAATTGCA AAAAAATATT GTAAAATTGG CCCTATTACG 5 69940 

AATAATGGTA TTGAAATCCC CAATATTGCT ATTGATGTTA TTATATAATC CACATAAGTA 57 0000 

■ TTTTTATAAA TGGCAGCTAA TAT AC C T ATT GGTATTCCTA TTGATAGTGA TATAATAAGG 570 06 0 

GAT AT T AC T C CTAGTGTAAG TGATTTTGGA AATCCTAATT TTATGTATTG ACTAACTGTA 57012 0 

AGGTCTTTCT TTTTCAAAGA AGGTCCCAGA TCTCCCCTGA GAGCGTTTGT AATGTAATAA 570180 

AAAGCTTGAA TATAAAAAGG CTTGTCAAGG TGATATTTTT CCATCAATCT TGCTTTTACT 5 702 40 

TGAGGATCAA TAGGTTTTTC AG AAT C AAAT GGACTTCCAG GAGCCATTCT CATTACAAAA 57 03 00 

AAGCATAAAA AAA. TT ATT AC CAGTAAAGTT GGTATTATTC CTAATATTTT CTTTAAAGTA 5703 60 

AACTTTAACA TTTTTGCTCC TTTGTAAATA GATATTGATA AC TT AC GT AT TAGTCAATTA 5 70420 

TATCATATAG TCTTTATTGT TTTTCAAGCT ATAGTTGATA ATTTTTGATA GAATAGGAGG 5704 30 

TTTTTTGTAT TATAATGAGT AATTTAATTT TCAATAAAAT GTATTTTTTG TTTTTAATTT 5 705 40 

TTTATTTAAA ATTTTATTCT CTTGATTTGA GAAGAATTTT TTTGTGTAAG ATTCTAAGTA 5 70 6 00 

AAATTATCAT AGAATCTTAC ACATTATTTA TGTATTTTTG TTTTAAATAA AGCTACTGTC 5706 60 

TTAAGCTTAG TCAGCTTTGC TTTTAGACTT AAAT ATT GTT TTTAATTTAT ATTAAAATCC 5 70 72 0 

TTTTAAAATT AATTATGTTT TGCATTTTTA ATTGGTTTTA ATTCAGAAAG ATAATAAACC 5 7 0780 

TCTGATACAT TAGGATTCCA TCCAGTCCAT TTA.TCGTTTC TAAAAA.GATA ATGCCCAGAA 570 3 40 

TATATG.TATA TTGGTGCAGC AGGAAAATCT TTTTCAATTA TTATTGATTC TGCTTTTCTG 570900 
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AGTAATTGTT T7CTTTT7A7T AGGA.TC777T TCAAGA7CTG A.77CTCCGA7 G AGC7 7 GT C A 
AATTCTAGGT TTGAA.TA7CC GTATGATGCA A.GTTGTGAA7 TTTCTCTCG7 GAA7A7AGTA 
AAGTATGTGT G7GGA-TC 7 AA- ATATTCCCCA ATGCGTCCAA. GT G TT ATT AT 7TCAAAATTG 
C C AG TAT T T C TGCTGTTGGT AA.GAACAGGC CA_ACTTTCG7 TGG7AAGCA.7 AAGATTGATA. 
TTTA.GAATTT TTTTCCA-7TG GTTTTGAA.TA AA.TGCA.GCAA 7T77TTTA-77 AGTTTGGTTC 
GT AT TAT ATT TTAGTGTTAG CATTGGGAAT CCTTTCCCAT TA.GGA.TA_C C 2 TGC A. ICG GC C 
AAAA-GC T T T T TAGATTTGTC AGGATCAAA.T AAA.GCCAA.rT 7T77ACCG7A AT TG T AAT T T 
TTAA.GATCAG GAGTTATGTC TCTTGTAGGA ACTGTGCCA7 C A. T TT AGC A. 3 7TTG7AAGTT 
AAAGTTTCTC TGTCAATAGC TAAGGTTAAA GC T TC 7 C T AA CTC7AGCA.77 ATCAAGGGGC 
TTTA.TTTTTG TATTA_AA_7GA_ ATATAAA.7AA ATTGCA.TTAC TT77GTGTTG GTAA7AGTCT 
TTTTGTAGTT TTATTTCATT TACAATGTCC GGCGGGAjTGC 7GTTAAAAA7 AGC A. T G AAT T 
TCGTTGTTTT TGTACATATT GTACACA-GTA. A.G AT C A. T TGT CA-GACGTAA7 GTAGA.CAAGC 
TCATCAAGTT CTACTTCCTT TGC ATT AT AA T AAC GTT C GT 7T7TTTCAAA GAT AA GT T T T 
TCATTAGGTA. ATCTCTTTTT TAA.TTTAAAA GGA.CCGC TAG TAACCATGT 7 7TCAGGGCT7 
GTCCAATTTC CCTTATATTT TTCAATCA.CA TGAATAGGTA C TGGC ACGAA. TGCGTAATGC 
AGAAGCAGTT CAAGAAAATA. TGGCTTTGGG GCCGTAAGTG 'TTA.TTTCCA.G CGTTTTACTA. 
TCAATTGCCT TGATTCCAAG TTCAGAA.CCG GATA.CTTTCC C GTCAAAATA CTCTTGTCCA. 
TTTTTTA.TTA. TTGATTTGA.G CATGTCAACA TTTGTA.GA-7C CCG7TTCTTT ATTTAAAATTT 
CTTAAAAAAG ATTTTCTTAT CCCTTGAGCG GTAATTTCAA CTCCATCGC7 CCAAAAAAGG 
TTGTCCCTTA GA.TA-AAATTG ATATGTT77T TTATCTTTTG A-GGCTTCCCA A-TT7CTA-GCA. 
AGTCCGGGCT TTAGCTT7CC TG7TTTGGTA TTTAATGTCA AAA.GCCCTGA GAATA.7TTG7 
TCTAAAATTC TTGCTCCTAT TG7CTCA7GT A.CC AAA TG AG GG TC AAGC GA TG AC-GGC GC 7 
CCCCCTATGT ATACTTTAAA. T GC T AAT T 7 T TCTTTTTC7G AA7TATTA77 GC ATGC AAT 7 
AAAGACACA.G CAAGCATAAG TAGTGTTACT ATTTTAAlTTT TTTTACCGA7 7TT7TTA.GT7 
TTATTAAAGC T C AT ATT AA.C CTTTCCCCCA AATTAAAATT A.7TTATAA.G7 TTTAAA-CTA7 
CTTTTTTTTA TAATAAAGTC r AT AA-AAAC C GTCCA.TAA.GG AA.7AAATAAT AGACGA.TTTT 
T ATT T AAT T A AATTTAA7AT TA7AAAG77T AT TATA. TT AT TTATTTTT7A A.TT7TAGCTG 
AGATAAATCA AATCTTTCTA AAATATTGGT GTTCCA.CCCT G7CCA.TTTGT CATTTCTGAA 
AAGGTAACTG TTCCCATATA TG7ATAT7GG TGCCATTGGA AAATCTTTTT CAA7AA.TTA7 



570960 
571020 
571G3Q 
571740 
571200 
571250 
571320 
571330 
571440 
571500 
571560 
571620 
571530 
571740 
571300 
571350 
571920 
571930 
572040 
572100 
572150 
572220 
572230 
572340 
572400 
572460 
572520 
572580 
572640 
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CTCTTCTGCT TGTCTTAAAA TGTCTTGTCT TTTTATTGGA TCAAGCTCAA GGTCGGATTT 57 270 0 

CTTTATAAGT TCGTTGTATT CTGGGTTTGA GTAATTATGA GATGAGAATT GTGTGTATCC 5 72 7 60 

TTGTGTGAAT ATGCTTAAAA ATGTCAAAGG ATCAGCATAA TCGCCTATCC ATCCTGCTCT 5 72 82 0 

TGCTATTTCA TAATTTCCAT TTGCCTTAGT GTTTAAGTAT GTTGTCCATT CTTCGTTTTC 5 72 88 0 

AAGTTC C AC A TCAATATTTA AATTTTTTTT CCATTGGTTT TGAATAAATT CACAAATTTT 57 2 9 40 

TTTATTTGCT TCGTTTGTAT TGTATTTTAA TTTTAAAATT GGAAATC CAT TGCCATTAGG 57 3 000 

ATATCCAGCT TCAGCTAGAA GGGTTTTTGC AATTTCAGGA TTAAATAATT CTAAACTTTT 573 0 60 

TGCATAAGAA TATGAACTAA AGTTGGGAGT TGCTCTTCTT GTAGGGGTAG TCCCGTTGTC 57 312 0 

AAGAACTTTA TATGTAAGCG TTTCTCTGTC AATAGCAAGA GTTAAGGCTT TTCTAATTTT 573180 

AACGTTGTCA AGTGGTTTGA TGTGTGTATT GAACGCGTAA AAGTATATGG CATTAACAGC 57 3 2 40 

TGATGAGTAA TAGTCGCTTC TTAATTTTAG ATTTTTGATT AGATCTGGGG GTATGGAACC 5 73 3 00 

AAAAATTGCA TCTAGCTCTT CATTTTCATA CATTTTATAC GCTGTTGAGC TGTCATTTGT 573 3 60 

TGTGTAAAAT GTAATCTCTT CTAATTCTAC TTCATTTGAG TC G TAG TAT T TGTTATTTTT 573420 

TTCAAAGACA TATTTTTCGT TAGGAATTCT TTCTTTTAAT TTAAAAGGAC CACTTGTCAC 573 4 80 

CATGTTTTCG GGGCTTGTCC AGTTTTGTCC ATACTTTTCG GTAACATGAA CTGGTACTGG 57 3 5 40 

AATAAATGAT TGGTGTAC T A ACATATCAAT AAAATAAGGT TTTGGTGATT CCAGTGTTAT 57 3 6 00 

TTCTAATGTT TTTTCATCAA TCGCTCTAAT TCCAAGTTCA GAGTCAGTCA CTTGTCCATC 57 3 6 60 

AAAATATTTT TGACCATTTT TAATTACCGA TTTAACCATT TCAACGTACT TTGAGCCAGT 57 37 20 

TTCTTTATTT AAAATTCTAA GATAAGATTT TCTAATTCCT TCTGCAGTGA TTGCAACTCC 573 7 80 

GTCACTCCAA GTGATTTTTT CTCTTAGGTT AAATGTGTAA ACTGTTCCAT CAGAAGAAAT 573 8 40 

ATCCCACCCT TTTGCAAGTC CCGGTTTATT TCCCCCTGTA TTAGGATCTC CTGTAACAAT 573 9 00 

CCCTCTAAAC ATTGTGTCAA TCATTTTTGA TGCGACATTA TCCTCTGCTA ATTGAGGGTC 573 9 60 

AAGACTGCTT GGCTCTGCTC CCAAGCTTAT TTTAAATGAT ACTCCTTCTT TTCTTTCCTT 574020 

GTTATTACAA CAAAGAAAAG TTAGAAAAAA TATTATTAAA AAT AATGAC C TTTGTAATTT 57 40 8 0 

CATAATTTTT TAT AC C TC C A TTTCAAAGTT TGTTTTAAAA TTTAACTTTA ATTTCATAAT 574140 

TTTCTTTCCG TAGATATTAA TTTTAAATCT TAATTTTAAA ATTACTTATT TTACTTAATT 574200 

TTATTATTTT TTAGTTTTAA TATCTTCATA TAAATAGCTT TCTGCGATAT TTGGTACCCA 57 4260 

CCCTGTCCAT TTATCATTTC TGAAAAGATA ATGAGATTTG GGTATATATA AAGGTGCCAT 5743 2 0 

AGGAAAGTCT TTTTCTGCTA TTATCTCTTC AGCTTGTCTT AAAATGTCTT GTCTTTTTAT 5 743 80 

TGGATCAAGT TCAAAATTAG ATTTTTTTAT TAAAGCATCA TACTCTTTGT TTGAATATTT 5 7 4440 



o *-j ?•■£.■«:; o «>■:» e IP i! j'-cii ■« h; s a r < s 



482 

GTACGCTCCT AAAAAATGAT TTTCTGTTGT AAATAAGCTG TCTAAGAATG TTAAGGGATC 5 745 0 0 

AAAATAATCT CCTATCCACC CCACGCTTGA CATTTGGTAA TTTCCAGTTC TTCTGCTTCC 5745 60 

TAGGAATGTT GTCCATTCTT CATTCTCGAT TTCTAAGTTA ATGTTTAGTA TTTTTTTAAA 57 462 0 

TTGTTCTTGC AAAAATTCTG CTGTTGTTGG TCTTCCCTCC GATATTTTAT ATTTTAATGT 57 46 8 0 

GGGGAATCCT TTCCCATCCG GATATCCAGC TTCAGCTAAA AGTTTTTTTG CATTCTCAGG 57 4740 

ATCAAATAGT ATTAAATTTT TTCCATAAGA ATAATCATCA AATTTTGGAG TTAGATTTCT 57 480 0 

TGTTGGATCT GAACTTCCCT TTAAAACTAC TTT AG TTAAA GTTTCTCTGT CAATGGCAAG 57 43 6 0 

GGAGATGGCT TGTCTAACTT TTAAATTGTC TAGTGGTTTT ATTGTTGTAT TGAATGCTAT 57 4920 

GTATGCCATT CCGTTTTTTA ACCCAGAATA ATAATCATCT CTTATTTTAA TTTCTTCTAA 57 4930 

ATTATTCTTT TCTGCTCCTT GTAGAAAATC GAGTTCACCG TTTATGTACA TATTGTAAGC 5750 4 0 

CACGCTACCT TCTGTTGGGT AAAATATTAC TTCATCAATT TCTACATTTT TTGCATTATA 5 75100 

GTATTTTTCA TTTTTTTCTA TTACGATTTT ATCGTTAATT GATCTTTCTT TAAGTTTGTA 575160 

TGCGCCACTA ACAACTATAT TTTCAGGATT TGTCCAATTT TCTCCATATT TTTCAACAAT 5 752 20 

ATGCATTGGA ACTGGTATGT ATGCTGAGTG TGTTAGCATA TCAGGAAAAT AAGGCTTTGG 57 52 8 0 

AGATGTTAAT GTTATCTCTA AGGTTTTGCT GTCAATAGCC TTTATGCCAA GCTCAGATTC 57 5 3 40 

AGGCACTGTC TCATCGAAAT ATTCTTGTGC ATTTTTTATT GTAGATTTTA TTAAATTAGC 57 5 40 0 

ATACATTGCA GCTGTTTTTT TATTTAAAAT TCTTAGGTAT GATTTTTTTA TCTCCTCGGC 57 54 60 

AGTAATGGCA ACTCCATCGC TCCAAACTAT ATCTTCTCTT AGGTTAAATG TGTAAATAAT 57 5 52 0 

TCCATCTTCA GAAATATTCC AACTTTTTGC AAGTCCTGGT TTATATTTTC CAGTTTGAGA 57 5 5 30 

ATCTTTTACC GCTAGGCCTA AGAATAGGTT TGTAATAATG TTGCTACCGT AAAGGTCTGT 575 640 

TGAGAGTTGA GGATCAAGTG ATGATGGCTC GCTTAAGTTT GATACTCTGA AAACTATTTT 57 5700 

TTCTTTTTTA GCATTACTAA TACATGCTAT TAAAGAAAAA ATTATTAGCA TTAAGGCTAT 57 5760 

TTTTATATAT TTCATGGGAT TTTCCTTTTT CAATATTTTA TATATTTTTT GTTCTCATTC 57 5820 

TTTATTAATC TTTTTTAATA AATTTTAATA AAGAATATTT ATTTTGTTTT AATTTTAAAT 575830 

ATGTATGCCT CCAGTACTTT GATTTGTCTT ACTTTGATTT GTCTTGTATT TAAATTTTAC 5 7 5940 

TTTAATTCTT ATAATAAAAA AAGTCTAATA ATTTTAAATA GTTTTTAGTA TTATTTGTCT 57 600 0 

ATTGTTGCAA GCCAAAATTT TACTTTAATT TGTATAGTAA ATAAGGTATA ATGGTGTGAA 57 60 6 0 

ATGTTTTCAA AAATGTATGC TTGTTTAATA TTAGTTATTT ATTGTTAGTC- TTATAGAGCT 57 612 0 

TTTTGTCTTT AGTAAATAAA ATAATATAAC TAATGGTTAG GTGGCAACAT AGAATGCTTT 57 618 0 
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AAAGGGTGCT GGTTTTATGT TTGTACAAAA TGAAAGTTTT GATAAATATT TTAAAGACAT 5 7 6240 

GGAAAGC GAC TTTGTAAGTC AATTTAAGTC TGTTGAAAAT GTTAATTATT TGGATAAGTC 57 6 3 00 

TTATCGAAAT GCAGATTCTA AGAGTAGAAG ATTGGCAGAT AGAAT GAT AG AGAGACTTCT 57 6 3 60 

TGAGAGTGGA TCTACCATTG TTGGCATACA AAATATTTTA GAACTTTACC AAAAGACTAA 57 6 42 0 

ATCTGGCAAG TCTTCAATTA TATTAATGGA GCATTATAGT AATTTTGATT TTCCTTGTTT 57 6480 

CCAATTTTTA CTTTACAAAA TGGGTTATCA TGATATTGCA GAT CAT ATT A TTCCAATAGC 5 76540 

TGGAGTTAAG CTTTTCAGAG ATAATTTATT TGTTAAGACC CTTTCTTTGG GATACAATGC 57 6 600 

AATATTAGTG TATCCACCGC ACGCATTTGT TGGGGTTGGT TTAGAACATG CTAGGCAAAG 57 6 6 60 
GCGTGTTTTT AATACTAATT C T ATGAAGT A TATTTATGAA AAGAAAAATA GTGGGTACAT v 57 6720 

TATACTTATT TTTCCTACTG CTACTAGGTA TAGAAAAGGA AG A-C C TG AAA CAAAAAAAAT 57 67 8 0 

AATTTTAGAA. ATTGGCAATT ATTTTAAAAT TTTTGATTAT TATTTGATGA TTGGAGTCAA 57 6840 

TGGAAATGTT TTAGAAGTTT CTGAGGATGG AGATATGTCT CACGATGTTT TTAAAAGAGA 576900 

TTCACTTATA TATAATGCTG ACAAAGTTAT AAGTATTGCT GAGTATAGGG ATGAAATTTT 57 69 60 

AAACACCTTG AAAGATTCTC AGACAGAGAT TACAAAGGAA GTTTTGGGTT TAAAAATTGC 5 7702 0 

TGAAGATTTA GAAAATCGCT TTAATGTTCT TCATGCAAAA GGTCATGAAT TTTATAAAAA 577080 

AAGC TTTTTA TAAGCTAGGA AC TTG ATT AC AATATGCCTG ATGTAGATAA GATAATACAG 577140 

TTTAAAAGAG AAATATTAGA TAATCTTTCT AATGAAAGAT TATCTAAAGA ATCTTTTGGC 577 2 00 

TTAAGTATGG ATGTTAAGCT TCCCGAGCCT GGAGAGAGTA TTGTTCCTTG GATAGGCGAA 5 772 60 

GATCTTGCTT TAGATGAAAC TGATGATGAA CTTGATTTAA ATTTTATGCT TGATGCTCTT 5 773 20 

GAGAATGAGG ATAAATTATC CTATTCTGAC ATTTTTAATG ACAATTTGCC TTTAAGTGGT 57 7 3 80 

TCTAACTTAA GGGTTGATGT GGATTCAGAG CTTTCAACTT TAAATAATGA TTTTGACGTT 57 7 440 

TCTTCTAGCG ATTCTTTTGA AAATAATATT GACAAAGTTC T T GAT G AT AA TTCTATTGAT 577 5 00 

TTAGAAATTG CTTCTAAGCT TGATTTTGAC AATTTAATCA ATTCCCCAGA ATTAAGTTCT 577 56 0 

GAGGAGTTGA TTAACAATCA AGGCAATAAT AATTTTTTTG AAGCCAATAA TGATTCTTCT 57762 0 

GTTTTAGGGG ATAGTAATTT TTTACAGTCT AATGAATTTA ATATTGATGA TGCGGTAAAT 57 7 68 0 

GGCAAAAACC AAACAGATGA ACAATCAGAG ATGTTTGTTG GAGACAGTTT AAATTTAAGT 5777 40 

GCCGATGAGG ATGATTTTGA AAACGTTATA GATGATTTTA AATTTTTAGA GTATGATCAA 577 8 00 

AATGCAAATT TTAAACGTTT TGAATTTAAG GTTAATTATC CATTATTTTT AAAGCATTTA 577 86 0 

AATTCCTATC C T AG AAATTT AAGAATTGCA ATTGCTGAGG CTTTAACTAA GGAAAATGTT 577 92 0 

TCAAGGTTTA AGC TTG AAGC GCTAATTGAT CTTGTTGAAA AAAAT AAAAA AAGGTTGAAA ' 577 93 0 
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TTTATTGCTA AATTTGTAGG AGATATTGTT GGGCGATCTA TTAAATTGCC TGTAATTTAT 5 78 040 

TTCAAGGCGG AAGAATTTAG CAAGCTTCAG CAAAAATTGA GCTACAGGGT TTCAAGGGCT 5 78100 

TTGCTACCTT TGATAAAAAT AGCCTCTTTT TTTGTTGTTT TAGTTTTAGT TTCTTTGTAC 5 78160 

CTTATAGTAG ATGTAATATT TTTTTATGTT GCCTCTGAGA GCAAGTATAA AGAGGGCATA 57 8220 

G AATC TAT AT AT G C AAATAA AAGAGATCTT GCCAAATCTA TCTTTAGAGA TGCTTACTAT 57 82 8 0 

ATTAGGCCTG ATGATAAATG GTTTATTAAT TATGCTAAGG CGTTTGAAGA CGTTAGAGAT 57 8 3 40 

TTTGATAGTG CTGAAGAGAA GTATGAGGAA TTGTTTACTA TTGAGCCTTT TTCTAAAAAT 57 3400 

TCTACAAACA GAAGACGAAA AAAGTTTAAT AAGGAAGGAT ATATTTCGTA TGCTTCCATG 57 8460 

AAAATTGGTC TTGGAGAGCA CTCTGAGGCT AATTCAATAC TTGATGAGGT TATATCTTAT 57 8 52 0 

GATCTTTACG ATTATGATGC TTTAGTATTA AAGGGAGATA ATTATTTTAA ATGGGCTAAG 5 78 5 80 

ACAAATTCCA AC T AC T AT AA AGATAGTATT AATAGCTATA CGGTTGTGCT TTCTAAATAT 5 78640 

GGACAAAAAA AGGAAATTTT ATTTAAGCTT TTCAATGCTT ATATTGAAGC TAAT T TAG AT 57 8700 

ACCGAGTCTG ATAATGTCAA TAATTTTATT AAGTCAAATG AAATTCTAGA TATTGATGAA 5 7 8760 

GTTGTTTACA CAAAATATGC TAAAAAGCTT GTAGATAAGT ATATTTCTTT TGTGACTTAT 57 8 82 0 

AATCAAAGAG CAAATAATCT TGCTATAAAT TTAAATTATC TTAATGGACA AACAAATTTA 57 88 80 

TTGAATAAGG AATTTTCTGA TTTTAAAAGA AATGATGGCA GAACTATTTT TAAGCTTGAC 57 8 940 

AATAATGTTA ATATGAATTC AGAGATTGAA TACATTCTCA GAAAAATATT AAATAAAAAT 57 90 00 

CCCAATTACG ACAAGGCACT TTTTGAAAGT GGAAGATATT C GT AT T AC AT AGGAGATTTT 57 90 60 

AAGAAGGC C G AAGTTTATTT GCTTAAAGCA TTAAATAGTT TTAGGCATAA AAATTCAATT 57 912 0 

GAAGATGCTG GGGACAAGAT ATTGGCTTAT AAAATTTTAG CAGACATTTA TGAAAAAACT 5 79180 

CGAGATTCTC TT AGGGC TAG TAATATTATT GGTTTAGCCT TGAGTGATTA TTCTTTTTAT 5 7 92 40 

AAAAAACACA ATCTTATAAA AGGATCT AAG GAGATTTCTT CAATTTATGA AAAGCAAGGC 57 93 00 

GATATTCTTA GATCTTTAAA TGACTTTAAG TCTGCGATAT CTTCTTACAA ATTGGCAATA ~ 57 93 60 

AATGAGGGCG TTGATTATCC AGATGTTTAC TATAAAGTTG GACTACTTAG TTATAGAGAA 57 942 0 

AATAATTATG ATGATGCATT GAAATATTTA TTTAAAGTAG AGAGCATGGC GGGGTTTTCA 57 9480 

AGTAGTAACG AAGTTTTAAA TACTATTGCC CTAACTCTTT ATAAAATAGG CGATTTTTTA 57 95 4 0 

GCTTCTAGGA GCTATTATTT AAGGGTTATG CAAAATTTAG AACTAGAGAA GGCTAATGTT 57 9 50 0 

TTGAATTTTA ACCCCAAAGA AAATGATTAT CATAAAACTC TTTTATTAAA- AGAAATTGAG 5 79 660 

ACTTATAATA ATCTTGGGGT TGTAGAAGTG ATGGCTTCTT TTTCATCTAT AAGAGATACT 5 7 9720 
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AAACTTTTTA ATTCTGGAGT TAGCAATTTA AG C G AAT C AG CCAAGATTTT TGATATATTA 579780 

AATAGGGATG AAGATATGGT AAAAAGTGTT AAAAAAGATC TTGC TAGTTT AAATCTCAGG 57 9 840 

AATATTTTTA AGAATAGTTT TTCTAAATCT AATGTTTTAT TTTATGAAAA TTTATCCGAA 57 9900 

AAACTTTAAT TATAGATCTT ATTCATTGTT TTTGAGTTAT TTATGAGGGT GGTTTCCTTA 5799 60 

TGAAGAAAAT TTTTTTATTT CTTTTTATTA GTTTTTATTT GTTTGGATTT GAAGATAGTT 5 8 002 0 

CTTTGAAAAT AGGTATTGAT GATGTTTATG TTGAGGCTCA TGAAGAGGGA TTTCATCTTT 58 00 80 

TTATTAGAAA AAAACCTGCA ATCAAATCAG T AAT AT T G AC AGAGTCTTTT GAAATTCCTG 5 80140 

ATAAGAAAAA AGATGTGGCT ACTTATTCAT TTCGTACATT AAGTTATAAT AAGGTTAATG 5 8 0200 

GAGATGAAAT TCGGATTTTA AATGGAAGAG TTATTAAGAA TAAAGAACTT TTATCATTGA 58 02 60 

CATCTTCCAC CCCTGTTCCT AATAAAAAGT TTGGAGAAGC TTTTCATATA TTGATTCCAA 580320 

AAAAATTAAA ATATGGATTT CCAAATTTTT CAACAAGAAG TGGTGATATT G AC TTAGAA.G 58 03 8 0 

T AT T AAAAAG TAAAAAAGAG CCCTTTTGGT TTTCTATAAG ATCTTTTGAG AAAAAATATA 5 8 0440 

ATGATTATTT GGGCAGATAT CAAGACAATG CTTATGAATT GCTTTTCAAG GAT GAT C AAA 580500 

ATCAGGGAAA AAT TG AAT T T AATGAATTAA AAGATACTTT TACAAAATTT T C AG AT G AGG 5 80 5 60 

TTGTTATTGC T AAT AAT GG C AT T GAT ATT G TTGATAAAAT AAACAAAATT TTAAAAAACT 5 80 620 

CAGAAGATTC AGTTTATGAT TTAGATTTAG TGCTTGTTGT TGATGTTACT GATAGTATGA 5 80 680 

AAAGCAATAT TGAGATTCTA AAAGAGCATT TGTTTTCAAT AAT AG AAC C T CAACTTCAAA 5 8 07 40 

AGTTTAAATC CTACAGAATA GGTCTTGTTT TTTATAAAGA CTATCTTGAA GATTTTTTAA 5 80800 

CCAAAGCTTT TGATTTTAAT ACTATTCCTT ATTTAAATAA TATTCTTAAG TATGTTAATG 5808 60 

TTGGTGGCGG TGGGGATTAT CCAGAAGCTG TTTTTGAGGG GATTGATGCT GCTGTGACCC 5 80920 

AATTTGATTG GCGGGCAGAA AGAAGGTTTA TTATTGTTAT AGGAGATGCA CCTCCTCATG 5 80 9 80 

AGTATCCAAG AGGGTCTATT GTTTATAAAG ATGTTATCAA TTCTGCAAAG G AAAAAG AT A 5 81040 

TTACAATTTA TGGAATAATA TTTCAGTAAA AATTTTTATT TCTTAAATTA TTATTTTTTA 5 81100 

TTATTTTCTA TTTTA.TTTAA TATTTTTTTA GCTAAAGGCT TAATCCATTT AGGCATTTCC 581160 

ATATTATTTC C T ATT AAC TC TTCAAAGATT TTTTTTGCTT TTTCTGTTTT GTTTGTTGTA 5 812 2 0 

TAGTATATGA ATGCAATTTC ATATTTACCA GTAGCAACTA TATTTGAATT GTGAGCGAAA 5 812 8 0 

TTTTGAATCA TTTTTTCGTA TGCTTTTAAA GCCGAGTTAT AATCATTGAC ATTGACAGCT 5 813 40 

TTTTGAGCTT CTCTAAGATA AACTC C AT AA GGAGTTTCTT TTGTTAATTT TTCTAAGTTA 5 81400 

ATCGTATAGC AGGAAATAAA TATTAAGTTT AGTAATATTA GCTTTTTCAT TTCTGCCTCT 5 814 50 

TTTAGAATGT TTTTATTATT TAATTTTATT AGATATAAAA T AAG AAAG C A AGGCTTTTTA 5 8152 0 
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AAGCCTTGCT TTATGATTGT TTTTGCTTAT TTGGCAGGAA TTATTATCTT CCAGTTAGAA 5315 8 0 

TGAATTAGAT CCGGATTTTG TATTTTTTGT CTGTTGGCAA ACCAAATTTT TGGCCATAAG 5 3164 0 

TAAGGATCGT TGTATAATTT TTTGGAAATG CCCCATAGGG TATTGCCTAT TTTTATTACG 5 817 0 0 

TAAAGCTCGC TGCTTGCATT GCTTTGATAA GCTTCAAGGT ATCTTGCAGA TTCTAAAAAT 5 817 6 0 

AATTCATTGG CAAGTCTAAA GTTTTTTACA TTTTTAGCCT CAACCCCTTT TTCCCACAAT 5 818 2 0 

GTTCTAGATC TTTCAATAAG TTCTAGCGTT TTGAATTGTT CTTGAGGTTT GGAGTTTTTT 581880 

GCTATTTCCA CTTTTTCTTC GTATGCGAGT ACTATTGGAA TTGAAATTTC TGCTTCTCCA 5 819 40 

AGAAGATAAG TGTCTTTATT AGTATTTAAA AGGTTTAAGT GACTGTTTCT TTCTTTAATG 582 000 

AATGCTCTAC CATTCCATGG AGATGGCTTT ATAAGCTTAT TATTGC TATA AATTGGTAAG 5 82 0 60 

TTGGAAGCCG CTTCAAGTGC TTTTAATTGT TTGTACATTC TCTCATCAGT TTCTTTTAAA 5 8212 0 

GCTTTAGCTT CTTTGGCATT TTTTGCTGCT TGTTGTGCTC TGTTAAAGGC CTTGCTATAC 5 8218 0 

ATGTCAAGGG CAT TAT C AAG ATCGTAATTT TTATATTTTC TTGTTGCTTC AAAATATAAA 5 82 24 0 

TTATTTACTT CGTCGATTTC CAGCGGGATC CATATGTATG CTTCATTTGC TTCTGCATCG 5 82 3 00 

TTTAGATACT TTTCAATATT TTCTTTAAGG TAATTTGTTT TTTCTTTTTT TTCCCTCGTT 5 82 3 60 

TCTCTTATTA TTGTTTTGTA TCTTTCAAGT AC TTTT AGAG CAATTTCATT TCCTTCTATT 5 82 42 0 

GCTTTTTTTT TGGAAAAACT TTGTTTCATT GCTTCTTCTA ATCTTTCAGC TTCATTAAAC 5 82 480 

TCTTTGGAAT AAAAAAGATG TCCCCGTTCT CTTATTAGTT CATTTTTAAT GTCTTTTATA 582540 

TCTCTTAATT GAAAATTTTT ATTATCTGGT TGTGCAATTT TAGCATTTTT ACTCTCTCTT 582 600 

GATTCTGGAG GCGTTTTGCA " TGCGATAAAA GAGATTGCTA CTACAATTAG CAGCGATATT 582 660 

AATTTATTCT TTATATTCAT AAATACACCC TTCTAATAAC TTGGCTTCTA TTAATCTTTA 5 82 72 0 

AAGTAAGAAC CTATAAATAT TAAAGTTCTT ACTTTTACTA TTTTTATTAG TATAGCAATT 5 327 80 

ATAGTATGTC AATAAAAACT TAATATTTTT AATTC T T AAA TTAAATTATA CTTCTTTTTC 5 82 840 

ATCATTGTTC AAAGTGTAAT AAATTTATGT AAAACAAGGT ATAATTAAAT TTATGAGTTT 5 82 900 

TTCAAAGATT AGGAGAACTA TATTTTTAGA ATATATCATT TTATCCTTTT AATATTGCTT 5829 60 

TCAAGTAGAA CTTTATTTTC TCAAGTGGCA GTTGTAAAAG AAATAGAAGG TAGAGTTAGT 5 33 020 

GTTGTTAGAA ATACATTTCC CGTTAAGTTA GATTTAGATG ACGAAATTTT TGAATATGAT 53 3 0 80 

TTTATTGAGG TTGGAGAAAA TTCAAAGCTT AAAATAAATT TATATGAAAT AAATGGTATT 533140 

TCTGTAGATT TAATTTTTTA TTCCAATACA AATAGTTTTG TGTTTTATTC- TTCTCTTAAA 5 832 00 

GATTTGCAAG ACGCAAAAAT AT ATT TAT TT AGAGGAAGTG TTGATGCTAT AATTC AT AGC 533 2 60 
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ATTGTTAAAG GGTCTTCATT TTCTGTTATA ATAGATAATA A.CCTGTTTAA AGCCGAAAAT 53 3 3 20 

ACTTCAAAAT TTTATGTCAA TAGCGATTAT TTTAATAATT GTTTTATTAA TGTTTACAAG 58 3 3 80 

GGTAGC AT C A GACATATTAA TAAAACCGAA TATTTAATTT TTCCCAATAC CAGTCTTTTG 533 44 0 

CTTTTTAATG GAAATTCTTT TTTACACAAA GTTAATGAAG GCACTTTAAA GGGTGTTAAT 533500 

CAAAATTTTA TAAGGATGGC TAAAGATAAT TTTATGTCTT TAAATAAAAG GTTTTTATAT 58 3 560 

TTTTTTGTTT TAAAATATAT TGAGGATAGT TTTAGATTCA ACTTTATGTA TAATTATTTA 53 3 62 0 

ATGAAAGATT TTAAATTTAA TTC TATA TAT TCAAAATGGA GCCTGGAAGA TAAAAATTAT 583 63 0 

AAATTTGGTA ACAGGGTTGA TATGATTAAA AATGTTAATT ATTTAAAGGG TAGAATCGGA 5 8 3740 

GTGCTTTTTA ATAATTTTGT TGATTTGGCT AATAGGTTTT ATTTTGTAGA TGATGTTTTG 583 80 0 

AAATATTTTT CTACTTTTTT TGACAATTCA ACAACTGTTA AC GGGC C CAT TTCAAAATTT 583 8 60 

TTAAAAGATT ACAAAGCTAA TAAAAATCTT TTAAAAAATA AGTTTTTTAA AAC AAT C CAT 5 83 92 0 

TCTCTAAAGA TGTATTTAAG ACGCTCAAAT GAT GAT ATT A CTAGTAATTT AAATGTTAAT 53 3 980 

GAATTGTATT TATTGCGCCC TAG AG AG T T T TGATTTTTAT ATATTTAGCT TTATGTTAAA 5 84040 

GCTATTTGTT AGATGGCATG GTATATTCTT TGAAAATTCA AATTGAAGAA GAAATTAACA 5 84100 

TATTTGTTTT TATCAGCTGT TTGAAACTAT TAATATCAGC CATTTTAAAA AAAATGAAAA 5 84160 

ATTTTCAAGT TTTATTATAT TAT T C AAC G A AATTTAAAAT TCACATTCAT AATTTGCTTA 5 84220 

ATATTTTATT AAATTTGGGT TGAGAATTTT TTGCCAAAAT TTTATCGTAA GGGGGAAAAA 5 8 4280 

TGCGCTCTTC AGTTGATCGG ATAATTAATT TTTTAATTAG TTTTGGCGGT TTTATTTTTT 5 84340 

ATAGCTTGTT ATTGATTTTT TATTTAACTT TTATGGCATT AAAGTGAATT T AAT AAT AAT 5 8 4400 

TAATAAAAGG ATGTTTTATT TTTATGAGTA AAAAGGTGTT TTTTAAAGGG TTTTGGATTT 5 84460 

' TATTTACGAT ATTTCATTTA TATTTATTTG TTTATTTAAT TTTTTTCAAG AAGCGAAAGG 5 8 4520 

TTGATATTTC TAACAAAACC AATATTGCTT TATTTATTCC CGGGGTTATT TCAGGATCTC 5 345 8 0 

CATCTTATAA AGAAATGTAT GATTCTTTGT TTGAATTTAA AAAAAATCAT GAAAATCTTG 5 84640 

AAATTAAAGT TTTAGAAGCT GGATTTAATC AAAGCGAGTG GATAGAAATG CTTGAAAAAC 5 3 4700 

T ATT AAC TTC AAAAAAATAT GATTTTTTAA TAACTACAAA TAATGCTATG CAAGATATTG 5 34760 

TTGACAGTGT TTCAAGTAAT TATCCTTATA CTAAGTTTCT CATTTTTGAT TCTTTGGTTA 5 8 48 20 

AAAATACCAA CAAGCAGGTT TATTCAGTTT CTTATAATGT AGCAGAAGAG GCATATATTT 5 84880 

TAGGATATTA TGTAGGTCTT TTTTTAAAGG AATTTATTAA ATCTGGCTTT GGAAATGCTG 5 8 49 40 

CTTTGATTGC AGGTCAAAAT TATCCCGTTA TGAATGATTA TATTTATCGT TAT TTC AAG A 585000 ' 

AAGGCATTCT TGATACTGGT ATGAGATCTG AAG T T T AT T A TCGAGTTTTG GGCAATTGGC 5 8 5060 
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ATGATAGCAA TTTAGCTAAA TTATTATCAG ACTCTTTGAT TAAGGATTCG GGGGCTTTGG 585120 

TAATACTTCC TATTGTGGGG CCTGCTGTTG AAGGAGTGCT TTCTTCTGTT AGAGAGAATA 5 8 5130 

ATATCTCTGC AGTTCTTTTT GATAGCGAAG ATT AT T T G G A TAATAAAGAA AATATTATTG 5 85 2 40 

GTTCAGGAAT TACAAATCAA AAATATTATG TTTCACATAT TTTAGATAAG GCTCTTAAGT 5 8 5300 
CAGAGA.TTAA CTATGGAAAT TCTGATATTT TTGGCATAAA ACATAAAGGA GTTTTGTTTA ' 5 8 5360 

ATGTTTCGAA TGTTTTTTAT TTAGAGCGAA CCAGTCAAAA GTTAAAAGAA GATCTTTTAA 5 8 542 0 

AAAAAATAGA AGAGGTTAGT GCAAATGGTA TAAAAATTAA TTTGGAACAA AATTAATGGT 5 85 4 80 

AGAGTTTAAA AACATAGTTA AGTATTTTCC AGATATTGAC AAGCCTATTT TGGATAGTAT 585 540 

TAATTTAAAA ATTGGGGAAG TTAAAATTTT TACAGTAGTT GGTAAAAATG GAGAAGGAAA 53 5 60 0 

GAGCACTCTA GCCAAGATTA TTGCCGGACT TATTGAATTT GATGAGGGTG AAATATTAGT 5 85 650 

AAATGGCATT AAGCAAAAAA ATTGGAATGT AG AT AAAGC T AAAAATAATG GTATTTATCT 5 85 72 0 

TGTTTCTCAA GTTCCTAATT TGAAAATGAA TTTAAGAGTA TGGGAATATT TGAGTATCTA 5 3578 0 

TTGGTTTGGT TATGAATTTT TCATGCCGAT GAATAAATCT AAGACCTACA AATATTATAG 5 85840 

ATGGCTTATG CAATTTTATA AAATTTCTTT TGATTTAGAT AAGAAAATTA AAGATTTAAA 58 5 90 0 

TATTAAAGAG ATTTATTTTT TAC TTATTAT TGCTGCTCTT AAAG AG AAT G CAAAAATAAT 5 85 96 0 

TATTTTTGAT GAGAGTGCTG CTTATTTTTC TCAAAAAGAA GCACAAGCTT TTATAAAATT 5 8602 0 

GCTTGTATTG CTTAAGAAAT CGGGAGTTGG GTCTCTTTTT ATTACCCACA GCGAGATTAC 5 8 608 0 

AGATGCTATA AAATTTAGCG ATGAGTTTAT TATTTTAAAA GATGGAAAGT GTTTTAGAAC 58 6140 

AGTAAACAAA GAATCAATTT TGAGCAAGCT TGAATCCTCT AGTGACAAAG TATTTGTTGC 5 8 62 00 

AAATATTAAT TGCAACAAAT TTGAAAAAGA T C C T ATT AAA TTTAATTTGT TTTTTGAAGA 5 8 6260 

TTTTTGGAAG TATGATGTTA GTTTTTCTTT AAATAAAAGG GGTGTTTTAG GGATAATTGG 5 8 6320 

CGAAGAAGCT GTAATTAAAA CTTGGGAAAA ATTATTCTTA GGAGAGCTTC TTTTTGTTGG 5 8 6380 

GTGCATAAAA ATTGATGGCA TTAGATATGA GCGAATAAAT ATTTTTGAGT GTAAAGCGGG 53 6440 

ATTTTTACCC TTAGGTATTG GTAATTTATT CCCCGATAAT AGCAGCATAT TAGATAATTT 5865 00 

TTTGGCCAAA TTTATGAATT TTGAAAATAA AATTTTTATT AGGCAATCTT AC AT T AAT C A 5 3 6560 

GATTAAAGAT TTTTTTAAAA AAAAAATGGA ATTTTATAGC GAAGAGAAAA T AT AT AG AAT 5 8 662 0 

TCTTTATTCA AAATCTTTGG CATTTTCTGG AGGAACTTTG AAGAAATTTG CTCTTTACAG 5 8 66 80 

AG AG AT G TAT ATTGCAAAAA GTTTTTTAAT TTGTTTTTCT CCTTTGAGCA- ATT T AGATC A 5 8 5740 

CAAAGCTTAT AATGAAATGT CTGTTGCTAT TCGTAATTAT TCAAAAGAAA AGCCAGTTCT 5 3 6300 
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TTTGATTACT TCCAATTTAG ATGAATTGCT TTTGCTCTCT GATAACATTT TGGCAATGAA 5868 60 

AATGGGAGAA GTTTTGTTAA ACGTATCTAG AGAAAAGATT AGTAAAGAAA AATTAAAGGA 586920 

ATTGCTATTT TTATGATCTT TTTTAGAAAT AGC TTTATGG CATTAATTTT TTC TTTTTC A 5 8 6980 

ATATTAAGTA TTAGCTATTT TTTCGGTGAT TTTTTTCAAT TTTCTTATAT TAAAATGATA 5 87 0 40 

TCTTGGCGCT TTATTTTATT TTTAATTATG GCTACGGGGA TTGCTACTTG TGCCAAGAGT 5 87100 

AATTCATTAA ATCTTGGGAA TGAAGGTCAG ATTTATTTTG GGGCATTTTT AGTTTATATA 5 87160 

TTTTCAAGTT TTTTTGGATT AACCTATTTT AATTTTGTAT TTTTGATACT TTTAAGTTCT 5 872 2 0 

TTTTTTGTAG G AC TTTTGGG GCTTATCCCC TTTTTTATTA CTTTTTTCTT CGGATTAAAT 5 872 3 0 

AAAGCCTTAA CAGGTCTTTT AATATCTTAT GGAAATCAAA GATTGGTGGA TGGATTTATT 5 87 3 40 

TTAAATATGT TAAAAACAGG TAGTTTTTCT AATCAGACAA AAAGGATTAA TAGTTTGTTT 5 87 40 0 

GCTTTAGATT CATCACTTAT TTACTTGTTT TTGC TTGGTG TATCAGTTTG GCTTTTTTAT 5 874 60 

GTTTTTATTC ACAAAAAAAC TATTTATGGT CTTCAGCTTG AAAT AT T AAG CAATAAAAAA 5 87 52 0 

AAGATAGACA TTTTTTTCAA TATAAATGAA TTTAAATATA AGTTTTTCGC TGTATTTGGC 5 87 5 80 

AGTGCTTTTT TAAATGGTCT TGCAGGTTCT ATGTTTGTAG TGTTTTTTAG ACCATATTTG 5 87 6 40 

GTTTTAGGGC TAACTTCAGG ACTTGGTTGG AGTAGTCTAA TTGTTGCTGT AATTTCAGGA 5 877 00 

TTTAATTATG TTTATGTATT ATTTTTTAGC TTATTGTTTT CAATATTAAT TGAATTTAAT 5 877 60 

AATTTTCTTA ATATAAATTA TGACTTTAAG TATGAATTTA TTGGGCTTTG TCAATCAATT 5 87 32 0 

GCTATTTTTA TCTCTTTATT TTTGATTAAA GCTAGGAAAA " AGTAGATGTT TAGTATTTTT 5 37 8 80 

GAGCAGGCTA TTGTATTTTC GTATTTAGCA CTTGGAGTTC TTTATACAGA GAAAATAGGA 5 879 40 

TTTTTAAATG TAT C TAT T GA AGGCATTTCG TATCTTTCAA TATTTTTAAC ATCTTTTTTC 58 8 00 0 

ATCTATTTGG GATATGGAAT TTTTATGTCA ACCATTTTTA CCCTTTTTAT TAGTTTTTTG 588 0 60 
TTTGGATTTT TTTTATCTTT TGTAGTAAAA AAAAAT T AT G ATATTTTTAT AGCAGGAATA , 5 8 812 0 

GGTATTAATA TTTTTTGTTA TTTTTTTGTT GAwTATTTAA TGAAGAGTAA TTTTAATTTT 58 8130 

ATTCCTGGTT TTACTTTAAA TTTATCTGGA AATTTTGAGA TTTTTGTTTT TATTGCTGTT 588240 

- TTTTTC ATTT TTTTATTTAT TACTGTTTAT GTTATAAGTT ATTCAAGAAT TAGAGCAGTG 588 3 00 

TTTGAATTTA TCTCTTCAGG GAGTTATGAA GACATTTTGG GCGAGAAAAT AAGCAGTCGT 5 8 3360 

TTCAAATCTT TTGCAATTTT TGTATCAATT TTC AC AGC AA. GTCTTGCTGG CTCATTTATT 538 42 0 

GCGGTAAGTC TTAATGCTTA CTCTTATAAT TTAGGATTAA ACAATGGTTG GCTTGCTATT 5 3 343 0 

TGCATTCTTT ATATTGCATT TTCAAATCCT TTATTAATTT .TTCCAATTTC TTTTTTGATA 5 88 5 40 

GTTTTTTTTG AA.TATCAATT ■ TTTTCGC ACT CAAGAGTATG TAAATTCTTA TTTTTCTCTT 583 600 
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TCTTTTCAAT TTTATGTAGC AATAATAATA AATATATTGG TTTCGTTGAT TAAGAGAAAA 588 660 

GATAGATCTT AGTTTAAGTT CTGCACGTTG TGTTTTGAAT TGTTTTTAGA GTGCTGATTT 5 8 8720 

GTAGATATAA TTCTTCTAAT TTTTTTCTAT TAAAATGATA GAAGGGTATT TGTTTTATTA 5 8 8780 

TTTCTAAATT ATTTAAAAAA ATTATAAACA ATGTGTCGTC ATTGAGTGCT AATTGAAACG 588840 

TTGAAGATAA TATTGCATTG AATGCTGCAT TTTCATTGTT TGTAAAATGA TAAATACTTT 588900 

TTTTAAAAAG GGCATCAATT GCTATAAATA TGTTTTCTCT GAACAATTCT TTACCGCTTT 58 8 9 60 

.GGAAAAATTT AATTATATAG TCCATTGAAT TTTTAACTTC TCCTATTAAA AAGTATGCCC 5 8 902 0 

AAGAGATATC TAAAAAGTTC TTTTTATCTT TAAAGTCTAT TATTTTTAAG TAATC TTGAG 589080 

ATTTAATAAT TGCTTTTTTC CAGTTTTTAT TTAAATATTC TAATTCTGAG AGCAAAAGAT 589140 > 

GAGCATCAGC TTGATTTTGA TCCATGTTAA TTATTTTTGT TAGACTTTCT ATTGCTTTAT 589200 

TATATTTTTT TGAATCTTTT AGTAACATTG ATTTTTGGTA AAGTTTTTCT ATTGTATGTk 5892 60 

TGTTTGCTTT TTTATTAAGT TTTAATATTG ATGTTGTTGT AGTAGGGCAA AC AT TT ATT A 589320 

TCAAGCCATA GAAAAGT AT C ATTATTGTTA TTTTTCTCAT TATATTCCTT CTTTTATTTG 5893 80 

CTCAATAGTA TCTATTAGTA GATTTTTATA TCTATTTGTT AGTGGGTATA AATTGAGTTC 5 89440 

GTTTTTAAAC TCGTTTAAGT ATTTTAAGGC AACAATAGTT GAATTTTTTA TTGATTTTGA 58 9 5 00 

TGAGTTTATC ATTTCTGTTa GTTTAAATAT TTCTTTTCTT GCTTTGGTAG TTTTGGTATT 5 89 5 60 

TTTTATTTGA TTGAATTTTG AAATAATTTT TGGTTCAAAC TTTTTTTCTT GTAAAAAATA 5 89620 

AATTATTGGC AAACTTTTTT TCCCTTCGAG TAAATCATCT CCGAATTCTT TACCATTAAT 5 8 96 80 

TTTATTTTTA ATGTTTTTAA TATCGTCTAT TATTTGGAAA TAAACACCAA GCTTTAAAAA 5 8 9740 

TGTACTGTAA ATTTTTTTAG CTTTGTCTTC ATTATTTGTG AGTATTGCAG CTAGAAAGCT 5 8 98 00 

GGCCATTCCA AAAAGTGAAG CTGTTTTTAA TTC TACT AAA GAGATGTATT CTTTAATACT 5 8 98 60 

TGGGATGTAT GACTCATTGT GAAATTTAAT ATCAATTCCT TGTCCTAGGT GGAGATTTGA 58 9920 

AAGAGTTGTA AAGAAATTTT CATAAATTAA TAATTTTTGA TTTTCTTTTA AATTTGATTT 5899 80 

TTCTATTAAT TTTGCAGGTA AAAAATAAAT TAAATTGCCA GCATTTATAC TGTTATCTAT 5 90040 

TCCATAGATT AAATGTATTG CTGATGCACC GCGTCTTTTT AGTGAATTGT CTTCAATGTC 5 90100 

ATCAATAATC AAGCTTCCAG AATGAGGAAG TTCAAGCAGC AAGCTTAATT TATATATTAG 5 9 0160 

TTTGGTATTT TTTTCTTTTA AACCCAATGC ATATGCTAAA AGAATCATTA TCATTGGTCT 5 9 0220 
TATTCGTTTT CCGCCCCTAT TAACAATTTC AATTGCTGGT GCTTTAATAT- AATCAAGGGT " 5 9 02 30 

TTCCTTTTTT ATTTTAAAAG TAAATTTTAA ATCGTTATCT TTGAATAAAT TTAGAAAATT 5903 40 
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AGTTGTTGAA AAG ATTTT AT TAATATTTTT TTCAATATTT TTTAAAAATA GTTTATTTTG 59 040 0 

CATAATAAGA ATTATAATGA AAAAGTATAA TAAAGTGTAT TAAAGGGATT GATGTGTATC 5 904 6 0 

GCTTGGATGA TGAATATTCT AAAAAAGCCA AAAGAGAAGG ATATTTGGCA AGGTCTGTAT 5 90 52 0 

AT AAGTTGAT AGAAATTAAT GAAAAATTTT CTTTATTTTC TTCTGGCAAT G T T T TAG AT A 59053 0 

TTGGCGCATC ACCTGGCAGC TTTTCTCAGT ATGCTTATAA AAAGCTTAAA AGAGGAATTC 590640 

TAGTATCTGT TGATATTAAT GATATTGGCC TTAGATATGA TGATAATTTT T ATTTT AT AA 5 9 07 00 

AGGGAGATAT CTTTTTAGAT GAT AC AGTTT TTAAAATTAA TACGTTTAAA CCTTATAGTC 5 9 0760 

TTGTAATTAG TGATGTGGCT C C C AAG AC T A CTGGAAATAG AC TTGT AG AT ACCAGCAATT 5 9082 0 

CTTTTAATTT AAGCATGAGA ATAATAGATT TATCACTTGA AGTTTTACTT AAAAAAGGGA 5 90880 

ATTTACTTGT TAAAGTTTTT CAGGGAGGAG ACGAGATGCA AATTTTTAAA AAGT T T G AAA 5 9 09 40 

AATATTTTAA ATTTGTAAAA AAAAT T AG AC CCAAAGCTGT AAGGAAAAAT TCTTTTGAAA 5 910 00 

TTTATTTTTT AGGCAAAAGT TTTGGCAAGT AGCAAATTAA TCAAATTGTT ATAAACAGAT 5 910 6 0 

TTAAAGGTAT AAAAT ATGTT TAGAAAAGAA AGTTCTAAAG AC AG C AG AT C ACAGCTTCAA 59112 0 

GTTGCAGGTT TTAAAATAGG AAAAGAAAGC TATGGGGTGT CAATAGAGCA CATTAGAGAA 5 9118 0 

ATTATTAAAG TTCCATCAGA AGGAGTTTAT GCTATACCAA ATGTTCCCGA ATATATTATA 5 912 40 

GGTATTTATA ATCTTAGAGG CAGTATTATT CCTTTAATTA ATTTAAATAT TAAATTTGGA 5913 00 

GTTCCTTCTA TTTCGGTAAC AGAAGAAGAC ATGCTTTTAA CAGGATACTT AATAGTTAAG 5913 60 

ATTAAAAATA AGC TTTTAGG CATTTTTGTT GATAGAGTTC TTAAAGTTAT TAGCTTTGAT 5 9142 0 

GATTCTAGGG TTCAAGAACC TCCCGCTACT TTACAAACTT TAGATAGAAA AT AT AT AT C T 5 9143 0 

GGAGTTGTAA AGC TTGACGA GGCTGATAAT CTTGAGAGTG AATACTTAGT ATTAATTGAT 5915 40 

ATAGC AAAAA TTTTTGATAA ATGCGAATTT GACGACATTC C C T AT AAAG A TCAATATGAA 5 91600' 

GAATAAAGTT CTTCTTTGCA TTAATACTTT AAAGTCGGGA GCTAGTATTT TAGGCAATGA 5916 6 0 

TGTTAAAGTT TATTTAGAAA CCAAGTATTT TGTTGAAGTA GTGTTAATAG ATGTTGGCAG 5 917 2 0 

ACCTTTATTT TCTTTTCCAA AAGAAAATTT TCTTTTTTTG ATAACTTTAG GAGGAGATGG * 5 917 8 0 

CACAGTTCTT TTGGCTGTTA ATTTGCTTCT TGAAAATGAA AACATTGATA TTCCAATTAT 5918 40 

TTCAATTAAT ATGGGCAATG TGGGATTTTT AGCAGATATT AAGATTGAAG ATTTTAAAAA 5 9190 0 

AGTCATAGAT AGATTTTTTA ACAATTCTTT GGTTATTAAT AAAAAATTTT TGCTTCATGT 5 919 6 0 

AACAGTTTCT CAACACGGTA AAGATTTAAT TTCTAAATAT GCTTTAAACG AT ATT ATT AT 5 92 02 0 

TCGCTCAAGC GTTCTTAATA AAATGATTTA TGTAGATCTT ATGGTTAATT CTG AG AGTTT 5 92 08 0 

TTTATCATAC AAAAGTGATG GGATAATTGT GTCTACTCCA ACAGGCTCAA CAGGATATTC - 5 9214 0 
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TTTCTCAGCA GGGGGTCCTA TTTTAGAAGC AGATCTTGAG GGATTTTyAC TTACGCCTAT 59 2 20 0 

TTCTCCACAT TCTGTTTATA ATCGTTCTTT TGTGTTCTCT AAATTAAGTA AACTTTCCAT 5 9 2260 

TTCTTTTTCA AAGGAATATT TTATAGCAGC AGCATCAATT TTTTTAGATG GAATTAATTT 592 32 0 

TGGTTCTTTC GGAGTTGACG TTGTTTTTGA ATTTAAAATT TCTTCTCAAA GCTTGAATTT 5 923 8 0 

TGTTTCATTT TGTACGGATA CTTTTGTTAA GAG AT T AAAA AACAAATTAT TGTAAGTTCA 592 44 0 

ATGTTTTTTT AAACAGTGTT CTTTTTAATA AAAATTTTTC TTGGTTGTTG TTTGAATGTT 592 50 0 

TGGTTTAATC TAATCTTTAA TAAGGTTAGA GGATTTTACA TGTTTTATTA TAAGGATTTT 5 92 5 60 

AATGTTTTGT TTATTCGCAG AGTTAATGTT TAAAGGGTGT TTTTTATAAA TTTATAACTT 5 92 62 0 

GTT AAAA TAT TTAATATATT TTTTGCTAAA AT C AAT AT AT TAGATAGCTG ATAAATCACC 592 680 

CTTTTATGAG TTTTAGGCAG GTGTTTATGG ATTTAATTGA TAATGAAAAT TATAAAAAAA 5 92 7 40 

TAGTGTACAT TAATAATCTT GTTTTAAGGA CTTTAAATGA TATAGCAGCT ATAAAAGAGA 5 92 8 00 

CTGGCGAATT TAG AT C AAAT GCTAAACTTT CATTTAATCT TATTGATTTC AATTTAAATG 5 92 8 60 

TTTTAAGTTA TATTTCTTCT TTAAATTATT TTTATACTAG GCCTAGATTG AAAGTAAATT 5 92 920 

ATT C TAT AAA AAAAATTTTG TCTGGGTTGA TTTCTGATTT TAGTTTAGTT ATTAGCCCTG 592 930 

TTCTTAGTAT TACTCCAAGA GAGTTGATTG AAATGCCTCA GGCTCTTAAT TTAAATCCAG 5 93 040 

AAGAGAGGTT TTTAATTATT AAAAAATTAG GTTATTTAAT TGATTTGGCT AAAATTTTTA 593100 

GCAAAAAAGA TTCTAAAACA CTTGTTTTTC TTGAGGATAT GTATCTCAAA TTTATTGTTT 5 93160 

TTTCTAAAAA TAT TAT T GAT TTTAGAGATT TTTCTAAGAA TTTAAAACTT GAGAGTCCTT 5 932 20 

ATTATAAATT TCAATTTGAA C AC C TT ATT A AAGTGTTGGA GCTTTTAGAA GAAGGAGCTT 5 932 3 0 

TTATTTTAAG GGGCAAATAT GAGATTAGTG GATCTCATGA ATTTGGACTG CATTCTCTTG 5 93 3 40 

GTTATCTTGA AGCTGGAAGA GCTTTGGCTA CTATAGCCTC TCAAAAAGAA GCTGCTGAAA 5 93 400 

AATTTTCAAG GTTTCATGGA GTTTGGTCTT CAAAGTTTAG TTCAGATTTA ATTAAAGTAA 593 4 60 

AAT AG AT AAA TTAAGGTGGG GAGAAAGTAG TTATATTGAG TTTTAATGTA GAAGAGGGCA 5 93 52 0 

CTATTAAATT C AAAAAATT A AAATTTTTTT TGATTCTAAG CTTGTTTTTA T TAT T T AT AA 5 93 58 0 

TTTTGATTGA TTTTTTTATA AGATCTACTA TGAATGTATC TAATTTTTAT GATTTTAAGA 593 640 

-ATT T TG AAAA T AAA T C T GAT TGTAAAAATA TAAATTTAAG TAAGAATGTT TTTGTATCAA 5 9 3700 

ATAAGGTTTT AAGTCTTAAT TTCGGGGAAT CTTGTTATTC TCTTTTAAGT GAT AAC T T AA 5937 60 

TAAGTTATTC AGACTATTAT TATGTGCTTT TTAATTCCGG CGAAGATTAT- TCTGTTTTTT 5 93 32 0 

CTGTTAAAAA CAATAAATTT TTATTTACAC TCAAGCTAAA GGATTTTGTT TTTGCAATAA 593 3S0 
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AATAATTTAT 
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ATAAAACTTT 


AGAAGTTTAT 


GATTCTAGCG 


593940 


GAAATAATAT 


ACTAATGCTC 


AATTTTTTGT 


CCTCAATTTT 


AAGTGTGGAC 


T AT AAT AAT G 


594000 


AAGTTTTGGT 


TTTGGGACTT 


TCTAATGGTG 


AGATTTATAT 


ATATAAACAG 


GGTAAGATAA 


594060 


TTTATATGGA 


AAATTTTTTA 


GAGAGAAAAT 


TTCCAACATG 


TTTTGTTAAA 


TTAAGCTCCG 


594120 


AT AAT AAAT A 


TTTGGTTTCA 


CTAAAAGGCA 


GTTCTGAGTA 


TTTTTTAGAA 


ATAATTGATT 


594180 


TAGAGAATAA 


TTATAAAAAA 


ATTTTAGAAT 


TAAACAATTT 


AACCATTAAT 


AGTTTTGAGA 


594240 


CTTTTATAAA 


AATAGATGAT 


TATCATAATT 


TGTTTATTGA 


AGGC AAAAAT 


TCACTTGCGG 


594300 


TGATAAATAT 


TAAAAGTGGT 


AGAATATTTA 


AGGTTGAAAA 


TAAAAATTCT 


ATTTTAAGAG 


594360 


CGTCATATGA 


TTATTTTCAA 


AATATTTATA 


GAGTATATTT 


TTATTCTGAG 


AGTGAAAAAA 


594420 


TC ATT AAT AT 


AAAAACTTAT 


TCTGCAAATT 


CTTTTAAATT 


GTTTGATAAT 


ATTTTTATTA 


594480 


AAGATGAAAT 


AAGCTCTTTT 


GTTGAATTTG 


G AAAGGG AC T 


TTTGTATTTT 


AATAGTAATA 


594540 


ATGATTTAAA 


AT AC TT GGG A 


TTGGCTCAGT 


GATTTTAATT 


GTTTTTATAT 


TTTTCTTTAA 


594600 


TATTTTAGAT 


TTATATTCAT 


TTTTGGAATT 


TAGAAATGAT 


GAAAAGTTTG 


CTTTAGTTAA 


594 660 


AGATTTTGGT 


GTGTTGGATA 


ATAATAAGTT 


GAATATTAGC 


CTAAGGTTAA 


GGCCCTTGGA 


594720 


AAAAACCGTA 


TCTGTTTTTT 


CCAATAATTA 


TAAAATTTTA 


TATTCAAAAA 


ATAGTTTAAA 


594780 


TAGGGATGGT 


AGTATTTTAA 


TTATTTTTGA 


TAATGATTTA 


AATCTAAATT 


TAGAGGTTTT 


594840 


TGGGGGATTT 


CTTTATAAGC 


TTGGAAAAAT 


TTTTTTAAAA 


GATGAAAAGA 


GTGTTATTGA 


594900 


TTTGGTAGTT 


AATGATCCTA 


GTGCTAAAAA 


AATTATCAAT 


CCTTTGTTTA 


TTATCAAAAA 


594960 


TAGGAACAAT 


GTGGTTGCTG 


AGACAGTTTA 


TACATTGGGT 


AGGGTTTTTT 


TAAAAGGAAA 


595020 


GGGCGATGAT 


GAAAGATTGG 


AATTATCCAA 


AAATATAAAT 


TTAAATGTAG 


ATTCTGGTCA 


595080 


ATACAGTCTT 


TTGTTGTATT 


TTCATACTCA 


AAAAGTAGAA 


TCTTTTGAAA 


ATTCTCTTAA 


595140 


AGG AAT T T AT 


TATTTTGAAG 


CTATTTTGAA 


TAATAAAAGT 


ATTCTTCGTT 


CAGATTTTCA ' 


595200 


AAATATTTTT 


TTGATTAATG 


ATACACATAC 


TTTAGCCCAA 


GAGAAAAATT 


ATGGGTTAGA 


595260 


TATTTTGAAC 


AT T AAAAAAG 


ATGGGGGATG 


TCTTAAGATA 


AATGATCTTA 


ATTTTGTTAA 


595320 


GGGTAAGAAT 


GAGCTTAAAA 


TAAAATATGG 


CGATGTTTAT 


GGAAATGAAA 


AAAAAATAAT 


595380 


TTATAGGTTT 


AAATTAAATG 


AAT AAT AAT G 


CTTTTCATTT 


TCCAGTACTT 


CTTGATGCAA 


595440 


TTTGTAAGCT 


TATAGAAGAT 


TTGCCCGTAA 


AAAGTGACTT 


AAT AT AC ATT 


GATTCTA.CTC 


595500 


TTGGAGAAGG 


TGTTCATGCA 


AAGGCTATTC 


TTGAGAAATA 


TGA.CTTTTTA 


AGTTTGGTTG 


595560 


GAATTGAAAG 


AGATCCTCAA 


ATTTTAGAAA 


GAGCAAGGCA 


GTTTCTTTCT 


ATTTTTGAAG 


595620 


AGAGAATTAC 


ATATTTTAAT 


GATTGGTTTG 


ATAATTTTTT 


CGTCAATTAT 


CCTTTAAATG 


595680 
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TCAAAGCCAA TTTTATTTTA GTTGATCTTG GTATTTCTAT GTTTCATTAC AAGGGTAGTA 5 9 5740 

AAAAAGGATT TTCTTTTCTT GAAGATGAGC C TTT AG AT AT GAGGC TTTGT TCTTCTTCTT 5 9 5800 

GCAAAATTAG TGCGGCTGAG ATTGTAAACA C T T AT AG T AA ATATGACCTT GAAGCTTTAA 5 9 53 60 

- TTTATGATTT AAGTAATGAA CATTATTCTA GAAGAATTTC TAAGGCTATT G T AG AATATA 5 9 592 0 

GAAAAATTAA AAAAATAGAA AC C AC AAAAG AGTTGCAATC CATAATAAGC AAAGTTTATC 5 9 5930 

CTTTTTCAAA AGTTAAAATA AATCCAGCTA CAAAAACTTT TCAAGCGTTA AGAATTTATG 59 6 040 

TAAATGATGA GCTTGCTCGG CTTAAAAGGA GCTTGCCTTT TTGGGTAGAA AATTTAGCTA 5 9 610 0 

AAGATGGAAT TTTAGCTATT ATTACGTTTC ATTCAATAGA GGACCGTATT GT AAAAG ATT 5 9 6160 

TTTTTAGAAG CTTGAGCTGT GATTTGTATG CTAAGATCTC AAAAAAGCCC ATTATGCCAA 5 9 6220 

GTTTTGATGA GAT T AAAAAA AACAAACCTT CAAGGAGTGC AAAAC T TAG A GTTGTAAAAA 5 9 6230 

AATTATGAAC AGC ATAAGT A AGATTGAATT TAAAGTTTAT TGTATTTTAG TTTTGATACT 5 9 63 40 

AACAGTTATA TTGTGTTTTA ATATTTATTT AAATTTCAGA TATGTTGTAA AGCTTAGGGA 5 9 64 00 

ATTTAATCAC TTAGACAATG AACAGGAAAA TATTATTGAT GATAATTTAA GGTTACTGAC 5 9 6460 

GGTAATATAT GAGCTTGAAA AT ATT GAT AG AAT AG AG AG T TTTTGTTTTG GAGAAT T AAA 59 6 520 

. TTTGGAAAAA AAAGCTAATG AAGATATAAA TATTTTTGTT GAGTAAAAGA TTTTAGAATG 596580 

AGGTTTGAGT GCGTATAAAG ATTAAGGATA TTTTAATCTC TTCTAAAGAT GTGAAATTTG 5 96 6 40 

TGGGGAATAT AAAAAATATT GAAAGAGTAG TGTCTTTTTA TTCGTTAGAT AGTCGCGAAA 5 9 67 00 

TAAAGGATGA CAATATCAAT GATAGTCTTT ATTTTGCGTA TAAGGGAAAT AAAGT AG AT G 59 67 60 

GATTTTCTTT TGTTAAATAT T T AAT TG AT C TGGGTGTTAA ATGTTTTGCA TGCTCAAGAG 5 9 68 20 

AGC AT G AAT C TGAGTGTATT AAATATTTAA AT G AC AAT G A AGGGTTGGTT TTTTTGCTTA 59 68 SO 

CAAGCAATGT AAT AAAAC TT CTTCAAGCTT TGGCATCGTT TTTAATTGAA AAAACAAGCT 5 9694 0 

T T AAAAG AAT TGCTATTACG GGTAGCAATG G C AAAAC T AC AACTAAAGAG ATGCTTTACA 597 0 00 

GTATACTTTC AAAGAAATAC AAAACTTACA AAACTTGGGG TAATTTAAAT TCTGATATTG 5 97 0 60 

GACTTCCTCT TAGTATTTTA AGGGTAGAGG GTAATGAAGA ATATGCTGTT TTTGAAGTTG 5 9712 0 

GAG TTAGTTA TGTTGGAGAA ATGGATCTTT TATCTCAAAT TTTAAAACCA GAAATTGTTA 5 9718 0 

TTATTACGAA TATAAGTTAT GCGCATATGC AAGCCTTCAA GGAGTTGCAA GCTATTGCTT 5 97 2 40 

TTGAAAAAAG CAAAATAATT GGCAAAAACA TTGAAATCTT TGTTGTAAAT GAAATGAATG 5 97 3 00 

ATTATTGTGT TTATCTTGAA AAAAG AGC AA AAATC GC AAA TCCAAATGTT- AAAATCGTTT 5 97 3 60 

ATTTTGATTT TGAAAATCTT AGTATTAAGT CATTTTCTTT TTTGGATGGG AAATTTTCTT' 5 97 42 0 
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CTATTTTATT 


GCTGGGTCGG 


CATAATATTT 


597480 


TTAATGCAAT 


AGGGTGTATT 


AATTTGGCTT 


TATTTTTAGG 


AAT G A.G AG AA 


AAAGAAATAA 


597540 


AAGAGGGCCT 


TATTGAAACT 


GCTTTTCAAA 


AGGGTAGAGC 


AGAAATTTTG 


ACAAAAAATG 


5 97 600 


GATATTTGAT 


TTTAAACGAC 


TCTTATAATG 


GCAATATGGG 


TTCTTTTATG 


GCCTTAAAAA 


597660 


ATATGATTTT 


AGATCTTAAT 


ATCCAAAACA 


AAAAG T T TAT 


AGTTCTTGGG 


TCTTTTAAAG 


5 97720 


AGCTTGGGGA 


ATTGGCATAC 


AAAACTCACA 


AAGATTTAAT 


TCAAGAGGCT 


ATTTCAATGA 


597780 


ATTTTGATAA 


AATTTTTCTA 


ATTGGCGAAG 


AATTTTTAGA 


TGTTAGGGAT 


T C T GAG AAT T 


597840 


TAGTTGAAAA 


GTGTTTATAT 


TACTTTAGCG 


AGTTTGATAA 


ATTTATTGAT 


TTTTTTTTAA 


597900 


AAAGCTTGGA 


ACCTTCAGTT 


TTTATTGTCA 


TTAAGGGCTC 


AAGGTTTAAC 


AGGCTTGAGA 


597960 


GAAT T T T AAA 


TAT AT TT AG A 


TGATAGTGGG 


GTTTTTATGT 


TTTAC CTTTT 


AGGTTTGCGT 


59802 0 


TTGCTCAAAT 


ATATTACCTT 


TAGAATGGCT 


TATGCTACAA 


TTTTTGCATT 


TTTACTTTCT 


598080 


TTGATTGTGG 


GC C C TT AT AT 


TATTTTAAAG 


TTAAAAAAAT 


TAAGAGCTGA 


TCAGATTTTA 


598140 


AGAGAAGATG 


GCCCTAAAAG 


ACATTTAAGT 


GAAAAAGCAG 


GAATTCCTAC 


CATGGGGGGC 


598200 


ATTCTTATTT 


TTTTTTGTGT 


TTTTATCTCT 


TTAGTATTTT 


GGAGCAACAT 


TTTAAATGTT 


598260 


TATTTTTTGA 


TTATGGTTTT 


TGTTATGCTG 


GGATTTGCTT 


TTTTGGGCTT 


TATAGATGAT 


598320 


TTTTTAAAAA 


T T AAAAAG AA 


AACCTCAGAT 


GGACTTAAAG 


CTCGATTTAA 


GATTTATGGA 


598330 


CAAATAATAT 


TTTCCTTTTT 


TTCTGTTGGC 


ATT T TAT ATT 


ATTTTGGTGG 


TGAGCATGTT 


598440 


AGTGTAATCT 


ATTTTCCTTT 


TATTAAGTCT 


TTTCAAATAG 


ATTTGGGGTT 


ATT T T AC AT T 
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598500 


CCTTTTGGCA 


TGTTTATTTT 


AATTTCTGCT 


TCTAATTCTT 


TCAATCTAAC 


AGATGGGCTT 


5 98 5 60 


GATGGACTTG 


CAATTGGATT 


GAGTATAGTT 


ATAACAGGGG 


CTTTAATAAT 


AATAGCTTAC 


598620 


CTTACAAGTA 


GGGCTGATTT 


TGCAGCTTAT 


TTACATATTC 


CAAATATTAA 


AGGTTCTGAA 


593 680 


GAGCTTGTAA 


TATTTCTTGG 


GGCCTTGCTT 


GGGGGTAGTT 


TTGGATTTTT 


GTGGTTTAAT 


5 98740 


GCCTATCCTG 


CTAAAATTAT 


GATGGGAGAT 


ACAGGTAGTC 


TGGCTTTGGG 


GGCCATTCTT 
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598800 


GGAATGGCAG 


CTTTGATTTT 


AAAAAGTGAA 


ATACTTTTTT 


CAATTCTTGC 


GGGTGTTTTT 
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ATTATTGAAA 


CTATGTCTGT 


AATTATTCAA 


GTTTTGGTTT 


AC AAAAAAAC 


TAAAAAAAGA 
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5 93 92 0 


GTATTTAAAA 


TGGCTCCACT 


TCATCATCAT 


TTTGAAGAAC 


TTGGGTGGTC 


TGAAATGCAA 


5 98 9 80 


GTTGTTATTA 


GATTTTGGAT 


• AATAGGGTT A 


ATATTTGCTA 


TAATTGCTTT 


AAGCACGATA 


5390 40 


AAAATCAGAT 


AATTTATTAT 


GGTTGTAGAG 


ATAAATTCAC 


TTAGGACATG 


TTATTTGCTT 


599100 


GTTTTGCTGC 


. T ATTGGTAGC 


CTATGGCCTT 


GTAGTTTTTT 


ATACTTCTTC 


CTTTTTTCTA 


599160 


AGCTTAGAAT 


TGACAGGTAA 


TCCAAATTTT 


TTATTTTTCA 


C AAG AC T T AA 


TT \TCTTTTT 


599220 
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TTAAGTTTTA TGGTTTTTCT TGTTTTTGAA AGGATTTCTT TAAATTTTTT AAAAAAATCA 599280 

ATATTTCCTG TATTGATTAT AACTCTTTTT TTAATTATGG CAACTTTTTT ATCTCCAAGT 59 93 4 0 

ATTTCTGGAG CAAAGAGATG GATATTCTTT CAAGGTGTTA GCATTCAACC TTCTGAGATT 59 940 0 

TTTAAAATAT CTTTTACTAT TTATCTTTCA GCTTATTTGA GCAAGTTTGA CCCAAGAAAA 5 9 94 60 

AACAATGGTA TTTCATACTG GATAAAGCCA ATGTTGATTT TTGCAATTTT TTGGGTGTTA 59 9520 

ATAATTTTG'C AAAACGATTA TTCAACAGCT ATTTATTTTG CCATTCTTTT TTTTATTGTT- 5 9 9580 

TTGTTTGTTT CTAATATGGC ATTTAGCTAT GTTTTTGCTA TTGTGGTTAC TTTTTTACCA 599 64 0 

GTTTCTGCTA TATTCTTGAT GGTTGAACCT TATAGGGTTT CTAGAATTTT TGCCTTTCTC 5 9 9700 

AATCCTTACG ATGATCCTTC TGGCAAAGGT T AC C AG AT AA TAGCATCTCT TAATGCTTTA 5 997 60 

AAAAGT GG AG GAATTTTAGG TAAAGGGCTG GGAATGGGAG AGGTAAAACT TGGAAAATTA 5 9 982 0 

CCAGAGGCCA ATTCGGATTT TATTTTTTCA GTTCTTGGAG AAGAATTAGG ATTTTTAGGG 5 9 9880 

GTTTTGTTTG CTATAAGCTT GTTTTTTTTG TTTTTTTACT TTGGTTATTT TATAGCTATT 5 99 9 40 

CATTCTAATA GTAGGTTTAA ATTTTTTATT GCATTTATTT CAAGTCTTGC AATTTTTCTT 6 0 0000 

CAAAGCATGA TGAATATTTT AATTGCAATC GGTCTTTTGC CTCCTACAGG GATAAATTTA 6 00060 

CCATTTTTTT CATCTGGGGG ATCTTCTATT ATTGTTACCA TGGCATTGTC TGGCCTTATT 6 0012 0 

TCAAATGTTT CAAAAAATTT AAGTAATAAT TGATTAGATT TTTCTAGTAG TGTAAATTGA 6 0 018 0 

GTTAGGTTAT GATTTTTGAG AGAAAATTTT TAATTAAGTA TATATATTTC TTGACGTCTT 60 0240 

TAATTTTTTT TGAAATAATA AT TAT T ATT T TTGCATCTCC TTATTTTTTG ATTAGGTATA 6 003 0 0 

TTAGTATCAA TAATGATATT TCTCTTTCTA AAGAGGATAT AATCAAGATT TCAGGAATCA 6 00 3 60 

AGCCCAATAC GTATTATCAT AATGCTAATG TTAGAATATA TGAGGAGAAT CTTAAAAAAG 6 0 0420 

ATTTAAGGGT AAAGAATGTT AAAGTTGATC TTAAGTTTCC CAATAAAATT AATATTAAAA 6 00 480 

TAGAAAAAAG AATACCGATT GCTGTTGCTT TAGAAAACGT AAATGGTAAT ATT AC TT ATT 60054 0 

ATTGTATTGC ATCAGATGGT GTAATTTTGG AAAAAAGTAA GCATTTAATT TATGATTTGC 6 00 600 

CCGTAATTAG CGGATTAGTT TTGAATGACA ACAATGTAGG AGATTTTCTA GAGGATAGAA 6 00 6 60 

TGCTTAATAT TGTAAGAGGC CTTGATTATC TTAAAATAAA TCAAAAATAT TTGTATAATT 600720 

TAATATCAGA GGTCAATTTT TTAAAATTGA ATTTCTATGA TTATAATGTA ATTTTGTATA 6 00780 

TTAAAAGTAT ATATAATAAA ATATTGATAA CAGTTGATAT GAATTTAATG GATGTGATGC 6008 40 

ATAAAGTGTT TCTTGCGGTT AATTTGCTTA AAGGAAAACC CGGCGTTATA- GATTTAAGAA 6 0 0900 

GTGGTGATAT CATTTTGTTA GG AG AAAGT T AGTGTCTAGG AATTTGATAG TAGGTTTAGA 6 009 6 0 
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TGTTGGAACT TCAAAAATTT GTACTGTTGT TGCCGAGGTG AATTTAAATG ATCAATTAGA 6010 2 0 

AATAGTTGGA ATAGGCACTA GTATATCAAG AGGAGTTAGG AAGGGAGTTT TAATAAATAT 6 010 8 0 

TGAGGCGGCT CTTGATTCAA TATCTAATTC TATTGAGGCT GCAGAGCTCA TCTCAGGATG 6 01140 

TGACATTACA TCACTTTCAG TTTCTATGTC TGGAAGTAGT GTTGAGGGGA CTAATTCACG 6 012 0 0 

CGGTGTTGTT GC AATAAATT CAAAAACAAG A GAG AT T AAC GAAGAAGATG TTGAAAGGGT 6 012 6 0 

AATCGAAGCG GCAAAGGCAA TTGTTATTCC AATGGATAGA GAAATTCTTC ATGTTATTCC 6013 2 0 

TCAAGAATTT ATTGTAGATG GAATACCCCA TATAAAAAAT C C AAT AG AT A TGATGGGTAT 6 013 8 0 

TCGTCTTGAA GGAGAGGTGC ACATTATTAC GGGCTCTAGT TCTTCTAGTC AGAATTTAGT 6 0144 0 

CAGATGCGTA AATCGAGCTG GCTTTGCCGT TGATGAGGTT GTTCTTGGAA GTCTAGCTTC 6015 0 0 

ATC TTATGC A ACTCTTTCTA AAGAAGAGCG TGAGATGGGG GTTTTATTTA TTGATATGGG 6 015 6 0 

CAAAGGGACA ACAGATATTA TTCTTTATAT TGATGGTTCT CCTTATTATA CGGGTGTAAT 60162 0 

TCCCATTGGT GTTAATAGAG TGACTCTTGA TATTGCGCAA GTTTGGAAGG TTCCTGAGGA 601680 

TGTTGCTGAA AATATTAAAA TAACAGCTGG CATTGCTCAT CCGTCTATTC TTGAGAGTCA 6017 40 

AATGGAAACT GT AAT T AT T C CAAATCTTGG AACTCGACCC C C T C AAG AAA AAAG TAG AAA 6018 00 

AGAGTTGTCT GTAATAATTA ATTCAAGACT GAGAGAAATT TTTGAAATGA T G AAAG C GG A 6018 6 0 

AAT AC TT AAG CGCGGACTTT ATAATAAAAT TAATGGTGGA ATAGTTTTAA CAGGCGGAGG 60192 0 

AGCTTTATTC CCAGGCATTT CTAATTTAAT AGAAGAGGTA TTTAATTATC CTGCAAGAAT 6 019 80 

AGGTTTGCCA ATGAGTATTA ATGGAATTGG AGAAGAGCAT AT AG AC C CC A AGTTTTCTTC 6 02 040 

AGCTCTTGGT CTTGTTCTTT ATAAGCACGA GCAACAAAAA TTCAATAAAT TAAAGAAGGT 60 2100 

AAGCAGTAAA GTTAAAAGAA AAAATAAAAT ATCTTCAAAG TTGAAAGGTT GGTTTTTGAA 6 02160 

AGAATGGTTT TGACCAATCA TGGAGGAAGC GTTAATGAAA GAT TAT AAT A TGATTGATAG 602220 

C CAT AC AAG A AGA.TTTGATT C TACT AC AAA TCCTACAATT CTTAAGGTGA TTGGTGCGGG 60 22 80 

CGGAGGAGGT AGTAATGCTG TT AAT C GT AT GATTGAATAT GGAGTAAGAG ATGTTGAATT 6 02 3 40 

TATTGTGGCT AAT AC CG ATC TTCAGGCTCT CCAAACTTCT ATTGCTCCCA TAAAAATTGC 602400 

CCTTGGAGCA AAAGTTACAG CAGGGCTTGG TGCTGGGGGA AAGCCTGAGA TTGGACAAGC 60 2 460 

TGCAGCAGAG GAAGACATAG ATGTTATACG AAATCATCTT "TCTGGTGCCG ATATGGTGTT 602 52 0 

TATTACTGCT GGTATGGGGG GCGGGACAGG AACCGGAGCA GCTCCAGTTA TTGCGCAAGT 60 2 5 80 

TGCAAAAGAG CTTGGTATTT TAACAGTTGG AGTTGTAACA AAGCCTTTTA AGTTTGAAGG 602 640 

TCCTAAGAAG TTGAGACTTG CTGAGCAGGG AATAAATAAC TTAAGAAAGT CTGTAGATAC 602 7 00 

ATTGATCATT ATTCCAAATC AAAAGCTTTT AACTGTTGTT GACAAAAGAA CCACCATTAA 6 027 60 
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AGATGCTTTT AAGCGTGCAG ATGATGTTCT TAGAATGGGC GTTCAAGGTA TTGCAGGGCT 602 32 0 

TATTATTGAG CATGGAGAGG TTAATATTGA TTTTGCCGAT GT T AAAAGC A TTATGCAAGG 602 8 30 

C C AAGGAG AT GCTTTAATGG GAATAGGATA TGGCAAGGGC GAAAACAGAG CTGTTGATGC 602 940 
I 

CGCAACTTCT GCTATTAGTA ATCCATTACT TGAGGAAGTT CGTATTGAAG GGTCTAAGGG 60 3 0 00 

GCTTCTTGTT AATGTTACTG GCGGAGATGA TTTTTCATTG CTTGAACTTG AAGAGATTAT 6 03 0 60 

GGGGATAATC ACGGTTAGTG TTGATGATGA GGCTACTGTA AT AT AT GGT C ATGCTATTAA 6 0312 0 

TTCGAATCTT GAAGATGAAA TTTACGTTAC AGTTGTTGCT ACAGGTTTTG CAT C T AAAAA 60 3180 

GCAAAAAGAA ATATCTAGCA CACCAGAAAA TAATACTTTA AGTTCCAAAG AGTTTGATAC 6 03 2 40 

TTTAATGTCT GGCAATCAAA ATGCTCCTTC TGGATCTTAT GAGCAACAAG ATTCTTCTTT 6 03 3 00 

TGCGGCAAAG TCCAAAAATG TTAATTATTT TGATGATGAC ATTGATGTTC CAACATTTCT 6033 60 

TAG AAA T T T A AATAAAAAAA GTAGCGATGA T TAGAT G AAA ATTTTGTGGT TAATAATTCT 6 03 420 

TGTTAATTTA TTTTTATCTT GTGGCAATGA ATCTAAAGAA AAATCAAATC TTGGTCTTAG 603 4 80 

ATTAAGAGAA TTGGAAATTT CAGGTGGTGG ATCTGAATCT AAGATTGAAG TTTATAAAGA 603 5 40 

ATTTATTGAA AAAGAAGATA AGAATATTTT AAAGATAGTT AATTCCATTG ATAAGAAAGC 6 03 6 00 

CAGATTTTTT AATTTAATTG GTCTTGAATT TTTTAAGCTT GGTCAGTACG GACCTGCTAT 603 6 60 

i 

TGAATATTTT GCTAAAAATT TAGAAATCAA TCCCAATAAT TATTTATCTC ATTTTTATAT 6 0 3720 

AGGTGTTGCT TCTTATAATT T AG CT AAAAA TTTAAGAGTA AAAGATGAAG TTGAAAAATA 60 3 7 80 

CATAATTCTT GCTGAAAATT CTTTTTTAAA ATCACTTTCA AT T AG AG ATG ATTTTAAAGA 6 03 8 40 

TTCTCTTTTT GCCATTTCTA ATATGTACGT ATATGATCTT GATAAACAAC TTGAAGCTAA 603 900 

AAATTATTTA AATAAACTTG GTGATATGGG TGAGGACTAT TTTGAGTTTT TAATGTTAAG 603 9 60 

AGGTGCAAAT TATTATTCGC TGGGCGATCT TGGTAATGCT ATATTGTTTT ATGATAAAGC 6 0 402 0 

TAGTAAAAAG GCTTCAACTG AAGAGCAAAA AGAAGGTGTT TCTAGGATCA TGAGTAATTT 60408 0 

GAAGTAATTA TTTATGATGA AATTGCTTTA TATTGATAAT TTGAAATTTT TAAAAGGCAA 60 4140 

AG AAAAA T T A AAACTTTTTA ATAATTTTGA TTTTAATAAT GTTATTAAAT TGACCCAGAA 60 4200 

AG AC AT T GAG TCTTATTTTT TAAAATCATT TAGAAGATTG TTTAAGTTGC CCGATCTAAA 60 42 60 

AT TAG TAG AA TTACAAGAAA AAGTTATTCA AAGGAC C AAA GCCAAAGTTG CTATTCTAGG 60 43 2 0 

GTCTAAGTCT TATCCTAATA AGCTTAAAAG AATTTATGAC CCTCCTTTTG CTATTTACTA 604380 

CAAGGGCAAT TTACCAGATT GTTCTTTATT ATCTTGGGCT GTTGTTGGTT- C T AG AAAAAT 6 0 444 0 

TAG T AAAAC T CTTGCTGAGA ' GAAC AAGGGA ATTTTC TTC A CATCTTGCAA AGAATGGTGT 604500 
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AGAGATTATT 


TCTGGATTTG 


CAATTGGGGC 
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AGATATTGAG 


GCTCATATAG 


CAGCAATAAA 


604560 


TGAGAATAAG 


AGAACATTTG 


GTGTTATTCC 


AACAGATATT 


G AC AAT AT T T 


ATCCTAGGCA 


604620 


AAATCGAAAA 


TATGTTTCCA 


AGCTTTTAGA 


ACAAGGTGGA 


GG AAT AAT T A 


CTGAGACTTT 


604680 


GCCATTTGAT 


AAAATTCAAA 


ATTATTTTTT 


TGCCAAAAGA 


AATAGATTGG 


TATCAGGTCT 


6 047 40 


GTCTGATGCT 


ATTTTTATAA 


CATATGCACC 


CTTGAAATCA 


GGAGCTTTAA 


TTACAGCTGA 




GCTTGGTCTT 


GACTTAGGAC 


TTGATGTTTA 


TGTTTATGAT 


TTAGATTTTT 


GTGGTGATGG 
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AGCTGTAAAA 


TTGCATGATT 


TTGGTGCGCA 


AGAAATAAAA 


ACCGTTAAGG 


ATCTTTATGC 
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TTTATTAAAT 


ATTAAA.TATG 


TAGATTCCAA 


TAATATTGAA 


GATGATTCTA 


AAGAGTGTTG 


6 0 4980 


TAATTGTAAA 


AATGTATCTG 


ATGTTCTTAT 


TGGGGAACTT 


TTAAAAGAGG 


TATGTAAATA 


6 0 5 040 


GGGGGGTAAT 


ATGAGC TTT A 


AAGGAACCAC 


AGTTATTGCA 


ATAAAAAAAA 


ATGGTAAGAC 
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dOblUU 


TGTGGTGGCA 


GCAGATGGAC 


AAGTAACTTT 


TGGACATACT 


GTTTTAAAGA 


GT AATGC TAT 


605160 


TAAAATACGA 


AAATTGCTTA 


ATGGGAAAAT 


TTTGGCAGGA 


TTTGCAGGTT 


CAACATCTGA 


60 522 0 


TGCAATTACT 


CTTTTTGAAA 


AATTTGAAGA 


AAAAATCAAA 


GCAAAAGGTG 


ATGGCTTGAT 


60 52 8 0 


TGACATTAAA 


AGGGCGGCTG 


TTGACCTTGC 


AAAAGATTGG 


CGTTCTGACA 


AAATACTGCA 


60 5 3 4 0 


TAAGCTTGAG 


GCTATGATGC 


TTGTTGCTGA 


TTCTAACAAT 


ATTCTTTTGA 


TTTCTGGTAC 


6 0 5 4 U U 


TGGTGATGTT 


GTTGAGCCTG 


AAGAGGATGT 


TATTTCGATT 


GGCAGTGGTG 


GTAATTATGC 


6 0 54 60 


ATATTCAGCA 


GCTCTTGCTT 


ACATGGAGAA 


CAAAAAATTA 


AGCGCTTTTG 


AGGTTGCACT 


6 0 5 5 2 0 


TAGATCTTTA 


AAAATAGCAG 


CAAGAGTGTG 


TAT AT AT AC T 


AATTCTAATA 


TTGTGCTTGA 


605580 


GGAGATTGAA 


AAT G AAT AAA 


TTAGAAGAGC 


AC T AT AT AGT 


TCCCAAAGAT 


GTAGTTGCAG 


605640 


AACTTGATAA 


ATATATAATA 


GGTCAAGACG 


AAGCTAAAAA 


ATTAGTATCA 


ATTGCTCTTG 


6 0 5 / 0 U 


TTAATAGATA 


TATAAGGTCT 


AGGCTTCCAA 


AAGAAATAAA 


AGATGAGGTA 


ATGCCTAAAA 


60 5760 


ACATTATTAT 


GATTGGATCA 


ACTGGCATTG 


GGAAG AC C G A 


GATTGCAAGA 


AGACTTTCTA 


60 5820 


AATTAATTAA 


AGCTCCTTTT 


ATTAAAGTTG 


AGGC T AC AAA 


ATATACTGAG 


GTTGGTTATG 


60 5880 


TTGGTCGTGA 


TGTTGAATCT 


ATGGTTAGAG 


ATTTAATGAG 


CATTGCAGTT 


AATATGGTAA 


6 0 b 9 4U 


AAGAAGAGAT 


GTATAGTACT 


GTAAGAGATG 


ATGCTTTAGT 


AAGAACAGAG 


GAGAGAATAG 


606000 


TTGATAGTCT 


TTTTAAGGGA 


TCTAGTAATT 


CTGAGAATAT 


GGATCCAAAT 


GAAAT AAAGG 


606060 


C GG AAG AAAA 


GGTAAAAGAG 


AAGCTTAGAA 


AAAAGC TT AG 


AGCAGGTGAG 


C TTGATGATA 
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CTACTATTGA 


AATACAAATT 


TCTAGTAAAA 


TGCCATTTTC 


TACAATAGAA 


ATATTTA.CGG 
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GTGGTAATTT 


TGAAGAGATT 


GATATGGGAA 


TTGGC GGTT T 


GCTGGGTAAT 


ATATTTGATA 


606240 


GAAAAAAGAA 


AAGAGAATTG 


AAGATTAAAA 


AAG C AAAGG A 


AAT AAT ATT A 


GC AG AAGAGC 


606300 
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TTGAGAAATT GGTCGATCAC GAAAACATTT CAGA'TATTGC AAAAT C T AAA GTTGAAA.--TA 6 0 63 50 

TGGGAATTAT TTTTATTGAT GAGATCGATA AAATAGCTGC TAAGAATAGG AGTGGCAATG 5 0 5420 

ATGTGTCCAG AGAAGGTGTT CAAAGAGATA TTTTGCCAAT T ATTG AAGG T TCTAAAGCTA 5 0 643 0 

AT AC AAAAT A TGGAATAGTT GAT AC T T C T C AT AT TT T AT T TATTGCAGCA GGAGCATCTA 6 0 55 40 

ATTTAGCTAA ACCTTCTGAT TTAATACCCG AGC TTC A.AGG AAGATTTCCT ATCAAGGTTG 50 6 600 

AACTTAAGAG CTTAAGCATA GACGATTTGA AAAAAATTTT AAAACAAACA A-A_AATTCTT SO 6660 

TAATAAAACA ATATGTTGCG ATGTTTAAGG TTTATGA'TTT AG ATT T AAAG TCTAGTGAGG 5 05 72 0 

AAGC TAT AG A TAGAATTGCA GAGCTTACTT TTAATATGAA TCTTGAGAGT GAAAATCTTG 6 0 6730 

GTGCCAGAAG AC TTC AC GGT GTTATGGAAA T AGTGC TTGC AGATCTTTTT TTTGAAGCGC 60 6S40 

CTGGCAGTAA GTTGAAAAAA TTTGAAATAA AC TTGG AC T A TGTTAATAAA A\AATACAAA 506900 

TTAACGAACA AAAAGATTTG AATTATTATA TAATTTAGTT AAAAGCAATT T T AAATG AGG 50 6 960 

GAGGTTTCAA TTTGAATGAT TTTGAAAGAT CTGTAGATTT TTC AC AT AGG TATTTAGATG 507020 

TTTTGAGTTT AAGACAAAGC GTTATTTCTG AC AAT AT AGC AAA.T AT AG AT AC T C C AAATT 60 7 080 

TTAAAAGAAG CAAAATTTCT TTTGAATCAG AGC TTGAAAA GGC TTTTTC A AATGAAGATA 6^7140 

AAAATGATTT AAACTTAATT AAATCTAGTG AT AAGC ACCT GTCTGGGTTT AAAAATCTAA 60720 0 

AGT AT TC AG A TGTCAAGCCT CACAGAGTTC TTGACCATTT TTCAACTATG A.-.TAATAATG 5 072 50 

GCAATAATGT TGATATTGAT TCTGAGGTTA AGGCACTTGT GCAAAACCAA. ATGATGTATC 5 0732 0 

ATCTTATGAC TAATGTTCAG GCGCATTATT TTAAAAGTAT AAATACTGTA TT AAAAT AAA 5073 3 0 

TTAATATCTT AAGGAATGTA AAATGGGATT GTTTTCAAGC AT T AATGT AG TTC C AA C GGG 5 07 440 

ATTAACAGCA CAAAGGTTAA GGATTGATGT TATTTCTAAT AACATTGCAA ATGTTTCTAC 607 5 00 

TTCTAGAACT CCTGATGGTG GACCTTATAG AAGGCAAAGG ATTATTTTTG CACCAAGGGT 5075 6 0 

TAATAATCCT TATTGGAAAG GGCCTTTTAT TCCGGATTAT CTTGATAA.TG C-CA.TTGGTCA 607 620 

AGGAGTTAGG GTTGCTAGCA TTGAAAAAGA T AAA T C TC C A TTAAAGTTAA AA. T ATGA T C C 5 07 6 SO 

AGCTCACCCC GATTCAATAA GTTCTGGAGA TAAAAAGGGT TATGTAGAGC TTCCCAATGT 6077 40 

TAATTTAGTT GAAGAAATGG TAGATATGAT TTC AGC TTC T CGTGCTTATG AGGCAAATTC 5073 0 0 

TACTGTCATC AATAGTAGTA AGTCTATGTT TAGAAGTGCG T T AGC T AT AC V TC AAGGC T A 6 07 3 60 

AAGGAGAGAT CATTGGTGAG AACAGATGCT TTTTTTACAG AAAAT AATAT TAATTTGGTT 6079 2 0 

AAAAAAAATC CTTTGCATTT TGATGTGAAT CTTTTTAGTT CTAAAAGTAA- TGC C AAAGAC 6 07S3 0 

AATGATATTA AAACTTTTAA GGATGTTTTA ATAAATTCGA TTACTGATGT CAACAAAAGC .503040 

( 



CAATTAAATG 
CATGATGTTG 
GTTGAGAGAG 
TTTTGAGCAA 
GTACGGTTCA 
TTTTAATAGG 
ATCAATATCT 
TGAGTTCTGA 
TTCTTGTCAG 
ATAGGTGGAC 
CGGTTGAACA 
TGCCCGAGAA 
CCCCAAGACC 
TTATTCAGTA 
GAACTATTTT 
AAGAGCGTAA 
TAAGTAAGGT 
CTTCAAAAGA 
CAAAAGCTTC 
AAAAAAAAGA 
ATACCCCTCC 
AGATCAAAAA 
TTGTAGGTGT 
AGGGAGATTT 
AAGAAATAAA 
GCGA PTCAAT 
ATGAAAATTA 
TTTCATTATT 
GAAGACGTCT 
T AATGG AT GG 



TTT CC AAGGT 
TAATAGCGAT 
GTGTGAAGGC 
ATTTTTTACT 
GAAAATAGCC 
GTTTTCTACT 
CTTAGATAGG 
TGGAAGAATT 
AGAAGAGCTT 
T AT T AC T GAT 
GCATATTGTA 
AGCTCTTTTT 
CGGTTCTGAT 
TGCCATTGAA 
AAATGATTTT 
GTTAAAGCTT 
TTTGTCTGTT 
AAC T AC AG AG 
TTATAACACT 
ATATCAGGGT 
TGAATATCAG 
TGTTGCTTTG 
TTCTCTTGGT 
CGTAATAGAA 
AAATATTGAA 
AACGGTTAGA 
TTTTGCAAGT 
AATTTTAGTA 
TAGAGAAGAG 
TGGTGACGAT 



TACAGAACAA 
GTCTAAGGCG 
TTATCAAGAT 
AATTTTTTTG 
TTAGGATTGA 
AAAAGTCAAA 
ATATCGCAAA 
TATTTAGATG 
GTGCCCGTTC 
TTTGAAAGAA 
GCTTTAGATG 
AAAGAGTCTC 
ATT ATT AC C A 
GGTCTTGAAT 
TCTAATTTGG 
AAGTATGAAG 
GATAGATTTA 
TCTAAAGAGT 
AGGAAAGTAA 
CAAGGATATA 
GATTTAAGTG 
AATGAAAAAA 
ATTTTCGTAG 
AATGGAATGA 
GATGTTTTGC 
AATATATCTT 
GAAAGGTTTA 
TTTACC-ATAT 
GAATTAGCAA 
ATTGGCGTTG 
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GCTATTCTTA 

AATATGAATT 

ATAATCAATA 

TTTCAGCAAA 

TTAT^TTTTT 

GCATTGCTCT 

G AC T TG AT AG 

ATGAAAAGCT 

ATATGGATCC 

GCATTAATCT 

ATGTTGATGC 

AAGAGCCTGT 

ATAGAAAAAA 

CTGACAATAT 

ATGGGATAGA 

CTATGCTTAG 

TGATAGCAAG 

ATGCCCCTAT 

GCGATTCAAC 

GTCCCTGGGG 

ATATTACTGG 

AATCTACAAG 

ATGGTATTTG 

GAAAAAGAGA 

AAAGTTCTTT 

TTGATCGTAT 

AATATTTCTT 

TTTTTGCTAT 

AGCAAGCACA 

ACGATGTTGT 



AGCCTAGTAG 
TAAGCATTTT 
TTCGTTAAGG 
AGGAATGTTC 
TGTGATTCTT 
TTTTGGQGTT 
GGAAAATGTT 
TGCAAAAAAA 
ATGGGCTTTG 
TAGAAGATCT 
TGTTAGTGTG 
TAAGGCATCT 
AGTTGAAGGA 
TGCTATTGTT 
T AG AAT AG AC 
GGGTGAAATC 
AGTAAATGTA 
TGAGCTTCAA 
TAT TAT AT CT 
ACCTCCTGGG 
TAAATATAAT 
C G AAAAAG AG 
GAATTTTGTG 
ATATAAGCCT 
TGAATATAAG 
GAATGAATTT 
ATTTATTGCA 
TTCTAGAGAA 
CTTAAGGCGC 
TGGTGGGATT 



CATTGATGTT 
AAAGGCTGTT 
AGCCATAAGA 
AAAAAAG C T A 
GCGCTTGTTT 
GAAATTAAAG 
AAGTATTTTT 
ATGAGAGCAA 
TTTGATATTG 
ATTACAAGAG 
AATCTTGTTA 
GTTAGAATTA 
CTTGTTAAAC 
GATAATAGTG 
TTAGCAGAAA 
GATTCTGCAT 
AAGCTTGATA 
TCTCAAGATC 
TCTCAGACTC 
CAGGAAGGCA 
GAGTCTCAAG 
C CCGC T AGGA 
TACGATGAGA 
ATGGCATTAG 
CC AGAAAGAG 
AGAGAAATAG 
AGTATAGTAT 
C TTGAGAG AC 
CAACAAGCCT 
AG AG AAGGC G 



608100 
608150 
608220 
608280 
608340 
608400 
608460 
608520 
608580 
608640 
608700 
608760 
608820 
608880 
608940 
609000 
609060 
609120 
609180 
609240 
609300 
609360 
609420 
609480 
609540 
609600 
609660 
609720 
609780 
609840 
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ATGAGCTTCA AAGCAATGCT GAGCTTTTAG CCAGAGAAAA GCCAGAAGAT GTTGCTAAGC 60 990 0 

TTATAAGAAC ATGGCTTTTG AAAAACGCGT AAAAGGTAGT AATTGATATG GAAGAAAAAA 60 9 9 60 

AAGAAAAGGA GATTCTGGAT GTTTCTGCTT TAACAGGCAA GCAAAAGGCC GCTATTTTGT 610 02 0 

TGGTTTCAAT AGGTTCTGAA ATCTCTTCTA AAGTGTTTAA GTATCTTTCT CAAGAAGAGA 610 03 0 

TAGAGTCTTT GACATTTGAG ATAGCAAAGC TTGAGACAAT TACTTCTGAG CTTAAAGATA 61014 0 

ATGTTCTTTT AGAGTTTAAA GAATTAATGA TGGCTCAAGA ATTTATTCAA AAGGGTGGAA 6102 00 

TTGATTATGC AAGAGAGCTT CTTGAAAAAT CTCTTGGGAC T C AAAAAGC A GTTGATATTA 6102 60 

TTAATAATTT GGGTTCTGCT TTACAGTCTA GACCCTTTGA ATTTGTAAGA AGAGCAGATC 610 3 20 

CTGCGAATAT TTTAAACTTT ATTCAGCAAG AACATCCCCA AACAATTGCT TTAATTCTTT 6103 80 

CATATCTTGA TCCTCAAAAG GCTTCTTTTA TTCTCTCTAG TTTGCCCACA GAAGTACAAA 6104 40 

CCAATGTTGC AAGAAGAATT GCGTTAATGG ATAGAACTTC TCCTGAGGTT GTAAGAGAGG 610 5 00 

TTGAGAGGGT TCTTGAGAAA AAACTAGCTT CTCTTTCTTC AG AAG AT TAT ACATCAGCAG 610 5 60 

GAGGAGTTGA CAATGTTGTT GAGATAATTA ATATGGCTGA T AG AAAAAC G GAGAAGTTTA 610 620 

TTATTGAATC TCTTGAAGAA G AAG AT C C AG AGCTTGCAGA AG AG AT T AAG AAGAAAATGT 610 630 

TTGTGTTTGA GGATATAGTT TTACTTGATG ACAGATCTAT ACAAAGGGTT T T AAG AG AAA 6107 40 

TAGATGGTCA AGAGTTGGCA AAAGCTTTAA AATCTGTAGA TATTCCTGTC CAAGAAAAAA 6103 00 

TTTTCAAAAA CATGTCAAAA AG AGGGGC TT CAATGCTTAA GGAAGACATG GAATTTTTGG 610 3 60 

GACCTACTAG GCGAAAAGAT GTTGAGGAAT CTCAGCAAAA AATTGTTTCT CTTATTAGAA 610 92 0 

AATTAGAAGA ACAGGGAGAA ATAGTTATTT CAAGGGGTGG TGAAGAAGAT GTGCTTGTCT 6109 80 

GATAAAGGAG TTTTGTTTGC CTAAGGTTTT ATATAAATCA TCAGAAGTTG ATAATTTAGT 6110 40 

AAAGTTTGAG TTTGTTGAGA TAGCAAAGCC TGTTTTTGAA TCTTTGGAAA TCAAGGAGAA "611100 

GGAAGGCAAG GTTTACGACA TAGAAAGTCA AATCTCCAAT CTTAAAGAAG AGTTGCAACT 611160 

TTTAAGAGAT GAAAAAT T AC AACTTGAGGA AGAGCTTGCT AAAAGGCAAG AACTTGCCAA 61122 0 

AGAGGAAGTT CAAATTGAAT CTAAGCGGCT TATTGAAGAA GCTAAGGCAA AGGCTAATGA 6112 3 0 

AG TAT TAG AA GCAGCCAAAC AAGAAGCAGA TCTTTTACAA AAAGAAGCTA TTTATAAGAA 6113 4 0 

AGAATCTATT ' GAGACTGAAT CTAATGCCGA GATTGAAAGA TTAGCAAGAG AGTATGAAGA 61140 0 

AAAATTAAAA ACAGATCTTG AGATAGCAAT AGCTAAAGGT AGGGAAGAGG GATATAGCAA 611460 

AGGTTATGAA AGTGGTTTTG AAG ATT T TG A CAAAGTTATG AG AAAAT TAC ■ ATGTTATAAT 61152 0 

AGCATCTCTG ATTG C TG AAA GGAAAGGTAT TCTTGAATCT TCGAGTGGCC AG AT AG T GAG 6115 80 ~ 
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TCTTGTTATG CAAATTGCAA TTAAAGTTAT TAAGAGGATT ACAGATTCTC AAAAAGATAT 611640 

TGTTTTGGAA AATGTTAATG AGGTTTTGAA AAGGGTAAAA GATAAAACAC AG ATT AC CAT 61170 0 

TCGTGTAAAT CTTGATGATT TAGATATTGT TAGACATAAA AAGAGTGATT TTATTTCTAG 6117 60 

ATTTGATATT ATAGAAAATT TAGAGATCAT AGAAGATCCC AACATAGGCA AAGGC GGTTG 6118 2 0 

TATAATTGAA ACTAATTTTG GAGAGATTGA TGCGCGCATT TCTTCTCAAC TTGATAAAAT 6118 8 0 

AGAGGAAAAG TTTAAAAATT TTTCTTTATT AAGTTAAGTA TCTAAAGGAA TTTTAGTGAG 6119 40 

CAATTTTTTT GAAAATTATT TAAGACAAGT AGATGATATT GAAACTGTTT CTTTTGTTGG 612 000 

CAGGGTGCAA AAAATAAAAG GTCTTTTAGT TGAGAGTTTA GGGCCTCAGT GCGCTATTGG 612 0 60 

AGATTTGTGT TTAATTGATC AAAGAAATGG CAAAAAGGTA TGCGCAGAGG TTTTAGGATT 61212 0 

TAATGGTCCT TATGTTAGCC TTATGGCCTA TGAAGGATTT AGCGGGATTG AAGTTGGAAA 61218 0 

TAAAGTTTAT TCTTTAAACA AAGGGCTAGA AATAAATCTT AGTGATGAGC TTTTGGGAAG 6122 40 

AGTTATTGAT TCTCTTGGCA GACCTATTGA TAATAAAGGG TCATTTTTGA ACAATAGTTA 612 3 00 

TAAAGAGTTA ATTTTTGAAA AAATTAATCC AATTAATAGA AGTATTTTTG AAGATCAAAT 612 3 60 

ATTAACGGGA GTTAAAGTTC TTGATGGGTT TTTGCCAGTT GCAAAAGGAC AAAGAGTTGG 612 42 0 

TATTTTTTCT GGTTCTGGTG TTGGTAAATC TACTTTGCTT GGCATGATTG CAAAAAATTC 61248 0 

AAATGCAGAT GTAAATGTTA TTGCTTTTAT TGGGGAAAGG GGTCGAGAGC TTAATGAGTT 612 5 40 

TATTGAACAT GAGCTTGGTG AAGAGCGTTT AAAAAAAAGT GTTTTAGTTG TTTCAACTTC 612 60 0 

TGATGAATCT CCCATTTCAA GGTATAAGGG AGCTTATGTT GCTACCATGA TAGCAGAATA 612 6 60 

CTTTAGGGAG CAAGGTAAAG ATGTGGCTTT GCTTTTTGAT TCTATTACTA GGTTTGCAAA 612 72 0 

TGCTAAAAGA GAGATGTCTC TTTCTTTAGG AGAGCCTCCG GT AGC T AAAG GTTATCCGCC 612 78 0 

TTCTGTTTTT GTTGAAATTC CAATTTTGCT TGAGAGATCG GGCTTTAATG GTAATGGGGG 612 8 40 

AAGTGTTACT GGGTTTTATA CTGTTCTTGT TGAGGGGGAT GATTTCACAG AGCCTGTAGC 612 900 

CGATAATATT AAAGCTGTTT TGGATGGTCA TATTATTTTA GACAGAGATT TGTTTGACAG 612 9 60 

GGGAATATAT CCTTCAATAA ATGTTTTAAG TTCAACTTCA AGATCTATTC ATAGAATAAT 613 02 0 

GAGC CTAGAA AAACAAAAAT TAATAATGAA AG C T AG AAAT TTATTGTCTA TTTATAAAGA 613 080 

TTATGAAGAT CTTATTAGAA CAGGAATTTA TCTCAAAGGA TCCAATAAGG ATGTTGATTT 613140 

TGCAATTTCT AAGTATCCTA AGATTATTAA TTTTATTTCT CAAGGAATAA ACGAAACATT 61320 0 

TGATTTTGAA AATTTAGAAG ATGAAATAAA GG AAA TAT T A TCTTGAATGA TTTAAACTTT 613 26 0 
AG AAAAC AAA AGCTTAATAG AATATTGACG ATT AG AAC C T ACTTTCGAAA GCTAAGCGAG " 61332 0 

AGA.GATTTAA T G AAT AT AAA TAAGAAAATT TCAAAAATAA ATCAGTTTTC AGATGGAATT 613 3 30 
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CCTAATATTT TAAAAAACTT GAATGGTTTT GATGATCTTT ACATAAGAGG T TAT AT AG AC 613 4 40 

TGTTTAAATT ATAAAAAAAC C C AAAATTTT AAAATTCTTG AAG AG C T TAG AAAGCATTAT 613 500 

AACAAATGTT ATGATGTTTA TGTAGATAAA TATAGGCAAG AAAAAAAGAT TAAGATATTA 613 5 60 

ATAAAAAATT TAAATAATTC T AT AA TT AAA AATAGAGAAA AAAAGGAAAG CTTGCTACTA 613 62 0 

GATGAGCATG TAAATTATAA AGTTTGTCAA AATCTAAGGA ATGAAAGTGA ATAATTTTTT 613 680 

ATCGTTCTTT TTTAGGGCAT TTTTTTTGTT ATTTTTAATT GTTATTTTAT TTTTCTTTGT 613 7 40 

ATTATTCTTT ATTGATTTTA TTGGAATGTA T AAT AC T AAA AG AT AT T T C C CCGAATTTGT 613 8 00 

AAG AAC C AAG TTGTTAGGAG AAACTTCTCT GGTC TTTGAT CATAATTCTA ATATAATTCT 613 3 60 

TGATGAAGCT AGACTTGTGA AG G AAAG AG A AGCTATTGAT ATTAAGAATC AGCAGATTGA 613 92 0 

AAAGCTTAAA GAAGATC TAA AG TT AAAAG A AGACAGTTTA AATAAGC TTG AATTTGAGCT 613 980 

TAAGCAAAAG CAGAAAGATT TAGATTTAAA. ACAAAAAATA AT AG AT G AC A TTATAAATAA 614 040 

ATATAATGAT GAGGAAGCAA ATATTTTGCA AACAGCTGTA TATTTAATGA ATATGCCACC 61410 0 

AGAAGATGCT GTTAAGCGGC TTGAAGATTT AAATCCCGAG CTTGCAATAT CTTATATGCG 614160 

GAAAATTGAA GAGCTTTCCA AAAAAGAAGG TCGTTTATCA ATTGTTCCTT ATTGGTTATC 6142 2 0 

TCTTATGGAT TCTAAAAAAG CTGCTATATT GATTAGAAAA ATGTCTGTTA GTTCATTGGA 6142 8 0 

GTAGTGTGTA TATGAGTAAT TTATTAAATT TAAGTAAAGC TTATGGAAAT AAATTAAATC 614340 

T C T T G AAT AC AATTAAGGGG TTAAATTTAA ATGTTTCTAA AATGGAATCT AAAGGAAATG 61440 0 

CGAGCTCTTT TTTAAATGTT ATGTCTTCTG AATCTAAAAA ATTAGCTAAA GCAAAATTTA 614460 

TGATATTTGA TTTTTTAAAT TTTTTTAAAG ACAATGGACT TATTGCTAAA AATTTAAAAA 6145 2 0 

AATCACCTTT AAATAAATCC TTTTTTTTTA AAAAACTTGA AAATGAAGAT TTTGTTTCCG 6145 8 0 

ATTTGAAATC CTTGATTGCT AGAATGAATG TATTTTTAGA TTTTGAAGGT TTAAATAGCA 614 640 

T T AAAG AAG A TTTATCATCC AATTTTGATT TTCTAGGTAA AG AAAAATT T TTTGAAAAAA 6147 00 

TCGAAAAAGT TTGTTTGGCT TTTAATGATT TAAGTTCTTT TTTGGGTTTT GATTTTTTAA 6147 6 0 

CTGCTTTGAT TGATGATTAT TATAATCAGA TAAGCTTGAA TGATAAAAAG GAAGAAAAGA 614 32 0 

ATGTTATTAA CATTGATGTA AAAAAC TTT A AAAAGAATAA TAGTGATCAT AATGATTTTG 614880 

TTTTTTCAAA. GTTTAGCTTA AATGCAATTG ATGGTCAAAA TTTTGTTGAT AGGTATAAAG 614940 

TT AAAG AAA T ATCAAACGAT T C T T T AAAAG GCTTTGTTGA AGAATTTGCT AAT TAT AAT A 6150 00 

TAAAAAGCTC TAAAGATGTT GGAGGCTTTG ATTTTGTCAG CAGTTTAAAG- CCGGAGTGGA 615 0 60 

ATCTTAAGAT TAA T AAG AAT ATTGTGGATA AAGCTAAAGT TGTGTTAAAA TCGAATAATA 615120 
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CAGGAGAGAT TAAGTTGGTT TTAAAGCCCA AAGAGCTTGG TAGTATACGA ATTAATTTAA 615180 

ACCTTGATTC AAATAATAAT TTATTGGGAA AG AT C GT AGT GGATAATCAA AATGTTAAAA 6152 4 0 

TGCTTTTTGA CCAAAATATG CATTCATTAA ATAAAATGCT TGGTGAGAGT GGTTTTAATG 6153 00 

CCAGGTTAAA TCTTTTTCTT GCAGGTGAGA ATTTAAATTC TTTTACTGGA AATTTTAAAG 6153 60 

ATGACTCTAA GG AC C AAAAT TTTCATTTTG GTTATAATAA ATTTTTTAAA ATTGAAGAAG 615 42 0 

AAGTTGAATT TT C TT AC GAT GTAGATAAAA ATGTTAATTT AATTGTTTAG AGGGTAGAGC 615 43 0 

TAAATGAATA AAATAAACGG TGTTGAAAAT GTTTTTAATT TAAATATTAG CAAlTAAAGTT 615 540 

AAAAAAAAAA CAGATTTTAA TGTTGACAAT ATATCTAATA AGGTTAATCT TGGCAAGGAT 615 6 00 

GATTTTTTAA AGTTACTCAT TACTCAACTT AGGTATCAAG ACCCTACAAA TCCAATGAAG 615 6 60 

f 

GATAAAGAAT TTATTGCGCA AATGGCGCAA TTTTCGGCTC TTGAGCAAAT GGCTAATATG 615 72 0 

AGTAGATCGT TTGAAAAACT TTCATCTTCT TTAGAAATAA GAAAAG AT TT GGATTTATTA 6157 30 

GGTAAAGTAA, TTAAATTTCA GCATGGTGAT GGGGAGATTG TTGAGGGTCG CGTCACAAAC 615 840 

ATTAAGACAG GCGCAATACC TCAAGTTATG GTTAATGGTA ATTATTATGT AT AT AAAAAT 615 900 

ATATTATCGG TAGGTTTGGA GGAATAATTA TATGATGAGG TCTTTATATT CTGGTGTTTC 615 9 60 

TGGGCTTCAG AATCATCAAA CAAGAATGGA TGTTGTTGGT AACAATATCG C C AATGT AAA 616 02 0 

TACAATTGGC TTTAAAAAGG GAAGAGTAAA TTTTCAAGAT ATGATATCGC AATCTATTTC 6160 80 

TGGAGCTTCT CGCCCTACTG ATGC TCGTGG TGGGAC TAAT CCCAAGCAAG TTGGATTAGG 616140 

CATGAATGTT GCCTCAATTG ACACTATTCA CACTCAAGGA GCTTTTCAAA GCACTCAAAA 6 162 0 0 

AGCATCTGAT CTTGGAGTTA GTGGCAACGG ATTTTTTATT TTAAAAGAAG GTAAAAATTT 6162 60 

GTTTTATACA AGAGCCGGTG CTTTTGACGT GGACTCTGAT CGACATCTTG TAAATCCTGC 616320 

AAATGGAATG CGAATTCAAG GTTGGATGGC AAG AG ATTT A GAAGGTGAAA AGGTTATAAA r 6163 30 

TACAGCTTCT GATATTGAGG ATCTGATTAT TCCGATTGGA GATAAAGAGG GAGCAAAGTC 616440 

T AC GAAAAAT GTTACTTTTG CTTGTAATCT TGATAAGAGA TTGCCCTTAA TTCAAGAAGG 6165 00 

TGCGAATCCT GCAGATATTG CACGCGGAAC TTGGGTTGTOk AATAAATCAT TGTATGACAG 6165 6 0 

TTTTGGAAAT GTTAGTGTTC TTGAGCTTAG AGTTGTAAAA GATTTAAATA CGCCTAATTT 61662 0 

ATGGAATGCA ACAGTATTAA TAAATGGTGA GCAAAATTCA AATTTTACAC TTGGGTTTGA 6166 80 

CAATGAAGGA GCATTGGCGT CTTTAAATGG TCAACCAGGG CAAAAAGGAG ATATTCTTCA 616740 

AATTCCTATA ACATTTAATG TTTTGGGTGC AAATGTAGGT GAAGTTGGTG AGCAGCAAAC 616 3 00 

TGTAAATTTG AAATTGGGAA CAGTTGGAAG TTACACTGAT TCAATTACTC AGTTTGCTGA 616 8 60 

TTCTAGTAGC ACAAAGGCTA TTATTCAAGA TGGATATGGC ATGGGATATA T G G AAAAT T A 616 920 



506 

TGAAATTGAT CAAAATGGTG TTATAGTTGG CATTTATTCA AATGGCATAA GACGAGATCT 616 980 

TGGCAAGATT GCTCTTGCTT CTTTTATGAA TCCCGGAGGA CTTGCAAAAT CAGGCGATAC 617 040 

TAATTTTGTA GAAACAAGCA ATTCAGGTCA AGTTAGAATA GGCGAAACTG GACTTGCTGG 617100 

ACTTGGTGAT AT TAG AT C T G GTGTTTTAGA AATGGCCAAT GTTGATCTTG CAGAGCAATT 617160 

TACAGATATG ATAGTGACCC AAAGAGGATT TCAGGCAAAT GCCAAAACCA TTACCACTTC 617 22 0 

TGATCAATTA TTACAAGAAC TTGTAAGATT GAAAAATTAA TCTAAGATTG TTTTTTTAGT 617 2 80 

ATATGATTTT TGTAACTAAG CTTAATGGTG ATGGATATTA TTTAAATCCT TATCATATTG 617 3 40 

AAAGTATTGA GGCTAATCCT GAT AC T AC AA TTCTTCTTAT GAATGGTAAG AAGTTAATTG 617 400 

TTAAAGAAAA AGTTGAAGAG GTGGTCAATA GGATTAAGTT GTATAGGAAA GAAGTTGCTT 617 4 60 

CTTTAGAAAA AATTTTAGGA GAAGGAAATG GGGGCGTTGA ATTATGAATT TAGCTAGTAT 617 5 20 

AATTGGGTGG GGAGTTGGAT TTGGAGCTAT TTTAATTTCT ATGGCATTTA CTCCTACAGG 617 5 80 

ACTTGGTGTT TTTTGGGATT TAAGCTCTGT TTTTATTACT GTTGTTGGAT CTTTTTCTGC 617 640 

TCTTATGGCT TCTTCAGAAG TTGTTGCTGT AAAAAAAATT CCAACGTATT TGGGATTTTT 6177 00 

CTTTAGAAGA AATTCATATG CTAAGGTTTC TATTATAAAA ATATTAGTAG AGCTTTCTGA 617 7 60 

AAAGGCTAGA AAAGAAGGTC TTTTATCTCT TGATGATGAG CTTGAACAAA TTAATGATCC " 617820 

ATTTTTTAAG TCAGGAATGA GGCTTGTTGT TGATGGTGCA GATCCTGAGG TAATTAGAAC 617 880 

TATGCTTTAT TTAGAGCTTG ATCAAATGCA AGAAAGGCAT AAGGTTGGTT CAGATCTTTT 617 940 

TAAAACTTGG GCAAAGCTTG CTCCAGCTTT TGGTATGACG GGTACTCTTA TTGGACTTGT 6180 0 0 

AGCTCTTCTT GGTAATCTAG AGGATAAATC TGCGCTTGGT TCTTCTATGG CTGTTGCTCT 6180 60 

TATTACAACT CTTTATGGAA CTATAATGGC AAATTTAATG TTTACTCCTG TTCAACTTAA 61312 0 

GTTGGAAAAA ATTGATACTG AAGAGGCTGC AGTAAAGACA ATGATAATTG AGGGTGTTTT 618180 

ATCAATTCAG TCTGGAGATA ATCCTAGAAT TTTAGAGCAA AAATTAATGA CGTTTTTAAC 6182 4 0 

CCCCAAAGAT CGAAGTCAGC TTAATAGTAG CATTGGTGGT GAATAATGGC TTTGCGAATT 618 3 00 

AAGAAACCTT CAAAATGTGA TGAAGGATCT CCAGATTATA TGTTGACTTA TGGAGACATG 6183 6 0 

GTTACTTTGC TGCTTGTGTT TTTTGTTACA ATGTTTTCAT TAAATGATAT TATTTTTCAA 61842 0 

GAAAATGTGA TAAGAATAAT GTCTGCTTCT TTCACGGGTG CTGGATTTTT CAAGGGCGGT 618 48 0 

AAAACTTTAG ATTTTAGTAA ATTATCTTAT TTGAGTAATA GCTTTATGTC TTTGCCTTCT 61354 0 

ACTGTGCGCA ATAAACAAGC ATCTCAGACT GCTAAAAATA AATCCATGAT. TGAATTTATT 618600 

GAGAAGATTC AGTCTAAAAA TATTGTAGTT AGGCAAGAAG AAAGAGGTAT TGTAATATCT 61S66 0 
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CTTGCAGCAG ATGCATTTTT TGATTCTGCT AGTGCAGATG TTAAGCTTGA AGAGAATAGA 613720 

GATTCTATTC AAAAAATAGC ATCTTTTATT GGCTTTTTAA GTCCTAGAGG CTATAATTTT 618780 

AAAATAGAAG GGCATACAGA TAATATTGAT ACTGATGTAA ATGGACCTTG GAAAAGCAAT 613340 

TGGGAACTTT CGGCTGCTAG ATCTGTTAAT ATGCTGGAAC ATATTTTGAA CTATTTAGAT 61890 0 

CAATCTGATG TTAAAAGAAT TGAAAATAAT TTTGAAGTAT CTGGTTTTGG TGGAAGTAGG 6189 6 0 

CCTATTGCAA C AG AC GAT AC CCCTGAGGGT AGGGCTTATA ATAGAAGAAT TGATATATTA 619020 

ATT AC T AC AG ATGCATCTTT AAGTTTCCCT AAGGAAATTA AGCAGTAAGT AATTCTTTTT 6190 8 0 

AACTTTAAAA AAGAAATTAA TGGGAGGAAT TTTATTATGC CTAATAAAGA CGATGACAAT 619140 

T TAG AT AT G G GGGATTCCAA TGTTAGTAGA AAAGGCGGTT TATTGCCTGA TATTATAATA 619200 

AAAATTTTAC AAAT AC TTGC AATAGGAATA TTT AC TGTTG CAATAATGAT AATTGTTTCT 619260 

TATTTTGTGT CTAAAATGGT GGTAAGCCAA AGTGGAGCTC CTAGTGATTT TCCAGTTTTT 619320 

TCTAATGAAT ACTTAGGAAA GCCACCTATG CTTATATGGT ATGAAAGTAT AGATGAGATT 619 3 80 

AGAGGTAACA CCTTAGATGT TCCTCCAAAA ACTTTTGTTG T AAAGC TTGC TTTGGGGTAT 61944 0 

GCAGAAAATA ATGTTAATAT TCTCAATGAG CTTGGAAGAC AGAAAGTGCG CTTAAAAGAC 619 5 00 

ATTATTAGAG AAT AT T T TAG TCAAAGAACT GGTCAAGAAA TAAAGAATGA AAGTCAAATA 619 5 60 

AAAGCAGAAA TTAAGGCAAG AATTAATAGC ATTCTTAGAA ATG GAG AAAT AAAAGAAATA 619 62 0 

GCATTAACCC AAATTGATAT TTTTGATATG T AAT AAAT TT AAAAGAATTT T AAAT T T AAA 619 6 80 

GGAATTTTAA ATGGCAAACA ATCCAGGAGC TTTATCTCAA GATGATATAG ATAGTCTTTT 6197 4 0 

AGAGTCTATC AACTCGTCTG AAAGTTTATC CTTAGACGAA TCCCTTTCTA ATGTT AT AT C 619 8 00 

TAGCCCTACA GGCAAAAAGC AAAAAGTTAA GGTTTATGAC TTTAAAAGGC CAGATAAATT 6198 60 

TTCAAAAGAG CAGGTTAGAA CAGTTTCAAG TTTTCACGAG GCATTTGCCA GATATACTAC 619 92 0 

AACTTCACTT TCTGCTCTTT TAAGAAAAAT GGTTCATGTT CACGTAGCCT CAGTTGATCA 619 98 0 

ATTAACCTAT GAAGAGTTTA TTAGGTCAAT ACCCAACCCT ACAACTTTAG CAATAATAAA 62 004 0 

TATGGACCCT CTTAAAGGAT CTGCTATTTT TGAAGTTGAT CCAACAATAG CATTTGCTAT 62 0100 

TGTAGATAGG CTTTTTGGGG GTGATGGAGA T AC G AT T AAA GATAAAAGTA GAGATTTAAC 62 0160 

AGAAATTGAG CAGTCTGTTA TGGAAAGTGT TATTATTCGT AT AC TTGC T A ATATGAGAGA 62 0 22 0 

GGCTTGGTCT CAAGTTGTTG ATTTAAGGCC AAGATTTGGT CATATTGAGG TCAATCCACA 5 2 0230 

GTTTGCTCAA ATAGTTCCCC C T AC AGAAAT GATTATTTTA 1 GTAACTCTTG AGGTTAAAAT 62 0 3 40 

AGGAAAAGTA GAAGGGCTTA TGAATTTTTG" TTTGCCTTAT ATTACCATAG -AGCCTATTGT 62 040 0 

TTCAAAATTA TCAACAAGAT ATTGGCATTC TTTGATTGGG GTTGGAACTA CTAGCGAGAA ' 52 04 6 0 
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TCTTGATGCT TTGCGTGAAA AGTTGGAAAA TACAGCGATG CCTTTGGTAG CAGAAATAGG 62 0 5 20 

GGAAGTTAAA CTTAAAGTAA GAGAAATTTT ATCGCTTGAC AAAGGT G AT G TTTTAAATCT 62 0 5 30 
TGAATCTTCT C T AAT AAAT A AAGATTTAAC TTTGAAAGTT GGTACCAAAG AAAAGTTTAA ' 62 0 640 

ATGCAGAATG GGTTTAATGG GAAATAAAGT TTCAGTGCAA ATTACAGAAA AAATTGGAGA 62 070 0 

TATAAAAGGT TTTGATTTAT T AAAAG AG C T TACAGAAGAG GTTGAATGAT AGTTGTTTTA 62 07 6 0 

TTTATTAAAA CTTAAATTAT TAAGAGGTTG AATTATGAGT GTAGATGAAA AAAGTGATAA 62 0 320 

T GGAG AAAAG CCGGAAATAA AGGGGGTTAA GCTTCCCGAT TTAATTGATA CTTTACCAGA 620 3 3 0^ 

GGGGGTTGAT CCTAGTAATT TTGGGCTTTT AATGGATGTT TCTATGCAGC TTACTGTAGA 62 0 940 

GCTTGGAAGA ACAGAGCGCA AAATAAAAGA CATACTTGGC ATGTCTGAAG GGACTATTAT 6210 0 0 

TACTCTTGAC AAACTTGCCG GTGAGCCTGT GGATATTTTA GTAAACGGTA AAATAGTTGC 6210 60 

CAAGGGAGAA GTAGTTGTAA TTGATGAAAA TTTTGGAGTT AGAATTACTG AG AT AAT T AA 621120 

AACTAAAAAT G AAT AAT AAA TTTTTATTTT TAGTTTTTTT ATCGTTTTTT AATTTTTTTA 62113 0 

CATATGCTAA TTCACAAGAG CAGGTAAATT CAGCATCTAC CGATTTAGAA AATGAATCTA 6212 40 

GCTTGCCAAT CTTTGAAGAG GATAA.GGCAA ATTTTGTTAA CAATGATAGT ACTCAGCCAG 6213 00 

TTTCTATTTT CAATATTTCG GATTTGCTTA AGATAGTTTT ATTTTTACTT ATTGCTTTTT 6213 6 0 

TTATCTTTTT CTTATTAAAG AAGTTAATTT TTTATTCAAA AAAAAGCAAA TATGAACAAA 62142 0 

ATTCTAATTT AATTAAGGAG CTTGTTTTTT ACGAGATAGA TGTTAAAAAC TCAATAAGAA 6214 80 

TCATAAACAT ATTAGACAAT GTTTATATAT TTTTAGTTTC TAGTAATTCT TTTACTTTAC 6 215 40 

TCAAAGAGAT TAAGTCGGAA GAAGAGCTGG AAGATTTAAA ACTTAGGCTT AGCAAAATTA 621600 

ATGATTCTGC CAAGAAAGAT TCTTTTCAGT CAATCTTTAA GAAAATGTTG CTCAAAAAAG 6216 60 

AAGAGATTCC TTCTTCTGGG AATGATTATG TTAAACTTGA GGAGAAAATT GAGGCCTCAC 62172 0 

TTAAGGATAA ACAAGATAGA TTAAAAAAAT TTTAGAGGGT TTATTTTGAG ' AAAGTGTTTT 6217 8 0 

AATTTTTTTT TATTTTTTAG TGTAACAAGT TTATCTTTTG CTCAAACAAA ATCTTTGCAG 6 218 40 

ACTACTAATG GTCTTAATTT CCCGTTTTTA AATTTTGACA GTATTGGTGG TT C AG AG AT A 62190 0 

GCTTTTTCTT TGCAGCTTTT GATTCTATTA AC C ATT ATT A CCCTTTCTCC AGC TTTTTT A 6219 60 

GTTTTAATGA CTTCGTTTTT GCGAATATCT ATAGTTTTGG ATTTTATTAG GCGTGCTTTA 622020 

TCTCTTCAAC AATCTCCTCC TACTCAGATA GTAATGGGAT TGGCTTTATT TTTAACCATT 6220 80 

TTTACTATGT GGCCAACTTT TAATTCTATA TATGAACAAG CTTATTTGCC ■ CCTTAAAGAG 622140 

TCAAAAATAA ATTTTAATGA ATTTTATAAC AAAGGAATTG CTCCTCTTAG AATTTTTATG 622 2 00 
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TATAAGCAGA TGTCTGATGG GCGTCATGAA GAGATTAGAT TATTTATGAG TATGAGTAAT 62 2 2 60 

TATGATCGAC CAAAAAATTT TAGCGAAGTG CCAACGCATG TTTTAATTGC AGCCTTTATT 622 3 20 

TTACATGAGC TTAAAGTGGC TTTCAAGATG GG AATTTTAA TATTTTTGCC TTTTATAGTT 62 2 3 30 

T TAG AT AT T A TTGTTGCTTC TGTTTTAATG GCTATGGGTA TGATAATGTT GCCCCCTGTG 62 2 440 

ATGATATCTT TGCCTTTTAA GCTTATTCTT TTTGTAATGG TAGATGGTTG GACTTTAATT 62 2 5 00 

ACTAGTGGTC TTATTAAAAG TTTTATGTAA GGTTATATAT GACTGCAGGA CACATTCTTT 622 5 60 

ATTTAATTAG AATTTCTATT GAAAACATTA TTATTTTATC AGCCCCAATG TTGATTATAG 622 62 0 

CTCTTATAGT TGGTCTTTTG ATTTCAATTT TTCAAGCCAT TACTTCAATT CAAGATCAAA 62 2 6 80 

CTTTGAGTTT TATTCCAAAG ATTATTGTTA T AC TTTTAGT TATTGTGATT TTTGGTCCTT 62 2 7 40 

GGATTTTGAA TAAGCTTATG CAGTTTACCT ATATGATTTT TAGTCAATTG CAAAATGTTT 622 300 

AATTTATGAC TAATTGTACT ATTGGGATGA AATTTTGAAT TTAAATTTTT TGGTTTTAAA 62 2 8 60 

ATCTTTTACA ATTTTACCTG TGTTGGTTAG AATTTTTATG TTTTTAAAAT TTTCTCCATT 62 2 92 0 

TTTTTCAACA ATAAAAATTG GATATTTTAA TTTTTTCTTT TCTTTGATTC TCTCCGTAAT 622 9 80 

TGTTGTTGAA AAGATTAAAA TTATTTATCC TTTAGACAAT ATGCTTTCTT TTGCGTTAAT 62 3 0 40 

TTTATTAGGA GAAGCTATTT TAGkTCTTAT TCAGGCATTT TTTGTTAATA TAATTTTTAA 62 310 0 

TGTTTTTCAT TTGGTTGGAT TTTTCTTTTC TAATCAAATT GGGCTTGCTT ATGCAAATAT 62 316 0 

TTTTGATGTT TTTTCAGAAG AAGATAGCAT GATTATTTCA CAAATTTTTG CTTATTTGTT 6 23 22 0 

TTTGCTTTTG TTCTTATCAA GCGATTTTTT ACTTCGTTTT TTTGTGATTG GCATACATGA 62 32 80 

TTCTGTTTTG AACATTAGGG TTGAACATTT GGTCAATATG AGAAATTC AG GATTTGTCAA 62 3 3 40 

GCTTTTGCTT ATGTCTTTTG GATTTCTTTT TGAAAAAGCT TTATTAATTT CGTTTCCAAT 62 3 400 

ATTGTCTTTG CTTTTACTTT TTTATCTAGT ATTGGGAATA CTTTCAAAGT CATCGCCTCA 62 3 4 60 

AATTAATTTA TTAATAATTA GCTTTTCAAC CTCGCTATTT TTAGGGTTGT TAATTTTATA 62 3 520^ 

TATTGGATTT C C AAGC T TAG CAATATCTTC AAAAAGAGTG ATTGAACTTT CACTAGATTC 62 3 5 80 

TCTTGCTAGT TTTTTAAAAT TGTTTTCTAG AGTTTTAAAA TAATGATAAA AGATGAATTT 623 640 

TTGATTAAAA GTTGGT AT AT TCCCCTTGAT TTTTTTTCCG CAGATGATGA GGGAAGAACC 62 3 7 00 

GAATTACCTA CTGACCAGAA AAAGCAAAAA GCAAGAGAAG AAGGCCGGGT ATTAAAGTCT 623 7 60 

ACTGAAATTA ATACTGCCGT TAGTCTTTTG TTGTTATTTG CATTGTTTTT TTTCATGCTT 623 32 0 

TCTTATTTTG CTTTAGATTT AATAGCTGTT TTTAAAGAGC AGGCCATCAA GCTTCCTGAA 6 23 3 80 ■ 

GTTATGCGTA TGAGTGTTTA T AC T ATGGGT TTTGCATATA TTAGATCTAT CATGGGGTAT 62 3 940 

GTCGTTTTGT TTTTTTTCGC ATCTTTAGCT GTTAATTTTT TTGTTAATAT TATTCAAGTA 62 4000 
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GC-C7TCTTTA TTACTTTTAA ATCTTTGGAG C C AAGGTGGG AT AAAAT T AG TTTTAATTTT 62 40 6 0 

'■-■CCAGATGGG CAAAAAATTC TTTTTTTTCA GCAGGGGCTT TTTTCAATTT GTTTAAAAGT 62 412 0 

' T'TGTTAAAAG TTGTTATAAT ATGCTTGATA TATTATTTTA TTATAGAAAA CAATATAGGC 62 418 0 

AAA-7CTCTA AGCTTTCGGA GTATACACTT CAATCTGGAA TTTCTATTGT GTTAGTGATT 62 4240 

G-CCTA7AAGA TATGTTTTTT TTCAGTAATG TTTTTGGCAA TTGTAGGGGT GTTTGATTAT 62 43 0 0 

TOTGTTCCAAA GATCTCAGTA CATTGAGAGT TTGAAAATGA CAAAAGAAGA GGTAAAGCAG 62 43 60 

GAAAGAAAGG AAATGGAAGG TGATCCTTTA CTTCGATCTA GAATAAAAGA GAGAATGAGG 62 4420 

GTTAT'TTTAA GTACCAATTT AAGAGTAGCT ATTCCTCAAG CAGATGTAGT AATTACAAAT 6 2 4480 

CCAGAACATT TTGCAGTTGC T ATT AAATGG GATAGCGAAA CAATGTTAGC TCCAAAGGTG 624540 

CTTGCAAAAG GTCAAGATGA AATAGCTCTC ACAATTAAAA AAATTGCAAG AGAAAATAAT 62 46 00 

GTTCCTTTAA T GG AAAAT AA GCTCCTTGCA AGAGCTCTTT ATGCTAATGT TAAGGTTAAT 62 46 60 

GAAGA.GATTC "CAAGAGAATA TTGGGAGATT GTTTCAAAAA TTCTTGTGAG AGTATATTCT 62 4720 

ATTACTAAAA AGTTTAATTA GAGGTTCTAT TGTTGGATGC TAGAAAAAAT TC TAT AT TAG 62 4780 

GGTATTTGGG GCTTAATAAT AAGTCTGATT TAATAATTTC GGTCGGTTTG ATATTTGTTG 62 4840 

TTGCCGGTTT TATTTTGCCT CTTCCTGCAG TTATTTTGGA TGTTTTGATT ACGGTTAATT 62 4900 

■TAGTAATAAG TCTTTTAATT ATTTTAATTG TTCTTTATTC TAAGAGATCT CTAGATTTCT 62 49 60 

CTGTTTTTCC C AC AT T AC T G CTTGTGATGA CTATTTTTGG ACTCGTTCTT AATATTTCTT "625020 

CTACTAGGTT AATTTTAACC AAAGGTATAA ATTTTGATGG GCAAATGATA AGAACATTTG 62 50 80 

GGACATTTGT TGTGGGTAGT TCTGGAATTC AAGGACTTGT TATTGGATTT ATAATATTTA 62 514 0 

•TAATAATCAT TGCTGTTCAA TTTATTGTAA TTACCAAGGG AGCAACAAGG GTAGCTGAAG 62 52 00 

CTGCAGCTCG GTTTGCTCTT GATGCACTTC CTGGCAAGCA AATGGCGATT GATTCTGCCT 6252 60 

ACAGTCCTGG AAATTTGACA GAAGAAGAGG CTACAAGGCA AAAAAACGAT TTACAATCAG 62 5 3 20 

AAGTCAATTT TTATGGTGCA ATGG AC GG AG CTTCTAAATT TGTATCAGGA AACGTTAAGG 62 53 8 0 

■TTGGACTTTT AATAACTCTT ATAAATATTC TTGGTGGTTT GTTAGTGGGA ATAACTTTGC 62 544 0 

AAGGTC TT AA CTTTAACGAA GCTCTTAACA ATTATGTTTC ATTGACAGTT GGTGATGGGC 62 55 0 0 

TTGTGCCTCA ATTGCCATCT CTTTTAATTT - CAACGTCTAC AGGCTTGATT GTTACTAGGT 62 55 60 

' CGATTTCAAA AAATAGTTTT GGCGGCGAGA TTTTTGATCA ATTCACAAAT CATTTAGGCA 62 562 0 

TTTATTGGAT TGTTTCCGGG TTTTTGCTTT TTTTAGCTTT TCTTCCGGGA TTTCCAACCC 62 5 6 80 

TAATTCTTAT GTTTTTAAGT TTGTCAATTG CATTTTTGGC TTATTCTCTT TCAGGAATAA 62 57 40 
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G AC AAAAAG A AG AAAT AG AT AAAAAAATGA AACTTGAAGA AGAGCAGGCG TCAATTTATT 62 5 8 00 

CAGACAAAGA TGTTTCTCCT GTTGTTCCGC TTGATCCATT AGCTCTTGAG ATTGGATATA 625 8 60 

ATCTTGTTCC AATAGTTGAT GAT AC AAAAA CTTCTGAGCT GCTTGATCGT ATTGTTAAGA 625 92 0 

TAAGGCGTGA GATTGCATTT GAATTTGGAA TAGTTGTGCC CAAGATTAGA ATAGTTGATA 62 5 9 80 

ATATGCGACT TGAGCCCAAT GCTTATTCTT TTAAACTAAG AGGAGTTGAA GTTGGGCGAG 62 6 040 

GCGAGATTAA GCTTGGCAAA TTTTTAGTGA TAAATGTTGG AATTGATTCT GGAATAGATG 62 610 0 

GAGATCTTGT TAAAGATCCT TCATTTGGAC TTCCTTCTCT TTGGGTAAAT GATGATGGGC 62 6160 

. GAGAAACTGC TGAAAAATTA GG AT AT AC TG TTGTAGATCC TCCTTCAATT ATTGCTACTC 62 6220 

ATATGACAGA ACTTATTAAA AGACATTCTT ATGAAATTTT GACTCGTCAA G AT GT T C AAA 62 62 80 

ATACTCTTGA TGTTTTTAAA AAAGATTACG GAGCTATTGT TGAAGAGGTT CTTAAGAATT 62 63 40 

TTTCGGTTGG CGAGATTCAA AGGGTTTTAC AAGGTCTTTT AAAAGAGCAG GTTTCAATTC 62 64 00 

GCAATTTAGT TACAATTTTT GAAACAATTG CAGATTTCAC AAGTATTACT AAGGATATAT 62 64 60 

TTTTCTTGAT TGAGAAATGT AGGCAATCGG TTGGAAGGCA AATAACTAGT GGATATTTAG 62 6 5 20 

ATTTAAATTC TGAGCTTAAT GTAATAACTT TAAACCCCAG TTTTGAGCAA ATGATAATTG 62 6 5 80 

, ATTCTCGTGT AGAATCCAAT CATGATCTTA TAAGTTCAAT TGATCCTAAT TTAAAAACTA 62 6 6 40 

"AATTTATTTA TGAACTTTTC AAAATTGTAA ACGAAGTTCA AGCAGAAGGT TTTTATCCAG 62 67 00 

TTGTTCTCTC AAGCGAATCG TCAAGACCTA TAATAAAAGT GATAACAAGT AG AG AG ATT C 62 6760 

CAGATCTTGT TGTTATGTCT GTTTTAGAGG TTCCCCAAAA TATTAAAGTT AATGTTCTTA 62 6 8 20 

AAACAGTAGA GGTTGAAGAA TAATATATGG TTCAATATTT TACAGAAAAA GGTCCAACTT 62 68 80 

ATAATGAAGT CATAGAAATA ATTAAGAAAA AATATGGTAA GAATGCTAGG GTTATGACTT 62 6 9 40 

ATAAAACCGT TCCCCATGGG GGGATTTTAG GTTTATTTAG CAAAGATTGG GTTGAAGTTT 62 7 0 00 

CAGGTTATGT TAGATATGAC ATTGGTAATC AACAAATTAA TGTTGAAGAT GAAAAGCGAA 627 0 60 

AGATTCTTCA AAGTATTAAA AGAGAAGAAA ATTCTTCAAT TGAAGATGTG CTTAAAGAAG 62 712 0 

TTAAGTCTCT TAAAACAGAA CTTGCTCATA AAAAAGAAAA TATTAATCAT CCAACAATTA 62 7^180 

CAAAAATTGA AGACATTTTA AGAGAAAATG ATTTTTCTGA AAATTATATT AAAGACATTA 62 7 2 40 

ATGAGTTTAT TAAGAGAGAA TTTAGTTTGT CAGATCTTGA TGATTATGAA AGGGTTAGAG 62 7 3 00 
AGGATGTTGT TTTATATATT GCAAAGACAA TTAAATGTTC AGGATCTATT ATTGATAATC , 6273 60 

TTAAGAAAAG GGTTTTTATT TTAGTTGGTC CAACAGGTGT TGGAAAAACT ACCACAATTG 62 7 42 0 

CAAAACTTGC AGCAATTTAT GGTATTAATG GAGAATCTAA GAGTTTAAAT ATTAAAATTA 62 7 48 0 

TTACTATTGA TAATTATCGT ATTGGAGCTA AAAAAC AAAT AC AAAC T T AT GGTGATATTA 62 7 5 40 
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TGGGTATTCC GGTTAGAGCA ATTGAGTCTT TTAAAGATTT AAAAGATGAA ATTACTGATT 62 7 60 0 

CAAAGGATTT CGATCTTATA CTTGTTGATA CAATTGGTAA AAGTCCCAAA GATTTCATGA 627 660 

AGCTTGCTGA GATGAAGGAG CTTGTTAATG CTTGTGGAAG GGATGCTGAA TTTCATTTGG 62 77 2 0 

CTGTCAGCTC T AC C AC AAAA ACATCAGATG TCAAAGAAAT ATTTCACCAA TTTTCTCCTT ^ 62 7 780 

TTAATTATAA AACTGTGATT TTTACCAAAG TGGATGAAAC CACTTGTGTT GGAAATTTGA 627 8 40 

TAAGTTTGAT TTATGAAATG AAGAAGGTAG TTTCTTATGT TACGGATGGG CAAATTGTTC - 62 7 9 00 

CTCATAATAT CAGCGTTGCA GAACCACTTA CTTTTATTAG AAGAATAAAT GGCTACAGAA - 62 7 9 60 

TAAGCGATGA TGCAGAGTTT ATTAAGAAGA TAAAAAGTAA ATCTTATTAT TAAGGAAAGT 62 3 0 20 

TATAATGGAA GATCAAGCTC AAAGTTTAAG AG AT AT GAT G AGATTAAATG GTAAATTTAA 62 8 0 80 

TTTTTCAGTT GATGAGAAAG TTCAAAACAG CAAAACAAGA TTTATTGCTG TTAGTAGTGG 62 3140 

CAAAGGCGGT GTTGGTAAAA GTAATATTGC AATTGGACTT GCTCTTAAAT ATTCTGAGCT 62 82 00 

TGGTAAAAAG GTGTTAATAC TTGATGCTGA TATTGGAATG GCTAATGTTA ATATTTTGCT 62 82 60 

TGGAGTTATT CCCAAGTATA GT AT AT AT C A TATGATTGCT CAAAGTCGTG ACATCAGAGA 62 3 3 20 

AGTAATAACA AAGACCGAGT ACAATATTGA TCTTTTGGCC GGTGCTTCTG GTACAATGGA 623 3 80 

GCTTTTAGAT CTCTCTGATG TTGATGTTAA TAAATTTATA AAAGAATTAT TAAAAATATA 62 8 440 

TGAATATGAT AT AG T TG T AA TAGATACTAG TGCCGGAATT TCAAGACAAG TTATTTCATT 628500" 

TTTGCTTTCT AGTGACGATG TTGTTATTGT TACTACTCCA GAACCCACTT CGATTACTGA 62 8 5 60 

TGCTTATGGA ATAATTAAGG TTTTGTCTTA TAAGATGGAG AATTTGAAAA ATTTAAGGCT 62 8 6 20 

TATTGTT AAT AGAGTAGCTA ATGTTAGCGA GGCCAAGGGA GTTGC TAAAA AGGTTATAGA 62 8 6 80 

TATTTCAGGG CAATTTTTAA ATTTAAATAT TGATTATTTG GGTCATATTT ATGAGGATCA 6 2 87 40 

AAATATTAGA AGTTCTGTTT TTAAGCAAAA ACCTTTTGTT TTGGTAAATC CAAATAGCAA 62 8 8 00 

AGCTAGCTAT TGTCTTGATT CTATTGTTGC CACCCTTGAG GAGGTTTCTC TAGATAATAG 62 8 8 60 

AAAAAGAAGA. GGGGTTATAG GTTTTATATT AAGATTTTTT GGTGTGGAAT AAGACATTAT 62 8 920 

GTTTATAAGC AGGGAATTGA AGTATATTTT ATTAACTAGT GTGTCAGCAC TGTTTATTTC 628980 

AGCAGTTTTA GGATTGTTTT GTGGTTTATC ATTTTTTACA ATCTTAGTGA GATCTTTATT 6 2 90 40 

GCAGTTTGTA TTTTTTTTTG TTATTGGACT TTTAATTGAA TATATCTTTA AGAAATATTT 62 9100 

GTCGAATCTT TTTTCAACGG AATTGTCTGG CAATATGGAA AATAAACCTC AAGATGATAA 62 916 0 

GAAGAGTGAT AAAGATTTTA AAGAGAATCT TGATTTTCAA AATAAAAATT-- CTCTTTATGA 62 92 2 0 

GAATTCTCAA AATATCAGTA GTAGTGGTGA TTTTATAGAA GAG GT TAAAA AGTATAAATT . 629280 
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TGAGACGGAA GACGTGAGTA GAGGGAGTGA CAAAAATAAA AAAATGTCAT TTATTGAAGA 62 93 40 

TAATGATCCA AAAGTTGTTG CAGATGCTAT TAAAACTTTA ATGAGCAAGA AGGAATAAAT 62 9400 

ATGGATGACA GGGCTATAAA TTTTTCTGAA CTTTGTGATA AGATGC G ATC TTACTTAGAA 62 9 4 60 

AGAGAAAGTC ATGTTGATTT AATGGAAATA G AAG C AG AT A CTCTTGAAGA GGCCTTAAAT 62 9 5 20 

GATGCTTCTT TGGAGCTCTC GGTACCTTAT AAAGAATTAG ACTATGAGAT TTTGTTAAAA 629 5 80 

GGTAGTAATG GTATATTGGG ATATGGGAAG AAAAAATGGA AAATAGTTGC CTATAGGAAT 62 9 6 40 

TCTTCTAGCA AGCCTAAAGT GTCTCTTGAT TCAAAAAATG ATTCAGGTGA AAAAGAAGTT 6 2 9700 

ATTTCATCAG ATGGTGAATT TTTTATCAGG AAATCTTCAA AAGGTGTATT TCTAAAGGTT 62 9760 

ATCTCACCAA AAGGACAAGG AATTCCTATT AAGTATCAAG ATGTTATTTT TAAATTAGAA 62 9 82 0 

TTGCATAGCA ATATTGAAAA TTTCAATAAA GACATTGTGA AAGGTATAGT TGAGAATGCT 629 8 80 

' AGTGGATATT AT G AAAAAAT TGCTGATTTT GAATCTGATC CTTCTGAAAA TGTTACAATG 62 99 40 

ATGGTTCAAA TATCAGAAAA TTCAATGTCG GTTACCATTG AATTTACTGC GCCTGGAATT 63 000 0 
AATGGAGCTG AAATTTTTGC ACAAGATATT TTCAATATTC T T AG AAAAT A TGGAGTAATA ~ 63 0060 

GATATTGCAA T AC TTAAGG A TAAAGTAGCA AAATTTGTGG ATTATCCTGT TTATGGCGAG 63 012 0 

CCTGTTGAAC TTGCAAGGGG TCTAGAGCCA GTAAAGGGTA AGGATTCTTA TATTGATTTT 63 0180 

ATTGTTGATG AAAATAATAG GTTTGGTGAG TATGAGGTTT CAAGCATAGG ATTTAGAAAT 63 0 240 

GTAATTGAAG GCGAGGAGTT GGCCAGAATT ATTCCTTTTG GCAAAGGTGT AGAT GGTT AT 63 03 0 0 

ACCGTTTTTG GTAAAGTGTT AAAATCAGAG AGTGGGCAGG ATATTGATTT TATTTTGGGC 63 0 3 60 

GAGAATACTT TTAGAGATGG TTATAAAATT CGGGCAAAAT GCAATGGGTA TATGTCTGTT 63 042 0 

TCAGATGGTG TAATATCTGT TCATAATATT TATTTAGTCA AAGGTGATGT TGGACCTGCT 63 048 0 

AC TGG AGAT A TAGTAAATAA TGGAATGGTT CTTGTGCAGG GCAATGTTTT AG AT GG AT AC 63 0 540 

AATATTATGG CCAAAAGTGG AATAGAAGTG AAAGGATTAG TGGGTCGGTG CAATTTAAAA 63 0 600 

ACGGATGGGT CTATTATTTT TCATAGCGGT GTAAATGGTA AGGGTGATTC TAAAATTTAT 630 660 

GCACGGGGTA ATGTTAGGGC TAAGTTTTTA GAAAATGTCA CCTTAAATTG TGGTGGGGAA 63 0720 

GTTGAAGTTT TAAGGGGTAT TGTTAATTCT TCAGTTTCTT CTAAAAAGAG AGTTCTTTGT 63 07 80 

ATTGGTAAAA AATCAAAAAT AGTTGGTTCT AATGTTTGTG CAAAAGAAGA GGTTAGGGCT 63 084 0 

T ATT C TAT AG GCTCTGATAG AAGTTGTGAA ACCTGTATTG ATGTTGGCTA TGATCCTGAA 63 0900 

ATTAAAGATT TACTAACTAG GTTTACTAGT CATCTTGAAA AG ATT G AAAA GCGATTAGAA 63 096 0 

GTTTTAACTA AAG A TAT T GT TGCTTTAAAA AAGAATATTG TGCTCATTAC AGATAAGGCA 63102 0 

GAAAAATCCT TAAAGATTGA TAG T T A C AAT GAATTTGTTA ATGAGAGT^A. AATTCTTAGA 6 310 8 0 
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ATGGAAATAA AAAT GAT AG A GGCTAAGCGA ATTAATTTGC AAAATGAGCT TGAAAATACT 631140 

AAGATAGAGG GTAAAGTTTC TGTTGAAAAT ATAGCTTGTT CAGGCGTTAA GCTTTATATT 6312 0 0 

AAGAATGCTT T C TAT GAG C T TTCAAAAGAT TATAACAACG TTACTTTTAT AGAGGATGAT 6 312 6 0 

AATTATATTA AAGTTATGAC CTATATTCCT TTTAAGTCTA GGTGAATAAT TTTTAATATA 6313 2 0 

AGGATTTGTA TAT G GAT AC A TTTGAAGTTT TTAAAATGTC TGTTGTTGGA TCTTTTAAAG 6 313 8 0 

CTAGACAATT TTTAAGTGAA AGTGAAAAGC AC AAAAG AT T AAAAATTAAT CAAAATGCTA 6 31440 

GATTTAGATT TTTAAGAGAT TGTCATACTG ATTCTGAGGT TGGCAATGTA TGTGTAGTTA 63150 0 

ATAAAGTAGG GGATAATTAT TTGCTTTCGT TTCCAGTTAA AAAAAATAAA AATGAAGAGA 6315 6 0 

AGGTGATGCT T AG T T TAT AT C C TG AT AAAT TTGAAGATCC TAAAATTGGT AAAAATG T T A 63162 0 

ATATTAAGAG ATAAAATGTT TTAGGGTTTT TATATGTTTA TTGTTTTTTA TCTTATTTTA 63168 0 

ATTATATTTA TTTTTATATA TTTTCATGTG TATATTAATT T G AAAAT AAA ATCTAATAGC 63174 0 

ATACTTAGAA AGTTT AAAAG TGAGGTAGAT AAAACAATTA TTGAAATTAA TCAGGCTACG 6318 0 0 

GATAGAAATA TAAATATTAT TGAAATAAAA ATTGAAAGTT TAAATAGAAT CATCAAAGAG 6 3 18 60 

GTTGATGAGA GAATTGAAAT TCTTGACCAG AGGTTGTTAG GGTTTAATAA TAGCTCTATT 6 3192 0 

CCTGGCAATA GCCCTTCTAG TTTTGGATCG AAAAGTGATG GAATTTATAA AAGTAATTTG 631980 

GATTATTCTA TGCCTACTAT TGAAAAAAAT AT AAT AAAAG AAAGTTATAA TGTTCGCAAT 63 2 040 

CAGATTATTT TACTTCATGA ACAAGGTATG TCTTTTGAAG CTATTGCTAA AAAGTTTAAG ' 63 2100 

TTAGATTTAG GTGAGGTTGA GTTGATTATT TC AAT AC ATA GGGGAGGTGT TCATGAAAAA 632160 

ATGGATAGGT AT T GAT C T TG GAACCACAAA TAC TGTTGC A TCGTATTTTG ATGTTAGTTC 63 22 20 

. TAAGATAATA TTAAATGAAA GGGGTGAGCG AATAACCCCT TCTATTGTTT CTTTCTCAGA 63 2 2 80 

TAAGGATGTT CTTGTTGGAA GTGCCGCTAA AAATCAAATA TTAGTTAATC CTCAAAAAAC 63 2 3 40 

ATTTTATAAT TTTAAGACCA ATATAGGCTC TAATAATTTT TATAAAGTAG ATGGTGAATT 6324 00 

T T AT AAAGC A GAATATATTT CAGCACATTT GCTCGCTAGT GTTAAAAGGA ACGCTGAAAA 63 2 460 

ATTTTTAGAT GAAGAGATTG AAAATGCTGT AATAACAGTC CCTGCCTATT TTTCTGAGAT 63 2 520 

T C AAAGAAG A TGTGTTGTTG AGGCTGCAAA TTTTGCTGGT TTGAATTGTA AGGCCATACT 6325 80 

TAATGAACCA ACCGCAGCTG CTATTGCTTA TGCCTTTGAA AGACAGATTG ATGGAATTTT 6 32 640 

TCTTATTTAT GATCTTGGGG GTGGAAC TTT TGATGTAACT CTTATGGAAA AACAAGGCGA 63 2 7 00 

CACCTATACT GTTCTTTCGG TCAAAGGGCA AAGTCGACTT- GGAGGTAATG- ACTTTAATAA 53 2 7 60 

AATCATTGAA AAGTATGTTT TAGAT AGTTT T AAAAAT AAA TATCCTGATT TTAATCTAGA 63 2 82 0 
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AGATATTTTT CTTCTAGAAC AGTTAAGAGA GCGAATTGAA GAGGGTAAAA AAAATTTATC 63 2880 

TGTTATGGAA GAGGTCGACA TTACTTTGCT TTTTCTTGAT GGCAAGCATT TGAATTATAA 63 2 9 40 

TCTTAAAAGG GATGAATTTA ATTCAATGAT AAGTGAATAT ATTGACAAAA CTATTCAGTT 63 3 00 0 

ATCTATGGAA TGTATTGCTG ATTCTGGGGT TGATATTAGT AGTGTTTCAA AAATCATACT 63 3 060 

TTCTGGTGGT TCAACAAGGA TCCCCTTGAT TGAAAAAGTT TTAAAGGAAT CCTTTCCTTC 63 312 0 

TGCTACAATT TTAGATGCTT TAAATCAAGA TGAAGTTGTA GCTATTGGCG CAGGTATTCA 633180 

TGCTTTTAGT CTTTCTAGAA ATGATTCTGT TATTAAGTTT AAGGATGTAA CTCCTTATTC 63 32 40 

TCTTGGACTT GAGATAAAGG ATAATGAATT TTTTACTCTA ATAAAGAGAA ATACTGCTTT 63 33 00 

GCCAATTTcT AGAAGCAAAC TATTTACGAC TACTAATGAT TATCAAGATG AAATTGAGAT 63 3 3 60 

T C AC AT AC TT CAAGGTGAAT AC AAAAAAG C CTCTTTAAAT TATTCTATAG GTAGGTTTTC 63 3 42 0 

CTTTGGCAAT ATTCAAAAAG CTTTAAAAGG AATTCCCAAA ATTGAGGTAC TTTTTACTTT 63 3 48 0 

AAATGAAAGT GGTATTTTGA GTGTTAATGC TAAAGATTTA GAGACCAATT CTTCTAATTT 63 3 5 40 

TATTGAAATA AAAATTACAA GTTCATCTGA TAATGTAGCA AAAG AAAG TC TTTCAAACAC 63 3 600 

TTTTACAAGT ATTATTGATT AAAAACTCAA AGAAACAAAG ATATTTTTTA AAAGTAATAA 633 6 60 

ATTATTTTTC CCAATATATT ATCAATTTTT ATAAATCCGT AATCTCTTGA GTCTAATGAG 633 720 

ATCTGTTTGT TTTCTCCTAT AAC T AAA TAG TGGTCTTCAG GAATTTTTTT AGTATTTTTT 633 780 

TTTAAAATAT TTTCATCTAT TTTAAAGTTT AAATCATGTA TGCATATTGT ATTTTTTTCT 63 3 840 

ATTTGTTTAA ATTTTTCTCC TGGAATTGCA AAAATTTTTT TAATGGCAAT TTTGTTTGTT 633 900 

ATGGGATCTT TAATAAGCAC CATTTCATTT TTTTGGGGGG TTTTCCATAA TAAAAGGTAT 63 3 9 60 

TTTTGGTGCT TTTTAATCCT AAGTCCATAT GCAAACTTGT GATTTACAAT CCAATTTTTT 63 402 0 

TCAAATATTG CTGGGGTCAT TGATTCGCCT TTTACTATGT AAAATGATAA GAATAACTTT 63 4080 

ATTAAGGTTA TTAAAAATAA GCAJVGCGGCT AAAATCGACG CTAGTTCATA TTTGTGAGCT 63 4140 

TTAAATATTC TCATAACTTT TAAACGATGC TTTCATTCAA ATGCAATTTT C T ATT GT ATA 6 3 4200 

ATGAAATAGC ATGTTATGAT TATACCAAAA AAAAAGCAAA GGGTAGAAAA ACGTAAAAAA 63 4260 

AATTTTTTAT TCAATAGCAA AAAGAGTGTT AATTTTGAAT TAAAAGATTT TGCAAATATT 63 4320 

TCTAATATTG GTAAAAGAAG AAAAAAAGTT TTTAAGATTA AGAACTTCTT TAAAAAAAAA 63 43 8 0 

ATCAATTTTT T T AAAAAAG T TTCTTTATTT TTCTATAAGC TTAAAATACA AAATATTAAT 63 4440 

CATTATGAAT AT AAAT ATT A TTACAAGAGC TTGAGAGATA AAGTTTTTGA TATCTTTAGT 63 45 0 0 

GTAAGATTCG ATTATAAACT TGTTTTTAAG CTTAATGCAA TAATCTTTAT TTTTATATTA 63 45 60 

AC AT T T T AT A T T AAC AT T T T TTCTTATTAT GGCTCGTATG TTTTTTTAAA TAGGCTTTCT 63 4 62 0 
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TTGCCCAAAG ATTATTTTAT TGATACATTT TTATATTATA GTGAT C AAG A TATAGCTCAA 63 4 68 0 

ATTAGTAGTT ATTTACCTGA ATCCAATGTT TCTGCAAATG TTCCTGGATT TAAAAAAAAT 63 4740 

TTTGTATTAA AGGTA.TTTGA TCATAAAATT AAGCCTGGAG AAACGCTTTC GCATGTTGCA 6 3 4800 

GCTAGATATC AAATAACCAG TGAAACTTTA ATTTCTTTTA ATGAAATTAA AGATGTAAGA 63 4 3 60 

AATATTAAGC CAAATTCAGT TATTAAAGTT CCCAATATGA AAGGAATTGT TTATATTGTT 6 3 4920 

AAAAAAAATG ACTCTATCTC ATCTATAGCT AGTGCTTATA ATGTTCCCAA GGTTGATATT 6 3 4980 

TTAGATTCTA ATAATCTTGA TAATGAAGTT TTATTTTTAG GGCAAAAGTT GTTTATTCCT 635040 

GGGGGAAGAT TGCCCAAAGA TTTTTTAAAA GAGGTATTAG GGGAGACTTT TATTTATCCT 63 5100 

GTGCAGGGTG TTATTACTTC GGGGTATGGC TATCGACCAG ATCCGTTTAC AGGAGTTATT 63 5160 

AGTTTTCACA ATGGAATAGA TATTGCAAAT TTAGCTAATA CGCCTATTAA AGCCTCAAGA 63 52 2 0 

GAAGGTGTTG TTGTAACTGC AGGATTTAAT GCGGGAGGGT ATGGAAAATA TATTGTCATT 63 52 80 

TCTCACAGCA ACGGATTCCA AACTTTATAT GCACATTTGA ATTCTTTTGC CGTTAAGGTT 63 53 40 

GGAAAAAAAG TTTCAAGGGG AGCGGTAATA GGTTATATGG GAAGCACTGG C T AT AGTACG 63 5400 

GGCAATCATT TGCATTTTAC CATTTTTAAA AATGGTAAAA CTGAAAATCC TATGAAATAT 635460 

TTAAGATAAT GTTTTTCATG TGTATTTGGA TATGTTAATT TTTTTAAGTA TTTGAGCTAG 63 5 52 0 

TTTTTTTCCT TCTACTAGAT CAATAAGTCT TCCTTCAATC ATTTGTTTAG CCTTTAAAGA 63 5 580 

GAATTTTGAT GGAGCAATAC AGAGTGCTTT TATTTTATTT TCTTTTATTT TTGAAATGAA 63 5 64 0 

ATCTTTTAAG AATAATTCAC GAAAAGTATC TTGTTCAGTT CTTACAAAAC GCACTATTAA 6 3 57 00 

ATTTTCTTCC CACTGATTGT TAGCTAAGTG AAAGTTTATG TCAATAAATT GTGTTGTTAC 63 5760 

TTCATTTATT TTAGAATCTC TTATTTGAAA TTTATTTxAAA TATAGTTTTA AAATAATTTC 63 5 82 0 

ATTTGCTATT TTTTCAAAAT TTTCTTTTGA ACTGCGCAAA TATATTCTTA GGGCTATGTT 6 3 5880 

TTCGTTTAAC CTTTTGCTAA ATTCCAATTT TTCTTTAATA TTTTTGTAAT TTGGATCAAT 63 59 40 

CTCTTCAACT TTGGTAAAAG CTTCTGTAGC TTTTTGATAA TTTTCAACAG AGATTTGAAG 6 3 6000 

TTCTCGAAGA TTATAAAATA ATTCAAGGAA AGTTTTTTTA GGCAAGTCGG GTTTTACTTT 63 6060 

TATTATTTCT TTAATATTTT GTTCTAATTT TTCTAATTCT TTATTTTTTG AATGAATCTC 63 6120 

AGATGTAATC AATAAAGCCT C AT AAAT CAT TCCATCTTTT TGTTTTATTT TGTTGGCAAT 63 618 0 

CTCTAGTGCT AGATGATCTT GATTCATTTT TGATAAAGAT TTAGCATATG CCAAAAGAGC 63 62 40 

TTCAAT,GTCG CCTTGTATAT TTTTTTTTAT ATTGTTAAAT ATTATAACAG- CTTGTCTGTA 6 3 6300 

GCTTTCTAGA TTAAATAAAG TTATTCCCAG GTGTTTTAGG ACATCTTTAT TATTTTTATT 6 3 6360 
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AAAATTGTGG ACTTTTTTAA GATAGTATAG AGCTTCTTTA TACATTTCGT TTTTTAAGAA 6 3 642 0 

TGCTACACCA AGATAATAAT TTGCATCTTC ATCTGTTTTT TTAATCAGAA AAGCTTTTCT 63 64 8 0 

TAAATATTCT AAGGCTTCTC TGTTAAAATT TCTTTTAAGA TTATAAAATC CATAACTTAA 63 65 4 0 

AAAAGCTTTA AATGTGTTTA TTTCTTGGTT TATTGGGTTG TCTTCTATTA ATTGGCATAA 63 6 60 0 

TTTTTTTGCA TATTTTATGC CATTTTCATG GTCTTTATTT TTATAGTAGT AATTATTTAA 63 6 6 60 

AATTTCAAGG GCACCTATTT CGTTTGGATT TGTTTTTAAT AGGGAAATTG CTCTTTCGAT 6 3 672 0 

TAATTTTCGC GTTCTCTCAT CATCTTTTTT GATTTTCCCT ATATTTTTAC CTATTGTAAG 63 6 7 80 

TTTTAATGCT ATTTTAAAAA ATAAAAACAC TAAAATAAAT ACTGTCAATG AAGAGATTAC 63 6 840 

TATAAATAGT GACAACACTC GTATTGCTCC TAAATTAAAA ATATCCCATT AATTTGCATC 63 6 900 

ATCATAGTTA CTTTTAATAA AAGTTATTTA CTTAAAATAA AAGTAATTTG TAAGTTGAAT 63 6 9 60 

ATCACATTAT TTATATTATA T TAT AG T TAT AATAATAATG ATAACTATAA TTAGTGCGTA 63 7 020 

AGTTTGGTTT CAATAAAATT AACAAAGCAA AGAGGTTATG ATTTTTGAAA GGGTTTTTAG 63 7 080 

C G AT AAAATT ATCTAATAAT GAGTATTATC CGGTTTTAAA TTTAGATGAT AGTTCTGTTA 637140 

AGAGAATAAT ATTGGGCAAG GTTGCAGGTG ATACCAGTAT TAAGTTGAAT TTATATGTTA 63 7 2 00 

GTGAATATGA AGATTTTTTA GATCCTTTTT TGGTTGGTTC TTTTTTCTTA GATAATTTAA 637 2 60 

AAAAGGAAAG CTTGAGTGTC AATGTTTATT TTAAAGTTGT GGATGAAATA CTTTATGTTT ,637 3 20 

ATGGTGAATC TGATGGGATT CAAGATAAAT CGAAGTTTGA TTTAAGCCTT GTAGATTTTA 6373 80 

ATCAAAATTT AAAAGGATCT AATAGGGGTA ACCCTTTGAA TGATTTTAAA AGTGACATTG 637 440 

GCAGTGATTT GTCTGTTGAA AATTTGGGTT CTGAATTTGA TTTAAATTTT GAAGAAAAAG 63 7 5 00 

ATGATTTTGT TAAAAAAGAT GTTTCTGATG TAAGTATGCC TAGTATTAAT TCTTTAGATC 63 75 60 

TAAAAACCGA AGAAGACCAA AAAATTGAGA CAAATGTTTC AGATTTTGAA GATTTTGATG 63 7 62 0 

ATAATTATGA CGATAGTCTT GTTGATTCTA AAAAGCTTAA TTTAGAAAAT AAAAAAGTTG 637 680 

AGTATATTGA CGAGAAGTCT TTAAATCTTA ATAATTTTGA GTTTCAAAAA TTAGAAGAAT 6 3 77 40 

GTTCTTTAGA AGAAGAAGAT TTGCATGATT TAAGCGTTGA AGACATTATT GCAGATATTG 637800 

ATAAAGAGTT AAT AG AT AC T TCAGATGAAG ATGTTGAACT AG AT C TT AG A GAAGATTTTG 637 860 

AGAATGATAT GGTAAAAAAC AATTTTAAAT TAAATTCAAG TGAGGGAATG GTTCATTCTC 63 7920 

CTATGTTATA TTTGAGTCTT ATTTCTCTTT TTCTTTTGAT ATTTTTTTCT TTGTTTTTAG 63 7 98 0 

TTTTTTCAAA AATTTTAAAA CCTAGAGATT TTGTTTCATA TTACTTTGAA TATGATAAAA 6 3 80 40 

ATAGAATTAA. GAGATATGAA AAAGATCAAT ATGTTTAATA GAAGTTGTTG TGTATTACAA 63 3100 

AATTTTCTTT TTCTTTTTTT ATTTTTAAGT TTAGTTTCTT GCTTTGCAAA AAAAGAAATC 63 316 0 
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TCAGGCAATA ATTTTATTAA GGCGCATTCA AAAGAGTTTG ATTTAAATAA TTTAAATTGG 63 822 0 

TTATGGAATT TTGATTATAC AAAAAAAAAT TTTGATAAGC ATTTTAACAT AGATCCAAGT 63 82 80 

TCTTACATAT ATGTTGCTTA TTTATTTAAA AAAATAGGAT TTGAAGAGAA ATTTGTAGAG 63 83 40 

TATATGAAAA AGGCCATAGC TAATGGAGAT AGCATTGCAT CCCAGTTTGC TGGGATTAAG - 63 8400 

CTTATTGAAT ATTTTAACTC AGC AAAAG AG TATTTTGCAT CTGAATTGAT TGGAGAGAAG 638460 

CTTTATAAAA AATACGAAAA TAATAAATTT ATTATACTGG GGTACTTTAA AAGTCTTTAT 63 8520 

TGGCAAAAGA AAAACGATAA GGCACTTAGT CTTTTAAATA AGCTTGATAA GATGAAATTT 633580 

TCTGATTATC AGGAAAATGA AAATATTTTA TTAAAAGCAG TTCTTTACCT TAATCTTTCT 638640 

AATGTAAGTG AGTCAAAAAT TTATTTTAAT GAGCTTTTTG AGAACTTACG TGCAAATTAT 6 3 87 00 

TTACATGTAA GAGCTTATGA TTATTTTATT ATTGAAAATA AGTCTAGGTA TTTTGGTGCA 6 3 87 60 

AATTTTTTAA ATCTTGTTAG ATTTAAGTAT GAAGTGGCAA ATGGCAATTT TAATGGTGCA 633820 

ATAAATATAT TAAATAAAAA TGGTTTAAAT GAT TAT T AT G ACAATAACAT TGTATTAAGT 63 8 8 80 

GATGTTTATA AGGCTTTTAT TAGTTCTGGC AAAGTTTCAA ATGCTTTAAC ATTTTTTAGT 6339 40 

AAAATAAAGA GCAAATATAA AAATTATTAT TTAGGTATTC TAAACCTTAG AGAGAAAAAT 6 3 9000 

AATTTAGGAC TTCTTCTTTT AAAAGAATAT CTTGAAGGTT TAGATCTTAA CAATGAGATT 63 90 60 

AACAGGCTTG ATTTGCTTAA TACTGCTTTT AGCAATTTAA TTTTTACTAA GAGCGCAAGG 639120 

GATTATTTTG CCGAAAGTTT ACCCAAGTTT TAT AC C G AGG GCGATAAAAA AAATTCTACT 63 9180 

TTTATTAAGA. TTTTAGAAGA GTATATTTTG GAATCAATTC AGCTTGAAGA CTATGGCAAT 6 3 92 40 

CTTTATAAGC TTTATTCTAA TGCTCAAAAA GTTATTTCTA ATTCTGTTTT GTCTAAGCTT 63 93 00 

GCTTTTATTA ATGCAAGGCT TATATATCAT AAATTAATTA AACCTAACGT AAGCGGAGAA 63 9 3 60 

■ TACAAGAGTC TTTTGCATTC TGCTGTTAAT TATGATAAAT GGTCTTATTC TTCATTTATG 63 942 0 

AGTAGGTACT TATTAGATCA AAATATTGAT GAATTTTTTA CAGGTGGGTC TGATATTAAG 63 943 0 

TATGAGCAAT CCGATTATGA GATTTTTTTG GAAGGGTTTT TAAAATTCAA TCTTTGTAAT 63 9 5 40 

TATGTTAGAG GGTTTATTTC TGAGGATTTT AGGAATGGAT ATAAATTTTC ACTTGATTTT 63 9 6 00 

TATCGAAAAG TATACGATGA ACTTTTAAAG AGTGAAAATT ATTACGATGC AACTCTTGTG 63 9 6 60 

ATTAATTATC TTGTAAATCA AG ATGAAT C T GCTTTAATGG AGAATGACTA TAAAAGACTT 63 97 2 0 

TATCCTTATT TGTATGGATC TTTGATAGAA TATTGGGCTA AAAGGAGAGG GCTTGAAGCT 63 97 3 0 

AGTGTTGTAT TTTCTTTAAT AAAAGCAGAG AGTAGCTTTG AAAAAAATGC- TGTCTC'AAAA 63 9 840 

CCGGGTGGTG TTGGCCTTAT GCAGGTTATG CCATCAACAG CAAATGATAT TTCTAAAGAA 63 990 0 
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CTTAAGTATT TTAACTATGA TTTAAAGATT C C AAAAG AT A ATATAATAAT TGGAACATAT 63 9 960 

. TATTTAAAAA AAAGAATATC TACAACTGGC AGTCTTTATA AGGCTCTTGC GTCTTATAAT 640 02 0 

GGGGGTATTG GTAATGTTAG AAAGTGGGAG AAAAG T TAT G GACATTTGTC AAAAG AGCTT 640 080 

TTTATTGAGG CAATTCCCTT TAGTCAAACT AGGAATTATA TTAAAAAAAT ATTAGTTTAT 640140 

TCGGTATTTT ATGATGCTTT G TAT G AAAAG AAGGGAATAG ATTCAGTAAT AGTTAAAATT 640 2 00 

ATGGGCGAAT TCCCCAAAAA TTAATATTGG AGCATTTAAT GACAAATATT TTAAGTGCAA 640 2 60 

TTATTTTGGG CATTATTCAA GGCATTACAG AGTTTTTACC AATATCTAGT TCGGGACATT 640 3 20 

TATTGCTTTT TAGGCATTTT ATAAATTTAA AGCTCTCAAT AATATTTGAT ATT TAT TT AC 6 40 3 30 

ATCTTGCAAC AGTTTTGGTG ATTATTATTT ACTATCGTAA AAGGATTTTG GAGCTTTTTT 640 4 40 

TAACTTTTAT TAGATTTTCT TTAAGAAAAA CTGTTAAATC TGATTTAACA AACTTAAAAT - 640 500 

TAATATTGCT AATATTGATA ATAACCATTG TTACCGGAGT TGTTGGGACT TTTATTTCAA 640 5 60 

AATACGAGAG TATGTTTACA TTGTCTTTCG TTTTAATTAA T TTT AT TATA ACAGGGATTT 640 62 0 

TAATCTTGAT GCTAGAATTT AATTTTTTAA AAGTTGATTT TAAAGGTAAT ATTTTGTTAG 6406 SO 

CAGGAATTTT TATGGGGCTG ATGCAAGGCT TGGGTGCGCT TCCAGGAATC TCTCGTTCAG 6407 40 

GAATTACGAT CTTTTCGGCA TCGGTTATTG GATTTAATAG AAAAAGTGCA TTTGAAATTT 6 40 800 

CATTTTTATC TTTAATTCCA ATAGTTTTTG GAGCGATTTT ATTAAAACAT AAAGAATTTT 6408 60 

A.TGATATTTT TATGGTTTTA AATTTTTTTG AAATAAACTT AGGAGCATTA GTTGCTTTTG 640 92 0 

TTGTTGGTAT TTTCTCAATA AATTTCJTTTT TTAAAATGCT TAATAACAAA AAACTGTATT 6 40980 

ATTTTTCTAT ATATTTATTT GCACTTTCAA TTATAGTTTG TTATTTTGTT AGA-ATATGAA 64104 0 

AGATTTTTAT CAGTATTTTC AATTTTTGTT TTTTTTCATG CTTTCGGTTA TTTC TTTTTC 64110 0 

TCTTTTTGTA GCATTAACCC CTTTGAGCAA TGTATTTGTA TTTTTTGTTT TCAATTTACT 64115 0 

AGGGCAAATA CTTCTTAATG TTTTTTCATT TTTGTCATTT TATTTAATAG TATATCCAAT 6412 2 0 

TGTTAATTGG TACGCCTATA AAAAACATAT TTTTACTAAA CGATTTATAT TTAATTGGAA 6412 8 0 

' TTATACCGTA ATATTGTTTT TTACTTTAAT ATTTTTAATA AAAATTAATT CTAATGTTGA 6413 40 

AAAATCTTAT TTTATTAAGA TATTTCTTAT TAATTTTGGT ATAGTATTGG GGAATTTTTT 641400 

TATTTTTACT CTTTTAATTT TAGAATTTGT TGTGTGGATT TACTTAAATT ATGTCTTTTT 6414 6 0 

TAAGGATGTT AATTTTATTT TAGATACTTT TAAATTTTTA GAGTTTAAGA TTAAAATTTT 64152 0 

GTTTGAAAAT ATATTAAGTT ATTTTCCCTT TTCAAATTCA TTGGATGTAA AAAAAGATAT 6415 3 0 

TAAAGTTTAT GGAGATTCTG TAGATGATCT . TAAAGATTCT CAAGTTTTTG ATGAAAAAAA 6416 4 0 

GAATATTATT AATGATGAAG AATATCAGGC TTTATGGTCA TTTAGCGCCT TTTTAAGAAA '641700 
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CAATAAAAAG CCTTCCAATA TTAATTTAGA CAAAACTATT TTTGAAGGCT CAGATCTCAA 6417 60 

AGAAGCAAGC TCTTTAAATA AGGATATTTT AAATGAGAAT GCTTTAAATT TAGATGAAAA 64182 0 ' 

TGTAGATGAA ATTGATGAGT CTTGTGAGTA TAAATATTTA GACAATCTTG AGGATAATAA 6418 80 

GTTAGTTATT AGTGGAAAGG TTAAAGCCTG TGAGATAAGA ACTAAGGGCA TAATTAGTCA 6419 40 

GGTCGCTATT TCTCATGTTT ATAACGAAAA TGTAGCTTTG AATAAAAAAA ATGATTCTTA 6 42 000 

. CGTTATTGAT ATTTCAGTTT TTGAGCAGAA AGAGATTAAA AATGATGTAG AGGATATTGA 642 0 60 

ATA TGAT AAA G AAATT C AAA AGCAATCAAT GATTCTCCAG GAGACATTAA AAGAGTTTAA 64212 0 

TATTAATGCT AAATTAATTG ATATTATTAA AGGCC CTGTT GTTACAATGT ATGCTGTTCG 6 4218 0 

TCCAGATAAG GGAATTAAGC TTTCTAAGAT TACTTCTATT TCTGATAATA TTGCCTTAAG 6 422 40 

GCTTGCGGCT ATTAGGGTTA GGATTATTGC TCCAATTCCT GGCAGAGAAG CTGTAGGAAT 6 42 3 00 

TGAAATTCCC AATAAAAGGC GTGAGTTTAT TTTAATTTCA GAGATAATAG ACAGCAAGGA 6423 60 

ATTTAGAGGT GATTTTAGAA TTCCTTTTGC TCTTGGAAAG GAGATTAGTG G C GAAAAT AT 6 42 42 0 

TGTTTTTGAC CTTGTTAATT CTCCACATTT ATTAATAGCT GGTGCAACTG GGGCGGGTAA 642 48 0 

ATCTGTTTGT GTGAATTCTT TAATTGCTTC AATTATTTTT TCAAAATGTC CAGATGAAGT 642540 

GAAATTAATT ATGATAGATC CCAAAATAGT TGAGCTTAAA CTTTTTAATG ATATTCCTCA 642 60 0 

TTTATTAACT CCAGTTATTA C AG AT GT AAA GAGAGCCTTA GAGGCTCTTA GATGGTGTCT 642 6 60 

TGATGAAATG GAAAGAAGGT ATGTGCTTCT TGATAATTTA TTGGTAAGAG ATATTTCTTC 64272 0 

■TTATAATAAA AAAATAAAAG ATGAGAATTT GAATTTAATG ATTTTGCCAT ATCTTGTAAT 642 78 0 

AATTATTGAT GAATTTGCAG ATCTTATTCT TTCTGCAAGA AAAGATTTGG AAAATTTAAT 642 8 40 

TTCTAGACTT GCTGCAATGG CTAGAGCTGT GGGGATTCAT TTGGTTCTTG CGACCCAAAG 642 900 

c 

ACCTTCTGTT GATGTTATTA CGGGCGTAAT AAAAGCCAAT TTTCCTTCAA GGATTTCTTT 642960 

CATGGTGGCC AGCTCTATGG ATTCGAGAAT AATTCTTGGA TCTTCTGGTG CTGAAAAACT 643 02 0 

TTTAGGAAAG GGGGATATGC TTTATATTAG CTCTTTAAAT CCTTTTCCTC mAAGAATT C A 643 0 30 

GGGTGGATTT TTAAAGGAAA GAGAAGTTTA CAGGCTTGTT GAAGAGGTTA AAAAATTTGG 64 3140 

TTCTCCAAAT TATATTGATG AT G AAAT AT T TATTGATAGT GTAAAAGAGC CAGATTTGGT 643 2 00 

TGCTCTTGGA CCTTCTGATG AGCCAATGTT TGATGAAGCT CTTGAGATTG T T AAAAC C AC 6 43 2 60 

AAGAAAAGCC TCAGCATCTT ATCTGCAAAG AAGAC TGAAG ATAGGTTACA ACAGAGCAGC 6433 20 

TAGAATTATT GAAATTATGG AAGATATGGG. ATATGTAGGA CCTGTTAATG- GATCAAAGCC 643 3 80 

AAGAGAGGTG TTAATTTAAA ATAAAGAGAT ATCCATTTGA ACATCTCTTG TGCGATCTAT 643 440 
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CTATTAGTTT TTTGTTTTAA TTTTCTTACT TTTTTTGCCT GTTTTCTTTT AAAAGCTTTT 643 5 00 

TCCTTTTTTA CACGTATTGT GGATGGTTTT TCATAGTATT CTCTTCTTTT CCATTCGCGA 6 43 5 60 

ATAATTGCTT CTTTTTCAAT CATTCTTTTA AAACGTTTCA ATGCTTTTTC AAGATTTTCA 643 6 20 

TTTTTGTCCA CAGTGACTGT TACCAAAAAA TCACCTCCTT TTATTCTATT CTTTTAATAT 643 6 80 

TATTTATTAT TTTATTTTTG TCAATAAGCA TGCCATTTAA AAGGAAATCT GGGTTTATTG 6 43 7 40 

CTATGCCATT AATTCTTACT TCAAAGTGTA AATGAGGGCC TGTTGAAAGG CCTGTATTTC 643 3 00 

CAGTATGTCC AATATATTCC CCAGCACTAA CTATTTTATT TTCACTTATT CCCAATTTTG 6 43 8 60 

AGAGGTGAAG ATAAATTGTA AATACTCCCG- GTAAATGTTG TATTATAAGG GTATTGCCTG 64 3 92 0 

TTAGCTCTCT ATTTTGTGCA AACACAACTT TTCCTTTGCC AGCAGCAAAA AT C GG AG TAT 643 980 

TTTCTCTTTT AAATGGGGCA TAATCAATTC CATTGTGCAT TGTATAATTT C-AAATTTTTT 64 4 040 

TGTCACCTTG CATGTAAAGT CTTAAATCTC CGTATAGGCT TGTTACAATG TATTGATCTT 64410 0 

TTATTGGTTT GACTAAAGCA TCGTAGTGGT ATATTGTTGT GTCTCCAGTA TTGCCAATAA 64 4160 

TATTCCACAA AACCAAAGCC TGTTCTTTTT GTTTTGTTGA TTTTTTTTGG GTGATAAGCT 64 422 0 

TGGCTTTTTC TTTATTAAAA CTAATTTTTG TTTTTTTGAA GTGAAATTTT TTTATTTCTA 64 42 8 0 

TTTCTTTGAT GTAGCTTTTA TTTTCAAATT CTATTTGAAT TTTTCTTTTA CCTTCTTTTA 644 3 40 

TCATTGGTGT AATTCCCATA AGTGCTATGT AGTAAATTTT ACTTCCTACT GTAAATTTAA 64 4 40 0 

AC GGAG AAG A GCTTATGATT GGATTTTTAT TTGTGCTTAA AAGTGATAAA CTTTTAAAGT 64 4460 

TTTGATTACT TGCAAAGTAT ATGTAATCTC CTTGAAATGC CTCTTTTTTA TATTGGACTT 644 52 0 

TAGGAATAGT ATTTATTATT TCTGAATTTA TATTTTCTAT TCCTAGAATA CACAGTATAA 64458 0 

GTAGGGCTTT TTGTATTCTA TACATTGATT TGAGCATTCT TTTTTATGTC TATGATTTTC 644 6 40 

AAAATTTTTT CTCTAGGATA ATAAAAATCT TCATTAACTG TAAAAATGAT GTCTAAATAT 64 4700 

TGATCTTCTT TTATATCCAA TTCTTCTATT TTTTTTGTTC CGTTAAAAAA AATAGCTTTA 6 44 7 60 

TAATAATCGT TTTGTGATTT AATTCGCATA TTTATATGTT TTGAGCTATG ATTTTTGTCA 6 4482 0 

ATTATTTTGA GTTCTTGAAG GTAAGCATTT TTCA'TTAATA ATATTGGCTC TCTAAATTCA . 6448 80 

TAGCCATAAG GTTCAAATAT TTCTATTGTT TTGAAAAGAG AATCTTTTGT TAAATTTTTT 6449 40 

GG AAG AA TAG CATCTATTGG T AT T GAT T C G TTTTCATTAG TAGTTTCATA TTCAACTTTT 64 5 0 00 

GTAGTTGCAT ATTCTAATTC TTTAATAAAG TCTTCGAGTA AATTTTCATG CAGCGTAAAT 64 5 0 60 

CCAGCTGCAG CTTTATGGCC CCCCGAATTT ATTACTAAAT GGGAAGGTAT T AT T GAT AT T 64 512 0 

AGTGTTTTTG AATTGATTTT ATTGTTTGAT CTAATTGATC CTTTAATAAT GTTATCTTGC 64 5180 

TTTGTTAAAA AAATAGCAAC TTTTTGATAG TAAGAAGAAA GTCTAGTTGC AATTCTAGAA 6 452 40 
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CTTATTCCTT TTGGAGTATT GTTATCATAG CAAACTATGA ATTTATCATT TTTAAAAATA 6453 0 0 

GTATTTTTAT TATGCGAATT CCAAGCTTTT TCTTCTTTGT ATTTTCTCAG TTCGTTGATT 645 3 60 

TCTTTTATTT CTTTAAATTT GTTTTCTATT TGATTAATGT CATTAGTTAG TAAAAAATTT 64 542 0 

ATTGCAATAT CTGCTTTTTC AAGCCTTCCC GTTGAGTTTA GTATTGGTGC AATTTTATAT 64 5 4 30 

GCAATATCTG TTGAAGTTAT ATTTGGTTTT GTTAATATGT TTCCATCTTT TAATAGATAA 645 5 40 

TTAATAGACA TTCTCTCTCT TAGTGCGATT TCTTTAAGTC CTACTTTTAG GATTATTCTG 645 6 00 

TTTTCATTAA TAATGGGCAT ATTGTCTGCT ATTGTTCCTA TTGCAACAAA ACTAAGTCTT 6 45 6 60 

TTTAGGCATT TTTGGAGCAA ATTTTTGTTA GTTTCAAAAA , TTACGTTGTA AAATATGTAG 6457 2 0 

TAAAGCTTGT CTTTAATCTC AACTTCTTTG TATTTGAAAT ATTTGGTTGC TTGGATTAAG 64 5 7 80 

TCTGTTAATG TTTTTTTTCT AAAGTTTGGG TATTTTTTTA TAAAATTTTC ACTAATATCA 64 5 3 40 

ATTGTGTTTA TGTTTATGCT TTTTGCAAAG TGTTTATTTA ATAATTCATT TTGATCTTCT 645 9 00 

TTGTTAAAGA TTATTATACA TTTGTTTTGT ACAAATTTTT CTAGTTTGTT TGAGTTAATT 6459 60 

AGGGGATCAT TTTTATTATT TAATCTTAGA TATTGTTTTA GAATGTAGTT GTTTATTTCT 6 46 020 

ATTGCGTGAA GAATAATTTC ATTTTTTGTT TTTTCTAAAA ATAAAAATAC AAGGTTTTTA 646080 

GAATAAAGGT CTGTAAAGGA CATACTAAGA GC AAGG C AAG GTTTAAAGCT TACACAACAT 646140 

CCTGCTATTT CTTTGAATGG ATATTTGTCA TCTTTTAGGT GAGGATTTAT AACTATGTTT 6 462 00 

TCAGTTTTAA AATTTTCGCC TGGAAGATGA TGGTCTGTTA TTATTATTTC TATTCCTTTT 64 62 60 

GAATTTGCAT AATTTATTTC TTCAATGCTA GAAAT AC CAT TATCAACAGT TATTATTAAA 646 3 20 

GAGATTTTTT TTTCTAAAGC TGTGTTGATT AATTCGTTTG AAAGTCCATA AAACTCTCCA 6 4 6380 

TTTGAAGGTA TTTTATAACT C AC AT T AAG T CCAAAATCTT TAAGAGTTTC GTACATTATT 64 6440 

ATTGTTGCTG TGATTCCATC AGCATCTTTA TCTCCAAAGA TTAATATGTT TTCATTATTT 6465 0 0 

TTGATTGCTT TATTAATTCT GTTTATAAAT TTATCTATAT TTTTTAATAA AAATGGGTTG 6465 60 

TGTAATAAAT TTACGCTGTC T T C AAGG AAA AACATAAAAT CTTCTTCTTT GATTTCTCGA 5 46 6 20 

TTTATAAGTA AAGTTGCCTC AAAGGCATTG ATATTATATT GCTTAGCAAT GCGAGTTAAT 646 6 80 

TCTTGGGCCT GTATATTAGT TTCTTTTTGT TTCCAAATTT TCATTTACTT CTCTAGAATT 6 467 40 

CATTTTTAAT CGATTTTTCA AGGATTATTC TTTACTAACT T C AC C AT AG A TTAATTAATT ' 5 4 6 8 00 

TTAAGTAGTA GTTATTATGC TTATTATCGA ATGGTATAGT TTTAGCGGAT TGTxAATTTTT 64 53 60 

ACTATAATCC AAATTAATGG TCATAATTTT AACTGTTAAA ATTCTCATTT- TATTATTTTA -646 920 

TAATAAAAAA AA.TTATTATT AAATGAATTT CCATAAAATA TTTGTTTTGT TATAATTAGC 646980 
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TTAGGAGATT TCAAGTTTTA TGGATGAATC TAAAAAAGCT AGGTCAGGAG ATAAAAAAAA 6 47 0 40 

AGAAAAAGCC GTAGCTGGGA TTTTACCCCA TTCTAATAAG CCCGCAAGAG TGCCTTTAAT 6 4710 0 

AGCGGTTCCT TCTCATCCAG TTTTTCCAGG GATGTTTATT CCGATTGTTT TAATCTCTGA 647160 

TTCTGATATG AAAGCAATCG ATTATGCTAT GAAAGGCAAT GGGATCATTG CCTTATTTGT 647 2 20 

TTTGAATGAT AAATTTTTAG AAAAAAATAA CAATAATGCT CAACAGAAAT TAATTATTGA 647280 

TTATAGTAAA GATATTTATT C TGTTGG AGT TACTGGAAAG AT AAT AAAAA AAATTAATCT 647 3 40 

TCCAGATGGT GGTTACAATA TATTTGTTTC AACTTTTGAT AGGATTAAAT TTGTTAAAGT 6 47 40 0 

TGTTCTTAAT GATAAGTTTC CCATAATTGA G AT TG AC TAT TT AAAG C AAA TTCCAGTTAG 647 46 0 

AAAAG AT G AT ATTCAATCAA AGGCAGTTTA CGGTAGTATT TTGCTTAGAA CTAAAGAAAT 647 52 0 

ATTTGCACAT AGGAAAATGC CGGAAGTTCA ATTAAATATG GTTAATATTG AAGATAAGGG 6 47 5 80 

AAAACTATGT GATATTGTGG CTAGCACTAT TTCGTCTTCA AAAAATGATC ATCAAATAGT 647 640 

TCTTGAAACT TTGAATGTAA AAGATAGGCT TAAAAAAGTT TTAGAACTGA TTTATGAAGA 6 47 7 00 

GCTTAATTTA ATTGAAATTC AAAATAAAAT TGCCAAGGGC ATTCAAGAGA GATTAGAGAA 647 7 60 

AC AG C AAAAA GAGTTTTTTT TAAAAGAACA GCTTAAGGCT ATTAAAGCTG AAC TTGGC AT 647 3 20 

AGGAGATAAA AAAAGCAGCG ATTTAGAAAA GCTTAAAACC AAGCTAAAGG CTTTAGAGTT 647 8 80 

GAAGGGAGAG CCTTTAGAGG TAGTTGAAAA AGAGTTAGAA AAATTTTCAC TTCTTGAAAC 647 940 

AAGTTCGGCT GAATACATTG TTGTTAGAAA TTATCTTGAG CTTATTACTG AGCTTCCTTG 648 0 00 

GCGAGATTTT AAAATTAATT TTGATAAATT AGATTTGCAA AAATCTAAAA AAATTTTAGA 648 0 60 

TAAAACTCAT TAC GGAATGA ACGAAGTTAA GGATAGAATT ATTGAATATA TTTCTGTTCT 64812 0 

TAAGTTAAGA AAGACTCAAA AGGGGGCTAT TATTCTTTTG GTGGGACCTC CTGGCGTGGG 643180 

AAAAACTTCT ATTGGGGCAG CTATTGCAAA GGTTTTGCGT ACC AAGTTTT TTAGGTTTTC 64 8 2 40 

TGTTGGTGGA ATGCGCGATG AGTCGGAGAT TAAGGGACAC AGAAGAACTT ATGTTGGTGC 6 43 3 00 

TTTGCCTGGA AAAATTATTC AGGGCTTAAG AATTACCAAG ACAAATTCTC CTGTTTTTTT 648 3 60 

AAT TGATGAG GTGGATAAGA TTTCTGCTTC AAGCTATGGG GATCCTTTTT CGGTTCTTCT 643 42 0 

TGAGGTTTTA GATCCTGAAC AGAATGTTAG GTTTAGAGAT CATTATCTTG ATCTTCCTTT 6 48480 

TGATATTTCG AATGTATTTT TTATTTTAAC TGCTAATTCT GTTGAAACAA TACCAAGACC 6 4 35 40 

TTTGTTAAAT AGAATGGAGA TTATTGAAAT TTCTGGATAT ATTGATAACG AAAAAATAGA 64 8 6 00 

GATTGCAAGA AAGTATTTAA TTCCCAAAGT TTTAAGTGAA AACGGAGTTG AT AAAGATTC 6486 60 

TTTAAAATTT CAAAGTTCAT CTCTTGTTCA AATTGCTCAA GAGTATGCAA GAGATAATGG 648 72 0 

AGTGAGAAAT TTTGAAAAAT ATTTAAACAA AATTGTAAGA AAGGTTGCTA. GAAAGCTTAT 6 4 3780 
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TGAGAATACT GAGGTTAAAT CTTATCAAAT TTCCAATGAC AATTTAGAAG AATATGTTGG 6483 40 

TGTGCCTGTT TTTAGAAAAG AAAGCATGCC TAATGCTATG TATTCAGGGA TGGTAATGGG 64 8 90 0 

CCTTGCTTGG ACAAATTATG GAGGTTCAAC TTTGATGATT GAGACTGTAA AGACGGAATC 6489 60 

CAA-GGTGGGT GGAATTAAAT TAACAGGTAG ACTTGGGGAT GTTATGAAAG AATCTGCTAA 64902 0 

TATTGCCTAT ACTTATGTTA ATAGCATTAA AGGAGATTTA AGTATTAGTA AATCTTTTTT 649 0 80 

TGAAAAAAAT ATT ATT C ATT T AC ATATTC C AGAAGGAGCT ACCCCAAAAG ATGGGCCTTC 649140 

TGCAGGAATT ACAATAGCTA GTGC TTTT AT CTCTCTTGCT CTTAATAAGG TTGTTAGACC 649200 

CCATTTGGCT ATGACAGGAG AACTTTCTCT TACTGGGAAT GTAATGATGA TAGGGGGCCT 6492 60 

TAAAGAAAAA ATAATTGCAG GAAAGCGCAG TGGC GTGGAG CATATTATTG TTCCTAAGGC 64 93 2 0 

AAATAGAGTG GATTTAGAAG AGATTCCTAG TAACATTAAG AGCGGAATTA ATTTTTATCT 649 3 80 

TGTAGATAAT ATGCGCGAGG TCATTAAATT ATTGTTTTAA TTTTTTAAAA TTGTTGTTTG 649 440 

AGGCTAGCTT TACTCTAGGT TTAAATAAAT AAATTAATAA TGGAAGAAGA GTTAGTGATG 649 500 

CAAGAGATGT CGTTAGCATT GTAAAAGCAA TTATTGCTCC AAGAGTTGAT ATTATTTTAT 649 5 60 

AAGACGAAAA TGTTAGAGTT AAAAATCCTA TTCCAACAGA AATAGAATTT GCAAATATTC 6 49 62 0 

CATTAAATAC ATTGGGTATT GATTCAAGAA GTGGAGTTTT GTAGATTTGA TTTTTTTGGT 649 680 

ATTGTAAAAT AAATGTATTG AAAAAATGAA TTGAATAATC TACTCCTACT CCCATGCTTA 649740 

CAGATGCAAT TGTTGCCGTT GCGGGGTTTA AGGTTATCCC AAATAATCTC ATTACAGCAA 64,9 8 00 

AGTTTAAAAA CACTGACCAT GCTACTGGGA TTGCAATAAT TATTCCGGTT TTTATAGATT 649 8 60 

TAAAGAAAAA CATAAGTAGT AGTGTTATTG ATCCAAGAGT TGTTATAATG TTTATAACCT 649 92 0 

GTTCTTTTAC CATTGTTTTA GCTATTAATA CCTTATCATA AACACCTGAG AAATG AT AT T 6 499 80 

TATTATTTTT CATATATTCA TTAATTGTGT TAATAGCATA TTTTTCAAAT TTTTTTATTC 6 500 40 

CTTCGGTTGA GTTGTCTTCA ATTCTTACTA TGATAGATAT TAATGACCAG TCATCGTTAA 6 50100 

TGTACATTCT TTTATTGTCC TTAGTCCAAT CGCTTTTATC TATCAAATTT ATTAGTTTGT 6 50160 

TTAGTATAAT TTTATTTTCA GGCAGTTTAT ACTCTAGTGG GGATTCTTTT TTAATTTTAA 6 502 2 0 

AATTTGTAAA TTTTAAAATG CCATTAATAG AACTAGATTG AGTTTTTGCA GAAAATGCAT 6502 80 

CAAGCTTATC TGTAATTAAG TCTAATATTT GCATTGCTTT AGCATTTTTA AATTCACCGG 650340 

GCCTGCCTTC AATTTCTATT TTGAAAATCG ATATTCCCCC CATTTCTTTT TGCATTAGGT 65040 0 

TTAATGTTTT TTTTACACTT GTGCTTTCTT - TAAAGTAATC TTTTTCATCA AAATTGATTT 5 5 0460 

CGATTTTTAA AAGACCTACA AAAGAAATTC CCAGTATGAT GAGGACCATT ATAGAGGATG 65 0520' 
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TATATTTTCT TTTTAATATA GATTTTGTTA TTTGCGTATT TAGTTTGGCA AGTCTTTCAA 6 5 05 80 

GGAAGGATAT TTTATTTAGT TTATTTTCTT TTTCTTTTTC AAAAGACTTT TTTTTTGCAA 650640 

ATGGGATTAA TGTTATTATT CCAGGTAAAA CGGTTAATGA GATTATCATT GAGATAATTA 6 5 0700 

CTCCAATTGA CATGAAAATA CCCATTGTTT TGTAGGCATT AATTGAAGAG GTTGTAAGAG 65 0760 

ATAAAAATCC AAATGCAGTT GTAAAAGATG TTAGCAGGAT GGGTGTTTTA AGTTTTTTAA 6 5 082 0 

TTGTTGCTTT TATGGATTCT TTTGAGAGCT GTTCTTTTTT TATTAATTTA AATATTTCAT 65 0880 

TTATTATATG TACAGCATTG GCGCATCCGA TTGAAATAAG TAAAACAATC ATTGAAGTTT 6 5 09 40 

CTGGCACTGT AATAGGGGAT TGTACAAGCC CTTTAATTCC AAAAGTCCAA AT C AATGATA 651000 

ATAATGCAAT AAAAATAGGA ATTAATGCGC CAA.TTAGATT TTTTATAATA AGATAGAGTG 6 510 6 0 

AAATTATTAC TACAAAAGTA GCAAGAGGCC CTAAGATTTT GAAGTCTTCA AC C ATGT AGT 6 5112 0 

TTAAGATTTT TTCTCTTACT ATTAAATCCC CCGTAAGATA CAACTTTAAA TCGTCAGTTT 651180 

CATATTTTTT AATTGTTTTT TCCATCTCAT CAAGTTCAGT TTTTAAATTT CTACTGAAGT 6 512 40 

TGATTTGGTC ACTCTCTGAT GGGATTATTA TGAAGTATAT TAAATTTTCT GAGTTGCCTA 6 513 0 0 

AGAATGTGTT TTTTACAAAT GGAGTTGACT TTATTTTGCT TTTTATTTCT TCTATATCTT 6.513 60 

TATCAGTGTA GATTTCTTTT TTAAATTGTG GGAAATAAGA AAATATGCTT GTAACGGCAT 6514 2 0 

T T GG AG AT AC TTTTAAAATT TTGGTTATTT CACTGATTAC GCTGTTTATT GTTTCAi^AAT 65148 0 

TTTTTTTATT GAAGATATTT TTTTTATCCT GAAATATTAC TATTGTAGAT AAAAGTGAAT 6 51540 

TACTTTTATC AATGTCTATT AAGCTTTCAG TTTCTTTGGT CTTGGGTATA AGTTTTAAGA 6516 00 

TGTTTGCATC GAATTTAAGA TTTTTCAAAA AAAATCCTAA AAAAATAGTA ATTAAGATAA . 6516 60 

ATATTGTGAA TATAATTCCT TTATA.TCTAA TGCTTAGACC TTCAAAGTCC AT AT AAC GC C 6 517 2 0 

TCTTTTTTAC TTTATCACTA TGTTGACAAG CTTGTTTTTA ATTACAATTA TTTTT AC TAT 6 517 80 

TTTTTTATTT AATAAGTTTG ATTTTATTTT GCTATTTTCC ATTGCTATTT CTTTTAGTTC 6 513 40 

TTTTTCGCCT GTCTCTTTGT TTAGTAAAAT TTTGTCTTTT ATTTTTCCAT TTATTTGCAA 6 51900 

GACAATTTCT TTTTTGCCTT TAATAATAAG GCTTTCATCG AATTTTGGCC ATTTTGAATT 6519 60 

TTTGAATAAA CTAGGAAGCT CTCCAATATA TTCCCACAAC TCTTCTGCTA AATGGGGTGC 6 52 0 20 

ATAGGGAGAT AAAATAATGA TAAACGGTTT AAATATGTTT AAATAATTTT TTTCATACTT 6 52 0 80 

TAGAAGTTCA TTTATAAATA TCATCATGGC GGAGATTGCT GTGTTAAAAT TTAGTTTTTC 6 52140 

TGTGTCTTCT GTGACTTTTT TTATTACTTT ATGTAGTTCA GATA/J7TATTT CCCTTGGGGG 6 52 2 00 

ATTCTCTTTT GATA.GTTCTT TTTCTCTTAA GTTCCAAATT TTGTTTAAAA ATCGAAAAAC 6 5 2260 

ACCAATAATT CCTTTAGTGT TCCAAGGCTT AGAATC TGTT AGTGGCCCCA TAAACATTTC 6 523 20 
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ATAAATTCTC ATTGAGTCTG CTCCAAATTC CTTAATAATG TCGTCTGGGT TTATTACATT 65 2 3 80 

TTTTAAAGAT TTTGACATTT TGGCAATTAC TTGGGTTACT TCTTTGTTAT CTTTTTTATC 6 52440 

AAAAAATTTA TTGTCTTTTT CTATAACTTG GTCATTGGGT ATTAAAACCC CGTTTTCTTT 6 52 500 

TTGATAAGAA AATGATGTTA TTATGCCTTG ATTTATTAGC TTTTTAAAAG GTTCTTTGGT 6525 60 

ATTTACGTAT CCTAGATCAT AAAGAACCTT GTGCCAAAAC CTTGAGTAAA GCAGGTGTAA 652 62 0 

TACTGTATGT TCAGCTCCGC CTATGTATAG ATCAACCGGC ATCCAATATT CAATTTTTTT 652 680 

TTTGTTTGCA AACTCTTTTG AGTTTTTGGG GTCTAAGTAT CTTAAATAAT ACCAACAAGA 6 52740 

GCCTGCCCAT TGAGGCATTG TGTTTGTTTC TCTTGTAAAG CCCATATCTT TTACGTTTAC 6 52 800 

CCAATCTTTA ATTCTTGACA AAGGAGATT C ACCTGTTCCA GAAGGTTTAT AGTTTGCAAT 6 52 360 

TTCTGGAAGC TTTAAGGGAA GATCATTTTC CTCTAAAGGT ATTGCATTTC CAAGTTTATC 65292 0 

AAACAAAATG GGTATAGGCT CTCCCCAGTA TCTTTGTCTT GAAAAAATCC AATCTCTAAG 6 52980 

CTTGTAGGCA ACTTTTTCTT TCCCTTTTTT GTTTTTAGTA AGCCATTTTA TTACTTTGTC 65 3 040 

TTTTACTTCA GAATTTTTAA GATTATTAAA TTCATTGGGA GAATTTATTG AAATTCCATC 6 5310 0 

ATCAACAAAT GCTTTTTCTA ATATTTCATT TTTCCCCGAT TTTGATATCA CGGGTAAAAT 6 53160 

TTTTAATTGA TACTTTTTGG CAAATTGAAA GTCTCTTTCA TCATGTGCTG GAACACCCAT 6 53 22 0 

TACAGCTCCG GTTCCGTAAG TTCCTAGTAC GTAGGTTCCA ACCCAAATTG GAATTTTTTC 6 53 280 

ATTTGTTATT GGATGAAATG CGTAAGATCC TGTGAAAACT CCCGATTTAT CTTTTTCAAG 65 3 3 40' 

AGAAGTCCTA TTAAGATCGC TTTTGAGTTC TTCGTGCTTT ACATATTTTA AAACATTTTG 6 53 400 

TTTAAAGTTG TTCTTTGTTA TTTTTTCTAT TAGTTTATTT TCTGGTGCGA TCACTAAATA 65 3 4 60 

TGTGATGCCA 'AAGATTGTGT CTGGCCTTGT TGTAAAGACT TTAATTTTAT CGCTGTGGCC 6 53 520 

TTCAATTTCA AATTCAATTT CAACTCCTGT TGATTTGCCA ATCCAATTTC GCTGCATTTC 65 3 5 80 

TTTTACAGAT TCAGGCCATT CTAATTCTTC AAGGTCGTCT AGCAATCTTT CAGCATACTT 653 640 

TGTAATTTTT AAAACCCACT GTCTTAAATA TTTTTTTTCG ACGCTGTAAG ATCCTCTCTC 6 53700 

AGATTTTGGT CCATCTGAAG TTTGAATAAT CTCTTCATTT GCTAGTACCG TTCCAAGCTC 6 53760 

GGGGCAGTAC C AT AC AGGC A TTTCTTTTAC ATAAGCTAGC CCTTTTTTAT ATAATTGCAG "653820 

■' GAAAATCCAC TGTGTCCATT TATAGTAATT CTCCTCATGT GTTCTAATTT CTCGATCCCA 6 53 880 

AT CAT AGGC A AACCCCAAAG CTTTTATTTG TTTTTTAAAC TTATTAATAT TTTCTTCTGT 653 940 

ACTTTTTTGA GGGTGAGTTC CTGTTTGTAT TGCGTAATTT TCAGCAGGAA. GTCCAAAGCT 6540 0 0 

ATCAAATCCT ATTGGGTGAA GTACATGAAA TCCATTCAAA AGCTTGTATC TTCCAAATAT 6 5 40 60 



527 

GTCTGTTGCT GTGTATCCTT CTGGATGACC AACATGAAGC CCGTTGGCAG AAGGATAGGG 6 5412 0 

GAACATGTCA AGTATATACA ATCTTTTTTC CTTGGGAATA CTTGGATCTT CTTCTACTTT 6 5418 0 

GTATGTTTTG TTATTATCCC AAAATTCTTG CCATTTTTTT TCAATTTTTA TGAATTCGTA 6 5 42 40 

TTTAGACATT TGTCCTCTTG AAAATTAACT CATAACAACT TATTCTCTAA TATTCTTTTA 6 5 4300 

GATTGCATTT TTGTTAATTT TATTTAATAA TTTGCTAACA ATTTTGATGC TGTGAACTGG 6 543 6 0 

ACTTGAACCA GCACGGGCTT GCGCCCACTA GCCCCTCAAG CTAGCGTGTC TACCACTTCC 65442 0 

ACCACCACAG C AC T ATTAAC CATTATATTT TTTATTTTAA ATTTTTGTCA AC TTTTTT AT 6 5443 0 

TTTTTTTAAT TACGTAGATT ATTATTGTTG TTGCTATTAC AGCGATAAAT ATTGCAAATA 6 545 40 

TAATTATTTT TATTTTTGAA AATATTATTT CAAATGATTG ACCTAGTTTG AAGC T TAG AG 6 5 460 0 

TAAAATAAAC AACTATTGAG AGCAAAGTTG CAAAGAAGTC AGAAACAATA AATAGATTAG 6 54 6 60 

ATTTCATATT TCCCATTCCT GCTGACATAA ATATTGCGTT TCTAACTCCA AAGGGTATAA 6 54720 

ACCTTCCTAT AAATAAAGTT AATACCCCAT ATTGAC CAT A ATAGTAATTT ATTTTGTCAA 65 4780 

GCAGGTTATT GTCTTTTTTG TTTTTAAATA ATTTATTTCC CATTAATTTC CCAATGTAAA 65 48 40 

AAG AT AT TAT GTCTCCAAGA TAGGCTCCCC AAAAAATTCC TAAAAATATT AAT AT AGT AT 6 549 0 0 

ATTCATTTTT TCGACTAGAT AAAATTCCAC CCATTAGTAC TATTGCATCC TCAGAAATAG 6549 60 

G AAC AT T AAG TCCTGCTAAA ATTAGTAACG AAAAAAATAC TATTGGGGAA TAAGCTATGT 65 502 0 

TTGAATCAAT ' ATATTCTATT ATTGTGTTTA TATACATTTT TGTCATCTAT TTCTTGTTTT 65 5 0 80 

ATAAGTTAAA TATATGCTTG CTAAAGTTAA ATATGCAAAG TAAAGGATAA GAACCGTTTT 65 5140 

TGCCATTTTT AACGCTGTTG TGGACAGCTC TGAAAATATT GATACAACAA ATATTAGGCA 65 52 00 

ACTTATTATT GTTATTGGTA TGGTAATTTT CCTTAATTCT TTGGTTTTTG ATGGGTAAAT 65 52 6 0 

AAATTTTATT GGAATAAAGC TTGTTATAAT GCAT ATTGAC ATTGTAATAA GATTTGTTAT 65 5 32 0 

TTGTTCCATT TTAAAGATTA TGTTTAATAT CACAAAGAGA TTCCATAGGG AAGGAAATCC 65 5380 

CCTAAAGTAG TTATCATTTG TTTTTGCATC TGTTCTTGAG AATTGGTATG CTGATGAGAG 655440 

TAAAATTCCG ATGCAAATGG CGACTTTATA TTTTTCTTCA ATAAATTCTC CTAAATAAAA 655500 

AAATATAACG GGTATGAATG TATAGTTTAT AT AGTC TGT A ATATTATCAA GTAGAGTGCC 65 5 5 60 
ATCAATTTCG GGTATTAATT CTTTAACCTT AAGTTTTCTT GCCATAGTTC CGTCAATTCC ■ 655 620 

AT C T ATGAT A AGCCCTATTA CTGTTAACTT TAAAAGAAGA G AAT AAT T AC CGTTTACAAT 65 5 6 80 

TGAAATTATT GAGTAAAGTC CTACAATCAA GCCAGATGCT GTAAAAATAT GTACAAGCCA 6 5 57 40 

AGCTAAAATC AAATTGATAT TTTTCACAGT AAAGCTCCTT TTATTGGAAT ATTTTCTTTA 655 800 

TCTCTTCAAG TCTGCATTTG AAAATGTTAA TAGTGTTTTC TATTGTTGCT TTTTTTGTTA 6558 60 
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AATCTACTCC GGTAATATTT AAGGAATCTA GCGGATATTT AGAACCACCT GTTTTTAAAA 6 5 592 0 

ATTTTATATA ATTTTCTACT GCATCTTTTT TATTTTCTTT AATGCCTTTA TATATTGACA 655 980 

GAGCAGC TGC AATGCCTGTA GCATATTGAT ACACATAAAA GGGTGAATAA AAGTGAGGAA 65 60 4 0 

TTCTAAGGCA TTCAAGGGGA CTTAATTCAT CAAATTTTAG ACTAGGTCCA AAGTATTTTT 65 610 0 

TT.AACAAATT CATATAAGTT TCTGTTAGTG TTTCTTTTAC TACAGGTTCT TCTTTGCTAA 65 6160 

TCATTTCATG AATAATGTAC TCAAATTCAG CAAACATTGT TTGTCTAAAG AATGTTGAAA 6 5 6220 

TCATGTCGTC AATTTGTGTT AGTTTTATAT ATTTTATTTT GTTAGTATCG GTTTCGTTTT 65 62 80 

TAAGCAAATA TTCTGCCAAT ATTTGTTCAT TGATTATTGA TGCTATTTCT GCTTCAAAAA 65 6 3 40 

TGGAATAATT ATAGTGTGGG AATGGGTTGT TTTTTATGCT AAAGTAAGAG TGCATTGAAT 6 5 640 0 

GTCCTGCTTC ATGTGCAAGC GTAAACATGT CTCTTATTGA TTCGTCTTTG TAATTAAGAA 6 56 4 60 

GTATATAAGG CTTTCCGTTG TATGATCCAG CGCTAAAAGC CCCTGATCTT TTTCCAGTAT 65 6 52 0 

TCTCGTATTT ATCAACCCAT CTTTCTTTTA AAAGACCGTT TCTTAAGATT TTTGTATATT 65 65 8 0 

CATTTCCTAG TACCTCTAAA GATTTTAATA TTTTCTCACA AGCGTCTTCA AATGAATTTT 656640 

TAAATATTAT TCCTTTTGTT AATGGTACGT AAACATCGTA GT GAT AT AG A TATTCTTGGT 6 5 67 00 

TTAAGACTTT TTTTCTAAAC TCATAATAGT CATTAAGCAC AGGTAAATTT TCATTGACAG 6 5 67 60 

TTTCGATTAA ATTTGTATAA ACTTTTTTAT CAATATTGTT TGAAAAGAGC TGCATTGAAA 6 5 682 0 

AAGTATTTTG GAACCTCCTT GTCTTTGCAA TGAAGTGATT TTTCTTAAAG TCTGAAATAA ^6 563 80 

TAAGATTAGC AAGCGTATTT TCATTATTTT TGTATTTTTG ATAAAATCTT AAAAAGGCTT 65 6940 

CTTTTCGTAT TTTTTGATCT TCGTTTTGTA AAAATAGTGT GTAGGTAGAA TTGGTTAAAG 6 57 0 00 

GGTGTTTATT GATCTCTCCA AATTCCATAT CAGCATTTGT TAATGCTGAG AATATGCTTT 657060 

GATAAGATGT GTAAAGGGGG GTGTAGTTAG CAAGTATTTT TTCTTCTTGT TCGCTTAAAA 65712 0 
TATGTTTTTT TTCTCTTAGT ATTTTTTCAA TTGCAATTTT TTTATCCTTA AGCTCTGGAT , 657180 

CATTTATCCA AGCTTGAATT TTTTTTTCGT CTGTTTTTAG TATTTTAGGC ATAAAGTATG 6572 40 

AGGTAGTATT AGATACTTTT GTAGCTAAAT TGACACATAT GGAATATATT TTATTTGAAT 6573 0 0 

CTTTATTGGT TACATCTGTT TCTAATTGAA GCATTGCATA GTAAGAGACT TTCTCTAAAT 6 573 6 0 

CTTCCATGAT TTCGTAGTAT TTGTTTAAAG TTTCTTTAAA TAAATCAAAA TTTAATTCCA 65 742 0 

GTTTTTCATA TTTTTTAAAT TCTTTGGTTT TAATTTCAAT AGCATTGATT GTTTTTACAT 65 7 48 0 

ATTCTTCTTC ATTTGCAAAT AGAAAAG AT A AATCCCATTT ATCATTCTCA TTGATTTCAT 657540 

TTCTATTTAT CAC TAAATTC TCCTCTTCCT TTTTTTATTG TTTGAAAAGA AATAATAAGT 6 57 60 0 
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TGAAATTTTA TAAACATTGT GCTTTTTATT TT AC AAT AAA GTCTAAACTT TAT AT AT AAA 6576 60 

AAGCCTTTAA GTTTAACTAT TGAATAAAGA TTTTAGTAAA AATTTTTTAA ATTTTAAAAA 65 772 0 

TGCTATTCCT CTGTGGGATA TTTTGTTTTT TTCTTCAAGT GTTAGATCAC TAAGCTTTTT 65 7780 

ATTATTTTTA GTTAAAAATA TTGAATCATA CCCAAATCCA TAGTTTTTCT TGTCATTTAA 6 57 34 0 

ACTTAAGGCA ATTTTTCCCT TAATAATTCC TTCAAAATTT AATATTTGCC CATTTTTTGA 65 7 9 00 

TATATAGCTT ATGTTGCATA TAAAATATGC TTTTCTGTTT TTTTCATTTT TCATTAAGTC 6 57 9 60 

CAAAATTAGT TGATTTTTTT CATTAGTGCT TAATTTTTTA CATAGCTTAT AAGTGTCATA 65 3 02 0 

TCTTTTAGAG TAAATTC CAG GTTCCAAGTT TAGTGCCTCA ATGCACAGCC CAGAATCTTC 6 5 8030 

TCCGAAAACA TTTTGATTGT TATTTAAAAT TTCAAACAGT GCTTTTGCTT TAAGTAAAGA 6 5 814 0 

GTTTTCTTTA AATGTTTTTC CTGTTTCTTT TATGTTAAAA TTTTGAGGGA CTATTAAGTT 65 8 200 

TAAATTAGGT ATATCTAATA TATTTTTTAC TTCATTTATT TTATTTTCAT TTGTTGTTGC ' 65 82 60 

AAAAAATAGT GTTTTCATCT ATATAATAAT AAAGTATTTA TGAGTTTAAT TGTATAATTA 65 83 2 0 

TATTGGTTTT AAGTATTATT CTCTTTAATT TTGTGTACTT ATTAAGTATT TTTGTACCAG 65 8380 

_GTTTTTATCG AAAAAATTTG GATTTTTGTC TAAGGTGTTA AAA.TAAATTT TTAATTTTCT 6 5 8440 

TGTTTGATCA TGGTAATTTT TAG T AAGG T T TGTTATGAAG AAAAG AAT T A GATTTAAGAT 65 8500 

TATTTTGGGT TTTAAAGGAA TTTTAAAGTT TTTTTTAGTT ATTTATAATT CTTTGTTTAT 65 8 5 60 

AGCCCTTAAA GC CAT AC ATT CTTTTTTTAA GCAAAATATT AGTTTTATTG TTATTCCCCA 6 53 62 0 

TGTTAAAGGG AATGTCAAAA ATATTAAAAT TTCTTTTTTG ACTTTATTTT TCTTTTCTAC 65 8 630 

TTTTTTTTTA GGCGGTTTTA TAGGGTTTGT TTTACTTGCT GTTAATTACG TTACTCTCTC 65 8 740 

ATCAATTGTG AAGTCTACAG AGAAAAATT A CTCTTTAGCA GAATCTGAGA TTGAAGATTT 658 8 00 

TAGAAATACA GTTGTAGAAA TTAATTCTGT TGCAAAAAAT TTTTCTAAAG TTTTAGATGA 653 8 60 

ACTTAAAACC TCTTTAAAAA TCAATTCTAA TGGTGTTGAT T T AAAT AAAA AT AAAC TAG A 658 92 0 

TGGAGATCTT TCTGATTTTA TTGATTTGCA AATTTTAGAA GCTAATTCAA TAAAAGAGCT 65 8 9 30 

TAGTGATCTT AAAAATATTA AAAGCAAAAT AGAAAGTTCA ATTCCTCCTC TTAAAAGCAT 6590 4 0 

AGTTAAAGTC TTGCACGCCC AAGACAAGCT TTTAAATGAT ATTCCTTCTC TTTGGCCTCT 6 5910 0 

TGCGGGTGGA TCTGGAATTA TTACTTTGCA TTTTGGTCCT GCTATTGAGC CTTTTACTAG 659160 

GCAATGGTAT ATTCAC AAAG GCATAGATCT TGGGGGAGTC AGAATTGGAA CTCCTATTGT 65922 0 

TGCAACTGCT GATGGGGAAG TTGTTAGGGC AAGTTATCAG TCAGCAGGCT ATGGTAATTT 6592 8 0 
TGTTCAAATT AAGCATAAGT ATGGAGTTGC AACTCTTTAT GCGCATATGT CGCGGCTTAA . 6 59 3 40 

TACTTCTAAA GGGTCTTATG TTAAAAAGGG GCAGATAATT GGATTTATGG GGCAGACAGG 5594 0 0 
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TTATGCAACA 


GGTCCACACG 


TTCATTATGA 


GGTTCGTGTA 


GGTTCTCAAG 


TTATTAATCC 


659460 


CGATATGTAT 


TTAAATTTAG 


CAACAGGAGC 


TTCAAAATAG 


ATGTTAAATT 


TTTTGACTGT 


659520 


AAAAAAAGAA 


AG AAAAGC C C 


CGTCTTTGTT 


TATTTTTGAT 


GAAAT AAAAA 


CAATAGTGGG 


659580 


CGTTGGTGAT 


TTTTTTAAAG 


GAGACTTAGT 


TTCAAATAAT 


TTTATTCGGC 


TTGATGGTGA 


659640 


TTTTATAGGC 


ACCATTAGCT 


CTACTAAAAG 


AGTAATTATT 


GGGGAGAGTG 


GTAGAGTTAA 


659700 


ATCTAGCATT 


GATGCTAATG 


AACTTGTTAT 


TTCTGGAATG 


GTTGTGGGTA 


ATATTTATGC 


659760 


TAAAAGCAAG 


ATTAAAATAT 


TTGCATCAGG 


GTGTGTTATT 


GGAAATATTT 


CTTGTAAGTC 


659820 


AATTGAAGTT 


GAAGAGGGCG 


CTATTATTGA 


TGGGTATATG 


GATATTGGCG 


CTGAGTATCT 


659880 


TAGAGCTCCT 


GAAAGAAATA 


CATTTTTTTA 


TACTGGTTCT 


TACAAGGTTA 


ATGAAGATCT 


659940 


TTTAATTGAA 


ATCAATAAGG 


TGCATCAAGA 


AGAAAAAAAG 


TCTTTTCAAC 


TTTTAGAAGG 


660000 


TAAAGATGAT 


AAATATTTTT 


CAAGTGTTGT 


GAACAAAATA 


GATGAAAGTA 


AATAATTTAA 


660060 


TTGCTGGGGC 


ATTAAATCTT 


AATTCAAAAG 


AT T AT AAAAA 


AAGTGGCAAA 


AAGGTGTCTT 


660120 


TTGATAAGAA 


CAATCTTTTT 


TCTTCGATAT 


TTCAGGCTGA 


AAGTGTCAAA 


GAGGATAAGC 


660180 


ATTTTATTTT 


ACTTGAAAAT 


GGAGAATTTA 


ATCTTGATTT 


AATTAAAAGT 


ATGTTAGATG 


660240 


GAATTAATGA 


G AC TGGTGAG 


AGACTTTTGA 


GTGAGCCTTC 


CAGACAAAAT 


GTTATTTTTT 


660300 


ACAAAAAAGT 


TATTTCAGAG 


TTTATATCCA 


TTATTATATC 


ATCTTCTGTT 


TGTTTGAAAG 


660360 


AGCAAAAAGG 


GGGAAATTTA 


GGAGATCCCA 


AGCGCCCCAA 


GTATAGAATT 


ATTAAGATTA 


660420 


TTAACGACAA 


GTTAGACAAA 


CTTGCTTATT 


CTGTTTTACA 


AAATCAAATG 


ACTCAGATTA 


660480 


AACTTTTGGA 


TAGCATTGAA 


GAGATTCAAG 


GCTTGCTTGT 


GAATTTGCTA 


ATGTGAATTG 


660540 


GGTGTAAGAC 


TTTTTAATGT 


TTTAGGTTTT 


AAAATTAAAA 


GGGATTGCTT 


AACAATCCCT 


660600 


TTGTTTAATA 


TAAAAATTAA 


TTTTAAATTA 


AATATTTTTT 


ACTTATTTCT 


AAAAAGTTTT 


660660 


TTATTTGTTC 


ATTTTTCCAC 


TCTTCAGATT 


TATTTAATTT 


TTCCATCATT 


ATTTCAGCAA 


660720 


CTCTTGGAGC 


AGCCTCAATT 


GTAGCTTGAG 


GATTTAAAGG 


TAGTGATCTT 


GTTCCTTCTT 


660780 


GCTAAAACAT 


CCTCAATAGT 


TTTGGCTTGT 


TCAAATTTAA 


TTGAAAAATC 


TATTTGAGCT 


660840 


TCATTTAAAT 


CCAAGTTTTC 


GTGTATTTTT 


TTGTCAAAAC 


CCTCCATATT 


TTTTAGAATT 


660900 


TCAAAGTCGC 


TGCCATAAGC 


TCTAAAAGGT 


TCAGGAATTT 


TCATTGCTTC 


TTCTTTTTTA - 


660960 


AGGTAGCCGT 


GCAACTTTAA 


ATCTTCTGTA 


GTTGGTGCAC 


GATTTGGTAT 


TAAATTTTGT 


661020 


TCTATGGCCT 


TAAGCAAGGT 


TTTTTCTGCC 


ATTTTTCTAT 


ATGTGGTATA 


TTTCCCCCCC 


661080 


GCTATTGTAA 


TAAGATTTGA 


ATCTGATATA 


AATATTTTTT 


CGTTTCTTGA 


GATTTTTGAA 


661140 
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G7GTTTCCTT 


GAGCT . _TGv; 


.-.rc cvtc-.t ~ 


AA-TGGC G TT A. 


TTCCGGTATA 


TACACTTTTT 


661200 


ACATCGGATT 
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AA_T A. TTT AAA 


T A_GT T A.TTT A. 


AA. T T A_T T T AT 


TATAAAGTCA 


661260 


A-TCTCTTCTT 


CAAATCTTTT 


GGGTTCTTTT 


7CTATCTCTT 


TTA.TTGGAAT 


GTGAGTGCTT 


661320 


CCAGAAA.CAA 


CACTATGATA 


C T AA. GG AA. T A. 


G-T G AA. T AAAA 


TCCTA.TTATC 


ACTA.GTTTTA 


661380 


GG T AAT T AA T A 


TTGCATGAJTT 


T'TTGGGAAA.T 
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T G A. Z TAG T AA 


ATGGCTACGT 


6 61440 


TGGGAA.GGTT 


T AAT GAT GTT 


T AAGGC TT T T 


T C AT C A.T C C A 


ACCTTCTTAT 


TTCATCTGAA 


661500 


AAT ATT GCTG 


T TG C G TT T AT 


CATGCA.TTTG 


CTTTTT.AATG 


AAA.CTTGTTC 


TTTTGACAAT 


661560 


TT AT T TT G T A 


TAAGAA-GTCC 


CGAA_AGCTT7 
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TGTTGAATTT 


TTTAAGTTCT 


661620 


GTATAJGTTAA 


GGGC AATGG G 


TTCTTTTTCG 


GTA AAGGTTC 


TTAA.CAATGT 


TATTGCCATT 


661680 


C T AGC ATC AT 


CGAA.TGAATC 


A.TCG 7 AA-7 AT - 


A.GAA.CA.GAGC 


ATTT AAGGC C 


CTCTGTTTTA 


661740 


ATATTGGGAG 


CTTTTTCAAT 


GGT A. GAT'TTT 


T TGGA.rAGTA 


ATTTA.GTTTT 


GTATTTAGTA 


661800 


GTTTTT'TCTT 


TACCCATAAG 


AATTGTGGTA.G 


TAA.CTTAATC 


CAAA-ATAATA 


ATAAGGTATT 


6618 60 


TCTAAAACAT 


TAT AAA T AGG 


CGTGAJTAAGT 


GCA.CA-TTCGT 


TAA.7TAAATG 


GGGTGCATTT 


66192 0 


TTCTCAA.GAA 


TGGCTT-TTTC 


GCGCAAA.GCT 


TCTTTA-ACTA. 


AA.GA_AA.TATT 


CCATTGGGCT 


661980 


A A.ATATGTTA 


CTCCACCGTG 


A_\TTA_VT'TTG 


CCTGA.TCTAG 


AGGA-AGTTCC 


TTTTGCATAA 


662040 


TC AAAjTTTTT 


CTATAAGTAT 


T GC T'TT AT AC 


GGCCTTGTAA 


TTGCGTCTAC 


CGCAATGCCA 


662100 


AGACCTGTTG 


CGCCCCCTCG 


A_VTTA.TTA.TA_ 


A.GA.TCAAATT 


C T TG ATT T T C 


AAGATCTTTT 


662160 


AA.TTTTGTTT 


C TTTGTTATT 


A_TTCA-TGA_AA- 


TTTAA-ATATT 


CCTCCATTTT 


GGTTAATTTC 


662220 


TT TTCTTTTT 


AG T T AAA T AC 


T-AGATTGAA.G 


A-AATT C GAAA 


AGA.GC ATTTG 


TTTTAATTTT 


662230 


ATTGAA-TAGC 


ACTATAGACC 


AATTGCA-C TG 


GTA AA- TTTTT 


CAA.TTTTTTG 


TGATTTTTCT 


662340 


TTAGA.TTTAA 


TATATTATTA 
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GTA.TTGCTCC 


AA.7GAATTTT 


ACCTTTTCAA 


662400 


AAGGT "TTAGA 


CAGTTTATTT 


CTTGAA.'TACA. 


TGCACA.ATAT 


TAA.TA.GATGT 


AGATGAAAAA 


662460 


A rrJ—rp ^ ^ rprp 2, 7^ 


GAGCTGTTTG 


TATAA.T TGA7 




GCCA_AACATT 


TTTATTATAT 


662520 


GTT G TT T TAG 


T T T C AAAA AA 


TCAAA.TAAA.T 


TAT GC A.T AAT 


TTTGTTACCA 


GTATATTTTT 


662 580 


GTTATAATCT 


TAAA.GCTTTG 
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TT ATGAAC T A. 


TGA.GAATTCT 


GTATCCAGGA 


662 640 


TTTTGCTTTT 


CCAACCGCTT 


TGTTCCAAT7 


CTCAA.GAAGC 
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GATTTTTTGG 


f f r\ r\ 

6 6270 0 


C AT T GAAGGT 


TCAAATATCT 


TGTCTA.CTTG 


C C AAA.GGC TT 


ACGA.TTTCTT 


CGGCGCTTTG 


6 6 2760 


CCAATAAGCC 


GTTGCAAGTG 


CTGCAA.GATA. 


A-GC A. GC GC C A 


AGA.GC GGTTG 


rpTTCTGTTAT 


662820 


TTTTGGTCTT 


ACAACTT.TAC 


A-TTCTA-AA AG 


A-TCAGCTTGA. 


AA.TTGCATTA 


ATAGATTGTT 


662380 


TTG AC TTGGT 


CCCCCGTCTA 


C TC TTA-ATTT 


TTGAAJTTTCA 


AA.GTTGGGAA 


TGGATTTTTT 


652940 
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CATGGTATTT 


AGTATATCGA 


AGCTTTGAAA 


TGCGATGCTC 


TCAAGAGCAG 


CTCTTGTAAT 


663000 


GTGAGCTTTT 


GTTGAGCCTC 


TTGTTATTCC 


GATGATTGTT 


CCTCTTGCAT 


AAGAATCCCA 


663060 


GTGAGGTGCA 


CCAAGCCCAA 


CAAATGCTGG 


C AC AAAAT AA 


ACTCCACCAT 


TAT C TG AG AC 


663120 


AGAGCTTGCC 


AACGCTTCTG 


CATCTGAGCT 


TTTTCTGAAA 


AATTCAAGAC 


CGTCTCTTAA 


663180 


CCACTGGATT 


ACAGCTCCTC 


CAATAAAAAC 


ACTTCCTTCA 


AGAACGTAGG 


TTACAGATTT 


663240 


TTTTCTTCCC 


CATGCAATTG 


AAGTTAAAAG 


CTTGTCGTGG 


CTAATGATTG 


GTTCTTTTCC 


663300 


TATATTAACC 


GTTAAGAAGC 


AGCCAGTTCC 


ATAAGTGTTT 


TTGGC CAT AC 


CCTTTTTAAG 


663360 


GCAGGCTTGT 


CCAAATGTTG 


CTGCAAATTG 


ATCCCCAGCA 


ATTCCTGCAA 


TAGGAATTTC 


663420 


TGCTCCAAAT 


AGTGCTTTGT 


CTGTTTTGCC 


GTATATTGTA 


GAACTTTCTT 


TAAGTTCAGG 


663430 


CAAAATTGCC 


CTTGGAACAT 


TT AAT AT GC T 


TAAAAGTTCA 


TCATCCCACT 


CTAATGTTTT 


663540 


AATGTTTAAT 


AATAATGTTC 


TTGAAGCATT 


AGAGTAATCG 


GTTGCATGTT 


CTTTTTTTTG 


663600 


AGTCAGGTTC 


C AC AAT AT C C 


ATGTATCTAT 


TGTTCCAAAG 


CATAATTCGC 


CATTTTCGGC 


663660 


TCTTTGTCTG 


GCACCTTCTA 


CATTATCCAA 


TATCCACATT 


ATTTTTGTTC 


C ACT AAAAT A 


663720 


AG AAT C TAG C 


ACCAAGCCTG 


TTTTTTCCAA 


AATAATTTTA 


TCTTTTCCTT 


CTTTTTTTAA 


663780 


TTGGTCACAA 


ATTTTTGCAG 


TTCTTCTGTC 


TTGCCATACT 


ATTGCATTGT 


AGATGGGCTT 


663840 


TCCTGTATTT 


TTTTCCCATA 


TAACCGTAGT 


TTCTCTTTGA 


TTAGTTATTC 


CAATAGCGTC 


663900 


AATTTCATTG 


GGCAAAATTC 


TTGCATTTGC 


CATAGCTTCT 


GTTATAACTC 


CAAGTTGTGA 


663960 


GCCCCATATT 


TCTGTAGGAT 


CATGTTCCAC 


CCAACTTGGT 


TGTGGATAAA 


TTTGAGTAAA 


664020 


TTCTTTTTGA 


GCAAACCCCT 


TTATGTTTGC 


ATTTTTATCA 


AATACCATTG 


CTCTCGAGCT 


664080 


AGTAGTACCT 


T GAT C AAT AG 


ATAAAATGTA 


TTTCATAGTT 


TTTC^3TTTTT 


CCTTTAATAA 


664140 


AGATAAATAT 


TTTTTCTTTT 


AGTCTTTGTT 


ATTTTTTAGT 


GTAAATTCGT 


AAATTGTAGC 


664200 


TCCCAAAATT 


GCTCCAATTA 


TTGGGCCAAT 


TATTGGTACA 


AT AAC TAT AC 


TTAGATTGTT 


664260 


AAATCCGTGA 


TTTTTAAATC 


CAGCAAATAA 


GAGTAAAATT 


CTTGGTCCCA 


GATCCCTTGC 


664320 


AGGATTAATA 


GCATAACCGT 


TCATTCCTCC 


GAAACTTATC 


CCTATTGATA 


AAACCACTGC 


664380 


TCCTACAATA 


AAAGGAATAA 


ATGGATTGTC 


GCTGTGTTTT 


TTTGTAAAAT 


CTCCAACAAC 


664440 


AGAAATTAAA 


AACATTAGCA 


AAAAAGTTCC 


AAAAATT TG A 


TCAATAAATC 


CAGGCAAAAA 


664500 


TCCAGGAACA 


GCAGGGAAAG 


TTGCCATTAT 


TCCTTGAGTA 


TTTTCTAAGC 


CAGGATCCAT 


664560 


TTCTATCCAT 


TTAGGATAAA 


ATACGACAAG 


TGTCATTAAT 


GCACCTGTAA 


AAGCTCCTAA 


664620 


TATTTGTGCT 


AC AAT GT AAT 


GTAAAAGTTT 


TGAAACGGGA 


AACTTTCCAA 


CACTTGCTAA 


664680 
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TCCTATGCTA ACAGCTGGGT TTAGGTGTGC TCCGCTCATT CTTGCTGCTG TGTAAATACC 6 6 4740 

AAACGTTACA CCCAATCCCC ATCCAAATAC TATATTTGTA TATCCTCCTT TTATTATTTC 6 6 4300 

TCCTGGTATT TCGGGACTTG AGGAAAATAA TACTGTCATT GCAACAGATC CAGTTCCTAG 6 6 4S60 

AGCCAATAGG ATAAATGTTC CCAAAAATTC C G A TAT AAA T TCTTGC-AATT TTGTATAATT 66492 0 

CATAATTATA TCTCCTTATC TTTATAACTA TTTTATTTTT TATTAAGAAG TTTTAATTTT 664980 

TGATTTTTTA ATCTGAATAA TATTAAATCT TTTAATTAAA TTTTATTTTG TTTTTTGCAA 665 04 0 

GATGGTTAGA ATTTTTTTAT TTTAGTCTCT TTTATTAAAA AAAATTAATT TTTCTAATAA 6 65 100 

AAGCCTTATT AAAAT TAT AT TTAATATCTT ATTTTTAATT AAGATTAATG TCAATAATTT 6 65160 

AAGAATTTTA ATTTTTAAAT TATGAATTTC TTTTCTAAAA TTTGTTTAAG GATTTTTTGT 665220 

TTTATATTAA AATTTTTACA TTGGATTTTT TCATTAATGA AGTTTTGTTC GTTAGTAGTT 6 652 80 

CTTTTTTTTA GCTTATATTT GAATTTATTT AAGTTATTTT GGAGGTAGAC TTGGTGATTG 665 3 40 

TAATAGAAGG TTTAATTGGG GTAGGAAAAA CTACTCTTGG AAATATTTTA TCAAAGGAGT 6 65 400 

TGG AAGTTC C TTTTTACAGT GAATTGAATA ATGATTTTAC TTTAGCTGTA T TAG AC AAAT 6 6 54 60 

TTTATAAAGA TAAATCCAGA TGGGCATTTC CAGTCCAAAT TAATTTTCTT AATGAGAGAT 6 65 520 

TTAAATTAAT AAAAGGTGTA TTTAGAACAA AAGGGGGCAT ATTAGACAGA TCTATTTATG 6 65 5 80 

GTGATTGTGT GTTTGCGTCT CTTTTAAATT GTGATGGGCA TATTTC TGAT GAGGAATATA 665640 

AAATATATAT CGATCTTCTT GATAATATGC TTGAACATTC TCAGCGACCA AGTTTGCTTG 6 657 00 

TTTATCTTGA TTGTAGTATT GATGAAGTTG AGCGCAGAAT TAAAAATAGA AATAGAAGCT 6 6 5760 

T T G AAAT G AA TATCCCCAGA GATTATCTTG AGGGTCTTAA TAGGAAATAT TTAAAGTGGT 6 65 32 0 

ATGATGAATA CAACTTGTCG TCAAAAATAA AATTTTCTTA CGATAATATA AATATTTTTA 6 653S0 

GTGAAGAAGA TAGGAATAAA GTGATTTCTT TAATTAGAGA TAAACTTGTA TTATAATTAT 6 65940 

TTATAGTAGA TTGACATTCT TTTGTTTTAT TTTAAGGTTG AGTGTTAATG GAGGTTCTTA 6 660Q0 

TGAGAAGATT ATTTCTTCTA TATATTTTAT GTTCTTTTGT TTTTTTGAAT TTATTTGCTC 66 60 60 

AAGGTAGTTC TTCTTATATT GATAAGCAAA AAGAGCTTGC TATTTTTTAT TATGAGGTTG 6 6 612 0 

GTCAAAGATA TATAAACGTT GGTAAAATTA AAAAAGGAAA GCTTTTTCAA GCAAAAGCTT 6 6 6180 

TAAAGATTTA TCCAGATTTG AAAAAGGGGT TTGATATCAA GCTTGCAGTT AAAGAGCTTG 66 62 40 

ATGCTAGGAT TAAAGATGAC AATCCCAAGG TTGTTATGCT TGAGGATATT AAGCTTGAGG 6 6 6300 

AG AT AC C TGG AATAGTGCAC GAAAAAATAG AAATCAATGA TTTTACAAAT GCTCCTAAAA 6 6 63 60 

T AG AAT AT AT TGC TC AAAGA GAGAGAAGCA. AAAATCAAGA TAAAATTATT AAGTTTCAAT 6 6 642 0 

TTGGAAAGTT TGCAAGAGCT TTAATTTCTA GGAACTTTGA TTTGTTTGAT TCAGTTATTG 6 6 64S0 



CGGATAAAGT 
CAAGTGCTTC 
ACGATTTAAA 
ATGCCAAAAA 
TTTTTACTAC 
TTGTGATTAA 
TGGTTGTAAA 
-CCAATTTTTT 
CTCTAATAGT 
ATTCTGCTGA 
CTTGGGTTTT 
CAAATTTAAA 
TTCTAAAGTT 
CTGCAAAAGG 
CCATATAAAT 
TGGCAAATGG 
TTTTAAAGTG 
CAAATTCTAT 

TTAGACTGTC 
AAGTAAAAGA 
TTTTGTGGAT 
AAAATAC AC C 
CTGCAAGCCC 
AAAGCATTGT 
AGCCTAAAGT 
CAAATGCATG 
ATACCGTCAG 
GTACATAAGC 



TAACGTTATG 
ATCTAAGGCC 
GTCTTTAAAA 
AAATGATGTT 
AG AGGAT GAT 
AAACATCATC 
CGTTGGGGAC 
AATGGTTTCT 
TTTGATTCCA 
ATTTGTTTTT 
GTAAAACCTT 
CTTTTTCAAT 
TTTTAAAAAA 
GACTAAGAAT 
AGAATTTTGT 
GATTTTGTGT 
CTGATCTTCT 
TTTTGGATTT 
GTCATTTCCT 
TATTTCTTTT 
TGCTGTTATT 
TAGAAAGTCT 
AAAAATGTCT 
CCAAGGATAT 
TATGCTCATC 
TAGTGAATAT 
AAAAAACCCA 
TCCCATTAAT 
AACAAATCCA 



GGTCAATTTG 
GATGC TGATG 
ATTTCAAAAT 
ACTAAAAATT 
AATAATTGGT 
ACTAATATAT 
AGTTTTACGG 
CCATATTCGT 
TTTTCAATGC 
GACCAAGAAT 
GAAAGCTCTG 
TTTAATATTT 
AAGTTTCTTA 
ATTTTGGAAT 
TGAATCCCTA 
TCTTTTATAA 
TTGCTAAAAG 
TCTTTTAAGG 
GGCAACCATG 
GCTAATAAGT 
AGCAATGTTG 
GCAATTCCCG 
GCTATTTGAA 
GC TAAAAATC 
GTTTTATTTT 
GGAATGTACC 
AGCCAAAAAT 
GCTTTTTTAT 
AGGATTGAAT 
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AATCAAAAAA 
AGTTAGAGTA 
CCAACGATAC 
TTCCATTTTG 
TTTTGTCTTC 
GTATAAACGA 
TTGATAATAG 
TGATGGTTGC 
TTCTAAATTT 
CGTTTGAAAA 
GAAATGCATC 
CGATTTTATT 
CAAATTTATA 
ATATGTTTGT 
TGGCTTTGTC 
AATTTTTAAG 
GGTAAGTTAG 
CTTGCTCTGT 
GATCAGTGTT 
TTTTTAGCTC 
GAAATGCTAT 
AGTTTAAAAA 
TTAAATTGTT 
CAATTGATCT 
TAAAGCTTTT 
CTATTATCAC 
TTTGCAGGCT 
CTTCTAGTTT 
ATCCGGTTTC 



TGATTTTATA 
TTTATCAGTT 
TTCTTTTGCT 
GAAAGAACGT 
CATAAATTGA 
GTCTCCAATT 
GTATCCTTTT 
AGTAATTCCT 
AGCCACAACA 
ATTTACTAAT 
ATCATAGCAT 
TCCTTCAATC 
TTCGTAAAAT 
AATGTTGAGG 
CAAATTTGAG 
CTCATTGTGC 
CACCCCTTCG 
AATTTCAATA 
AAGCTGAATA 
AATTTTTTTG 
GTTTAGCAAA 
GTAGACTGCA 
GAAGTTATTT 
TGAGTAATCA 
TAAAGAGTAA 
TCCAA.TGAAT 
GTTGGCTATT 
GTTTAAGGCT- 
TTTAATTTCA 



TCAACTTTAT 
GATGATTATT 
GTTAATGTTA 
CAAACTTTAA 
AATCTTAGTG 
TTTTCATAAA 
TTAAAAGTTT 
GAGTTTGTAG 
AAGTGTTGCC 
ATATTAGCGC 
AT T AAAGG AG 
TGTCCTAAAA 
GGAATTTTTT 
TTTGGTTCTA 
GGAGCCCCAA 
AAATCAGAGC 
CTCCAGATTA 
GAGTCTCTTA 
GCTGCAATGT 
ATCATTCCGT 
TTTGTTTTGT 
AATGATACAA 
ACGGTGAAAG 
TAAAATGTAA 
T AAAGGAAAT 
GT AATC CATC 
ATAAAGTAAA 
ATAAAAAGTG 
TTTGGAATTG 



666540 
666600 
666660 
666720 
666780 
666340 
666900 
666960 
667020 
667080 
667140 
667200 
667260 
667320 
667330 
667440 
667500 
667560 
667620 
667680 
667740 
667800 
667860 
667920 
667980 
668040 
668100 
668160 
668220 
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CAAGTGTTGT AAGAATTCCT GAAAATGCGG CTAAGCAAAA GCATCTAGTT TTCATTTTTC 6 6 8280 

CTCTTTTTTA C TAT TAT TAG TAACATAATG GTGTAATATA TTTAACATTA TCATTAATAA 6 683 40 

TTTTATATGA TAGTATTAAT TTTTTTGTAT TATTTTTTGG AAAAGTTATG CTTATAATAG 6 68400 

GTATTTAAAG AGTAAAGGGG ATTATGTTAA TTTTTGGTTT TATTGGTTTG TTTTTTTTAA 6 634 5 0 

ATATTTTTAG TTTGCATGCC CAAGGAATAG TTACTAATAA AGATGCTCAA GAAGAGTTTA 6 68 52 0 

AATGGGCTCT TAATTCTTAT AATAATGGAA TTTACGATGA TGCTCTTTTA TCTTTTAAAA 6 68 58 0 

AAATTTTAAG CTTTGATCCT AATAATCTTG ATTATCATTT TTGGACTGGC AATGTTTATT 668 640 

ATAGACTGGG TTATGTTGAA GAAGCTTTAA TGGAATGGAG AAATTTAAAA GATCAAGGCT 6 6870 0 

AT AAGGTTC C CTATCTTAGA CATTTGATTT CTACTATTGA GCAAAGGAGA GGTATTTTTt 668760 

CAAATTATGA ACTTAATTTT AAAAAACTTG TAAAAGTTGC TTCTCTTGAT AATTCTATTT 668 82 0 

ATAAAAGGCC ACATGGGTAC CAGATTACAT CTTTAAGGGC TGATAAGTAC GGCGGATATT 668880 

ACGCTGCTAA CTTTGTAGGC AATGAAATAT TGTATTTTGA TGTTAATAAC AATGTTAATG 6 68 940 

CTTTAGTTAA AGATGGCTTT AGTTATTTAA AATCACCTTA TGATGTTATT GAAGCTAATA 6 69 000 

ATCTGCTTTA TGTGACTCTT TATTCAAGTG ATGAAATTGG TGTTTATGAC AAAGTTCTTG 6 690 60 

GAGTTAAAAG GAAATCTATT GGGAATAAAG GCACAAAAGA TGGCGAATTG CTTGCTCCTC 6 69120 

' AGTATATGGC TATTGATAAG AGAAACTATA TTTATGTAAG TGAGTGGGGA AATAAAAGAG 6 69180 

TAAGTAAATT TGGACTTGAA GGTGATTTTA TTTTGCATTT TGGTTC TAG A ACTTCAGGCT 6 692 40 

AT AAGGGC C T TTTAGGTCCC ACAGGCGTTA CTTATTTGAA TGAAAACATT TATGTTGCAG 6 693 0 0 

ATTCTCTGAG AAATACCATT GAAGTTTTTG ATACTAGTGG TAATCATTTA TATTCAGTTT 669360 

TTACTTCTAT TGAGGGAATA GAGGGGCTTA GCAGTGATTT TGTAGGTAAT AATGTTATAG 6 6 9420 

TATCCTCAAA AGATGGTGTT TATAAATATA GCATTGCTAA AAAGACAATT AC AAAAAT TT 6 69480 

TAAAAGCAGA TAAAATGAAT TCTAAAATTT CTTCATCTAT TTTGGATGCC AATAATCAGA 669540 

TGATTGTCTC AGATTTTAAT AATGCCAAGG TTTCAGTTTA CAAGAGTGAT GCAAGCCTTT 669 60 0 
ATGATAGTTT AAATG TTG AT GTTAGAAGAA TAATTAGGCT TGGAGGGCCT AAAATTTACG " 669660 

TTGAGCTTAA TGTTAGCAGT AAAAGCGGAT TACCAGTTGT TGGGCTTAAA AGTGAAAATT 6 6 9720 

TTTCAATTTC AAATGAAAAT TATTACATTG TCAATCCCAA GGTGGCATAT AATGT AAATG 6 6 9780 

.CTTCAAAAGA CATTAATATA GCAGTTGTTT TTGATAAATC TTCTTATATG AAAAAATATG 6 6 9840 

ATACAGATCA AATTGTAGGG TTAAATGCCC TAATGGAGTT GTCAAAAAAT AAAAACTTTA 669900 

G T T T TAT AAA TGCAACAAGT GTGCCCATTA T AG AT AAT AT TGAAAGCTTA ACAAATAGCA 6 69960 

TT AG AAAT AC AAGTTCTCTT GGTCCTTATA GTACAGATGC TGTAAAAACA GACGTTAGTT 67 002 0 
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TGAAGTTGGC AGGTTCTGGG CTTATGTCAA AAAGCTCAAG AAGAGCAGTA GTTTATTTTA 67 00 8 0 

' GTGGTGGTAT TTTAAATCGT AAAGCTTTTG AAAAGTACTC TTTAGATACA ATAGTAAGCT 67 0140 

ATTATAAAAA TAATGATATA AGGTTTTACT TAATACTATT TGGTAATGAT CCTATTAATA 57 0200 

GTAAGC TTC A GTATTTAGTT AATGAAACAG GCGGTGCTGT AATTCCTTTT TCATCTTATG 67 0260 

AAGGTGTATC TAAAGTTTAT GATTTAATTT TAGAACAAAA AACGGGCACT TATTTGTTGG 6703 2 0 

AATATTATTA TCCAGGCCCT CAAGAACCTA ATAAATATTT TAATTTATCT GTTGAAGCAA 6703 8 0 

ATATAAATCA ACAGACAGGA AGAGGGGAGT TTGCATATTT TATTAATTAG ATTTCTTTTT 67 044 0 

GATTTTATTA GAGGTTTAGG CTATGAGACT TAATGCGGGG ATTGTGGGAC TTCCCAATGT 67 0500 

GGGTAAATCT ACTTTATTTT CATCTTTGAC ATCATCTAAT GTTGAGATCG CGAATTATCC 67 05 6 0 

TTTTTGTACG ATTGAGCCAA ATATAGGAAT AGTAGAGATT CCCGATGAAA GGCTTTTAAA 67 0 62 0 

AATCTCAGAG TGCATTATTC CACGCAAAAT TATTCCTGCT GTTATGGAAT TTGTGGATAT 67 0 63 0 

TGCAGGTCTT GTCAAA.GGAG CATCAACAGG CGAAGGGC TT GGCAATAAAT TTTTGGCTAA 67 07 4 0 

TATTCGCGAA GTTTCTCTTA TTGTTCATGT TGTAAGATGT TTTGAAGAAA AAGAGGTTAT 67 0 80 0 

TCATATTAAT G AC GAT ATT A ATCCTGAGAA AG AT AT AAC T ACAATTAATG TTGAGCTTTG 67 OS 6 0 

TCTATCTGAT CTTGAAACTG TTCAAAAAAG CCTTCAAAAA CAAGAAAAAA ATGCCAAAAG 67 0 92 0 

CACTGATAAG AAAATTAGTG AATCTTCTAA GGCAATTGTT TTAATGTTAA AAAGACTTGA 67 0930 

AGACCATTTA AGCAATATGA ATCCTGCTGT TGAGTTTAAA TTTGATGATT TTGAATACAA 671040 

CTTTATTAGA T CAT T AAAT C TTTTGACTTT TAAAAAAGTT TTGTATGTTT GCAATGTTGA 671100 

TGAAAATTCA CTTAGCGGCA ATAAATAJTAC AGATATTGTA AAAAAT AT T G CCTTGAAAGA 671160 

AGGAAATGAT TTTTTAATCT TATGTGCCAA AATTGAAGCT GAACTTGCCC AAATAAAGGA 6712 2 0 

TATATCTTAT AAAAA T G AAA TGTTAAAATT ATTTGGAATA AATGATAGCG GTCTTGGCAA 6712 80 

. TTTAATTAAA AAAGCCTATT ATACTTTGGG CCTTAGAACC TATTTTACAG CAGGTTTGCA 6713 40 

AGAAGTTAGA GCTTGGACAT TCAAGCAGGG CATGAGAGCA CCCAAAGCTG CTGGAATAAT 6714 00 

TCATAGTGAT TTTGAGAGAG GTTTTATTAA AGCAGAAGTT TATTCTTGTG AGGATTTATT 6714 60 

TAAATTTCAA AGTGTTCAAA AATTAAAAGA GAAAGGACTT GTTAGAATTG AAGGCAAAGA 6715 20 

ATATATTGTA AGAGATGGAG ATGTAATCTT TTTTAAATTT AATGTG TAGA TTTATTTTTA 6715 30 

TATTATGCGT GATTTATTTT TTAATAATGT AAAATTAATT AGTTTGTTTG TTTTTAATGT 6716 40 

TGTGATTTGT TTGCTTTATT TGGGTTTTTA TGACGCAAGT TTTTTTTACT TTGTTTTAGC ' 6717 00 

ACTTCTTTTG GTAAATTTTT TTGTAATTTT TTTTTATTTA AGATATTTTT ATTCTATTTC 6717 6 0 
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TTTTAAGGGA TCTAAGATTT ATTATAAGGG TATTTTTTTA AGTTATAATT TTGATTTTAG 6713 2 0 

TGATATTATT TCGTTTGAAA AAAGATTATC AGACAATGTT TTGATTTTGC AATTAAAAAA 6713 3 0 

TAAAAAAAAG ATTAAGGTTT GTTTTTGGAC AGGCAACGGT TCAAGTGAAT TATTTAAAGA 6 719 40 

GCTTAAAATT AAGAGAAAAG ATCTGTTTGT CCCAAAATTG GAAAATTTTC CAATAAGATA 67 20 00 

TTATTTATCT TGTACTTATC TTTTTATGTT TTTAGCTCGT ATTATGATTG CTTTATTTGT 67 2 0 60 

TT ATT AC ATT TCATTAAGCA ATATATTTAT TTTTTTATTT ATTTGTTTTA T T GAT AT T AA 67212 0 

AGTTTTGTTG GGGGATTTTT CAGTTATTAG CAATATAGTG TTATTTTATG AGTTTAGGAA 672180 

AGATTCAATC TGTGAAAGAA AAATTTTTAA AAGTGAAATT TATTTTTATG AATTTTTTGA 672 2 40 

AAAAATTTTT ATTGCCAGAG AATTTGAATT TAACAATAAA AATTATTTAT GCTTTTTATA 67 2 3 00 

CAAAGAAAAT CATCAGACAA AAAAGGTATA TATTTTGAAT AAAAAAATTT CTTATTCCAT 67 23 60 
GCAAAAGGTT TTTGAATATA TTAATCAAAA CTATTGTACT AAATTAACTT AAATCTTTGA - 672 42 0 

TTGACTATAT TTGAATTAGT T GAT AT AT T A AAGCTATTGT TTAATAATAT TATTAAGGAG 67 2 48 0 

TATAACTTGA GAAAAAATGC ATCTGCATTG AAGCGCTCTC GTCAAAATTT AAAAAGAAAG 67 2 540 

ATTAGAAATG TAAGTGTAAA AAGTGAATTA AAAACAATAG AAAAACGCTG TATCAACATG 672 600 

AT AAAAGC GG GTAAGAAAGA CGAAGCTATT GAATTTTTTA AATTTGTTGC AAAAAAACTA 67 2 6 60 

GACACTGCTG CTAGAAAGCG AATAATTCAT AAAAATAAGG CTGCTAGAAA AAAATCTCGT 672 72 0 

TTAAATGTTT TGCTGTTAAA. GTAAGGAAAT TAGTTTATGT CTTTTTCAAG AAGACCAAAG 67 2 7 30 

GTTACTAAGT CAGACATTGT TGATCAAATA TCTTTGAATA TTAAAAATAA TAATCTGAAA 67 2 8 40 

TTAGAAAAAA AAT AC AT AAG ACTTGTAATA GATGCTTTTT TTGAAGAGCT TAAAAGTAAT 672 90 0 

CTTTGTTCGA ATAATGTTAT TGAGTTTAGA TCTTTTGGTA CATTTGAAGT TAGAAAAAGA 67 2 9 60 

AAGGGACGCT TAAATGCTCG CAATCCTCAA ACAGGGGAGT ATGTTAAGGT CCTAGATCAT 67 3 02 0 

CACGTTGCGT ATTTTCGTCC AGGCAAAGAT TTGAAAGAGA GAGTGTGGGG TATCAAAGGT 67 3 0 80 

TAAATGCCGG TTAATATCGT AGATTCTTAT AAATGGGATT GTAAGCTAGA CTCCAGTTTA 67 3140 

ACTTTTAGAG GAAAATTAAA ATTTGAAGGA ACTTTGTATC TTGATTCTTC TTTTGAAGGT 67 3 2 00 

GAAATATCTT CAAAAGGGGG TGTGCTTTTT ATTGGCAAGA ATAGTAAGGT T ATT AC C AAT 67 32 60 

GTGGTAATTT GTGATACATT AATAGTAGAA GGAATTTTGA AGGGCAATGT AAATGCTGCT 67 3 3 20 

AGTAAGGTTT ATT T AAAC AG CGGTTGTAAA ATATATGGGG ATGTAAAAAC AAAAAAAAT A 67 3 3 80 

TTTATTAATG AT AAT AT AAT TTTTGATGGT AAGTGTGAAA TGATAAAGTC TAATGAAATT 67 3 4 40 

GTAGATTTAT TTTCTTTCAC CGTTTCACAA ATAAAAGATA CTTTGCAATA GGGTCAGTGT 67 3 5 00 

TTTTTATTAA TTAATAATAA GTAGATTTTT ATAAAATCCT TTCTTAAAAA TTTAATTCGT 67 3 5 60 



!Di ii: :h;b: 



is if 



AGAGGAAAAT ATGGATAAAA AAAATGGTGG 
GGATGTTTCT AAAGAGTTTA AGATTGAAGA 
TGCTAAAAAG GATTCTGCAT CTAGCGTGAC 
TTCAAACGGG GTAATATTTT CTGATTTTGA 
TAATATTAAA ACTTTAGAGC AAAGTAATAT 
AGAGATTGAA AAACTTTATG ATAAGCCAAT 
TGGGACCAAT CATACTATTG CTGTAACAAT 
GAAAAT AT T A AGTGAGAATA ATATTGATGT 
TGATGGTTAT GGGTTTTTGA GAACTGCATC 
TTACGTTTCT CCCTCTCAGA TTAGACTTTT 
CCAAATTAGA TCGCCTAGAG ATGGTGAGAG 
TAATGATCAA GATCCTACGT TTGCTCAAAA 
TTATCCCAAT GTGAAATTGA ATCTTGAATA 
TAATCTTTTT T C AC C TAT AG ' GTAAGGGGCA 
GGGAAAGACT ACCCTGCTTC AAAAAATAGC 
TATTTTAATG ATACTACTTA TTGATGAGAG 
CGTTAAAGGC GAAGTAATTG CATCTAATTT 
AGCAGAGATG GTTATTGAAA AGGCTAAAAG 

- TTTGCTTGAT TCTATTACAA GGCTTGCAAG 
TAAAATTTTA TCGGGTGGGG TAGATTCTAA 
GTCTGCTAGA AATATAGAAG AAGGGGGAAG 
TACTGGTAGT AAAATGGATG AAGTTATTTT 
ATTAATTCTT GATAGAAGTT TGGCAGACAG 
GTCAGGTACC AGAAAAGAAG AATTGCTTCT 
TATTAGAAGA ATACTTGGAG GTGTTGATGA 
GATGAAAAAA AGC AAAAAC A ATGAAATTTT 
AAATTGACAT TATTTCTAAT GTAAATTAAA 
GAGAAAAGAT ATACATCCTA AAAATAATTT 

AATGTTTTTA ACCAAGTCTA CTTTGAATTC 
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ATTTGATTTA GAAAGTGAAA TAAGGCGGTT 
TAATTTGAAA AAAAAAGTGG TTAAAGTTGT 
AAAATCTGCA GATTTAAGTG GCGTAAAGGA 
TTATGATATT CCTTCTTCAG GTTTAGAAAA 
CATCAAATTT TTTAATGGTA AAGATTATGT 
TACAGAGGTT AGAAAAATTG TTGAAGGTCT 
GAAAAAAACC GAATTAATAT TTTTATTGGT 
TTTATTTACA GGTGTGCTTG ATGTGCTTAG 
AAATTCTTAT CTTTCTGGAG GCAATGATGT 
TAATTTAAGG ACAGGTGATA TTTTATATGG 
ATTTTTTGCA ATGGTTAAAA TTAAATCTAT 
CAGAATACCT TTTGATAATT TAACTCCTCT 
TGAAAATTGC AATATTTCTA CAAGGCTTAT 
AAGGGCTTTA ATAGTTTCTC CTCCAAAAGC 
TAATGCAATA ACTACTAATT ATTCAGATGT 
GCCAGAAGAA GTTACAGATA TGATTCGTAG 
TGATGAGCAG GCTAGTAGGC ATGTTCAGGT 
GCTTGTTGAA AACAAAAAAG ATGTTGTTAT 
GGCATATAAT CAAACTATGC CAACTTCTGG 
TGCTCTTCAT AAGCCAAAGA GGTTTTTTGG 
TTTAACTATT ATAGCTACTG CTTTGGTTGA 
TGAAGAATTT AAAAGTAC CG GTAATATGGA 
AAGACTTTTT CCTGCTATTA ATATTAAAAA 
TAGTGAAGAG GAGCGTTCTA AGATTTTGCT 
TTATGAGGGA GTTGAAGTTC TGATAGAAAA 
CTTGAAGACA A.TGAGCAATG GTAATTGAAT 
CTTTATTGAA GATTAAGAGG AAGGTTTTAT 
AGTGGTATTT, .-AAAGACGGAT- CAAATGGAGC 
AAAGGAAACT ATTAAATATA TTGATGGAAA 



$ 1 111 *f 

673620 
673680 
673740 
673300 
673860 
673920 
673980 
674040 
674100 
674160 
674220 
674280 
674340 
674400 
674460 
674520 
674580 
674640 
674700 
674760 
674820 
.674330 
674940 
675000 
675060 
675120 
675180 
675240 
675300 
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GGAATATCCA TTGGTTACTG TTGAGATTAC AAGCAAATCC CATCCTTTTT ATACCGGTCA 6753 60 

GCAAAAGTTT GTTGATGCAG CAGGAAGAAT TGATAAATTT AATAAAAGGT ATAAAAAGTC 67 5 420 

CTAAAAATTG GCTTTTTTGT ATAAAATTTT GAGAAAATAT TAATAAATCT TTTTTAAGCT 67 5 48 0 

ATATTCTTTT CCTATTAATT TTTCTAGGTT GTTTTTTTCT TCTTCGTATA TTTGGTTATT 675 540 

TACTAAAGAT GCAATGCTGT TGTGTTGTCT TATTTGTGTT AGAATCTTTG TGGATATTTC 675 600 

TTTAATATCT TGCGGTGTAA TTGTAAAGTA GGCATTTCGA ATATCTTGTC TTAAGCTGTC 67 5 6 60 

ACTAATATTT AGCATTTTTC TTCTATAGCT TTGCAAAGCT TCTGTAGCTT TAGTTTTTAC 67 5720 

ATAGATGTTA GTTCCTATTA AGCCTATCAA ATAGGTATAA ATCTCATCAT CTGTCATTTT 67 57 8 0 

AT T ATT AG C T AATTCTTCTA AAGATTTTTC GAAAGCCTGG TAAGTTTTGG TGAAATTGGG 675 840 

ATCTCTGTAG GACGCAAAAG AGAAGATTCC ATTGGCGATT GATGCGCTTG CTCCGTATGC 675 90 0 

ACCCCCCATT ACCCTTATTT TTTCCCAAAA AATTCCACTT CTTAATACAT GCTCTAGAAA 67 5 9 60 

ATTTGCTTTT GGATAATTCT CATCGTTGAT TTTGTAACTG GGGAAACATA TAGCATTAAA 67 60 2 0 

AGCTACTTTT GATTGGATAA TTATTATTTC TCTTAATGCT TTGCTGTTTG CGTCAAGATT 67 6 08 0 

GAGCAACCCG TTGTAATGAT TGCTCTCTTC TAGGCTTTCT TTTAGATTGA AAAATTCATT 67 6140 

TTCTAAGTTT TTAAGAATGT CGTCAGTATT T C C CAT T ATT AGTGCAGATA GATTGTTTTT 67 6200 

TAAAATTATT TTATTTTTTA AATTGTCTAA TTTATTTGCG ATTTCTTTTA AAGATTCTGT 67 6260 

ATCGGTTTTT GCTTTTTGCC AAAATTCTCT GCCTGTTATT CGATTTTGCA ATTCTTTTAA 67 6320 

ATACTCATTT AATTTTAGTT TTGATTTGGA TCTTAACATT GCTAAAAGAT GTCCCTTAGG 67 63 8 0 

GATTAATAAG GATTTAAAAT CATTTTTCAA GCTTAGTGTT ATTTCTTTTA ATCTCTCATA 67 6440 

ATCATGAAAG TTAATATTAA TTAAAATTTC TTTTATCAGC TCAAATGATT CTTTAACTTT 67 65 0 0 

ATTGTTAAAA GACTTAAAGC TAATGTTAAA TGAATTTAAA ATGTTTCCAT CGATATCCTC 67 6560 

GTCGTAGCTT TCAGATATAT TTATTTGCCC CAAAGTATTT TGGATTTTAT TGTTAATGTT 67 6 62 0 

TATGTAAGAA TAATTTTTTG TAGATAAATC TTGAAGAGCT CTTTTGAATA AAGATAGGTA 67 6 630 

TATGTAATCT TCTTTTTCTA AAAAATCTAA TTTAAAAAAT AAATTTACAT TGAAAATATT 67 67 40 

GTTACTCTTA AACTTAAAAG AATGTAGATT TAGCTCTTTT ATTTCATTAA GATCCAAACT 67 6800 

TTTTTCTATT TGTTTTGGCA AATCTTCTAT TTTTAGTAAG GGAAGTTTTG CTATATCTGC 67 6 3 60 

TTTAGAATCT TTTTTATTTT GGTATTTTTT AAACTGATTG TAGTCTTTTT TAAATTGTAA 67 6920 

AAATTCTTCT GGATTTTGCT TAATTTCAAT TTCCCTTGCC ATCAATTTTT TTTCAATTTC 67 6980 

■ TTCTTCCATT TCCTTTTCTG TATCGTGTGA TGGAATAAAG CTTATTAATG TATAATGATT 677 040 

ATTAAATATT AG AT AT T T T T CAATTAAATT TTCGAAGTAA TAAATTCCTT TTTCCAATTT 67 7100 
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ATTTGTAATT TCATTTATAT AGTAGCTTGT TTGTAATGTT TTGATTGGAT GTAGTCCATT 67716 0 

TAGCCAACCT TTGAAACTTT TTATCATTAA AGCGATAGGA AAATTTTGCC CTTTTTCTTC 67722 0 

TTTTAAAGCA AATTCGTAGC CAAAAAGAAT TCCTTTTATT AATTCTTTTG GAATTTTATT 6772 8 0 

TTTTACTAAA TTTTTAAGCT CACTGAAAAC TAGATTTTTA AATTC TTTTT CTTTGTTTTC 6 77 3 40 

AACGACATTT TGGAGTCCAA ATGAGAAAAT AG AT T C T TTT AAATCTGTAT TGATTCCGCT 67 7400 

AATGTGGGCT ATATCTTCTC CTATCCCACT TTTTAAGATA TTAATTGTGA ATGAACAAGA 67 7 4 60 

ATCGTCTAAG AGTATTTCTG AGAGAATCTC AAGACCAATG CTGTCTTCAA TATTATTAAT 6775 2 0 

TTCTGTGCAA AGCCAATTTA TTGTGTATAC CCCAAGAGAA TTATCGTTTT CTTTAGGAAT 6775 8 0 

TTTATATGTT AATTTTTTCC CCTTTTCCCA TCTTTTAACG TTTTCTATGT TAATATTGAC 677 640 

ATTGCTTTTT TCTTTTTTAT AAGGCCTTAT TATGTATTTT TCAATGAAAT TTAGATTTTT ' 67 77 00 

TTCAGTTTGA GTGTTGCCGC ATAAAAATAT TTTGCAGTTT TCAAGTGTAT AATATTTTTT 6777 60 

ATAAAAATCT AAAAAACTTT CATAGGTGAG ATCAATAATA TTTGTTGGGA TTCCGCCTGA 6778 2 0 

ATCGTATTTA TATGCACCCT CTTCAAAAAG AGAACTGCTT ACTATTTCAT TTATTAGAGA 677S8 0 

ATTTTTATTT GAATAGCTAC CCTTCATTTC ATTAAAGACA AT TC C AG AT A CTTTAAAATC 67 79 40 

TTTTGGATTT ATATTGTATC CTTCTTGCAT AAATGACTCT TTTTTAAGCA ATGGGTTAAA 67 8 0 00 

TATAGAATCG GC AT AG AT AT T AAAT AAAT T AAAATAGTCT TTTTCAATTG TTGATGCTGC 67 8 0 60 

TGGGTAGATG GTTTTATCTG GGAATGTCAT TGCATTTAAA AATGTGTTTA GACTTCCTTT 67 812 0 

TAATAGGTAA AGAAATGGAT CTTTTATTTT ATATTTGCTA GAGC C GC AAA AAATTGTGTG . 67 8180 

CTCTAAAACA TGTGCAACTC CAGTATTGTT TGAAGGTATT GTC TTGAAAG CTATGCAAAA 67 8 2 40 

TGCATTTTCT TTAAAAGAAT CGCTTTTTAA GTG AAAT ACT TCAAGACCAC TCTCATGTTT 6783 00 

AAAATAATAT CCTTCTGCAT CATGTTCTTC TAAATAAGTT TTTGAAATTA GTTTGAAAAT 67 3 3 60 

TTTTTTCTTT TTCATTTATG TCTTTAATCC TTATTTTACA AATTGTGCTA TTTCACTTTC 67 8 42 0 

ATTAAATTCA AATATGTTTG GCAGCTCCTC TGTGTCATCT AGTTTAAATG TGTATTCTGG 67 848 0 

GAATTTAATA ATAATTTTTT TGTTTTCAAA GTAAATTACT GCTTGTTGTA AATCAAATAA 67 8 540 

TAATTCGTTA GGTAGAATTT TTTCTTTAAT TTTTTTTATA AAAAATGGGA ATGCTTCATC 67 8 600 

TGTTTTAATT ATGTCGTCAA TATTATGAAT ATAATTTCCT TTATCTTGAA TGTAATAACT 67 8 6 60 

TCTGTAATTT GTAATGGGGC TATCATTAAT TTCTTGGGTT GCAATAAGTA TTATTGTATA 67 87 2 0 

AATATTGTGC CCATGGTAAA TTTCATAGTT TATTTTTAAG CTGAATTTTT- TATTCTCAGG 67 8780 

TTTAAGCTCT TTACTAACAA TGTCAAGTCT TGCTACAATT TGGC TC AC AT ATTCATTAAT 678 840 
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CTCATTATTC AATTCTTCAA GATTTCCTTT TTCTTTTCCC TCAATTATTA ATTTGGGTAT 67 8 90 0 

TCTAATATTG TAT T C AT AAA ATTGTGAATC TTCTTTTGAG CTTATTGAAT TTATTATTAA 67 8 9 60 

AG AATT C ATT TTGTTGCTAT TTAAGCTAAT ATCTTTAAAA TTGATCTTGG TTAATTTTTT 67 9 02 0 

TGTACATCCG TTAAAAATCA TTAATGTAGA TATTAACATA AAAGTTGTTT TT ATTGTTC T 67 90S 0 

TGGATTTAGC ATGCGATGAT TTCTCCCTGC AATATTTATT CTAATCCTGT TATAAGATAT 6 79140 

TATATAATAA CCTTAATATG AATTAATATT ATTTGTAATT TTGTTTAAAA ATTTTACTTA 67 92 0 0 

AG AC AT AT C T TAG G AG ATAG GATGCTTGAT CTGAAATTTA TTAGAGATAA CCTTGATCTT 67 92 60 

GTTAAGAGAA GTATTAAAGC AAGAGGC CTT GTTTTAGATA TTGATAAGTT AATTTATCTT 67 9 3 20 

GATGATAAGA GAAAAAAACT AATT AC C AAA ATTGGTGAGC TTAATGCAAA AAGAAATGAA 67 93 3 0 

AATTCTTCTA AAATGCAAGA AAATCTTGAT AAAGTTTTAA AAATCTCTTT AATAGAAACC 67 94 40 

GGAAAGATTT TGAAAAAACA GCTTATTGAT CTAGAAGAAG AGCTTGAAAG AGTATCTGTT 679 5 00 

GATTTTGACC TTGAAAATAA GAAAGTGCCC AATATTTTGT CACCTGATGT GCCTATTGGC 679 5 60 

AGTAGTGAAG AAGATAATTT TGAAATAAAA AGGGTTGGAG TTGTTCCACA GTTTGATTTT 67962 0 

AAGCCAAAAG ATCATTTAGA GCTTGGCAGA GATTTAGATC TTCTAGATTT TGACAGAGCA 679 6 80 

CGTGAGATTA GCGGGAGTAA ATTTTATTAT CTTAAAAATG AAGCAGTTTT TTTAGAAATT 67 97 40 

GCTCTTATTA ATTTCTCTTT AAATAAATTA AGAGATAAAG GTTTTGATGT T TT T AT T AC T 67 9 8 00 
CCTGATGTTG CAAGAGAGTT TATAGTTGAT GGAATAGGTT TTAATCCTCG TGGCAACGAA " 67 98 60 

AGCAATATTT ATAAGATTGA AGATACAGAT AAATATCTTG TGGGCACTTC TGAAATTACG 67 992 0 

CTTGGCGGTT ATTATTATAA TAAAATAATA GATCTCACTT TGCCAATAAG . AATGGCAGGG 67 99 80 

TTTTCACATT' GTTTTCGAAA AGAAGCTGGA GCATATGGTC AGCTTTCAAA AGGTCTTTAT 6 8 0040 

AGAGTTCATC AGTTTAGCAA GGTGGAGATG TTTTGTTTTT GCAAAGCAGA AGAATCTGGA 6 S 0100 

GTTATTCATG ATGAATTTTT AAGTATTCAA GAGCAAATTT TTACTGAGCT TGAAATTCCT 68 0160 

TATAGGGTTT TAAATATTTG TTCTTTTGAT CTTGGTTCTC CAGCTTATAA AAAATATGAT 6 8 022 0 

ATTGAAGCTT GGATGCCTGG AAGAGACGGA AAAGGTGGTT ATGGGGAGGT TACTTCAACT 6 8 0280 

TCAAATTGTA CAGATTATCA GTCAAGAAGG C TTAAGATT A GATACAAAGA TCAAGATGGA 680340 

C AAAAT AAA T TTGCACACAT GGTAAATGGA AC AG C AAT AG CTACAACAAG GGTTATTATT 6 3 0400' 

TCTATACTTG AAAACTTTCA GGATCAAAAG GGAGGAGTTA GAATTCCTAA AAGTTTGGTT 63 0 46 0 

AAGTATACAG GCTTTGATTA TATTCCTTTT AAGAATTAGA ATTTAGTATT TTTTCTGGCA 680520 

ATGTTTCTAT AGCTTTTAGC AAT AT TT C AT GCTTTTTTAA GTTTTTTGGA AATGGTGCTG 680 580 

TTAAATTTTG TCTAAATTTT ■ TTAGCTCCTT CTTTGGAGAA TACTATTCCC ATAAGATGCT 68 0 640 



TGAATAATAT 
TCAATATATC 
TTGCAATAAA 
ATAGGTGTTT 
TTTTATTCTC 
TAT T T T TAG G 
TACCAAAATC 
AATCACTAGA 
TTTCTTTCAT 
CACAATTTGC 
AATTAAAGTG 
CTATTTGAAT 
CCATAATTAT 
GTCTTATTAA 
TTCGATTCAT 
TTCTTTTTTA 
TTTCTGTCAT 
AATTGTATTA 
AATTTGCATT 
AATTTATCTA 
TACAATTGAT 
AGGCTTGCCA 
AAATTTTCAA 
GAGACATTTT 
TTTTCTAGTT 
TGCTTCAACT 
TTATATTCTG 
GTAGATAAAG 
TTAAGCGTTT 



ATTGATCGAC 
TTTTCTTGTA 
GTATGGATTT 
TTTAATTTGC 
TTTTTTCAGC 
AGAAAATCCT 
TGAGATTATT 
TAAAGGCCTT 
CGTTTTTAAA 
ATTTTGGATT 
TTTTTCAAGA 
TGCAATTGGA 
TGACTTTGCA 
ATATCTGAAA 
TAACATTATA 
GGAGGAATTG 
TTTCAATTAT 
AGGCTAAGGG 
ATGACTTGAA 
AGATTAAAGC 
ATTGAAAAAA 
ATTAGCAGTA 
ATTCTAGCAG 
GGTTCCAAAT 
GATATAATCT 
ATT T ATT ATT 
ATGAAGAGAA 
ATAAATATAC 
TTCTTAAACA 



AAATAATTTT 
AGAATTTCAT 
TCAAACGCAC 
TCTGAGTTAT 
T TAT AT AC AA 
TTTAATATTG 
TTGACAAAGT 
ATACCCAATC 
ATTTCACCTA 
TTTAGAGATG 
ATTTGAATAG 
GATTCTAAGG 
GAAATCATTG 
TGCTCGTCTG 
TAATATGTTA 
TTATATGCCT 
AATTTCTTGC 
CATAAGCGAA 
TAGTGATTCG 
TTTTTTATTA 
TGAAAACAGT 
ATAGAGATTT 
GTTCAATAAG 
TAGATAAAAT 
TTGGCAACCC 
ATTTAGATTA 
TTATTTAAAA 
AAGTATTGGA 
AAATTTTTCT 
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CGTATTCTTT 
CAGTTTCGTT 
TTCTCCCAAT 
TGATTCCCCC 
ATTCATGTCT 
CAATCCTTGC 
TTTTTACCTC 
TATGTTTAAT 
CTTGATTAGC 
GGCATCCAAC 
CTTTAAGGGC 
GGTTTTGCTT 
GGGTATATAA 
TAATGTTTAC 
GAATAAACGA 
GGAAGAAAGG 
AGAGTAAAAG 
AAAGAAATCC 
ATTAATGACG 
AATATGTATG 
AGAAAAAAAT 
AAGATATTAT 
AAATGCAGAA 
TAAAAATGCA 
AAAGCTTTAT 
ATATGTATTA 
GATAGATTTT 
ATTTGTGGTG 
TTTAGAAGAT 



AATGTATTCT 
TAAAAATTCT 
CATGACAGAA 
ATTTATCTCG 
TAATTTTGGA 
ATGTACAATA 
AGAATAACTT 
TGAAATAGGC 
ATTGC C CAT T 
ATTAAGATTG 
ATCATTTTTG 
TACAATTTTT 
TGTAACTTTT 
C A TTGGGGC T 
GCTGATTTAA 
ATTTATTTTT 
GAATTGTCAT 
TTTTGGCATC 
GCATTAAAGC 
TATATTGCTT 
ATTATTGAGT 
TTAAATAGAA 
CTTTCTGCTT 
AATCAAGAAT 
CCTAAAGAAA 
AGGGAAGTTA 
TTGATTTTTT 
GTCGAAGTAT- 
CGCATTTTTT 



ACCATTTGCA 
CTTGAGGCGT 
TCAACAAAAG 
ATAAACAAAT 
ATATTCCTAT 
AAATTTTTGA 
TCATTTTTGT 
TTATTTGTGT 
AGACAAGCTC 
TATTCGTCAA 
GAGTTTGTTG 
TTTACATCAC 
TTTGATAAAA 
ATTGATATTT 
CAATTATTTA 
TTTAATACTT 
TAAAAATGGC 
TGTAAGTTGT 

AAATAATTTA 

( 

TAATTACCAA 
TTTATAATCA 
TTAATGATAC 
TAGAATTTAC 
ACTTTAAATT 
TATTAAGGAT 
GATGGAGTTT 
TAATATGAAT 
AGTTAACTTT 
TTTAGTTGAT 



680700 
680760 
680820 
680880 
680940 
681000 
681060 
681120 
681180 
581240 
631300 
681360 
681420 
681480 
681540 
681600 
681660 
681720 
681780 
681840 
681900 
631960 
682020 
682080 
682140 
682200 
682260 
682320 
682380 
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GAACGGTGTG 


TTCCATTAAA 


TGATGAGAAT 
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AGTAATTATA 


ATCTTTTAAA 


TAAAAATTTT 


68 


2440 


TTTTCTAAAA 


TGGTTGATAA 


AAATTTAATA 


AGCATTTCCA 


AATTTCATGC 


TTTTGTTTAT 


68 


2500 


AGCGAAATAG 


ACGAAGCCAC 


AGCTATTCAT 


GACTATAATA 


TTGAATTTAA 


TTCTAGGTTT 


68 


2560 


AATATTTTTG 


ATTTTATTAT 


AGTTTCTGTT 


GGTGAGGATG 


GCCACATAGC 


ATCGCTTTTT 


68 


2 620 


CCTTCAAGAA 


AATTGTTGTT 


TTCAGATGTA 


GAAGGTTATC 


AGTATGAATA 


CAATTCTCCC 


68 


2 680 


AAATTCCCAA 


GCAAAAGAAT 


AAGCTTAACG 


CCGAAATCTT 


TGTTTGGTTC 


AAAAGCTGTT 


68 


.2740 


GTTTTGTTAT 


TTATGGGTGT 


T GAT AAAAAG 


TGTGCTTTAG 


AAAATTTTTT 


AGCTTCTAAT 


68 


12800 


AGTTCTATTA 


ATGAATGTCC 


AGCCAGACTT 


CTCAAAGAGC 


ATCCCAATTT 


ACTAGTTCTT 


6S 


12860 


AC AAAC AT T A 


AAAGAGATGA 


AAGTTATGCA 


GGATCCTAGG 


CTTTCCAAGT 


AT AAAAAT G C 


682920 


TAAAAATTTA 


AGCAAAAAAA 


CCGTTGAAGA 


AATTGATACT 


TTAAGTTTAA 


ATAAAAATTT 


6£ 


52930 


TTCCGATTCA 


GAGATTCAAG 


GCTCTATGCT 


TAGATCTTGG 


ATAAGCCTTA 


TTAAAGGAAA 


6S 


J3040 


TAAAAATAAA 


AC AC C TGTCG 


AGCCTAAATC 


CAACAATATT 


AATGAGTTAA 


AGCCAGGGTT 


6£ 


$3100 


TATTCGCAAA 


GAGAGTAAGG 


TCACAAAGAT 


TGCAAAATAT 


TTTTTGGCTA 


TTGGACTTGA 


6£ 


S3160 


AAAATCTGCT 


AAGATTATGT 


CTGAGCTTGA 


TGATTCGGAT 


ATAATCTTAA 


T T AC C AG AG A 


6$ 


53220 


AATTTCAAAG 


ATTAGCTATA 


TTGCTCCAGA 


AGAAAGAAGA 


GCATATTATT 


AAAGAATTTG 


Si 


33280 


AAGAGTT AC T 


AAGAAATCAA 


AAAAGGTATG 


TTAAGGTTGA 


TGATAACTTT 


GCTTATGAGT 


6? 


33340 


TATTAAATAA 


AACGTTAGGA 


AAATCTAAGG 


CAAAATCAAT 


TTATAAAAAA 


GTT AC TGGT A 


6f 


33400 


ATGATATTTT 


TATTCCTTTT 


GATTATTTGT 


CTCAAATTGA 


GCATGAACAA 


CTTTGGGCAT 1 


61 


33460 


TAATTAAGGA 


TGAGAATATT 


AAAACGCTTG 


TTATATTATA 


TAATTATTTA 


AATAAAGATC 


~6l 


33520 


AAAAAAAATA 


TGTTTTTTCA 


ATGCTAGAAG 


AAGAAGATAG 


AAGAAAATTT 


GTAAAAGATC 


6! 


33580 


TTGTCAAACC 


AAGGCAATTG 


AGCATGGAGA 


CAATAGAGGC 


AATTTCAAAT 


AAGCTTAAGG 


6i 


33640 


ATAGATTTAA 


GATGCAGGGG 


AATCTTAAGA 


CAGATAAAGT 


TGATGGATCT 


AAGATACTTG 


633700 


TTGATATTTT 


AAGCTATATG 


GATTTTAATG 


AAGAGAAAAA 


TTTGCTTAAT 


AATATTAATA 


6 


33750 


TGCGGGATTT 


AAATCCTGTT 


GTGGACAGTG 


AAATTC G AG A 


AAAAATATTT 


GATATCAATG 


6 


83820 


TAATATTGAG 


AATAATGGAT 


AATGACC TTC 


ATAATATTTT 


AAGAGAGTTT 


ACAGACAAAG 


6 


83880 


AGATTGCAAT 


TATTATTAAG 


GATAAAGCTG 


ATGAGGTTAG 


AGATAAAATG 


CTTTCAAATG 


683940 


TTTCAAAAAG 


GCGCAAAGAA 


ATCATTTTAG 


AC GAAGAAGC 


TTTTTTAGGA 


AAAATAAGTA 


634000 


AAAAAG AT TT 


AAAAACTATG 


ACAACAGCTT 


TTGTTAATTA 


TATTAAAAAT 


TTAAGTTTAA 


6 


34060 


AAGGCGATTT 


AATAATATAT 


AG AAAAAAT G 


AGGAATTTAT 


TTAATGACAC 


TTAATAAGTT 


6 


84120 


GCGTAAAAAA 


TATATTGATT 


TTTTTAAATC 


AAAAAAAC AT 


TTTGAAATAA 


TGGGGAAATC 


6341SQ 
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ATTAGTTCCT GAAAATG AT C CTACAGTTCT TTTTAATACA GCTGGCATGC AGCCCCTTAT 6 34240 

■CCCGTATCTT CTTGGAGAAG TGCATCCATC AGGAGATATG CTTGTTAATG TTCAAAAGTG 68 43 00 

CCTAAGAACA GGCGACATTG ATGAGGTTGG AGATTTAAGC CATTTAACTT TTTTTGAAAT 1 68 4 3 60 

GCTTGGAAAT TGGTCTCTTG GAGCTTATTT CAAAGAGTAT TCTGTAAAGT GTAGTTTTGA 63442 0 

ATTTTTGACA TCTTCTGATT ATTTAAATAT T C C AAAAG AC AGTCTTTATG TGAGCGTATT 68 448 0 

TGAAGGCGAT CAAGAGATTC CGCGCGATAC AG AG AC TGC T AAAGTTTGGG AAAGCTTGGG 6 3 45 40 

TATTTCCAAA GATAGAATAC ATTATCTTTC TAAGGATCAT AATTTTTGGG GGCCTGTTGG 6 84 60 0 

AT C T AAAGGG C C T TG TGGGC CAGATACTGA AATATATGTG GATACTGGAA AGTCTAAGTG 6846 60 

TTCTCTTGAC TGTAATATTA CGTGTTCTTG TGGTAAGTAT TTTGAAATTT GGAATAATGT 6 84720 

TTTTATGCAA TACAATAAAG ATGAAAATGG TAATTACATA GAATTGGGTC GAAAATGCGT 6 84780 

T GAT AC GGG A ATGGGACTTG AGAGGACAAT TGCTTTTTTG CAGGGCAAAT CTTCAGTTTA 6 84840 

TGATACAGAT GCATTCATGC CTATAATAAA GAGAATAGAA TATATTTCTG GTAAAATTTA 684 900 

TGGACAAAAA GAAGATGATG ATAGATGTAT TAGAATAATT TCTGATCATG TTAAAGCTGC 6849 60 

TTGCTTTATT CTTGCTGATA GTTCTGTTGT TTTTCCCTCC AATTTGGGGC AAGGATATGT 6B502 0 

TTTAAGAAGA CTAATAAGGC GATCTATCAG ATA TGC AAA G AAACTTGGGA TAAAATCCCA 6 85 080 

TTTTTTAGCT GATCTTGTTG AT T C TG TAG A AGCTATTTAT AGATCTTTTT ATAATGAGCT 68 5140 

AACAGAAAAA AAAGATTTTA TCAAAAAGGA AT T AAGC AAA GAAGAAGAAA AGTTTTTTAA 6852 00 

AACTTTATCT CAAGGAGAGC AAGAATTTAT TAAAATAACA AGAAATTTGC CTTCCAAGAC 6 852 60 

• TATTCCTGGT GATATTGCTT TTAAACTATA CG AT AC TT AT GGTTTTCCAT ACGAAGTAAC 6353 20 

AGAAGAGCTT GCTATTGAAT ATGGCTTTAA TGTTGATAAG TTGGGTTTTA ATGAGCATTT 6 853 8 0 

T AAAAAGC AT CAAAAAACTT CAAAGAAAGG GGGTGACAAA GTTTTTAAAG GAGGGCTTGC 68 5 44 0 

C GATT AT AC T TATGAGACCA CTAAACTACA TACAGCGACC CATTTACTGC AT AAGGC AC T 685500 

TCAATTAGTA CTAGGCGATC ATGTTAGACA AAAAGGAAGC AATATTACTG CTGAGCGATT 6 8 5560 

AAGGTTTGAT TTTGTTCATT CTGAAAAGAT G AC GGATGAT GAGATAAAAA AAGTTGAAGA 6 8 562 0 

GATTGTTAAT TTACAGATAA AAAATTC TTT GTCTGTAAAA AAAATTATAA TGGAATTAAG 68 56 80 

TGAAGCTCGA GAAAAAGGTG CTATGGCTCT TTTTGGAGAA AAATATGACG ATTTGGTGAG 63 5740 

CGTTTATGAG AT AG AT GG AT TTTCGCTTGA AGTTTGTGGA GGCCCTCATG TAGAGAATAC 6 3 580 0 

CAATGAACTT GGTACTTTTA AAATACAAAA AGAACAATCC TCATCTTCAG- GTATAAGAAG 68 58 60 

AATAAAAGCT ATTTTGATTG ATGAGTAAAT TACTTATTAT TTGTTGATTT GTTTTAATAG 68 5 92 0 
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GAGGCTTTAT 


GATAAAATCA 


ATTTTAGATT 


545 
ATTTATTAAC 


TTTGCATCCT 


GTATTATTGG 


685980 


GACTTTTAGG 


TTCTACTTTC 


ACTTGGTTTA 


CTACAGCTTT 


TGGAGCAGCA 


GCAGTTTTTT 


686040 


TCTTTAGAAA 


GGTAGATAAT 


AAAATAATGG 


ACGCTATGCT 


TGGTTTTTCA 


GCTGGCATTA 


686100 


TGATAGCGGC 


CAGTTTTTTT 


TCGCTTATTC 


AGCCTGCTAT 


AGAAAGAGCT 


GAAGAGCTTG 


6 8 6160 


GATACATTAC 


TTGGGTGCCG 


GCTGTTTTTG 


GATTTCTTGT 


TGGGGCATTT 


TT TAT AT AT A 


^of Tin 
6 8 6 2 2 u 


TTGTAGATGT 


ATTTGTTCCA 


GATCTGGATA 


AACTTACTTT 


TATTGATGAA 


GACTTAACTA 


r d f A o f~\ 

686280 


AACATGGTAA 


AAAAGATTTT 


TTACTCTTTA 


CTGCTGTTAC 


TTTACATAAT 


TTTCCAGAAG 


68 63 40 


GATTGGCTGT 


TGGAGTTGCT 


TTTGGAGCCT 


TGGCGTCTAA 


T C C AG AT AT T 


CAAACTTTAG 


636400 


TTGGGGCTAT 


GCTTCTTACG 


CTTGGTATTG 


GTATTCAAAA 


TATTCCCGAA 


GGAGCAGCTA 


686460 


TTTCTCTGCC 


TTTAAGAAGA 


GGTAATGTTG 


CTTTGGCAAA 


ATGCTTTAAC 


T ATGGC C AAA 


68 652 0 


TGTCAGGATT 


GGTAGAAATT 


GTGGGGGGGC 


TTATGGGTGC 


TTATGCGGTT 


TATTCTTTTA 


6 8 6 5 8 0 


CTCGAATTTT 


ACCTTTTGCT 


TTGGCTTTTT 


CTGCAGGAGC 


TATGATTTAT 


GTGTCAATTG 


686640 


-AACAATTAAT 


ACCTGAAGCT 


AAGAGAAAAG 


ACATTGACAA 


TAAAGTGCCA 


AGTATATTTG 


686700 


GTGTTATTGG 


TTTTACATTA 


ATGATGTTTC 


TCGATGTTTC 


ACTAGGTTAA 


AATTATCCAA 


6 8 6760 


ATTTTCCGCT 


GATATATTCT 


TCAGTTTTAG 


TATTTTTAGG 


ATTGAAGAAT 


AATTCATCAG 


68 682 0 


TTGAACTTTC 


TTCTTCAATG 


CATCCATTAA 


GGAAAAATGC 


GGTTCTATCA 


GATATTCTTC 


s~ o /* o n a 

6 8 6 8 8 0 


CGGC TTGTTG 


CATGTTGTGA 


GTTACAATGA 


TTATTGTGTA 


ACTTTCTTTT 


AAGTTTATTA 


C d d A A A 

68 69 40 


TTAACTCTTC 


AATTTTGCCT 


GTTGATATTG 


GATCGAGAGC 


AGAGGTAGGT 


TCGTCCATCA 


r n "i a a A 

6 8 / 0 U U 


GTATTACATT 


TGGCTCTATT 


GCGAGAGTTC 


TTGCAATACA 


GAGCCTTTGC 


TGCTGGCCTC 


r a t a a a 

687060 


C TG AG AG AC T 


TAAGGCGTTT 


GTATGAAGTT 


TGTCTTTGAC 


CTCATTCCAG 


AG T G C AG AT T 


68712 0 


TTTTTAGTGA 


TTGCTCTACT 


ATTTCGTCTA 


GTTTTTTTTT 


ATC TTTTGTT 


CCATGTATTT 


s~ r\ "~t i OA 

b 3 / 1 o U 


TTGGACCATA 


GCTTATATTA 


TCATAGATAG 


AC AT T AAAAA 


TGGGTTAGGG 


GTTTGGAATA 


687240 


CCATTCCTAT 


TTTTCTTCTA 


AGCTCCAGGA 


TATCGAAATT 


ATTTGAATAA 


ATGTTTTTTC 


/- n t T A A 

6 8 7 3 U (J 


CCTCATATAT 


TACATTGCCT 


TCTATTTTAA 


TGCCTTCAAC 


AAGATCGTTC 


ATTCTGTTGA 


6 87 3 60 


GAGTTCTTAA 


GAATGTTGAT 


TTACCACAGC 


CAGATGGGCC 


TATTAAGGCG 


GTAATACTAT 


f~ C\ "7 A A A 

6 8 / 42 (J 


TTTTCAGTAT 


TTTCATGTTT 


ATTTTATTTA 


AAGCTTTAAA 


GTCTGTATAA 


AATAGATTCA 


f~ a "~t A OA 

6 8 / 4oU 


GATTTTCCGT 


TTCTATTATA 


ACTTCATTTT 


TTGGTGTATC 


TTTTTCTTTT 


ATCACTTATT 


DO / D 4t U 


TAATCCTATA 


TAATTTGTTT 


ATTAAAAATT 


TTGATGTTAA 


ATTTATTATG 


AGTACCATAA 




TAACAAGTAT 


TGAGGCTGTT 


CCAAATCCTT 


TGTCCAGGTG 


TCCTTCTTGA 


AATAACATTA 


687660 


GTAAGTGTAC 


AGTTAATGTT 


CTTGAAGGTT 


- CATTTAAATT 


TGTTGCAAGT 


CCCAAGTTTG 


687720 
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TTCCCATTGT AAAAAGCAAT ACAGCTGTTT CTCCCAAAGC TCTTCCTATT GCAAGAACTA 68778 0 

TTCCTGTTAG TATTCCGGGA ATAGCTGCTG GAACCATAAC TTTAATTATA GTTTCTGTTT 687 34 0 

TATTTGCCCC TAAGGCGAAT GAAGCGTATT TGTATGATTT TGGGATTGTT TTAAATGCTT 687 90 0 

CTTCGGTTGT TTTAACAATC ATTGGTAATA TCATTAGGGA GCTTGTTATT GCTCCTGAGA 637 9 60 

GTATTCCTAT TCCAAGAATT GGC AC AAAAA AAATCAGTCC AAAAAGTCCA AAAATTATTG 68802 0 

CAGGAATTGA AGAAAGAATG TCAACGCTCA TAGACAGTAT TTTGTAAAAT ATTTTAC TAG 68 8080 

AAGTATATTC GGCAAGCATT ATGCCAGTTC CTATTCCAAT GC AT AT T G AA ATAGCGGTTG 68 8140 

TTAATAGTAT TACATAAAAA GTATTTAATA TTAAATAAGA AATTC C AC C A TATGCGCCAG 63 8200 

AATCTCTTGG AATAGATAAT ATGAAATTTA AATTTAAAGG ACTACTTTTA TCAATATAAT 68 8 2 60 

GCATTTTAAT AAAGGGTGCT TTAAAATTTT GAAAATAATG CCAAGGCACA ATTGCTAGTG 688320 

CGCCTTCTGT TTTTTCTATA GTTTGTATTA TATTTTCTTC TTGATCAAGA TATTTTATTA 68 83 30 

TTTTTAATTT AATATCTTTT GATATTAAAT TGACCCATTT TTCTTTGCCT TTAATAAGTT 688440 

TTTCAACTTC ATCAACACCT AATGTATTGA TTATTTCATT TTCATTTTTT GTTAAAGTTT 688500 

TTTTACTTAT TAGGACAGAC ATAGTTTTTA TTTTTAAAGC CTTAATATTG GGATATAATT 6885 60 

TAAAATCTAG GGATTCAAAT TCTTTTTTTG TTAAATAGCC TACAGAGCCT ATTGTGCTGT 688 620 

TTATGGTTTG AAGTATTTTT TTGGTAGATG GTTCGATTTT TATGTXTCTT TTATTAAATA 688680 

CATTGTTTTT GATTAGTGTT TTTAGAATAG CTTTGTTAGA TATGCTGTCA ATTGAACTTG 68 8740 

CAATAGGTAT AATGTCAATT CCCTGATCTG AAATGCTTCC CCAGTGTGAA ATTTTATTAT 688800 

TATATATGTT GTGAATGTCT TCTATTGAGA TTTTGTCTGT GTTGATATTT TTGTTAACAA 6888 60 

TAAAAGCAAT TTGTATTTCT TTGCCGTCTT CTGTTTTAAA TGGCACAAAG CTTTGAGTTT 688920 

TGTTTAAAAA TAAAGTTTGT TTTTTTTTGA AATAAAATAA AGAGTTGTAC AATACATATG 6889 80 

CTATTAGAAA AATTAATACC GCTGTTAAAA AATATGCAAT AGAATTGATT ATAAAGAAAT 68 9040 

AGAACTTATT AATTAATTTA TTGATTTGAG TTTTAGTCAC TTTTTCTTTA ACCCTTTATT 6 8 910 0 

GGAAGATAGT ATAAAATTTT 'TGAGTAAATT- TGTAATTATT GAAAATAGCA ATAAT AC TAG 68 9160 

AGCTGTAGAA AAGAGAGCTT CTCTGTGAAC ACCCGAGGCG TATCCCATGT C C ATA.GGC AA 68 92 2 0 

TGTTTACAGT TAGTGTTCTA ATAGGAGAAA ATATGTTTTT TATAAAAAGA GGAGAGCCTC 6 8 9280 

CTCCGACCAT TAATACTGCC ACGGTTTCTC CAATAGCTCT TCCTATTGCC AATATTGTTC 68 9340 

CTGCTAAAAT ACCTCGACTA GCCGA.TGGTA T TAT TAT AT T ATATATTGTT- TGCCAGTCTG 63 9 40 0 

TTGCTGCTAA TG C AAGAG A T GCAAATTTAT ATGATTTTGG AACGGCTTTG AGCGATGAAT 6 894 6 0 
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AACAAACGCT AATTATTGTG GGGATTATCA TTATGCTTAA TATGAGTGAT GAGCTTATTA 63952 0 

AATTGTATCC CAAATTGTCT TCTCTTTGAA AAATGTTTTT TACTAAAGCT GCAATAAATG 6895 80 

TGCTTCCAAA AAATCCGTAA ACTACACTAG GGATTCCTGC TAAAAGCTCT ATTACTGTTT 68 9 640 

■GTAAAAATTG TCTATAAAAT CCTTTTGCTT TTTCAAGTAA ATATATCGCA AATCCCAATC 68 9 7 00 

CAATTGGTAA AGCAATTAAA ATAGAAAAAA GTGTAGTTAA AAAGGAATTA ATAATGAATG 68 9 7 60 

CCAAAATACC ATAAGATTTT TGTAAATTGC TAGTAGGATC CCAATTTGTG CTGAATAAAA 68 9 82 0 

AGTTTAAAAT TTTAATTTTG TTATTAAGAA ATGGCATTAT TCCAGTTTTT AATATAAACA 6 89 8 80 

AACCCAAAAA CAATATTGAT AGGGAGCTGA TTATTGCAGA TATAAGAATA AAAGATTTGA 6 89 9 40 

AAATAATTTC AATTATTTTT CTTTTTGTCT TTAAGCTCAG ATGCATTTTT TAAAAGAATC 69 0 0 00 

CCTTAAAGCT CATGCCAATG TTAAATTGTA TTACTTGACT TGATCTTAAG TCAAGTTTTT 690 0 60 

TTTTCTTTAA TTTAATTATG TTTTTATCCC TAAAAAGCCT TGTTCTTCAA CAATATCTTG 6 9012 0 

TCCAGTTGAG CTTGTCATGA AAT C AAT AAA TTGAGTTACG CTTTTATCCT CGTATTTGTT 69018 0 

ATTTGTAACT ATTATTAAAT TTCTTTTAAT GGTGTATTTA TTGCTATTTA TTGTTTCTTT 69 02 4 0 

TGTAGGATAT GTGCTGTTAA CAGAAAGAAT ATTCAAACCC TTTTCTATTG AATTTTTTGC 690300 

GTATCCAAGA CCTATATATC CTATTGAGTG GGGAGTAAGG CTTGTTTTTT CAATTACCTC 6 903 60 

TCCATTAGAT TTTACCACTA TTCCGTCTTG TCTAAATTGA GCTTCTTCGT GAGTTTTGAA 69 0 42 0 

TATTTTATTA 1 AGAAGTAGGT C T T T TAT AGA CGAATAAGAA CCAGAAGAAG AGTCTCGATT 690 48 0 

GATAAAGTTG ATTTTAGCAT CAGGACCTCC CACTTGTTTC CAATTTTGAA TTTCTCCATT 690 540 

TAGTATTTTA GC T AG AT TT T CTTCTGTAAT ATTTGTAATT TTTATTTCAG GGC TTGTAAT 690 600 

GAAAATTAAA GCATCATAAG CAAATACAGT TTCTTTTGCC CCTTGTTCAA TTTCTTCTTT 69 0 660 

TGTTAAATCT CTTGATGATA TTGCTATTTT ATATATTTTG TTAAATAGCC CGTTTATGCC 69 072 0 

AAC AC T AC T T CCTTGTGCAT CGTATGTTAC TTTAGTATTA TTGTTTATTT TATTATATCT 69 078 0 

TAAAATCATT TCGTCTAGTA TTGGGCTTAC AGTTGTAGAT CCTCCAATTG ATACAATTTT 690 8 40 

TTCATTGTCT TGATTTTTAC AGTTGTATAA TAAACTTGTT GATAGCATAA AAATTAAGAT 69 0 900 

AATAACTTTT TTCATCAAGC AAACTCCTTT GTTTAAGTAT ATAATAGCAT TAATTTAAAA 6909 60 

TAAGTCAATT ACAAATTAAC TTTATTGATT AAGTTATAAT TGAGGAATAA TAGCAAATAT 69102 0 

TTTAATTTTT TGGTATAAAT TACT ACT AGA TTTATATGTT AAGTTTTGCG AGGTATTTAA 6910 80 

ATGGCAGTAG T G AAAT C TAG TGAGATTGAA AAAGGTTCTT TTTTACTTAT CAAAGGGGCT 6 91140 

CCCCATATTG TTCTTGAAAG AGAATTCTCA AAAAC AGG T A GGGGAGGGGC GATAGTAAGG 6912 00 

TTAAAGCTTA AG AAC TT AAA AAACAAA.TTT GT CAT TAG AG AAAC T T T AAA AGGGGCAGAT 6 91260 
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AC CGC AGAAG CTATTGAAAT TTATGAAGTT AGTGCTCAGT ATT TAT AC AA AGATAAAGAC 6913 2 0 

GTTTTGGTTT TTATGGATTT AGAAACTTAT GATCAAGTTA GTTTGGACTT AAAAGAAAGT 6 913 3 0 

GCTAATTTAC AAG A TAAAGT GCCTTTTTTG CAGGAGTCTG AAATCTATTC TCTTGTAACT 6 9144 0 

TTTGACAATG TGGTTATTGA TATTAAGCTG GCTCCAAAGA TTGCTTTTGA AGTTGTAGAA 6915 0 0 

GTTGAGGCGG CTGTTAAAGG TGATACTGTA ACAAATGCAA TGAAAAATAT TACTCTTAAT 6 915 6 0 

ACAGGGCTTG TAGTAAAAGC TCCACTTTTT ATTAACGTTG GAGATAAGGT TTTAATTAAT 69162 0 

TCTGAAACTA AAGAGTATGC AGAGCGGATT AAAAATTAAA TTAATATTGT TTTTTTGTTG 691680 

TTTTGCTTGT TCTTGCGACA TAAATTATCC GGAGATAAAA GAGCTTGATT AT AAG AT AAA 6 917 4 0 

TTATTATTTT AC T GAAAATC GCTTAGATTA CTCTATGAGT TTTGATTTTG CAATTAAAGT 691800 

TATAAATTCA AAAGATGTTT TTAAATTATC AATAGAGAAT AAG AAC ACTA ATGAGTTTAT 6 918 6 0 

TCAAGTGATT AATAATAATT ATAGCTCTTT TTTTATTGAT TCTAGCCTTG GAAAGGATAT 6 919 2 0 

TCTATATTGT AAGGATTTGA GGTTTAATTT TTTTGATAAA ACTTTTGAAG ATTTTACCTC 6919 8 0 

ATGTGTTCGT CTTTTTGATA AGGGCATGAG AGTATAC AAT AGAGAGCTTG TTATTTCTTT 692 0 40 

GGGTATGTCA AAATATGATT TAGATGATGT T C AC AATT AT GTATATAAGT C TAAAG AT AT 692100 

GGAAATGTTA AACAAGTTAA GCAATTCCAA AGTATTTTTT GTTAAAACTT ATAAAGACAA 692160 

AC T AC AT C C G GTC TCTTC AG TTGTTAGAAT TGATTCAATA GATATTCTAG AGATTGATAA 6922 2 0 

. AGCATTTGAT AAT T AC AT AA GTTTTTATTA TGTCGAAAAA AATTCAAATC TTTTTTTTAA 692 2 80 

AGTTGGC TGA AAAGATCAAA ATGGGCCCAC CAGGACTTGA ACCTGGGACC TACCGATTAT 6 92 3 40 

GAGTCGGGTG CTCTAACCAA CTGAGCTATG GGCCCTTAGC TTTAATTTAT TATATTTATT 692 4 00 

TTTTATTCAT TGTCAAGTTC ATTTTGAATA ACTTCTATTT TAGAAGTTAA TGCGTCTAAT 69 2 4 60 

TTGTTATTAA TTTTATTTTT TTCTTTTGTT AGAGCTTGTA TCTTTTGTTG AATGTTTTTT 69 2 52 0 

ATTTCTTCTT GTTTTGTTAT TTTTATTAAA TCATTATTTA AGTTTAATAT TTTTTGGTTT 6 92 5 80 

ATTTTTTCTA TTTTTTGAAT TATTGAGCTG ATTGCATTGG TTTTGGCTGT CATTTTATCT 6 92 6 40 

TTTTTTGTGA TTTCAATAAA TTCTTCAGCA ATTTTTTTTA AAATGTTTTC TTTGTTTTTT 692700 

GTAATAACAT TGATTTCGTT TTTTATTGTA TTCTTTTTGT AT ATTTTTTC TTTTTTGCTT 6 92760 

GTAGATATTA TTTCTTTTAT TTCTTCTTTT ATGTTTTTTA TATTTGTTTT GATTTCATTT 6928 2 0 

ATTATTTTAA AT T C T T T AAC AATTACATTG TTTAACTTTT TATTTAATGA AAATTCATTC 692 8 80 

ATTATGCTTT CAAAGTTTTC AGAAGGGTAA TATTTTGTGA ATACCTGCTT- TTCAAATTCT 6 9 29 40 

TTTGATATTT TATATACATT TATCATATTA ATGATATTGT TTATTGTTGA GCTAACTTCA 693 000 
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AGCATTATTC TTTGTAAATA ATTTTTTGTT T T AT GAT C AC TTGCTAATTC TATTTTTTTA 69 3 0 60 

TATTTTTCAA GTTTCAATTT AGAAAAATTC ATATTGTATT T T GAT AT T AA TTCTAGATTT 69 312 0 

TGAGGATAAA TTTCGATTAT TGTTTTAGCA ATTTCTTTAA GGTTTTTTTT ATATGATTTA 69 318 0 

CTAGTAGATT TATATTCTTT TTTAAGAATA TAAATTTTTT TGTTTAAATT TTTTAATATG 69 3 2 40 

TTTTCATTTT CTTCTGATTT GCTTAAATTG CTTTTCATTT GATACAATTC TTTTTC TACT 6 93 3 00 

AATTTTAAAT TGGGATAGTG GTTTAAA.TTT TTTAATTCTA CTATATTATT ATTTTTTAAT 6933 6 0 

ATTTTTCCAA GCTCAATTAA ATTTTTGTCT TTTTCTATCT TTAACAAGTT GATTTCTGAT 6 93 42 0 

TTGATTTTTT TCATCATGGG AACTCTGGTT TTATTTTATG CTCTGTCAAC TTTTTTTTCA 69348 0 

AGTTCAAATT TAG AT A T T T T GTAATAAATT TTTCGTCCAT GAGGACAATG TTTGATTTCT 6 93 5 40 

AGTTTAAAAA ATTCATTTAT T AAAAAT T T A CTAAATTCAG CGCTTAGCAT GTCATTTCTT 69 3 60 0 

TTGACAGCCT TTCTACAGGC AATAGTTGCG TATAAGTCAG ATTCAAGAGA ATTTATTGTC 693 660 

CTACTTCTTC TTGATTGAAA AAAGTTAATA AGAGTATTTT CATATTGACT ACAAATATTA 69 3 72 0 

GGAATAGATT CAAGTTGATA TTTTTTAGGG CCTATTTTAG AG AT T AT AAT GTCCATTTGT 693 7 80 

TTGTATTCTT CAATCTCACT AT C TAT AAT T TCTTCTATGT TTTTATCAAC TACTGTGAAT 6 93 8 40 

TCAATTGGTA C T AG AAGTTT TTGAACATTT TTTTTTGAAT TTCTAAGTTT TTCATATATT 693 90 0 

ATTTTTTCGT GAACTGCGTG TTGGTCTATG AAGTAAATTT CATTTATTTT TTCAACGATT 6 93 9 60 

AAAAATTCAG AG AA TAT T T G TCCAATATAG TTAAATTTTA TTTCTTCTTT TTCATTTTTA 694020 

TTTGGAGGTT CTTCAAATTC TAAAAAATTG T C AG AG AAAA TGTTTCCAAT GTTTTCCCTG 6 94080 

AGTGTTGGTC TATTTTGTAT AATTGAATTA TACCTTCTAA GGTCAATATT GCTTTGTGTT 6 94140 

GTGTTTTTGT TTGGCTCGTT TACATCTTCT GTTTCTAAAT TATTGTTTTG TGGT AT ATC A 6 94200 

TATGTGTTGA TTTTATTAAA GTTTTCTGGT TGGTTTGTCA TTTCTATTAA ATGATCATCT 694260 

TCTGTTAATT GTC TTTTT AT TATTATGTCT TGGTAGTTAT TTATATTTTT ATCAAAAAAA 6943 2 0 

TTATTAATAT TGTCAGATAT TAGTTTAAAT AAAAATGGAA GATTGTAAAA TCTTACTTCT 694380 

TTTTTTTGAG GGTGTACATT AAAGTCAATA TATTC AGGGT TTATTTC TAA AAATAAATAA 6 94440 

CATATTGGGA AGTTGCCAGG AGAAAGTATT CTGCTGTGTC CATTAGTTAT TGCTTCTAAG 6 945 00 

. AGATCTTTTT GATCGATAGG TCTTCTGTTG ACAAATGTTT TAAT ATGTC T TTTACTTTTT 6 945 60 

T T AG AAAAGT TATCTGGTGC T AAAAAT AT T TCTA.TTTTTA TATTGTCATG TTCTTTTTTT 6 946 2 0 

AAGACCCTAA ATTTATTATT TTCTATTACA TTTCCATATA CATTTTGAAC CCTGTCAATT 6 9 468 0 

AACGATTCTT TAAAGTAAAT TTTTC TTAGC TTTTGATTTA AAT TAAT T T C GAAATTGATT 694 7 40 

TCGGGGTGGG TTATTATTTT TTCTTCTAAA ACTTTTAGAC ACATTTTTGT TTC AATGGGT 6943 00 
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TGTTGCTTTA AGAATCTTTT CCTTGCTGGG AAGTTGTGAA ATATTTTTGT GACATCTACT 6948 60 

ATTGTTCCGT TTATGGCGGG TTGTTTTTTA AAGCATTTTT CAATTCCATT TTCTACTTCT 69492 0 

' ATTTGATAGC TTTCATTGCT AGTTGTTGAG CTTGTTATTG AAATGTTGGA GCAAATTGCA 6 94 9 80 

AT AC T AG AG A GAGCCTCTCC CCTAAAGCCT AGAGTTTCTA TTTTTCTTAA ATCTTCTTCC 695 040 

GATGATATTT TTGAAGTAGT GTGTGGTAGA TAGCAGATTT TTAAATCTTC TTTACTTATT 6 95100 

CCGCTTCCAT TAT C T ATT AT TAAGATTTTT TGAATTCCCC CTTCTTCAAG AAAAACCTCA 6 95160 

ATTTTAGTAG CTCCAGAATC TATTGAATTG TCTAGTAGTT CCCTTAATAT TGAACATGGC 6 95 2 20 

CTGTCTATTG ATTCTCCTGC TGCTATTTTT TGAACCAAGT ATTTATCTAA GAATCTTATT 6 95 2 30 

TTGTTCATTG AAATTTATAT T C C T ATT ATT TTTTTAATAT TTTCATTTTT TTTGTAATTT 6 95 3 40 

GGAAATTTTT TTATAAGTTC TCTTAGTGTT TGATCATTGT TATTTTCATT ATATTCTATT 6 95 400 

ATTCCTAGTG CATGTAAGGC CTCTGGATTG TTTGGTTTTA ATTTTGTATA TTCTCTTAGA 695460 

AGGTCTTTAG CTCTTGTGTT ATCATTAATT TCAATTAGAG TGGTTGCAAG ATTATATTTT 6 95520 

GCTTCAATAT CTGAATTGAT TATTGCTTTT TCAAAAATTT CAATTGCTTT TTGATAATTT 695530 

TTTTCTTTTT TGTAAAGTAT CCCAAGATTG TTTAAGGCTA ATT T ATT ATT TTTGTTTATT 6 95 640 

ATCTTTTCAA GAGTTGAGAT TGCTTGACTT TTATTTCCTG ATTTTTCATA TGCTTTTGCC 6 957 0 0 

AGGTTTATAT AGGCTGAAGT ATTTTCAGGG TTTTTTTCAA TTACTAAGCT GTAAAGTGAT 6 9 57 60 

ATAGCATTTT GGTAATTTTC TTTTTTAAGA TTTATAGATG CTTTTAAATA TAAATATTCA 69 58 20 

CTTTTTTCTG GATTTAAATC TATGGCTTTG 'TTTATTGTTT CAAGAGATTC TTCAAGTTTA 695380 

TTGTTTTCAA ATTTTGCTAT TGATAGGTTG TAAATAGCAA TTTCGTTAGG TTTTTTTGCA 6 95940 

TTGGC ATTAA AAAAATTTAA ATACTCTTCA CTTTGTTTGA AGTTGCCCAA GTTATTTGAT 6 9 6000 

ACTATTCCTG CTTTTAATGC ATAATTGGGG TTTTTGTCGA GATTGTAGGC ATTTTTAAAG 69 60 60 

CTTGCAAATG CTTGTTGCAT ATCGCCATTT TTTTCTTCTG CTATTCCTTT TTGGTAGTAG 69612 0 

GCGGTGCCAT AATTTTTATC AATTTGTATT GCTTTCTCAA AAGATTCTAT TGCTTTTTTG 6 9 618 0 

TTTTTATTTA GCATCATTAA AGCTATTCCT TTGTTATGAA GTGCTTTTTT ATGTTTTGGG 69 62 40 

TCGAGTTTTA TTGTTTGATC AAATGATTCT ATTGAGTGTT CATACTTTTT AAGCTTGAAT 1 69 6 3 00 

CTAATGATTC CAAGTTTATA GTGATCTTCT TGGGTATTTG TGAGTTTGAT AATTTTTTCG 69 6 3 60 

TATGCATTTT CTGCTTTTAG CAAATCTCCA TTGTTTTCAT AAGCTTGAGC TAAAGTTTTA 69642 0 

GAGGCCTGGG CGTCATTGGG ATTGTTTTTy AAGAATTCGT TTAGATCCTT- AATGGCTTGT 69 548 0 

TGGCGTGATT TTGTGTTTTC AAGATCAATG GGTTTTATTG AATGAACCTT AGATTTAAGG 69 6540 



551 

TCCTCCAGGT GTTGTATTTT ATTAGCTTGA GCTAAAGTTT TAGAGGCCTG GGCGTCATTG 696600 

GGATTGTTTT TTAAGAATTC GTTTAGATCC TTAATGGCTT GTTGGCGTGA TTTTGTGTTT &9 6660 

TCAAGATCAA TGGGTTTTAT TGAATGAACC TTAGATTTAA GGTCCTCTAG GTGTTGTATT 69 672 0 

TTATTAGCTT GAGCTAAAGT TTTAGAGGCC TGrGCGTCAT TGGGATTGTT TTTyAAGAAT 6967 30. 

TCGTTTAGAT CCTTAATGGC TTGTTGGCGT GATTTTGTGT TTTCAAGATC - AATGGGTTTT 69 684 0 

ATTGAATGAA CCTTAGATTT AAGGTCCTCy AGGTGTTGTA TTTTATTAGC TTGAGCTAAA 69 69 00 

GTTTTAGAGG CCTGrGCGTG ATTGGGATTG TTTTTyAAGA ATTCGTTTAG ATCCTTAATG 696960 

GCTTGTTGGC GTGATTTTGT GTTTTCAAGA TCAATGGGTT TTATTGAATG AACCTTAGAT 6 97 0 20 

TTAAGGTCCT CCAGGTGTTG TATTTTATTA GCTTGAGCTA AAGTTTTAGA GGCCTGGGCG 6 97 0 80 

TCATTGGGAT TGTTTTTTAA GAATTCGTTT AGATCCTTAA TGGCTTGTTG GCGTGATTTT 6 97140 

GTGTTTTCAA GATCAATGGG TTTTATTGAA TGAACCTTAG ATTTAAGGTC CTCTAGGTGT 6972 0 0 

TGTATTTTAT TAGCTTGAGC TAAAGTTTTA GAGGCCTGAG CGTCATTGGG ATTGTTTTTC 697 2 60 

AAGAATTCGT TTAGATCCTT AATGGCTTGT TGGCGTGATT TTGTGTTTTC AAGATCAATG 6973 2 0 

GGTTTTATTG AATGAACCTT AGATTTAAGG TCCTCTAGGT GTTGTATTTT ATTAGCTTGA 6973 8 0 

GCTAAAGTTT TAGAGGCCTG AGCGTCATTG GGATTGTTTT TCAAGAATTC GTTTAGATCC 697 440 

TTAATGGCTT GTTGGCGTGA TTTTGTGTTT TCAAGATCAA TGGGTTTTAT TGAATGAACT 6 97 500 

TTAGATTTAA GGTCCTCTAG GTACTGAGGC TTTTTGTCTT CTTTATCTAA TTGAAAAATT 6 97 5 60 

TCTTTTTTGT AAGGATCTTT TGGTATATTA ATGAGATTTG GTTCAATATC TTTTTTTATT 6 97 62 0 

AAGGTTAATA GTAAATTTGA AGCTTCTTTA TTTTTTGAAT TTTCAATCAA TTCATTTACT 697 68 0 

TTTTGAAATT TGTTGCTTAG ACCTTTTTTA ATTAATTCTT TTAATCTGTT TTTTCCAAGT 69 7740 

GTGACTCTTC CGGTATTAAT ATCGTCTAAT ATTTCATAGA GCTCTTTTTT TATCAAGTAG 697 8 00 

CTATATGGCC TATAAATTTT CCCTATTATT GTTTGACTGG GTGGAGAAAG CTCACTTTCT 697860 

TTTTGGGAAT TTGAAGAAAT TTTTTTTAAA GATGTAGTAT TGTTATTGTT TGAATATTTA 697 92 0 

CTGTTGTCCG GAGTTTTTAA AATATTCTCC GAATTTTTTT CTTTGGATAA ATTTGTGTTT 697 98 0 

TGC TT AT CAT TTTCTATTTT TTGAGAATCG TTTAAAATAT TTTCACTATT TGATTTTCCA 6 9 8'040 

CTTAAATTTT TTTTTAGTTT TTCCAAATTA AATAAATTTT TTTGGTCATT AACACTTAAT 6 9 810 0 

TTCGGATTTG GAGATTGTAT TATTTGGTCT TCTTCTTTTG GGTTTGTATT TGGTTTTATT 69816 0 

TTTTCTGGGA TTTTGCTTTT TTTAAATTCA GATATGTCTT CATCTTCAAT GCCAACATCA 69S2 2 0 
TCGTTTCTGT CAGAGTAGTT TTCTGTTATT GTGCTGTCTT TAATGTATCT ATTATTAAAT ' 698 2 30 

G C TAT AT C A A AATTTTCGTT TACATTTGTT TTTGTATTGT CTTGACCTTT GATCTTGTCT 698340 
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AAGATTTGAT TAGCAGAATC TCTTTGCAAG TCTTTTGATT C AAAAGG AC T ACTGTTGGCA 69 8400 

ATTTCTGCTA GTGTATTTGT AAGCATTGCA ATGTCTTCAT TTTGGGGGTA TTTGTCTTGC 6 98460 

AGAAGTTTTG CAACAGAATA TGCTTTTTTA TAGTTTCGAT CTATTACGCT ATTTTTAACT 6 98 52 0 

TCGTTTAGCA TTATTTCTCG ATTTTTGTCA TTTAATTTGC TTTGATATAT ATAGTAACCA 69 8 580 

AAGCCCCCAA ATGATAAGAT AAGTAAGAAA AT T AAAAGC A ATAATACCGA AAAATTTGTA 698 640 

TGTTTTTTAT TCATCTATGT ATAACTCCTC TTGCCAATTA AGTTTTTCTA GCTCAATTAA 6987 0 0 

AGAATTTGTT TCTAGGTTGT CTTTAAAACT ATCTTTAAGT ATTTGATTTT TATCTTCTTT 6 9 37 60 

TGCGTATACA ATATGCTCGG TTCGCCCCTT CAAACTTTTG TCAAGTTGTT CAAGATTAAT 6 98 82 0 

TTTTTCATTT CTTAAATAGC TTATTATAAG CAAAATGCTG TCTTTTTTTT CTGTTTTTGA 698830 

TCTAAGGGTA ATAAATTGAG AGTAGTCGTG GATAGCCATA GTATAAGAGT CCCAAGCTTT 6 9 8940 

TTGGTATTCT TTTTCTTTAG AAGTTATTTT GCCCTGTTGA ACATAGGCAT TAGCTCTGTT 6 99 00 0 

TAGTAGCGCA CTGTCATAAT TAGGTCTACT TTTAATAGAA TTAGAATAAT ATTTTATTGC 699 0 60 

TAAAGGATAG TAACCTTCCC CTCTGTTAAA CATTATGTTG CCTAATTCAT AATATAGTAT 69912 0 

GTAGTCGATT TCACCCCCTA CTGCAATTCC ATCGAGCAAT GCTCCTTCTG CTTCTGTTAG 69918 0 

TTGATTATTT TCTCTGTATG CTATTGATAA AAA.GTAATAG CCGAGTTGTA CTTTTGGATA 6992 4 0 

TTTTTTAATA GCATCACTTA GTGTTTCGAT TGCTTGAATG TAATTTTTGT TTTTCATGTC 69 9300 

-TTCTTTGCCA ATTCTAATTA GCCTTTGAGA ATATGCCAAT TTTGAATTTA AT AT T AAAAT 6 993 60 
TAAAAATAAA ATAAAAATCT TGTAATTTTT ATTTAAAAAT AAATAAATCC TCATTCTTTT . 699 42 0 

CCCATTATAC TTATTTTAGA TTAAATGCCT TT AG AT T T C A TAAGCTCTTT TTTAAAATTT 6 9 9430 

ATTTTTTGCT TCAATTTTGT TTTGAAAAAA GAAATAAATT CTAATAAACT ATTTTTTTCA 69 9 540 

TTAGATTTTA TCTTTCTATT GTTTTTTAAT TCTACCAAAT TCTCACAATA TATTAAATAG 699 600 

CACATTGCAG GTAATAATTT TTTCTCATTT TCATCTTCCA GTTTTTCAAT AAGATTAAAT 699660 

CTTATATTTT TGATAATAAT TTTTAAAATC CTTGATCTTG TTTTTAGTGA TTTTATTAAA 699720 

AGATATGATT TTTGGTAATC TAGTTGGTTA GGATTTATTT TTTGTATTTT TATTATTTTT 69 9780 

TTAGGTATTG TAATTTTATT TTCGTCAAGG TAGA&TAGTA TGTCTGATAT AAATTTGAAA 69 9 8 40 

TGCTTATATT CAATATTTGG GTAAAAAGAT AGAAAA TATA CAAATATTTG ATTTTGTATT 699 900 

TCAAAGGTTT TAGATTTGAA AAATTCTTTC ATGCGTTGAC AAAAAATTTT TTTATCCTTA 699 9 60 

TTATCAGCAT AAATATAGAA TGCAATCCAG CCATAAGTTT CTATATTCTG- AGAATTTTTT 7 0 0020 
TTGACATAAT GCATAATAAT TTCTAAAAAT GC AC T C TT AA TGTATCTTTC TTTAAAGATT • 70 00 3 0 
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T C AAAAG AT A 


TAAAAAAATC 


TTCTGTTTGA 


700140 


AATTTTGCAG 


TTATAATTTC 


TTTTATTTTT 


TCTTTTATGT 


TGATTAATTT 


ATGTTTTTCA 


700200 


ATGTATTCAA 


GTGCATCTAT 


GAAAGATTCC 


CAATTATTAG 


ATATTTTGTC 


TTTGAAAAAC 


700260 


CAAGTTAAAT 


ATTTTTTTGT 


TATTGTTTTT 


TCAATTACAT 


ATAAATAACA 


CTTTAATGTG 


700320 


TCTTGAAAAT 


CTTTTGGGGC 


GTATTGTGTG 


AAATCGCTAA 


AAAAATAATT 


AAAGCTAATA 


7003 80 


TTTTTACTCG 


AACCTTTATA 


AAAAATTTCA 


TTAAGACTTA 


AAGTTTTTAG 


TGCACGTAAG 


700440 


TAGTTTAAAA 


TTTCATTGTA 


TTTTAGCGCT 


AGAATTTCTT 


CTTCCAAGTA 


TTTGTAAkGT 


700500 


TTTATTAAAA 


TTTTAATAAA 


AATATTTTTG 


CTCAAACATC 


CAACTGGCCA 


ATATGTAAGT 


700560 


ATTAGCATTC 


TTTTTAATTT 


TATTAGTCTA 


CTTTCTTTAT 


TGGTTAAGCT 


TGATTTAAAA , 


700620 


AC TTTTTGAT 


TTTCTGGTCG 


AT AT T T T AAA 


TTTTTATTTA 


AAATATTTAA 


TATTTTAATT 


700680 


TTATTTCTGT 


TTCTTACAGC 


TACCAGAATA 


TCTATTGTTT 


GTTCTAGGCT 


GTCAATGTTA 


700740 


ATATTGCTGG 


AAAAATTTAA 


TATAATTTGC 


TTGTAAATGT 


CTTTTTTTTC 


TTGAGAATAA 


700800 


T AAGGGC TAT 


TTTGTATTTC 


AATTAGTTTT 


AAAAAGTTGC 


TAGATTTTAG 


TTTGTATGTT 


700860 


GTTCCTAGTT 


TTTTGGTGTT 


GAGATTGGCT 


TCTTTGCTTA 


TTTGAATAAA 


ATTTTTGTTT 


700920 


CTTACTATTT 


CTAATATCCA 


TTTTTTAATT 


GCTTCATTTT 


GAGTGTTTTT 


GTAGTAGCAT 


700980 


TCTTCAAGTG 


AAGTGTTAAA 


TGCATTTTTT 


TCTTTTTCAT 


AATCATTGCT 


AATTTTTATA 


701040 


AGTTCAATTA 


TTTCAGGTTT 


TTCTAATTTG 


TAAAGCTGGG 


AAGAAATGCT 


ATATTTTAAA 


701100 


ACTTTTTCTT 


C TAT AT AT T T 


GTTTATATGC 


TTTTTTAATG 


TGGCAAGGGA 


ATCATAAAAT 


701160 


TCTGAATCCT 


TTTTAATCGT 


TTTCATTTAT 


TCCTTTTTTG 


ATAATTCCCA 


TTAATTTTTT 


701220 


ATCTTTTTTG 


GCAGAATTTA 


TTATTGCCTC 


T AG AT AAC C C 


TCAAGAGTTC 


CTATGTCAAT 


701280 


TCTTTTCCCT 


TCAATGTTTT 


TATATAATAC 


TTTTTTTTGA 


TCCATTAGCT 


TTTTTAAAGC 


701340 


ATAAATGTGA 


TAGTATTCAC 


CTTTTTTATG 


TAGTTTGAAT 


CCTTCTTCTA 


AATGTTCAAA 


701400 


AAACTCATAA 


TTGTACAAAA 


ATCTTCCAAT 


AGATGCTTTA 


TTGCTAGGCT 


CACTTCCAAT 


701460 


CTTTGGTTTT 


TCAATAATGT 


TTTTTACATG 


GATTTCGTCT 


TTGTAGAGAT 


CTATTACTCC 


701520 


GTATCTATTT 


ATATTTTCTG 


GATTTTCAAT 


GATAGATATT 


ATGTTCTTTC 


CAGTTTTTTC 


701530 


ATAAAGTTTG 


ATCAATTGCA 


AGCTTAATGG 


TGGATTTCCA 


ATGCAAAGAT 


CGTCAGGGTA 


701640 


AGCTACAACT 


ACAGGCTCTC 


TATTTATCCA 


GGGTTTTGCA 


TAAAGTAGGG 


CATTTCCTGT 


701700 


GCCTAGCATT 


TCTTTTTGTC 


TTATGAAGCT 


TATGTTGATT 


TTTTTGCTTC 


TAATCTTTTC 


7017 50 


TAATTCATCT 


TTTTTATTTT 


CTTTTAAAAA 


AATATTTTCA 


AGTTCAATTT 


CTCTGTCAAA 


701320 


ATAATCTTCA 


AGAAC TTTTT 


TTCTTCTTGA 


GCTTATTAAT 


AAAATATCTT 


TTATTCCTGA 


701380 



554 

ATC GAT AAA T TCTTGAATAA TATAATCTAT GGCTGGCTTG TTTAAAATTG GTAGCATTTC 701940 

TTTTGGAATT GTTTTTGTTA TTGGTAAAAA TCTTGTTCCA TACCCAGCTG CCAGAATAAT 7 02000 

GCCTTTCATA TTTTTCTCTG TTAAAATAAG ATTATAGCAA AAATTTAATT TTATATATTC 7 02 0 60 

ATTGTTTTTT AAAATTGTTT TAAAATTTTT ATTTATGTAT GTAAGTTCGG GCAAATATAA 70212 0 

AGGTAAAAAG ATTTTGTTTC CTAAGAATGG CTCTGTTCGT CCTGTGATGT CTCTTGTTAG 7 0218 0 

AGAAGCCTTT TTTTCTATTA- TTTTCAAGGA TATTGTTAAT TCAAAATTTT TGGATGTTTT 7 022 40 

TGCAGGGACT GGTATAATGT CTGTTGAGGC TCTTAGCAGG GGGGCTAGTC TTGCTCATCT 7023 00 

TGTTGAATGT AATAGAAAAA TTAAAATTAC ATTAGTTGAG AATTTTAGTT TTGTTGAGGA 7 02 3 60 

ATTTTATAAA TTCTTTTTTC AAAG AG C AG A GGATTTTTTG AGTAAAAAAG ATCTTTTTTA 702 42 0 

TGATTTTATT TATCTTGATC CCCCGTTTAA TTATAAAAAT AAGATTAATT " TGCTTGAGAT 7 0248 0 

TATTTTAAAG GGTAAAATTT TAAATGATAA AG T TAG CAT C ATTATGCATT ATCCTTCTAA 7 02 540 

TGAAGATTTG GAGATAAATA CATCAAAATT TTCAGTTTAT AATTTAAAAA GGTATGGGGG 7 02 60 0 

GTCAAAACTT ATTTTTTTGA AAATATTGTA GGATTTATTT TTTTTTCATA ACTAAAGGGA 7 02 6 60 

ATGAGTTGAA TTTCATTTTT ATTTAATTGT GGAATACTGT TTTTTATTAC AAAATCATCC 702 72 0 

ACATTGTTTA ATGGATTTTT TTTATAATTT CCATTTGCAT CTTTTATTAA AATTTCTTTG 7 027 8 0 

TTCTCAAGAT C C ATT ATT AT TTCTTCTATT TTGTAAGTCT GGTTTTTTTT GTTTATTATA 7 02 840 

GATAGATTTG GCGCAATGCT CATTTTGTAT TCCAGAACAG CAGCTTGAAA AAGATTTTCA 702 900 

TTATTATTTT TTTTGTTTAC AT C T AC T AT T TGCCCATAAT CAAAAGGTGC AAGTATTGTT 702960 

AAAAAATTTT CTAGCATTTT AATGTCAAAT TTTTTGTTTT TTGTTTGCTC TTTTGGCTCT 7 03 02 0 

TTTCTGCTCC AGTAGTATTT CCCACTATTT TCTATTAAGA ATTTAACAGT CTCTAAAGGG 7 03 08 0 

TTAGCACTTT CTTTAATTAT TATTGGATTT AC C AATTCAT CGTAAGTGTC TACTATACAA 7 03140 

AAAATTCTAA CAAGTTCATG AATAAATTTG TTGATTTTTA GCTGTGGATG TCCAGTAGCA 703 2 00 

TCAAGGTAGT CTTTTTGTCC ATTGATTATC ATTTTTGTAA TAGCTGAAAT ATCTTCTCTT 7 03 2 60 

ATTCTAAACA AATTTTTAGC AATGTTAATA TTTTTTTCCA AGTGCTCTAT TTTTAATTTG 7 03 320 

TGATGTTCTT TAAAATTTTT GTCTTTAAGG CTTATTTTAT TCCCCATATT TTCCAATATT 7 03 3 80 

, GTTATATGCA TTAATCCTAT TGAGTGTAGC AATGATCCAA GTGCGGCTTG TAGTATCATG 7 03 440 

TCTTCTGCAT AAAAAAATTC TGTAAATTCG TTATATTCAG TTTTATCAAG AAAAAATTTA 703 5 00 

ATAGTTGAAC GAGGTGCATT T T T C AAAG AC CTTATTTTGT TTAAATTTGC • AATTGTAATT 7 03 5 60 

AAAAAGTAAA TTGTTGTATC GACTGAATGT AG TAG T AT T G AATCACCTTC" TGTTTTGACT 7 03 620 
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TTTCCTTTAA AAAATTCATA GTCTCTTCTA GCAGAGTATA AATATAATTT TTTTAAAGTT 7 03 680 

TTTTTATCTT , TAAGGTTTTC TTTTGTCCTA AGCTTTTTAA CATCAAAATA ATG AT AT AT T 7 0 3 7 4 0 

TCTAATAAAA TTTTTTGCAA AGATGTTATT TTATGTCTTG GAAGTATTTT AAAGCTTCCT 70 3 8 00 

TCCAATATTT CTTTCCAATA AATTTGATTA GGCTCAGTCT CCATCAATGT ATTTATTTTC 7 03 8 60 

ATGAGTGGTT TTTTGCCCTT GGTAATAAAT ATTGGATCGT CTTCCTTAAA GGGCTTATAT 7 03920 

ACATCTTTTA GGTTATCTAT TAGCTTTTCT CTTAAATAGT TAAGATCATC ATTTAAAATT 703 980 

TCTTCATTTA TTTTTTTTAT CAGGTCTTCA TATGATTCAT CTTCTTCTTT TTTAAGTACA 7 04040 

GGAATGTATG GCGTATTGCC TTTGGAAAGT ATTTTAATGA TTTTTTCATT TATTCTTGTG 704100 

CCAAGTTTTG ATAAGTTTCC TATTCTTGAG AAAATTATGT CTTGTTCGCT TAGATCTTTT 7 0 4160 

ATTTGCTTTA TTTCTTTAAG TATCAC TTTG AGATCCTTTT AATCTTTAAA TAAATGTCGC 7 042 2 0 

CGAGGAGAAT CGAACTCCTG AC AG AAGGAT TTTCAGTCCT ATGCTCTACC AACTGAGCTA 7042 80 

CAGCGACAAT TGTAATTTAA ATAAATGCAT GCTGCCGAGG AGAATCGAAC TCCTGACACA 7 043 40 

AGGATTTTCA GTCCTATGCT CTACCAACTG AGCTACAGCA GCATTTTTAT TCTAGTACCT 7 0440 0 

TAATTTTTTC ATAAGTATAT ATGTTTGTCA ACTCTTTTTA AATTTTAGCT TTCAAATGTA 7 0 4460 

GTGCTAAAAA AATGATTCAT AGCTAGTTTT TAGGCTTTAA AATGGACAAT TTCTAAAAAT 7 04520 

TTAGTTAATT TTTCAAGGTG TGTAGTAAAA TATTTTTTGG GTATTTTTTT AAATTTAAAT 7 04580 

AAAGATTTGC ATTATTATTT AATCTATAAT AATAGATTAA T AAT AT AT AT T TT AC AG G T A 704640 

TTTAAAGAAA AAATTTATAC TAATAAACTT TCAATTTCTT TTGTGAAGAT ATTGAAAGAA 7 04700 

ATCCATGTCT GTTGAGAAAA TTTTTCTTTT ATCTTTTAAT ACTGCTTTAT AGCTTTCTAA 7 0 4760 

TGCCTGCCAG AATTTGTAAA AT TC AAT ATT TTTGCCATAT GCATTTGAAT AAATTTTTGC 704820 

GGCTTCTCTA TCCCCTTCGG CTTTTATTTT TGCAGCAGTG GCTTTTGCTT CACTTAATAT 7043 8 0 

TTTCAGTTTT TCTTTTTCTA TGCTTCCAAG AATTTCTGTT TTTTCAGCTA ATCCTATGCT 704940 

TCTTTGTTCT TCTGCGATTT GTTGTCTTTC TGAGATCATT CTGTTGTTTA CAGATTCAAT 7 05 00 0 

AAGGCTTGGG TCATAAGTAA CTTTTCTTAT TAGTACGTCT ACAATTTCAA TTCCAATATC 7 05 0 60 

TTTGGTATTG TTGTTTGCTA TACGAATTAT TTCTTTTTCG ATTATCTTTC GTC CTTTTGT 7 0512 0 

TATTTTATAA ATACCGTTAA TTTTTGTTTC TTGTGGGGTG AGTATTCCAT TAGACAAACG 70518 0 

TTGAATAGGA TCGTTTGAGC TTCTTATAAT TTCAAGCAAA GGGTATTTTG CAA.TAACCCC 7 05 2 40 

CCTAACAGCA GGTTCAATTG CTGCATCAAT TCTAACGTAA GCTCTACTCA TTGTTTTTAT 70 5 3 00 

TGTTGTGTAA AATTTATTTA TGTCTGCAAT TTTCCATCTA GCAGTTGTAT CAATCCATAT 705 3 60 

TAATTGCTTT TCT'TCCCCTC CTGTTGGGAT TCTTTGAGGT TCTCCATCCC ATCTAAGAAT 705420 
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GATTTTGGGA 


AATATTTGCA 


CATTTTCAAT 


TAATGGTATT 


TTATATTTAA 


GTCCAGCTAA 


705480 


ATTTTCAGTT 


CTTTGAATTT 


TTCCAAGTCG 


AGTGGTTATT 


GAAATTTCAT 


TTTCTTTCAA 


705540 


AATATAAATT 


GGC TGGAAAA 


TAGACAAAAT 


AGTCAAGCAA 


ACT ATT AC TG 


TAAAGGTTAT 


705600 


AATCTTTATA 


GTAGATAATA 


AAAGATTTAT 


TATAAATTTC 


ATTTATTTTA 


CCTCTTTAAA 


705660 


TGGTAGAAAA 


TTTTTGAAGT 


TTTTGTCAAT 


TAATTCAATG 


TTATCTTTGT 


TTTCAAGTAT 


705720 


TTCTTTCATG 


GTTTCATTGT 


AAAGTCTTTC 


TTTTGTGATA 


TCGGGATTTT 


TTAAGTAAGC 


705780 


GTCTAATATG 


GCATTGAAAA 


TTTCTGTGTC 


TGCTAATGCA 


TTGTTTATTC 


TGCTTTCTTT 


705840 


ATATCCTCTA 


GCTTCTTCAA 


TAACCTTTAA 


TGCTTCACCT 


TTGATTTTGG 


GAACTATTTG 


705900 


ATTAAATTCT 


TTTCTCCCTT 


CGTTTATGTA 


TTTATTTTTG 


TCTTGAATTG 


CAATGTTTAC 


705960 


ATCTTCAAAA 


GCTTCATAAA 


CTTTTCCTTT 


TGGGGGTAGG 


GCATTTCTAA 


TTTGTACTTG 


706020 


C AC T AC AT C A 


ATGCCTAAAT 


TATAATTATC 


TATTATTTCA 


TTCATAGAAG 


ATTTTACGCC 


706080 


TTCTGTTATT 


CCCACTCTGT 


TATCATTTAT 


TATTTCAAAA 


ATAGTATTAT 


CCCCAATCAA 


706140 


TCTATTCATT 


GATGACTTTG 


CAATATCTTT 


AATTGTTGTT 


TCAGGATCTT 


CTACTTTAAA 


706200 


TTTGAATGAA 


TAAGGATCTC 


TTATTTTGTA 


TTGCACTAAC 


CATTCAATGT 


TTATGATATT 


706260 


TAAATCCCCA 


GTAATAATCC 


TGCTTTCGTC 


GTTTGCATTA 


TCATTTTCTC 


TAATATCGCT 


706320 


TGGAGATATT 


AGAAATCCAA 


ATTTAATTTC 


TTGGACTATT 


TTTACAGGTA 


CGATAAATTT 


706380 


TTCTTCAATT 


AATGGAATCT 


TGACGTGTAT 


TCCTGAATCA 


AGAtTCTGTT 


AAGCTTGCCA 


706440 


AGGCGAAGTA 


CAATTGCCTC 


TTC TGATGGC 


CCTACTATGA 


ATATGTTTGC 


AATAACTATT 


706500 


ATTGATATTA 


GTATCAGGGT 


AATAATAATT 


ATTAAATATT 


CATAAGTTTT 


ATTAAAAATT 


706560 


TGTTTTATGT 


CAAACATCTG 


CTTCTCCTAA 


TGTTTTAAAT 


TATTTTTAGT 


AAGCGAATTT 


706620 


TGTCACTACT 


TTTTAGATTT 


GATAAAAGTT 


ATTGTTTCAA 


TTTTATTATT 


CTGAATTTCC 


706680 


TTAATAAAAT 


ATTCTCCATC 


ATTTGTTTTT 


ACGGTTTCGT 


TTTTTGTTGG 


TATTTTGTCA 


706740 


AGCAGATCTA 


TTAAGTATCC 


ACCAATTGTA 


TTTGTATATT 


CTTTATGTTT 


AATGGATATC 


706300 


CCAATTGCCT 


CTTCAATCTC 


GTCAAAAGTA 


GTTTCTCCAA 


GTATTGAGTA 


AGTATTGTCG 


706860 


TTGATTTGAG 


TAATCAGAGG 


CTTTTCCTCT 


TTAATGTCGT 


ATTCGTCAGA 


TATTGCTCCA 


706920 


AAAATTTTTT 


CTACTATGTC 


TTCTATTGTA 


AGTATCCCTG 


AAAAACCACC 


ATATTCATCG 


706980 


ATTACGATTG 


CCATTATTTT 


TTGTTTTTTC 


CTCATAATAT 


CTAGTATGTC 


TTTTATCCTT 


707040 


TTGTTTTGTT 


GTACAAATAC 


AGCTGGTTTA 


ATAAATTGAG 


AAACGTTTTT 


ATTCATATCT 


707100 


TTTTTATTGA 


CTTCTATGAG 


GTCTTTGGCT 


ATTAAAATCC 


CAATTATCTG 


TTCTCTGCTT ' 


707160 
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TGTCCTTTGT ATATAGGAAT TCTAGAGTAT CCTTCTTCTT TGATCAATTT GATTACATCT 7 072 2 0 

TTTAGC TTTG ATGAGCTTGA GAGTGAAAAA ACCCCTGTTC TGTGGGTCAT GATTTCAGAA 7 072 8 0 

GCTCTTACTT GAT C T AT AT C TAACATTTTT TGCATAAATA TTCTAGAGTC ATTTTTTAAA 7 07 3 40 

ATTCCTAAAC TTCCTGCTAA AGAGAGCATA TTTTTTATGC TCTCTTTAGT CATTTGGGAG 70 7400 

CTAGTCTTAA CTTTAAAGAG ATTTAATATT TTTTTTATGA TTTTGTTTAT TATATATATT 707 4 60 

AGTGGAGTAA ATATAAAAAT TAATGGCTTT AAAAAAAATG AAGTAGATAG GGCAATTATT 7 07 52 0 

TCATTATTTA AAATTGCAAT TTGTTTTGGA AGTATTTCGG CAAAAATTAG AACGATTATT 7 07 5 80 

GTTATTAGGC CGGTTGATAT TGCAAGTGCG CTGTTTCCGT ATTTTTCAAG TACAAATTTT 7 07 6 40 

GTTGTAAGTG TGCTTGCTAC AATGTTTGAT ATATTGTTGC CGATAAGAAT AGTAGTAATT 7 077 00 

AATTTTGA.AG GAGATTGAAC CAAATTGTAC ACGGATATTC CCGATTTCCC CTTTTTTCTT 7 077 6 0 

ATGTGTTGTA TCTGAATTAT GCTTAATGAA GTATAAGCTG TTTCAGATGC T G AG AAAAT A 707 8 20 

GCAGATAATA TTATAAATAG TAGTATTATG ATTAATTCTA GCATATATGT ATTATTTTAA 707 8 80 

TTTATCTTTA ATAAAAATGC TTTAAGTTAT GTCCTTAAGT ATAAAAATAT TTTTGACTTG 70 7 940 

ATCTTAGAAG GCGCTGACCG GAATCGAACC GGCGAATCAA AGTTTTGCAG ACTTCTCCCT 7 03 000 

TAGCCACTTG GGTACAGCGC CTTGTAACAT TGCTTAGTTT ATTAAAAAAA TAGAAAATTG 708 0 60 

TAAATATATT TTCTATTGAA GCATAATTTT GAATTTCTTA GCTATTTTTA TTAGTTTTAT 7 0 812 0 

GTAAAATTTT AATGTATGAA TAAAAAACTT AATGAAGTTT TATTAAAGTT AGATCAAGAT 708180 

TTAATAAAAT GTGTAAAAGG TTCTCTTGAT TTAGAAATAT CAGGAGTTAC TTATAGTTCT 708240 

AAATTGGTTT TGCCCAGGTT TGTGTTTTTT GCTCTTCCAG GAATTCATTT TGATGGGCAT 7 083 00 

GATTTTATTG AAATTGCAAT TCAAAAGGGT AGTAATGTTG TTGTGTGTTC ACGAGATGTG 7083 60 

GATTTTTACA GTCCTAATGT TACTTATATT AAGGTAGATG ACTTTAACAT AAGAAAATTT 708420 

ATGTCTAATT TTTCAAATAT TTTTTATGAT GAGCCTTCAA AAAAATTAAA AGTTATTGGA 70843 0 

GTCACTGGCA CTGACGGGAA AAGTTCTGTT TGT TAT TATA TATATCTTCT TTTTAAAAAA 7 08540 

AAGGGTGTTA AAGTAGGTTT TATATCGACA GTATTTTTTG ATGATGGGAG TGGAAGCTTG 7 03 60 0 

ATTAAAAATC CTTACAGACA ATCAACTCCC GAGTCTACGG AAATACATTC ATTTTTAAGC 708 6 60 

ACCATGGTTA AAAATGAAGC TCAATATGCA ATTCTTGAAT CTACTTCTCA TGGGCTTGAC 7 0 8720 

.CTTGAAACAG CAAGGCTTAT TGATGTTAAT TATTTTGCAG TTGTTTTTAC CAATATTGGA 7087 8 0 

CATGAGCATC TTGAATTTCA TGGCACAATT C AAAAT TAT T TGAATGTCAA GCTGGGTCTT 7 08 3 40 

TTTCGGTCTG TTAGTGATGA TGCTGGTTTT GGGGTTATTA ATCTTGATGA CCTTTATTCT 70 8 900 

TCTGATTTTA AG AATGC TGT TAAGAAATCT TTTACTTATA GCTTAAAAAG CAGTAAAGCG 70 8 960 
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GATTTTTTTG TTAGTTTTAT TGATGAGAAA ACCGATTCTA CTAGATTTGA ATTTTATCAC 709020 

AAGGGGGTTA AATATCTTGC TAATGTTAGC CTACTGGGGA GTTTTAATGT TGAGAATGTA 7 090 8 0 

ATGGCTGCTC TTATTTTAGT TTCTCAAATT TTAAATATCG ATATTCAAGA TATTGTTGAT 7 09140 

AAACTTAACT GCATTAAAAG TCTTGATGGG CGTATGGATA GTATTAATTT GGGGCAAAAT 7092 0 0 

TTTTCTGTAA TAATTGATTA TGCTCATACT CCTGGTGCTT TTTCCAAGCT TTTTCCTATT 7 092 60 

TTTAAAAGAT TTGCTACCAA TAGATTGATT TCTGTTTTTG GCTCTGCAGG AGAAAGAGAT 7 093 2 0 

GTTGAAAAAA GATTTTTGCA AGGGCAAATC GCAGATATTT ATTGTGATTT AATAATACTT 7 09 3 80 

TGCGATGAAG ATCCAAGAGG CGAGAATAGT ATGTGTATAA TTAAAGACAT TGCAAAAGGA 7 09440 

ATTGTAAATA AAGTTGAAAA TAAGGATTTA TTTTTTATTG C TGAT AG AAA GCAGGCTATT 7 09 5 00 

GAAAAAGCAA TAAGTCTTGC AAAAGCAGGA GATTTGGTTG TTGCTTTGGG CAAAGGTCAT 7 09 5 60 

GAAAGTTCAA TAATTTATAA AAATAGAGAA GTTTTTTGGA ATGAACAAGA GGTAGTTAAA 7 09 6 20 

AATGCTATTT TAAGTTTAGA AAAATCAGAA AAGGAGAAGT GATTTGAAAA AAAATCTTAT 7 09 6 80 

GTTGATATTT GGTGGCGTTT CTTTTGAGCA TGAAATTTCT TGCAAATCTG CTTATAGTAT 7097 40 

TTATTTAGCC CTTTTGGATC TAAATAAATA CAATATTTAT GCTGTTTATA TTGATAAGTG 7 09 8 00 

TACAGGTGTT TGGTATTTAT TAG AT T C T GT TTCTGATCCT CCCAAGCCCA TTAATACAGA 7 098 60 

TGTTTTACGT ATTGTTAGTT TATTGCCAGG TTTTGGAATT TTTTCAAACA ATAAAAATCT 7 09 920 

TGAAATTGAT GTTGTTTTTC CCGTTGTTCA CGGAAGAACC GGTGAAGATG GCGCTATTCA 709 9 30 

AGGGGTTTTA AAGGTTATGG ACATTCCTTG TGTTGGTGCT GGTATTATAG GGAGCGCCAT 710 040 

TTCTAGTAAT AAGTATTTTT GCAAACTTTT GCTTAAAAGT TTTGATATCC CTTTGGTTCC 710100 

TTTTATTGGA TTTAGACAGC ATGATTATTT TTTAGACAAA GAAGAAATAA AAAGAAATGT 710160 

AAAAGGAGGT TTTAGGCTAT CCTGTTrTTG TTAAGCCCGC AGTATTAGGG TCTTCAATTG 710 22 0 

GAATAAATGT AGCTTACAGC GAAAATCAGA TTGAATCTTT TATTAAAGAA GCTTTAAAGT 710 2 80 

ATGACCTTAC TATTGTAATA GAGAAGTTTA TTGAGGCTAG AGAAATCGAA TGTTCTATTA 7103 40 

TTGGGAATGA AAAGATGAAA ATATTTTCTC CTGGGGAAGT TGTTGTGCAA GATTTTATAT 710400 

TTTATGATTA TGATGCTAAA TATTCTGTTA TTCCTGGAAA TTCTATTATT TTTAATATTC 7104 6 0 

CTGCACATCT TGAGACAAAT CAGTTATTAA GCATTAAAGA ATATGCTTTT CTTACTTATA 71052 0 

AG AAT C TAG A ACTCAGAGGT ATGGCAAGAG TTGATTTTTT TGTTGAAAAA AAATCAGGAA 7105 80 
CTATTTATCT TAATGAAATA ..AACACTATTC CAGGATTTAC CGATATATCT ATGTTTGCTA ' 710 640 

AAATGTGCAG CAATGATGGT CTTCAGTTTA AAGACCTGGT GGATAATTTA ATTGATTATG 710700 
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■ CTTTTCAAAG TTACATTAAT AGGAAAAAAA GGATTGATTT TGAAAATTAA TTTAGATTAT 7107 60 

TAGATTAATT T AA T T T T AAA TTTTTTAGAT TTTCAATCTC TTTATCATCT TTTAGTTTAA 710 820 

" AGTATTCAAG ATTTTTATAT TTTTCTGCTT TAGGTAATAT TCCTGAATAT TTTATTTTGT 710 8 80 

AAGAATAATT TATTTTTATA TTTTTTTCTT CTGTATTATT AGTTTTATTG TAAATTTTAA 710 940 

TTTGATTTTT TTTAATATAA ATATTTGCAA ATGCTTCATA TGCTATGTCA TCTTGAGATT 7110 0 0 

TAAGAGTAAA TGCAATTGTT GTTTTTTTAG AGTTAATGTT TTTAAGCGTA AAGATAATTT 7110 60 

TATTAGCCAA TATTTTATAA GGAGTATTGC TTTGATAAAT TATTAGTTTA GATGCGTTTT 71112 0 

TAAAATGCAG CTCGATTTGA TTTGCAATTT TTTGAGTAAC CAAATCGATA C T AT AAAC AG 711130 

CTCTTTCTGC TATATCTATT TTTTTTAAAT CAATATTCAT TAGCTCATCA TCGACTTCAA 7112 4 0 

TGTTAGTTTT TAATATTTTT TCGTTTGCTT G T AAAG T TAG ATTAAAGTCA TTTGAAATTA 7113 0 0 

TTTGGATAGG ATGTTTTTTA TCTTTTGGAT ATTCAATTTT TATTTTGTTT ATTTTTTCAG 7113 60 

GAAAGCTAAC CGTTTGTTCT ATTTGTATTT CATGCTCTTT TTTATCAATA TTGCTGGATA 71142 0 

TTATGATTGT GGTTATTAAA AAAAAAGTTA CAAGACCAAG GTTTTCAGCT TTTTTTAAAT 711430 

TTTGTTTAAT TTTTGGGAGT TTGGATTTTA AATGTTCTGA GATATTAATA AATATGCTAG 7115 4 0 

AGAAAAGACA AGTTGATATT AT AT AG C T T A GTGTAAGTGT ATTTTTGATT GATGTAGTAT 71160 0 

TTTGTATTAA TGTTATTAAT AC AAAAT T G A TTATCCAAAT GATTAATATC ACTATTTTTC 7116 60 

GAATAATGGT ATTTTTATTT GGCTTTATTA AT AAT AAAAT GCTTTTTATG ATAATTATTA 71172 0 

AGATAAATTC TATTTTAATA AACATTAATA TTATTGGTTC GATAATAGAG GTTGATATTG 711730 

. CTAGGTATTT AAGTTGTCTG TAATTTAAAT ATATTGTGAA ATTATATGTA AAAAGAGATA 711840 

AAAGATTATG TATGAGCAAA GTTGCAAAAA AAGTTATTAG ATATTTGGGA TTTGTTATGC 711900 

TGTAAATCGC "TGTGTTTTCA TAGCCTGCAA AT AT T TT ATT TGTAAGCAAT- AAGGATATGT 7119 6 0 

AAGTGCTTAA AAAC AAAG T A AAAAACAATC TTACTAATTT GTAATAATTA TTTTTTACTT 712 02 0 

TTTTCATAAC TATTCCGGCC TCTTTAAATT TTCTAATAAA TACAATTATA ATTAAGTTAT 712 080 

AACAAATGTA AATTAATGCT ATTAAAGCAA TTTCATTAAT TATTATTTTT TTAAAAGGCG 712140 

TATCAATTAC AATATAGTGT GTTTCATCGG TATTTTTACT TTTGTACTCA TTAGTTAATG 712 2 00 

TTTCTTCGAT TGATTTGTAA ATTTCAAAAA TAGTATTTTT ATTTTGAGTT AATATAGGGT 712 2 60 

TTAAATTATT ATTTATTATT AAAAGGGGTA TAGATTCATC AC GAT AT AG A TTGTACAAAT 7123 2 0 

' TGTTTGATTT TTTTTCAGTT ATTTTTGCTG TATTAAAATC AAGTTTATTC TTTTCAAAAG 712 3 80 

TTTTTATAAT AGCTTTTAAA AATCCTAAAT TTGTTTTTGA ATTTGTTATG AAAG AT T CAT 712 44 0 

TTTCTAAGTA AATTTTATTT TTTATTTTAT TTTCGTTTAA CATTAAGTAT ATTGTATTTG 712 50 0 
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TATTTTTCCC CAAATACTTA TTACTAAGTA AAATTCTGCT ACTAATTATT GTATTTTGTT 712 5 60 

CTAAAGAATC ATCCTCAACA AAAAAAAAAT TTATGTTGTT TTCAGGATTA GTATTTTTAA 712 62 0 

GTTTATTTAA AAGCTCAATT GCAATTCCAA TTGCTAAATT ATTTTTTAAA TTATTTTGTA 712 6 80 

TTTTAATTGG AGTGATTATA TTATAAGTAT TTGCGTTTTT CCCTTTGATT TTAGAATGTA 712 740 

TTATTTTTTG TGAATATCCA ATAAATCCAA TCTCTTGTAA AGAGTATTCC ATATATTTAA 712 3 00 

CTTCATTTGT ATT AAAAT AT TTTTTTATAT AATTAAAAGT GTTTATTATT TTTTCTTGTC 712 8 60 

TTTCATTTAG TTGATGAATT' TTTCTAATGT GCGTTTTTAT GTTCTTTTCA GTTTCTATGC 712 92 0 

TTGTAATTTT ATTGCTTGAA TTGAATGCAT TTTTTTCCAT TTTATTTGGC ACAATGGTGG 712 9 80 

GGCCTGTTGA GCTAAGCAAT AACAATAATA ACAATATATT AATTGTCATA ATTTTTAATG 713 0 40 

TCTTCTTCTA TTTGCATTAT TTGTAAGATA TTTGGGTTTT CTTTTAAAGC AGAAATAATT 713100 

TTTGTTATAT TTTTAGCATT TGATGAGACT ATTATATTTG TTATTCCATG ACCATTTCCG 713160 

CAGTCTTCTA TTTTTTCGCT AATAAGTCTT ACGTCATTGA GT G T G AAAAT GTTTTCAAGA 713 22 0 

TAGCTAAATA TTCCTTTAAG CTCTTTTAAA AGT AAAAT AA TGTGATGCAC TTTTCTAGTT 7132 8 0 

GGTGTTGCTT CCCACTCAAC TTCAATCAAT TGGGGTTTTT TATAGGATTT AAGCTTTTGA 713 3 40 

CAATTTTCAT TGTGCACTAT TATTTCGTCT TTATGTATTA TTCCAATAAT ATCTTCACCT 713 40 0 

GTTGTTGGAC T AC AT T C AGG GTCTATTGCA ATTCTTTTTA TTTTGGTTTT GGTATAAGAT 713 4 60 

TTGAATAAGC TGAAAAGCTT TCTTTGCTCT TTGTTTGCTC CAACAAGATA AGCAATAATA 713 52 0 

TTGTTGTCTA CAAAAATTGT GTTGTCATTC TTGTTAAGCC ATGATCTAAT .TTTTGATCGG 713580 

GCCTTTTTTG TTCTTACGCT GTTTAGCCAT ATTACATCCG GTTTTGAGTC TTTTGATGTG 713 640 

AATATTTCAA CAATTTGTTC GTTTTTAAGC GGTTTTGTGA TTGAGCTTAT TTTTCCGTTT 713 700 

ATTTTTGCAT AAAGAGCTTG ATCTCCAATA TCTGTGTGAA TTATGTATGC AAAAT CAATT 713 7 60 

GAATTTGATC CAAAAGGAAG TTC TACT ACT TCTCCTTCTG GGGTGTAAAC ATATATGAAT 713 320 

GTATTCAACA ACTCTTTGTG TATGTCATTC ATTGAATATT GACTTTTGTT GGCCGATTCT 713 880 

TGTTGCCATT TTTTTATTCG GTTTATAAAT GAAAGATCAT CAGCTTTAAG TTCAATTTGT 713 940 

TCTTTATATA TCCAGTGGGC TGCAACCCCA TAATTGGCAA TTCTATCCAT- TTCTTCTGTT 714000 

CGAATTTGTA TTTCAATAAG CTGGTTA.TCC TCAGGTATTC TTACAGTAGT GTGTAGTGAT 714060 

TGATATTTAT TTTCTTTTGG GCTTGCAATA TAGTCTTTAA GTCTTCCCGG GATTGGTTTC 71412 0 

CACACCCGGT GAACAATTTC TAATATCTCA TAACATTCTT TTTGTTTTTT- GCAAATTATT 714180 

CTTATTCCTA GAGT AT C AAA AATTTGA.GTA AGTTTGTTTG TTCTtGTTTG CATTTTTCTA 7142 4 0 
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■ AATATTGAAT AAAAGTGTTT TGATCTTACT GTAATTTCTG CTTCAATTCC GCTTTTTTGA 714300 

AGTTCTTTTT CTATTGATAA TTTTCCTTTG TATAATTTTT TTTCTCTTTC TATTTTTGTT 7143 6 0 

TCAGATAAAA AATTTTTTAT TTCTTTATAA TCTTTAGGAT AAAGATGCTT AAATGAAAGA 714420 

TCCTCAAGAT ATGTTTTAAG AGATGAGATC CCAAGGCGTT CTGCTATTGG AACGTAAGTT 71443 0 

GAAAGGCAAT CTTTTGCAAT CCTGTCTTGT CTGTTTTTGG GCAAATAAGA GAGAGTTGTC 71454 0 

ATATTATGAA GTTTATCTGC CAGTTTTATT ATTATTATTC TAATATCATG TGTCATTGCA 714 60 0 

AAAAACATTT TTGAGATAGT ATTAGCCTCT TTTATGCTTC TTGTTTTATT GTGTAAATCA 7146 6 0 

TGAATTTTAG TT AC AC CGTC GATTAGGCTT AAAATTTCCT CGTCAAATTC TTTTACTATT 714720 

TCTTCTTTTT CAACATTTGT ATCTTCAAGT ACGTCATGCA GTAGTCCAGC AATAGTTGCT 714780 

TTAAAATCTA GTTGAAATTT GGCAAGAAAT AATGAAACCA TTATTGGGTG AATAATGTAA 7148 40 

GGCTCTCCAC TTTCTCTATA TTGGCCATAG TGGAGCTGTT CTGCTATTTC TAGAGCTTTG 71490 0 

AATATGCTTT TTCGTTCAAA TTCATCTTTG TAAGTATTTT CAACAGTTTT TTTAAAAATA 7149 6 0 

TTTCTAGCTT TTTCAAGATC ATTTATCTTG ATTAAATGTG CAATTTCGTA TGCTTGTATC 715 02 0 

ATCTCTTTGT CCCAATATCA GCGCCCTTGC TCTCTTTTCA AG AT C GT AAA TTGTTTTTAA 7150S0 

ATGTGAAAAT CCCTTTTTGA TTGCAAAATC TTTCAAGCTT TTTATTTGCC AAGGAGCCGA 715140 

TTCTATTATT ATTAATCCAT TTGGGCTAAG CTTTTCTTTT GCTTGGTTTA ATATTTTCCT 715 2 00 

AGAAATATTA AGCCCATCTT TTCCAAATCC CAAAAGAGCT TTTGTGGGTT CTTTTTTTAT 7152 60 

TTTATTTTTT ATTTCTAATT CTTCTTTATT TAAATAAGGA GGATTTGTAA TGATTATATC 7153 2 0 

AAGCTTTCCC TTTATACATT TTxAGCAAATT AGAGTGAATT ATTTCTACAA ATTTTTCAAG 715380 

TTTGAGCTTT TTTGTATTTT TTTCAACTAT TTGTAAAGCT TTTGTTGAAA TAT CC GAG AG 715 4 40 

TATTACTTTT TTTCTAATGT AATAGGCAAT CGAAAGCCCT ATGCATCCAC TACCGCAGCA 715 500 

TAAGTCTAAT ATTTTTTTAA AACCATTTTG TTGGATTTGA ATTAAGGCTT CTTCTGCTAA 715 5 60 

ACATTC TGTA TCAAACCTTG GAATTAATAC ATGTTTGTTT AGGCTAAATT CAATCCCCAT 715 620 

AAATTCCTTT CTTTTGAAGT ATGTAGTGAA TAGGAATTCC TTTTTCTATT TTATCTATTT 715 680 

GATCAAAAAA AAGTTTTTTT TCTTTTTTTG TTAAGCTTTT TTTTATATTT GCAATTATTA 7157 40 

ATTCTTTTTT GGTTTTTAAA ATTAATTCAA GTATTAGTAG TGCTTCTATT GTATCTAAAT 715 3 00 

TTTTACCTTT AGCATAATTT ATAACTTCGT TTATATTCAT TGCTATATGC TATTGCTTTT 715 8 60 

TAATTCTTGT TCTTGAAGTG CTATCATCAA AGGATCAAGA AGTGGGTCAA GTTCTCCTTG 715 9 20 

CATAAATTCT TCTAATTTAT AAAGAGTGAT GTTTGCTCTA TGATCTGTTA TTCTATTTTG 7159 80 

AGGAAAATTA TAGGTTCTAA TTCTTTCAGA TCTATCTCCT GAGCCGACCT GTTGTTTTCT 716040 
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ATTGCTTGAT CTTTGCTCTT GTTTTTTTGA ATCTTCAAAT TCATAAAGCC TTGCTCTTAA 71610 0 

TATTTTCATT GCTTGATCTT TGTTTTTATG CTGGCTTCTT TCGTTTTGGC ACTGTACAAC 716160 

AATTCCTGTT GGTAGGTGCG TTATTCTGAC TGCAGAATCA GTTGTATTGA CGTGTTGCCC 716220 

ACCAGCTCCA GATGATCTGT AAACATCAAT TCTTAAATCT TTTTCATTGA TGTCAATTTC 7162 8 0 

AGTTTCTTCA ATATTAGGTA GCACTGCTAC AGTAGCAGCT GAAGTTTGAA GCCTTCCGTT 7163 40 

AGACTCTGTT ATAGGGATTC TTTGTACCCT GTGAACACCG CTTTCGTATT TTAATTTTTT 71640 0 

AAATACATCT TTTCGTTTAA TTTCAAATAT TATTTCTTTA AATCCCCCAA GTTCTGTTTC 7164 60 

ATTGAAGTTT ATAATTTCTG TTTTCCATTT TTTTTTCTCT GAATATTTTA TATACATACT 716520 

ATAAAGATTG TTTGCAAAAA GAGCAGCTTC TTCTCCACCT GTTCCAGCCC TAATTTCAAT 7165 8 0 

TAT T AT AT T T TTGCTATCAT TTTCATCTTG AGGCAAAAGT AGTATTTTTA TTTGATGTTC 716 640 

AAGATCTTCT TTTTTTTTGT GGAGATCAAT TAGTTC TTGT TTTATTAGCT CTTTCATTTC 7167 00 

TTGTTGATCT TCTTTTTCCA AGATGGTTTT GGTATCATTG ATTTGGCTTA ATATTTTTTC 716760 

GTATTCAATT TTTTTAGTAT TTATTTTTTC TAAATATGTA TATTCTTTTA TTATTTTTGA 716320 

ATATTTTTTT TGATCTTTAA TTAGATTTAT ATCTTGTAAT TTTTCTTCTA TCAACTTAAT s 716880 

CTTGCTTGTT GCTGAATTTA ATTTTTCTAA AAGCATTATG GTTTCTCCTG AAAGATAGTA 716940 

ATAGTTTATA TTAATTTTAG ATTTTTTTGT TAGACTTTTT AATAAGTTTT GTGTAGATTC 717 0 00 

C CAT ATT TAT GTTTTATTTT AACATTCTTT TTTAAAACTG CTTTTATTAA' ATAAATAGAA 717 0 60 

TAAGCGTGAT TAAAAAAATC AATTATATTT TTTCATGTTT TTTTATATAA TAAATGTTAT 71712 0 

TAAGTTGGAT ATTAAAGTTA AATTAGGTTT TGTTGTATTT ATATATAAAT TGAGCTTTAC 717180 

GTATTATTAT TTGCGGTGTG TTTGAGGTAG TTGAAGTTAT ATCTTTGATA AACCGATTTA 717 2 40 

AAAGGGGTAT TTATGTTAAA TGAAAAAATT TTGGATGCTT T AGG AG AT C T CTCGAGCATT 717 3 00 

TCTGATGATC AACTTCTTGA TGTCACTGAG AAATCAAAAA GAGGGTATCA GTTGATCAAA 717 3 60 

GAAGAAAGAC TTTCTGAAGC AGAAAGTTTA TTTTCTGATA TCCTTGAAAA GGATAATGAG 717 42 0 

AAT AATTATG CTC TTGTTGG GCTTGGAGAC ATTGAAAGGA AGAAGAATAA TTACGATAAA 7174 80 

GCAATAGTTT ATTATCAAAA ATGTCTTGTA AAGCATCCGA GCAATAATTA TGCTCTTTTT 717 5 40 

GGACTTGGAG ATTGTTACAG AAATTTAGAT AATTATAAAA AAGCCACAGA CATATGGGAA 717 6 00 

G AAT ATT T AA AATATGATCC TGAGAATATA ACGGTTTTAA CAAGAGTCGC GGCATCTTAC 717 6 60 

-AGGAAGCTAA AAAATTTTCA AAAATCTAAG CAAACTTATC TTAAGGTAAT GGAATTAATA 7177 2 0 

CCTGATAATG ATTATGCTCT TGTAGGTATT GGCCATTTGT ATTATGACTT TAAAGAATAT 7177 80 
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AAAGAGGCTT TAAAGTATTG GCTTAAAATG TATGAATTAA ATCAATCTAA AGTTGATGTT 717 840 

AGAGTATTAA CTTCAATTGG TAATTGTTAT CGTAAGCTAA GGGAATTTAC CAGAGGAATT 717 90 0 

TATTTTTTTA AAAAAGCTTT AGAAATTTGA CCTAGCAATT TTTATGCTGT TTTTGGACTT 717960 

GCTGATTGTT AT AGAGGC AA TAAGGAGTAC AAAGAGGCTT TAAAATATTG GCTTGATATT 718 02 0 

AT C G AAAAAG ATCCAAAAAA TAATTTGGTT C TTAC AAGAG TAGGCGATGC TTATCGCTAT 713 080 

TTAAATGATT ATGAAAATTC TCAAATTTAT TATAAAAAGG CCCTTGATGT TGATTTTGAT 718140 

ATGTTTGCCA TACTTGGACT TGCTCTTATT CAAAAGGAAC AAGGTAAATA TGAAGAAGCA 718 2 00 

TTAATAGCTA TTAAAAGTTT AATTAAAAAC AATCCTAAAA ATT C AG C ATT GTATGTTAAT 7182 60 

GCTGCTGAAT GTTATGAAGC ATTAGGGCAG ATTGGAAATG CTGTTGATAT TTTATCAAGC 718320 

TTTTTACAGC TTGGTATGAA AAATATTGTT GTTATTGACT ACCTTGCGGT TCTTAGGAAA 7183 8 0 

AAAATGGAAT GATGGATTCT T T AC T T G AAA CTGAAAAATC TATTTTTTTT GATAAATTAA 718440 

TAGATACTCA TGTTCATTTT TATGAATTAA AG AAAAG AT C TTTGGATGTC AATTACATTA 718 5 00 

TTAATGAATG TTTTAAAAAC GGCTTTTCTT ATTTTCTTGA TGTTGGATTG CATCCTAGTG 718560 

ATTTTAATGA CAGAAAAGAT CTTTTAAGCC CTTATTCCAA TGTGTTTTTA ACAGCAGGTA 718 620 

TTCATCCTTT AAATTTAAGT GATCATTTTA AAGATGATAT TAAACAGCTT GAGAAAATTT 718 6 80 

. TGATTAGTGA AAATGTTGTT GCCGTTGGGG AGATGGGTCT TGATTATTTT AAAGCAGATA 718 7 40 

ACAAGAAATT TCAAATTAAA GCTCTTGAAG AGCAATTGTA TTTGGCTGAT AAATATAAAA 718800 

GGCCAGTTAT TTTGCATATA AGAGATGCCT ATGATGATGT CTATAATATT GTAAGGTCTT 7188 60 

TAAATTTTTT AAATAGGGGT ATATTGCATT GTTATTCAGG AACTTATGAG CATGCTAAAA 718 920 

AATTTATTGA TTTGGGATTT AAAGTTTCTT TTTCGGGCAA TATAACTTTT AAAAATGCAQ 718980 

AACCTTTAAG AATTCTTGTT GGCAAATTAA ATATAAATGA TCTTTTAATA GAAACGGATA 71904 0 

GCCCTTTTTT AGCTCCAGTG CCATTGAGAG GCAAAATTAA TTCACCTTTG TTTTTAGGAT 719100 

ATGTATGCCT TGAGATTGCA AGGATTAAAA ATTGCTCTGT TAATGATGTT GCTTTTGCAG 71916 0 

TATATAATAG CTTTAAAGAT CTTTTATTGC TGCATTAAAT TTTATTTATA ATTATTTATT 71922 0 

TGTATGGTTT ATTATTAGTT TTAAATTTAA TCA.TTTTTAT TGTTTATAAA TGTTAAATTC 7192 80 

ATATTGAAAA TCTTTTTCAA CATCTTTTGC TATTTTTATC AAATCAGGCT CTTTAAGGGT 7193 40 

G ATT AT AT AT TTTAGCTTAA TAATTTTTAA GTCTTTTCTT GTATTGCCAA T T AAT AC AAA 719 400 

TTTTATATTT T TAG AAAAAG GCGAATTTAG TATCTTTTTT AAAATAATAT TATTATCTCT 719 460 

TAAAGAGAAT AATATTATTG TTTTTATTTG AGAAGTAATG AATGTTTGAA TATAGGATAT 71952 0- 

GTTTTTTTCG TTTATTAGAG TAATATTGAC ATTTTTTTCT TTGCCTTTTT TTTCCAAGTA 719 5 80 
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TTCAAGGTCT TCGTTATTTA GAGATTTGTC TCTAAATAGT AATGTTTTTT GCAAATCTAT 719 6 40 

TGATTTTTCG TTAAGCAGAA AGTCAATAGA TTTTTTTAGA GAAAATTTTA TTTTTGATAG 7197 0 0 

ATAAAAAATT TTCTCTTTTA GAATTTCGTT ATTTAGAATT TCATTATTTG ATTTATGAGT 7197 60 

TAATAGTATT TTTTTTGTTG TTTTAAGCTT GTCTTTTATA ATTTCTAAAT TTTTGTCATT 719320 

TATAAATAGT ATTTCGTTTT TTATGAATGG AGTTGTTTGA ATTTCAAAAA AATATTCAGT 7198 3 0 

TGCATCTGAA AAAATTATTG CATAATTAAA TTGTTTTTCA ATAATAGAAG ATTCTTTGCA 719 940 

TCCTTGTATT GAAATTACTA AGAGCGCTAT TATAGCAAGT TTTTTAGGGC CAGACATTTT 7 2 0000 

ATTTCTCAGT ATATTTATTG TTAATAGTCA TAG AT AT T AA AGCCAAACCA AGTATTATTA 72 00 60 

GTGCATAGAT GCTCATGTTG GTTAAAATTA ATGTTTTTAA AGTTGCAATA AATAATCCTA 72 012 0 

AAAATAGAAT AGGAGAAAGA ATAATTTTGT ATTCTTTTGC CGAGTATTTT TGGCATTTTT 72 013 0 

TAATTTTCTT TTCAAAAATT ATGGCCGAAA AGATTAGTTC TATTGCATTA AGTATTGGTA 7 2 02 40 

ATTCTATATA TTCATAAATT CCAAAAATTT TGCTATTTAG AATTATTATT TCTAAGTTTT 72 03 0 0 

TAGAAAATAT TAGTC C AAAT GTGAAATATA TAAGTATTGT TAATTTTTTT TTAAATAAAG 7 2 0360 

AATTTTCATT TAGAGTAAAG AAAAATATAA ATATTAATAG TGGGAATATA TAGTAGTATA 72 042 0 

AATGTTCTTT GAT AAAT ATT GAAATCCCCA GGCTTATTCT TGATGTGTAA TCTAATTCAA 7 2 043 0 

ATGATCTGTA T AG AAT AAA T TCTTGAGTTA AATAAAGAAA AGAAAACATT GTTATTGCAA 720540 

GAAATATTGC TAAAACATGG GCTTGGGTAT TTTTTGTTTG ACTTTGTTTT AGCCGAATAT 720 600 

TC AT AT AAAT TTTTAATATT AGTGGTAGAC TTGTTAATAA AAAT AAAC T C ATTGTAAGTA 720 660 

CAATTCTACT TTTAAACGTT TTTTAAATCA ATTGATTGAC TAAAAACTTG TGTGATTTGG 7 2 0720 

ATATTTGTTT TATCAATATT ATTGATTTTA TTACTTTTTG T AAAC AT TAT TCCTAGAATT 7 2 0780 

TACTTTTTAG TGAATGTATA ATAAAATTAA TTATTAATGT TAATTATTAA TTGATTTAGG 72 0 840 

AGTATATATT TTTTAGATGA TAAATAGAAA TGCCAATAGA GATAGGGATA GGTCCAGATC 72 0900 

AAATGAC AAG GAATTAAAAA TT AAT T AC AG AATTAAGGCT CGCGAGGTAA GAGTTATTTT 720960 

TGAAAATGGA ACACAAGAGG TTTTATCGAT TGAAGATGCT ATTAAAAAAG CAAAAGAAGC 7 2102 0 

TGGACTTGAT TTGGTTGAGG TTTCTCCTAA TGTATCTCCT CCGGTTTGCA AGATTATTGA 7210 30 

TTATGGAAAA TATAAATTCC ATCAAGAAAA GCGTCAAAAA GAGCAAAAGA AAAATCAAAA 7 21140 

AGTAATTAAG CTTAAGGAAG T C AGAATGC A GCCCAAGATA GATGCTCATG ACCTTGATTT 7 212 00 

TAAATCAAAA AACATTTTAG GTTTTTTAAA AGATGGCAAT AAGGTTAAAG- TTACAATAAG 7212 60 

ATTTAGAGGT CGTGAACTTG CTCACACATA TTTAGGATAT GGTATCTTAA ATAGCATTCT 7213 2 0 
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TGAAAAAGTA GGGGATGTGA ATTATGTTTT GGAATCTGCG GCTAAAATGG AAGGCAAAAC 7 213 3 0 

AATGTTTTTA ATTGTAGCGC CTAAGTTTAA AAAATAAATA TTAAATTAAA GGGGAAGAAA 721440 

TGGCAAATAA AATGAAAACA CGCAAAAGTG CAAAAAAAAG GTATTCTTTT ACTGTAAACG 721500 

GTAAAGTTAA GTATAAAAAA CAAAATTTAA GGCATATTTT GACAAAAAAA TCTTCTAAGC 7215 60 

GCAAGAGAAA TTTAAGGAAA TCGGGCAATC TTTCTTGTTT TGAAGTTAAA AGAATTAAAA 72162 0 

CTTTATTACC TTATGGTTAA AATAATTTTA GGAGATAGAT ATGGCTAGGG CTAAAAACGG 72168 0 

CACAGTTCAC GTTGCAAGGC GTAAGCGAAT TTTAAAAAAA ACAAAAGGAT TTTGGGGTAC 7 217 4 0 

AAAAAAGAGC AATTATAAAA AAGC T AAGG A TACCTTGAGA AAAGGTATGA TGTATGCCAC 7 213 0 0 

AAGAGATAGA AAAGTTAGAA AAAGAGATTT TAGGCGCTTG TGGATTTCAA GAATTTCGGC 7 218 60 

TGCTTTAAGT GATACTGGGG T T AC TT AT T C AAGATTTATT GAGGGTTTAT TGAAGTCTAA 7 219 2 0 

TATAAAAATT AATAGAAAAA TTTTGTCTAA TTTAGCAATT GAGGATGTTG AAGCTTTTAA 7219 30 

AAAAATTGTT TTAGAAATAA GAAGATGAAA AATCAAAGCT CCTGGGAGGT TTAATTTTAA 722 040 

GAATTAGAGT TATTTTTTTG CGACATCTCA TAAAATTTAG GAATTTGAAT ATTTTTAGTC 722100 

AATGATAGCC AAAAGCAATT CAGAGGTTAA GAATAAAAAT TCCGCCTTGA AAAATAGCGC 72216 0 

TAAATAAAAA TGTTCTTATG TTGGCTTTTT GGGAGTTTAA TTTATTTTAA GGATTATTAT 7222 2 0 

TGTGCAGCTT ATTTCTCTTA ATAATATTGA AAAGCAAGAG AGTTTTATAT ACTATAGAAA 7 22 2 80 

TGTATATTTT GCTGATGTTA TTTATAAGTA TAATGATATC TTAGAAATCA AAAAAGTCAA 7 22 3 40 

GTTTGTAATT GAAGCTACGC C C TT AGG AG A AAAGCATGTC AC T ATTGATT T TAT AG AT C T 7 22 400 

TTTAAATTAT CCTGTTTTAA AACTAATGGT TGCAATTAAA AGGCGTGTAA TCGATTTGGA 722460 

GTTTAAAGGT AAGCTTCCTT GATTTTAGAA TTTAAGTCAG AAAAAAAAAT GATAAATTTT 72 2 520 

TCCAAATCTT TTTTTTATCC TTTGCCAATT GGTAAAATAT TTGTTTTAAG TGGTGACATG 722 530 

GGATCTGGAA AAACTAGTTT TTTAAAGGGA CTTGCCCTTA ACCTTGGAAT TTCTTATTTT 72 2 6 40 

ACAAGTCCAA CTTATAACAT TGTTAATGTT TATGATTTTA TAAATTTTAA ATTTTATCAT 7 22700 

ATTGATTTAT ATCGGGTGTC TTCTTTGGAA GAATTTGAGC TTGTTGGGGG ATTGGAAATA 7 2 2760 

CTTATGGATC TTGACTCGAT TATTGCTATT GAATGGCCAC AAATTGCTTT GAGCATTGTT 722 820 

. CC AAAAGATA GATTATTTTC TTTAACTTTT AAAAT AGT AG "GTTCAGGCAG GGTTGTAGAA 72 2 8 80 

CTTAATGGTT AATACACTTG CATTTGAATA TTCATATAAA GCATTAATAG TT T AT T G TAG 722 9 40 

AATTAATAAT AATAATTTTT CATTGGTTAA ACTTAAATCA AATTTAAATT TTAGTGTTCC "72 3 0 00 

AAAAATTTTC AATGATTTTG TAATTAAAAA TAATATCGAT CTTAATCAAA TTGAATTAAT 72 3 060 

TATAAATTCT TGTGGTCCTG GTTCTTTTAC TGGTCTTAGA ATTAGTTTAA GTTTTGTCAA 72312 0 



, ,-~ 0 — ^^r-~ -rr- GG~Cr jrprT1 CTATTCCTTT TGTCAATATT TCCACATTAG ATGTTTTTGC 72 3180 

, z ^_,^^ G _,- i^cC CCAGTGCAGT TGTATTAACT TTTACTGCAG GTAAATATTT 72 3240 

_ r __ ir - v __ G , , - ijijljl jl_-t«T GCAAA.TTGAT AGGGAAGATT TTGTGTTTTT CTAAGAAAGA 72 3 300 

.^^^^^ -n^z TTCGAATC AGA.TCGATCC AAATTCAGTG CTTATTGGGA ACAATCTTGA 72 3 3 60 

1G _,-^- f - CGC - g A3TGCA ATCATAAATT T AAAAT C ATT GAAAATTTAA GTTCGTTTGG 72 3 420 

ij-LjL-.rTC'rA. AC AG AAC TTG GGGTAGCTAA ATACTTAAAA AATCGAAAAG GTGATGATAT 72 3 48 0 

TCTG^C-GGA 2CCCTTTACA TAAGACAAAG TGATGCAGAG GTTAATTTTC ATTCTTGAAA 

---ATG-TCAA AAAGGCTC-TT AACTTCGCTT ATATTGTGTT TGTCTTTTAG TAGTGATTTT 

_ r _ OTT _ r - CTir CT jlxaaTAAA 7TCATAAA-TT TCAGATCTAA ATATTTTAAT GTTTTCAGGG 723 660 

„^ rpT _ ct _^ CTATTTTAAC AGCATCCTTT TTTATTTCTA ATATTAAAAC CTCAATATCA 723 72 0 

_^ TT ^ A . rr _ ?fr taATGCCC-TC ATCTGCTTTT CTTGACAATA CTAGCATCTT TATTCCTTGA 723 73 0 

AAACTT^-TG GTGTAGTGAG TATTTCTCAT TTGTGCATAT 'AGCTTGTTTT CCAAGTAATT 7 23 840 
^ ( _ [ _ Trr ^ rT - Grr _ -n i CTATGATT GGCGCCTTTA GGTTAGCTGT AATGTCTTTA TAATCATTGA 

C-TGC-C-^T GA TTATGCAT AGTAT AAC TT TTTCATCTTC TTCTTTTGCT TTAATGTCCG 

^TCCTGGATA TTCGGCAA.GT ATTCGCTTAA AAAAT TG AAA GGAGATGTCA 7 2 4020 



723540 
723600 



723900 
723960 



724080 



CCLAAAAA_-CT TACGTCTTTA C T GAT GG AT T G C AT AAT AG A AAAAGGCTTA TACTTAGAGT 

CTTTTATCAT AAA.TTCCTTA ATGTTTTCAA ATCCAAGTAT TCCCTCGGGA AAATCAAATT 724140 

TAT^C^T^T TTCATCTATC AT TC TAT T T T AT AAAAT C T A ATAAAGTCGT TTGCATTATT 7 2 4200 

- TTA-GCAGAGA TTCCTATAGA CACTTGA-TAA GCTAAGCTTG CCATATTTAA ATTAGTTATT 7 2 4260 

GCTTTTGCTA CATCAAGATC T GT AT AT T G A ATCATATCTT CTTTCATATC TGCAGCTTCT 7243 2 0 

—f_ 'GC TT A.TTC TTTCATAGCT TCTATCAAGT CTATTTTCTT TTGCTCCAAG ATCTGCAACG 7243 30 

rzz. T A" AAGTA. ATCTTTTTAA GCTTTCGTCA ATTTCTGCCA GACTTCTACT TCCAACAAGC 7 2 4440 

TCTTCTTCGT TATTGTAAAG TGTGTCTCTA AGCTCAATAA GCGCATCGAA AAT AG AC C T A 7 2 4500 

CTTC7AACTT CTGTGCTACT AGAAAGGTTG TAAGGAGGTA GTTTGGTATC ATTGTTTTTG 7 2 4560 

GCAAX-TATTC CAAGTGTTTG TAAAACATTT GATTCCTTTT CTTCTGTTAT CCAAATTTGG 7 2 4620~ 

TQTGGAGTTG TAGTTTTAAT AGACAATGAG, TTTAAAACGG GATCAATGCT TGCTTCAACA 72 46 80 

GC-CGCTGAAG ATTCATTGAT TTTTGCAACG ATGTCAAGAG CAGTATCTCC TGCTGTTAGT 7 2 4740 

CCTATCTCAA TA.TTGTCAAT ATAAATTTTT GTATTTTCTT TTACGGCAAA TCCATTAGTG 7 2 4800 
TTTACTGATG AGATAATA.TT T T G ATT T TG T AAGAAAAATA TTACATTTCC AGGGTAATTA 
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TTTGACATAT 


GAATGTCATT 


GTATACCTCT 
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GTTTTTTTTT 


CAGCTTGGTT 


GCCGTTGTAT 


724920 


TCTACTTTGA 


TTATTTGGGG 


GCCCGCACCG 


TCTTTGCTTG 


TTTTGCTTAT 


TTTATTCTCT 


724930 


CTAGTTACCT 


TAAACGCCTC 


GCTATCAATT 


TTAGTCCCCG 


AGAATATGCT 


GTATCCATCA 


725040 


GGCCCTTTGG 


CGTTTGCTAT 


TGCAACTACA 


TCTTCAAGCA 


AGGCATTTAC 


TTCTTTTGAT 


725100 


ATCATTTTTT 


TGTCATCTGA 


TTCATAAGTT 


CCGCTTGCTC 


CTTGAATTGC 


AATTTCTTTA 


725160 


GCTCGTGTTA 


AAATATTTGT 


AAGAGACTGT 


AAATATCCTT 


CCGTATATCT 


AAGGTTGCTT 


725220 


TTAGAAGTGT 


CAATATTTTT 


TATGTATACA 


TTAAGCTTAA 


ATATGTCGTT 


ATCTAGTCTT 


725280 


ATTGCGTGAG 


TAACGCCTGT 


TGGATCGTTT 


CTTAATTTTA 


CAATCCTTTT 


GCCGCCTTTG 


725340 


TATAAGTTTT 


CTAAAAGTTT 


TGTAATTTTA 


GACTCTTGCT 


CTGCTGAAGA 


GGTTTTGAAA 


725400 


TTTTCATATG 


TTAATGGATG 


ACTTACTCTA 


TTTATCATGC 


TTATACTCCC 


ATTTTATTTA 


725460 


TTACTGTGTC 


TATTAGTTCA 


AC AGAAAC AG 


TGATAAATTT 


ACTTGCTGCA 


ATAAATGCTT 


725520 


GTTGAAATTC 


GATCATGTTT 


GCAAGTTCTT 


CATCTTTGTT 


TACTCCAGAA 


ATAGACATTC 


725580 


TTAGATCTGT 


TAAATCTTTT 


AATATTTGAG 


ATTGGCTTTC 


TTTTGTGATT 


TCTGAAATTT 


725640 


GTCCTTTTAT 


TGCTATATTT 


GATGCTGTAT 


TTGCAAAGTA 


AT CAT T T AAT 


GTTAAATTTT ' 


725700 


TGCCAATCAT 


AATC TGAGAA 


TTTCCAAAAG 


AGGAGATTCT 


TAGTGCTGCT 


TGGTTATCTC 


725760 


G AAT AG AT AT 


TTCATTTGTT 


GGATTTTTAA 


TTCCCGATGC 


TATTTTTGAA 


GGATCTGAGT 


725820 


CTATTATGTC 


TGCAACTTTT 


ATCCATGCTG 


CAGGATTTTT 


TAGAGGAGAG 


ATTGAATAAG 


725880 


TCGATTTAGG 


CGCCAATTTG 


TCTGTTGTGT 


CAATATTTTT 


AT AATC AT AA 


GCTCCCTCAG 


725940 


GTCCAGATGC 


ATTTAATATT 


GCTGTATATT 


TTGTTAGAAA 


TGATCCAGAA 


TCTTCTATAT 


726000 


GTTTGATTTT 


AAATGTTATA 


TTCTCATCTT 


CTTGTTCTTT 


AACTGCTTTG 


ATTTCAAGCT 


726060 


. TGCCTTCTGA 


GTTAATTCTT 


GCTGTAACTT 


GTGCGTTGGA 


ATTATTTATT 


CTATTTATTA 


726120 


CATCTTGAAC 


TGTATCTGGA 


GCATTGTAGG 


GTATTTCTAC 


AATTTCATTA 


CTATTTGTAG 


726180 


CTTCAAATTT 


AAGAGTTCCG 


TAAAATCCCA 


ATTTTTCTTC 


TGGAAATATT 


TCATTTGTGC 


72 6240 


TGTTAATTTT 


GAAAATATGA 


ACGGAATCAA 


ACTGACCATT 


TCCGTTAGTA 


TCATATCTAC 


72 63 00 


CTCGATCATC 


AGTTAGTTTT 


AGTTCTTGAG 


AAAAAAAACT 


TCTTCCATTT 


TTTTTATCCA 


7263 60 


TTCCACGTCC 


TGCTTCATGT 


ATTTCATTAA 


CAATTTCTAT 


AATGTTGGCA 


GCTATATTAT 


726420 


TTAGTTCATT 


GATTTCGTTT 


TTAATCTCTT 


CATCTCTTAT 


GTTAAGCAAA 


GATCCCAGCT 


726430 


TTCCCGTTTT 


AAGGTAAGCT 


TTGTCATTAT 


TTGCCCATAA 


AATGTTCCAT 


CTAGTTCTGG 


726540 


TGGGCC CGTT 


TGTAGCTTCT 


AGTTTGAATT 


CATTTGCAAT 


TGAACCTTGT 


ACAAGATGTC 


726600 


TTCCTTCTGC 


G TG GAT T AAA 


AATTCATTGG 


GATCTTGTTT 


GTTTTCAATT 


GATACACTTA 


726660 
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TTATATTGCC TAATTTTTCA ACCATTAAGT CTCTTGCATC CATTAAGTCA TTTGGATTGT 7 2 6720 
CTTTCATTGC TTGAGATTTT GAAATTTGTT TATTAAGATT TGCAATGTTT CTAATGTAAT 72 67 30 
TGTTTGCCTC ATCCGTTGTA ATTTTTATTT CATCGTTTGC CATTATGTAA ATTCTTTCAA 72 6840 
GCGAATGGAA TCTATTTCTT ATTCCTTCAC AAAAAGATTT GCCTCTTTCT AGAATTATTT 72 6900 
TTCTTTCTGC TAAACCTTGT GGTTGATTTG CTAGATCGTG CCAACTTTCC CAAAAATCAT 72 696 0 
TTAATCTTTT TCTTATTGAT TGATCCTCAG GTTCGTTATA AACATCTTCT AATATTGATA 72 7 02 0 

TAAACTTGTC TTGTGAAGTC CAGTATCCTA GTCGGTGCGA TTCTTCAATG ATTCTTGTGT 7 27 0 80 

TAAGTAGTTC ATCTTTTACT CTGTCTATAG ATTGAACAAC AATCCCCTGT CCCAATTGTC 727140 

CTTGTTTTTT GGCTCTGTTT AATTGTGGAG CA'TAAAGAGG AATTTCGGTT TTC ATTGTTA ( 7 27 200 

CTCTTTGCCT TGAATATCCA GGCTTTGTAG CATTGGATAA ATTGTGCCCA ACTGTATTCA 7 27 2 60 

TAGCATCTTT ATGTGCAAAT AAACTTCTTT TGCCAATTTC TATTCCTGAA AATGTTGAAT 7 27 3 20 

CCACTCTAAA CTCCTTTAAA GTTTTTTATT TATTAAAACG GAAGCTTCGT TTGAGCGTCC 72 7 3 80 

AATTTTTGGC CCGTAAGGGT TTTTATAAGT TACATTTTCT ACACTTTCTT GGATATCTTG 72 7 4 40 

'GAATATTATT GATAACATGT CAAGGGACGT GTTTACATAG TTTTGTATTA TGTAGTTTAA 72 7 5 00 

ATTTTTGATA TTCAGTATTC CAATTTTCAA TTTGTGTAGA TAG T C GT AT A TTTCTTGTTT 727 5 60 

GTAAATTGTA GTCAATTTTT CTACAGCTTC GTAAGTTGAC TTAAAGTTTT CATTTTTGGT 727 6 20 

AAATTTTTTC CAAATTTCAT CTCTTTTGCT TTCAATTTCT TTAAAACTTT CAAGCAATAT 727 6 80 

TTTTGTTTTG TTTGCGACGT CTTTAAGTCC TATTTCATTT TTATTGTCGA TATATTCTTT 72 7 7 40 

TATTTTTAAG TATGAATTAT AT ATTTC TTC TACCAAGAGA AGTTCTTTTT TTAAGACTTC 7 27 8 00 

TTTTAGTTCA GTTTCAAGTT TTGTTTTCAT TTTTATGAAA TTAATTATAA GCTATTATAA 727 3 60 

AC AT AT TT AC AAATCAATTT TGTCTTTTTT ATTGTGTTAT AATACATTAA AGTATGAGTA 72 7 9 20 

AGTTTTTTGA GAGAGATGAT GATATTGTAG CTCTTGCAAC ACCTTTTTTA AGTAGTGCTT 72 7980 

TATGTGTGAT TCGTAGCAGT GGTGCTTCTT CTATATCTAA ATTTTCTAAA ATCTTTTCAA 72 8040 

ATCATTCAGC TCTCAATTCA GCATCTGGGA ATACGATTCA TTACGGTTAT ATATTAGATA 7 2 810 0 

GTGAGAATGG TTGCAAGGTA GATGAAGTTG TTGTTTGTTT ATATCGAGCA CCAAAAAGCT 72 8160 

TTACAGGGCA AGATGCTATT GAAGTTATGG CGCATGGTTC TGTGATTGGA ATT AAAAAG A 72 822 0 

TTATAGATTT GTTTTTAAAA AGTGGGTTTA GGATGGCTGA ACCTGGTGAA TTTACTTTAC 7 2 82 80 

GTGCATTTCT TGCTAAAAAA ATTGATCTTA CAAAGGCAGA GGC AATTC AT - GAGATTATTT 72 3 3 40 

TTGCCAAAAC CAATAAAACT TATTCTCTTG CAGTTAATAA ACTTTCTGGA GCTTTGTTTG 72 8400 
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TTAAAATAGA 


TGCAATAAAA 


AAAAGTATTT 


569 
TAAATTTTCT 


ATCAGCTGTT 


AGTGTTTATC 


723460 


TTGATTATGA 


GGTTGATGAT 


CATGAGATTA 


GTATTCCTTT 


TGACTTAATT 


TTAAGTAGCA 


728520 


AGGCTGAACT 


TAAAAAATTA 


ATTAATTCTT 


ATAAGGTTTA 


TGAAAAAATT 


GATAATGGTG 


728580 


TTGCTTTGGT 


TTTAGCAGGT 


TCTGTTAATG 


CTGGAAAGTC 


GTCGTTATTT 


AATTTATTTC 


728640 


T C AAAAAAG A 


TAGATCAATT 


GTTTCTTCAT 


ATCCAGGCAC 


TACAAGAGAT 


TATATTGAGG ■ 

-j 


72 8700 


CAAGTTTTGA 


GCTTGATGGT 


ATTTTATTTA 


ATCTTTTTGA 


TACAGCAGGA 


CTAAGAGATG 


723760 


CTGACAATTT 


TGTTGAGAGA 


TTGGGAATTG 


AGAAAAGTAA 


CTCTTTAATA 


AAGG AAGC AT 


728820 


CTTTAGTGAT 


TTATGTGATC ' 


GATGTTAGTT 


CAAATTTAAC 


AAAAGATGAT 


TTCTTATTTA 


728880 


TTGATTCAAA 


TAAATCTAAT 


AGT AAAAT AT 


TGTTTGTTTT 


AAATAAGATA 


GATTTAAAGA 


728940 


TAAATAAGTC 


C AC TGAAGAA 


TTTGTTCGCT 


CAAAGGTTTT 


AAATTCTTCA 


AAT T T AAT AA 


729000 


TGATTAGTAC 


TAAAAATTTA 


GAAGGAATAG 


ATATTCTTTA 


TGACAAAATA 


AGGGCTTTAA 


729060 


TCTCTTATGA , 


GAGAGTCGAG 


ATTGGACTTG 


ATGATATAAT 


AATATCATCA 


AATCGTCAGA 


729120 


TGCAACTTTT 


GGAGAAAGCT 


TATGCTTTGA 


TTTTAGATTT 


AC TT AGT AAA 


ATTGATCGCC 


729180 


AAGTAAGTTA 


TGATATGTTA 


GCATTTGATG 


CTTATGAGAT 


TATCAACTGT 


TTAGGGGAAA 


729240 


TAACAGGAGA 


AGTTAGTAGT 


GAAGATGTTC 


TTGACAATAT 


GTTTAAGAAT 


TTTTGTTTGG 


729300 


GGAAATAAAT 


ATGGATTTTG 


ACGCAATTGT 


TATTGGAGGG 


GGGCATGCGG 


GGATTGAAGC 


729360 


TGCTCTTGCT 


CTTTCAAGGT 


TGAATTTTAA 


AACTTTAATG 


ATT AC TC AAA 


ATTTAGATAC 


729420 


AATAGGCAAG 


CTTTCTTGTA 


ATCCTGCTAT 


TGGTGGGCTT 


GCTAAGGGTA 


ATATGGTTAG 


729480 


AGAAATTGAT 


GCTCTTGGTG 


GTGAAATGGG 


TCGTATTATT 


GACTTTAGCA 


TGATTCAGTT 


729540 


TAGAGTTTTA 


AAC AAAAGTC 


GTGGCCCAGG 


AGTTCAAGCT 


CCACGTGCTC 


AAGC TG AT AA 


729600 


ATTAATGTAC 


CAAACCAAGG 


CTAAAGAAAC 


TTTAGAACGT 


CAAGACAATC 


TTGATCTTTT 


729660 


TCAGGATACA 


GTTGTGGATT 


TTCTTCTTAA 


TTCAATGAGA 


AATGAAATTG 


AAGGTGTTGT 


729720 


TACAGAGAGA 


GGCAATAAGT 


TTAGATCAAG 


CGTTGTGGTA 


C TT AC AAC AG 


GGACGTTTCT 


729780 


TCGAGGTAAA 


ATATTTATTG 


GCGAGTATAG 


AGCTGATATG 


GGTAGGCTTG 


CTGAATTTTC 


729840 


TGCTTATGGG 


CTTGATAAAA 


CTTTACTTGG 


TCTTGGATTT 


GAAATGGGTA 


GGCTTAAAAC 


729900 


GGGCACTCCA 


GCAAGAATTC 


ATAAAAAAAG 


TGTGGATTTT 


TCAAAGACGG 


AGGTTCAATT 


729960 


TGGAGATTCA 


GATATTATTC 


CTTTCTCTTT 


TTCAAATGGC 


AAGTTAGATA 


AATCTCAACT 


730020 


TTCATGTTAT 


GT AAC C TATA 


C T AAT AAAAA 


AACTCACGAA 


ATAATTAGCG 


AGAATATGCA 


730080 


CCTATCACCT 


CTTTATTCTG 


GTGAGATTGT 


GGGTAATGGT 


CCAAGATATT 


GTCCTTCTAT 


730140 


' TGAGGATAAA 


ATAGTAAAAT 


TTAAAGATAA 


AGATAGGCAT 


CAAATTTTTA 


TTGAGCCTGA 


730200 
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AGGTTTTAAT ACTGAAGAAA TGTATCTTAA TGGTCTTAGC TCTTCTTTGC CTGAAAATAT 7 3 02 60 

TCAGCAAAAA TTGATTAACA GCATTGAAGG CCTTGAGCAT GCTGTTATTA CAAGGCCCGG 7 3 03 20 

TTATGCTGTT GAGTATGATT ATATAAATCC AATTGAACTT TACCCAAATC T T GAG AG C AA 73 03 80 

AAGAGTCAAA GGGCTTTTTA TAGCGGGGCA G AC T AATGGC TCTTCAGGGT ATGAAGAAGC 7 3 0440 

AGCAGCTCAA GGGTTAATGG CTGGAATTAA TGCTGCTCTA AGACTTCAAA AT AAAAAG C C 73 0500 

AATGATTTTA ACAAGAACTA GCTCTTATAT TGGAGTTCTT ATTGACGATC TTGTTACCAA 7 3 0560 

AGGCACTAAA GAACCTTACA GAATGTTTAC CTCTAGAGCT GAG C AC AG AC TTAATTTAAG 73 0 62 0 

GC AT GAT ACT AGTGACAAGC GTTTGATTAA GATTGGATAT GATCTTGGGC - TTGTTGATGA 73 0 68 0 

GAAGAGGTAT TCAAGATATC TTTTTAAAGA GAGCAGGGTT GAAGAGATAA AGGAGCTTTT 73 0740 

AAAGCAAAGG CGCCTTAGTT TAAAAGATGT TGTTGATGAA CAATTAAAAA AACATGTTAG 73 0S00 

TAAAGATTTT TACCATATTT TAAAAGATCC TTCTATTAGT TTAGATAATC TTATAAAGAT 73 0 3 60 

TGATCCAAGT TTAAGTGATT CAAAAGTAAT TTTAGAGCAA GTTGAATTAG ATGTTAAATA 73 0 920 

TGAAGGCTAT ATTAATAGAC AAAAGGATTT AATTAAAAGG CTTGATAATC TAGAGCTTGT 7 3 09 80 

CAAGCTACCA TTTGATTTTA ATTATGAAAT TATTGAAGGC CTTTCAAGAG AAGC T AG AG A 7 31040 

AAAATTTTCT AAGATTCAAC CAGCTACCCT TGCTCAAGCA AGTCGAATTC CTGGAATAAG 7 3110 0 

AAG T AC AG AT ATTACTGTTT TGTTAATATA TTTTTCAAAT C C TAAAAAT A AGGTAGTTAT 7 31160 

" AAATTTTTCT TTATGATAAG TGATATTGAA TTTGCTTTGT CAGAACATAA TTTTCAGTTT 7 3122 0 

GCTTACAAAG ATCTTCAGAA GATAAATTTA TATATAAAGA GAATTTTACT TTTAAATACT 7 312 80 

AGATTTAATT TAATTTCAAA TAGTAATAGC AATTTTAATT CTATTCTTAA TCTACACGTT 7 313 40 

ATAGATTCTC TTTTGGGATT GTCTACTGTT AAAGAGATTA ATCCTTCTGA AGTTCTTGAC 7 3140 0 

GTTGGAAGTG 'GTGCTGGATT TCCGGGCATT ATTTTGGCTA TTTTTGACTC TTCTAGAAAA 7314 60 

TATTATCTTT TAGAGAGAAG TAAAAAAAAG TCTACTTTTT TAAAAAT GAT AAAATTAGAA 7 3152 0 

CTTGATTTAG AAAATGTAAA AATTTTAGAA TATGAGATTG AAAAAGAAAA AAAGAAGTAT 7 3158 0 

GAATTTATTA CAATTCGAGC TTTTAGAAAT ATGAATGAAT ATGCATTAAT TTTAAAAAAT 7 31640 

C T T T T AAAGG GTGGGGGATT GATTATGGCA TATAAGGGTA AATTTGATAG AATTAACCTT 7 3170 0 

GAAGTCAATC AAATTAAAAA TTTATTTAGT AAAATAGAAG TAAAGTCTTT AAATTCAAAA 7 317 6 0 

TTAAGAGTAG ATAGAAATTT GGTTTTGCTT TACAGATAAT ATTATTATCG TTTAAGTTCA 7 3182 0 

GTTTATATTT TAGAGTGATT TTGACTAGGA GTATTATGAA GAGTGGTTTT" CAGATAGATT 7 318 8 0 

CAGAAGTAGA GAATGCATTA CATTTGATAA ATAAATTTAG AAGAGAGGTT GC AAC C AG AG 7 31940 
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TTCTTGGTCA 


AAAAGAAATG 


AT AG ATGC T A 


571 
TTTTAATGGG 


TCTTTTAACA 


GATGGGCATG 


73 2 000 


TTTTACTTGA 


AGGGGTTCCG 


GGTCTTGCCA 


AGACTCTTGC 


AATTCAAACT 


GTATCTGATG 


7 3 206 0 


TTCTTGATCT 


TGAATTTAAG 


CGCATACAGT 


TTACCCCAGA 


TCTTTTGCCA 


TCTGACCTTA 


7 3 212 0 


CTGGTAATAT 


GGTTTATAAA 


AGTGCTACAG 


GCACTTTTAA 


AGTTAGAAAA 


GGTCCAGTAT 


1 3 2 1 8 0 


TTTCAAATGT 


TATTTTAGCA 


GATGAAATCA 


ACAGGGCTCC 


TGCAAAAGTT 


CAGTCTGCTC 


7 3 2 2 4 0 


TTCTTGAGGC 


TATGGGAGAA 


AGACAAGTAA 


CTCTTGGAGA 


CGAAACTCAT 


AGGCTTCCAG 


732300 


ATCCGTTTTT 


TGTTCTTGCC 


ACTCAAAATC 


CAATAGAGCA 


AGAGGGGACT 


TATAATTTGC 


732360 


CAGAATCCCA 


ACTTGATAGA 


TTTTTATTAA 


AAGTTAATGT 


TCATTATCCA 


TCAGTGCAAG 


7 3 2 420 


ATGAGGTAAG 


GCTTTTGAAA 


ATATTTTCAG 


TAGATGGGCG 


TCTTGAGAAT 


ATTAAAGTTG 


732480 


C AAAGGTG AT 


GAATGCTTAT 


TCTTTGGCTG 


ATATCAAGAG 


AACGGTTGGT 


AGAGTAAAAG 


7 3 2 540 


- TTGATGACAA 


GATAATGCTT 


TATATTGTTA 


CTTTAATCTC 


GGCATCTCGT 


GAAAGGGATA 


7 3 2 6 0 0 


AAAAAAC TT A 


TCCGTTTGCC 


AAATATATTG 


AATTTGGAGC 


ATCTCCTAGA 


GCTTCTCTTA 


7 3 2 6 6 0 


GTTTATTAAA 


GTGTGCTCGT 


GTTAATGCTC 


TTTATGAGGG 


GAGAATATTT 


GTTTTACCAG 


132120 


AAGATGTCAA 


AGCTGTTGCT 


TACAGCGTAT 


TAAGGCATAG 


AATTACACCA 


TCTTATGAGG 


7 3 2 / a 0 


CAGAGGTAGA 


GGAAATGAGC 


ATTGATGATA 


TTATTAGAAT 


GCTTCTTTCT 


GCTGTAGCGC 


7 3 2 840 


TTCCTTAGGA 


AATGATTTTA 


AAAT GAT AC A 


AGATAATGAG 


ATAAGTAGTA 


GTACTAAAAC 


73 2 y 0 u 


TAGGATAAAA 


GCTTTAAAAT 


" TCTTTTCAAG 


GAAAATGCTT 


TCAGAGCTTA 


ATTTTGGTGG 


7 3 2 y o U 


TTATCGTTCA 


ATTTTTAAAG 


GTCTTGGCCT 


TGAATTTCAT 


GAGTTTAGGC 


CGTATGAGGA 


7 3 3 Oz U 


TTCTGATGAT 


GCTAGATTTA 


TTGATTGGAA 


TGTGAGCTCA 


AAAGC C G AC A 


GCATTTTTTC . 


- 7 3 3 0 8 0 


AAAGGTTTTC 


AAAGAGGATA 


GGGGAATGAA 


TCTTCATCTT 


CTTGTTGATA 


ATTCACTTTC 


7 3 3140 


CATGAGCTTG 


GGAGACAAGG 


TAAACAAAAA 


GGATGTTCAG 


GATTTGTTGG 


TTTCTATTTT 


73 3 200 


TGCACATATG 


GCATTTTTTA 


ATAATGATAA 


AATAGGTGTT 


ACTTTTTTTT 


CAAGTGGAAC 


7 3 3 2 6 0 


AGACAAGTTT 


ATACCCTCTA 


GCAAAGGTCA 


TTCACACTTA 


GGATTGATAT 


TAAGTGAAAC 


/ i J J z U 


AATTAATAGA 


AATCTTAAGC 


CGGGTAGCAG 


CTTGGCCTAT 


ATTTTTAAAA 


ATACGGCAGA 


/ 3 3 3 o U 


ATATTATAAA 


AAAAGATGTT 


TAGTTATAAT 


TATTTCTGAT 


TTTAAGGCGA 


ATGCTTATTT 


/ j j44U 


TAAATCTTTA 


AATGTTTTAA 


GCAAGAGACA 


CAATGTTATT 


GCTATAAGAA 


TTTCAGATTT 


7 3 3 5 0 0 


T TT T GAT G AA 


AATTTTCCTA 


AAAT TGGG AC 


TTTAATTTGT 


GAAGATATTG 


AAACTGGAGA 


/JJboU 


AAATTTTTTA 


GTTTCGGGGT 


TTAGCAAGTC 


AACATTAAGT 


GGTTATAAAA 


ACTATTGGAC 


7 3 3 6 2 0 


GCTTGATAAA 


ATAAAATGGA 


AAAAAGAATG 


T AT T AAAA AA 


AATATTAGTT 


TTATTGAGAT 


733680 


TGATACTAAA 


GAAGATGTTT 


TTAAAAAACT 


T AAAAT T C TT 


C TT AAAAAGG 


GACAATAGAT 


733740 
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TTTGAAGAGA GCTGTTTCAA ATCTTTTTCT TTTTTTAACC TTATCTTTGT ATTCTTATGA 73 3800 

AATAAAAAAT GAAATATTTA TGCCGACTCG TTATTATGTA GGTGATTCTG TTGATTTTAA 7 3 33 60 

AGTTTCATTA ATTTTAAATG ATGGTGAAGA GTTTTCCCCT GTAGATTTTA AAGATATTAA 733920 

TATTAAAGAT GAATTTGTTG -AAGTAAATTC GATTAGTTTT AATAACACAA CAAATGAAAT 73 3 98 0 

AATAGTTAAT TTTGTTTCTT TTTATATTGG AAGCAGCTCT CTTCCCTCTA TTTATATTGG 7 3 4040 

TGATGTAATT AGCAATGGTA AGAAAAACAA GGTTATTCTA AAGAATATAA AAATCAATAC 73 4100 

A G AT AAGC T A GTATCTAATA ATTCTGATTT TAAAATTAAA AATATAGAAG GTGTTTTATT 73 4160 

TATTCCTGGA ACAAGCACCT ATTTGTTTTT ATTCATTTTT GTTTTGTTTT TGATTCCTTA 7 3 4220 

TTTGGTTATT AAGCTTTTAA AGCTTTTAAA TCGGCTTTTG ATTTACTTGA TAGTTAAGCA 73 423 0 

CGGACTTAAA AAGCGTTATA AAGTATTGCA GAGGCAGTTT GTTATTTTGT CTAAATACGT 7 3 43 40 

TAGAGATGGT GGGGATCAAA GTGCATTTTA TAATTTAATA AATTCTTCTT TAAGAGTTTA 7 3 440 0 

TTTATCTAAA AAAACAGGTT TTGATTTTAA TGCAATCACT AC AAC AG AAA TTTCTATAAT 7 3 4460. 

TTTGCAAGAT CTTAAGGTTC CTTACGAGAT TCGATCAATT TTTATTAATA CGTTAAGACT 7 34 52 0 

TTCTGATTTT AGTAAATTTA GTGGTGTTGA TTTGGTATTT GATAGC TTGT CGTTTGTTTT 73 45 8 0 

AGAGGATTTA AGAACGGCAG CATCGAATTT TGAAGAATTT AATAGAGGTG CTAATGTTAA 734640 

CATTTAATGA GCCTTTATAT TTGTTTTTAT TAGTAATTTT TCCTTTAATA ATTTACTTTA 7 3 4700 

ATCATTTTTT AAAAAATAGA GGAGGCAAGA TAAAGTTTCC AATATCGCTT TACGGCAATT 7347 60 

TCAACTCTTT AAAACTTAAG GATTATAGAT TAAATTTGAT GTATTTTTTT AC TT AC T C TT 7 3 482 0 

TTTTATATTT AGCTGCAATG GTTATGGTGT TTGCTTTAGC AGGTCCTTCA GTTTCAAAAA 734880 

AGAAGATGAT ACATCTTAGT GCTGGTGCTG ACATTGTCAT TGTTC TTGAC ATATCGCCTA 7 3 4940 

GTATGGGGGC TGTTGAGTTT TCTTCCAAAA ATAGACTTGA ATTTTCAAAA GAATTGATTA 7 3 500 0 

GAGGTTTTAT TTCTCAACGT GAAAATGATA ATATTGGTTT GGTAGCTTTT GCAAAAGATG 73 5 0 50 

CTTCAATAGT AGTGCCTATA ACAACAGATA GGGAATTTTT TAATAAAAAG C TAG AT GAT A 7 3 5120 

TTTATATTAT GGATCTTGGC AATGGTTCTG CTTTAGGGCT AGGTATTTCT ATTGCGCTGT 7 3 5180 

CTCATTTAAA GCATTCTGAG GCTCTTAAAA GATCAATAGT GGTTTTAACA GATGGGGTTG 7 3 52 40 

TTAATTCAGA TGAGATTyAT AAAGATCAAG TGATCAATCT TGCTCAAGGT TTAAATGTTA 7 3 53 00 

AGATTTATTC TATTGGTATT GGAAGTTCTG AAGAATTTAG TGTTGAGTTT AAATTAAGAT 7 3 5360 

CTGGAAAATT TTATCAGGGA AGTTTTAAAG AGGTTTATGA TCCTAGTATG- CTTGTGGAGA 7 3 542 0 

TTTCAAATAA AAC GGGGGGG CTTTTTTATT CGGTTAATGA TGATTTTTCT TTTCAATTTG 7 3 5480 
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C AATTC AAGA 


TTTTTCAAAA 


AAGG AAAAT T 


TGGAGAGAAA 


AATTAAAATA 


GCTGTGGACA 


735540 


ATAAAGATAT 


TTATAAAGAA 


TTTTTAGTTT 


TAGCGTTTTG 


CTTATTGCTT 


GTTTATTTTA 


735600 


TTTTTTCAAA 


AATTTTGTTA 


AAAGAGATAC 


TATGAGTATA 


AATAATTATA 


GTGC TTTAT A 


735660 


TTTTTTTTTA 
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GTTTTATTGT 


TTATTTTTTT 


TGTATGTGTG 


CTTGATTTTA 


GACGAAATAT 


735720 


X v_ \_v_7 X X X X X X 


AAAAC C TT AA 


GTTTTATGTA 


TGGGGACAAT 


TCTTATATTC 


AAAAT TAG T A 


735780 


a TT 1 A A A a A A 


GTTGTAATGT 


CAATGTTTTT 


TATTTTTAGC 


TTGATTTTTT 


TAATTTTATC 


735840 


\^.t\ XXIX uuri x 


ATTTCTTGGG 

ilL XXX V_ X X VJVJU 


GGCAAAGAGC 


TGTTGAGGAT 


GAGAGAAATA 


AATTGAGAAT 


735900 


mmr-irprnrnrn a TT 
X A ^- X X X X rt. X X 


TTTGATATTT 

XXX \J*^ X i 1 - XXX 


CTCGTAGCAT 


GTT AAGTGTA 


GATGAAGGTA 


AAATTATTAA 


735960 


T AH-APTTGAG 


AGTGCTAAAA 


ATATGATTAG 


TTTAATTTTA 


AGTAATTTTG 


AGAATGCAGA 


736020 


j-\ j rt. x x — \ — > — x x 


ACTATTTTTA 


AAGGCAAGTC 


TAAATTAGTT 


TTACCTTTTT 


C T AAGG AT AA 


736080 


AAACAGTTTA 


AACAAGATGT 


TAAATTATAT 


AGAGCCTGAT 


TTAATAAGCT 


CTCCTGGAAG 


. 736140 


TTTTTTAGGA 

X X X X X X rTwVj'JiT. 


GATGCTGTTT 


TTAGTGTAAT 


CTCTAATGTG 


CCGGATGACT 


CGTATTATAA 


736200 


TTTTTTAOTT 

X X X X X X rtLJ X X 


ATTTTAACAG 


ATGGCGATGA 


TTGGGGGGAA 


AATAATTATT 


ATAGGTTTTC 


736260 


T A A ATTTHTf 

X .rt-rt-rt. XXX X V_ 


AATAATTTAA 


AATTGGAAAG 


TTTTGTGGTT 


GGGATTGGCG 


GGAGTAATCC 


736320 


mTTTTATTT 


AATCAAAATT 


TAAGCATTAA 


AGATAAAAAT 


^GGAAATCTTG 


TTAAAACTGG 


736380 


(1ATA A ATGAG 


G AAAAT T T AC 


TTCTTCTGGC 


CTCTTCTCTT 


AAGGGATCAT 


ATTATAACTT 


736440 


GTATTTAAAA 

\»J X XXX ixTxiiii. 


GGGATTAACT 


TTGTTGTCAA 


TGATATAAGA 


AATGGTATAA 


TAAGAAGAAC 


736500 


GT C AAAC G AC 


ATTATACTTG 


TTGATGTATC 


AAGATATAAA 


ATTTTTTTGG 


TTATTTCATT 


736560 


GTTHTTTATT 

X X \-J XXX fT. X X 


TTTATGTATT 


TGTTTGTCAG 


GATGATAAAG 


TGGGAC G AAA 


CTTTTTAGCA 


736620 


ATTTTATATT 

ZT. X X X X X X X 


TTTGCTTTTT 


GTTTTTAGGT 


TTTTTGTCTT 


GCTCAAATGT 


TAAATCCATG 


736680 


TCTTTAATGG 


CTATTGGTAA 


TTACGAATAT 


GTTAGAGGAA 


ATTATCAAAA 


TGCAATTTCA 


736740 


AATTATTATA 


ATCTTGTAGA 


GGATGAAAAA - 


. TATTCTGCTT 


GGGGATATTA 


CAATCTTGGT 


736800 


GTTGTATATT 


ATTCTTTGGG 


TGAGTATGAA 


AGTTCTCTTA 


GAATATTCTC 


TTACGCTAAG 


736860 


AAGAC C AATG 


ATATTTTTTT 


AAATTTTAAT 


GTCAATTATA 


ACGAAGGAGT 


AATATACTAT 


736920 


AATCAAGGAC 


TGTATCATAA 


GGCCGAGGTG 


GCTT TCAAAG 


AAGCTTTAAA 


GATTAATCCT 


736980 


GGCAGTTATA 


ATGCTAAATA 


TAATCTTGAA 


CTTGCAATAA 


TAAAAAAACG 


AGCGGTGCGC 


n T 7 n 4 n 
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GATAGTTTGA 


ATTCCTTAAG 


T G T AG AAAAA 


GGTAAAAATT 


TTGTTGAAA.G 


TAATGAAAAT 


737100 


TTTTTAAGGT 


ATATTGAAAA 


TCTTGAGAGG 


GTTGTATGGT 


TGAGAAAAAT 


AG AC G AG AAT 


737160 


CTAGCTGTTC 


CAAAAGAAGA 


TTGGTAATAT 


TTTTTATTTA 


TTTTTTTTCA 


ATCGC AAGAC 


737220 


TTTATTCGCT 


TACGGGCATT 


GATTTTGTTA 


AAAAT ATT AA 


AGTTTTAAAG 


GGCGATAAAT 


737280 
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TTATTCAGAT TGTAAGACTT AATAATCCTT TGCAAGATAT TGACATAAGT TTGCTAAAAG 7373 40 

TTGAAATAAA CAAAGAAGTT CAATCCAATT CCAATGTTTT ATCAATATCT AGAACAACCG 73 7 400 

ATAATAACTT TTCTTTTATT GAGATCAGGG TTGAATATCT TTTTGAGAGT TTGGGATTTA 737 460 

TTAAAATTCC TCCATTAAAA GTAATTTATA AGGGCGATTT TTATATATCT TCAGAAGTTG 7 3 7520 

. AAGTTAGTGT GCTAAGAGCT GATGAAATAA ATTCTTTTGG TTTGCCAGTT GATTTATATT 73 7 5 80 

GGGATCTTGA TAAGAAAGAA ATTTATGAAT ATCAAAGTAT TGGACTTATT TTGCGCTCAA 73764 0 

ATTGGCTTTC AGATAGCAAT TCTAATGAAA TGTCTGGATC , TTTGCCTGCT ATTAAGGATG 73 7700 

CAATGGTTGA AAAGATGCCT ATATTTGGGG ATATTAAATA TAGAACTTTT CATAATAAAG 7 3 77 60 

AGATTTTAGA TGTACCTTTT TATAACTTTA TACTAACTCC TCTTAAGGGC TCAAAAAATG 737 820 

TTTTGATTCC CAGTTTTTCT TTTAATATTG GTTCTGGCCT TGTTAGGAAT ACCCCTGAGC 737 880 

'TTTTATTAAA AGTTAAACCG ATTCCTGGAG AGGTTAAATC TTTAGCAGTA GGAACTTTTA 73 7 940 

GAGTTGATTA TGAGACTCCA ACTTATTCGA CAATTGAGCA AG AT AT AT T T ACTATTTTAA 7 3 800U 

TAAAAATTAC AGGTCAAGGG AATTTTGCAC ATTTTTACTT TCCAGAGATT GAAACTTATA 7 3 80 60 

ATTCTAAAAT TC TTAAT AAA AAGAAAAATT ATAGCTTTAA GCCTTCTAAA AATGGATATA 7 3 812 0 

AGGGTAGTAT TTCTCAAATT TATACAGTTA AGCCCGACAC TAAAGGTAGT GTATTTTTAA 7 3 8130 

ATATTGGTGA TTTTAATTAT TTAAATCCTG ATAATGATAC AGTTTATACC CTTAAAGGGA 7 3 32 40 

AAAAATTGAA GTATGAATAT TCAGGAGAGT TTAACAGCAT AAAT AG AG C A CAAAATAATG 7 3 3300 

TAGATTCTGA TTTTAAACTA TTATCTTATG CCGATATTTT GAATTATAAA AATAAAACTT 7 3 83 60 

TTTTATTTTT TGTTTCATAC TATTATTTAC TTTTGATTCC AGGATTTTTA TTATCTTTAA 7 3 342 0 

TTATTTTAAT TAACTATAAA AAATTTTTTG CAGCATCAAG TTTTGGGCTG GTTATTTTAA 7 3 8480 

TATTGGCTGT TGGCATTAGT TTAAATGCTG T AAAT GAT GG TTTATTGTCG GAGAAAAATG 7 3 8540 

TAAATGATTT GATTGAAGAC TAT AAT ACTA AAAATTATGA TGCTGCACTT AT C AAG AT AG 73 8 600 

ATAACATTCT TAAAAAATAT C C AAAT TAT T CAGGACTTTG GTTAAATAGA GCCCTTGTTT 7 3 86 60 

TAAGTAAAAT GGATAGAGAT TTTGATGCTA TTTATTCAGC TTATAAGGCA . TTTTTGGCTT 7 3 872 0 

CTCCGAATAA TGAAACCTCT TATAAAGTTA TTGATTTGAT TGAAGCTAAA AATGGAGTTA 7 3 8730 

CAGACAATGT TCGTAACAAT AGTTTTATTT TTTCTAATAT TTTTTTTATT ATCAGTTTAT 7 3 8840 

• TTTTGATTAA TTTTTTAGTT GTATCTATTT C T TAT AG ATT TTTGGCAAAA AATTTGAAAA 73 8 9 00 

AAATAATTAT ATTTTTACTT TTTTCTGCGG TTTGTTTTAC TATATTTGAA- AC AT ATT ATT 73 89 60 

TTTATTATGA GCAACAATCT GAAGTAGGAA TAATTAAGGG TGATTTAGTC TCTCTTTATA . 7 39 02 0 
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AAGTTCCTGA CAATTTTTCA AGGAGTTGGA GATTTTTAAA AGGAAATGCA AGTGTTTATA 7 3 908 0 

TTC TTGAC AG CAAAGATGAT TTTGTTCTTA TTGAAACAAG TTATGGACTT CAAGGCTGGA 7 3 914 0 

TTCACAAGAA TTTTGTTGTG TCCTTAAAAG ATGATTTGAT CTAAAAAATA AATATTTACA 73 92 0 0 

ACACTTGAAA ATTTTTTAAA AGGGTTTAAT TTTATTTTTC CCTGTACACT ATTCTACCTT 7 3 9260 

TTGTAAGATC ATAAGGAGAT AGCTCAACTT TTACTTTATC ACCAGGAACT ATTTTTATGA 7 3 9320 

AATGTTTTCG CATCTTGCCA GATAGATGGG CAAGTACAAT GTGCTTGTTT TTAAGCTCTA 73 93 80 

CTCTAAACAT GGTATTTGGA AGGGATTCTT TTACAATTCC TTCAGTTTCA ATAGCTTCTT 7 3 9440 

CTTTAATATT CAAGACAACC TCCATAATTT TCTGTAATAG GATAAATTTT ACATGATTAA 73 95 00 

ACATATCATT TCAATTATTC TTTTTAAGAA TAAAAGCATT ATTTTTTGTT TACATTATAA 7 3 95 60 

GAAATTGTGT ATATAATTAC ACGAAGTTTT TTAAAAATGT AATTTATAGG GAGGTATCAT 73 9 62 0 

GCAAAAAGCT GTTTCTGAGC ATGAGTTTAT TGAAGAGATC AAAAAATTTC TTTCAGCTGA 73 9 680 

AAAAAGAGAG ATATTAGATT CTATTAAGTC TGTAGAAAAT AGCAAAAAAG AAATAATTAA 7 3 97 40 

TAATGACATG TATCCAAAGG ATGTTGTCGA TATTGCTTTT GATAATATGG ATGGAAATAA 73 9 8 00 

TCTTGAAGCG TTAGGTTTTG TTGAAAAGAG AAAGTTGAAT TTAATAAATC AAGCTCTTTA 73 9 8 60 

TAGAATTTCT CAAAATTCTT ATGGTAAGTG TTTGGC TTGT GAAAGAGAGA TTGCTAGGGA 73 9920 

GAGACTTTTA GCTATTCCTT ATGCTTTTTT GTGTATTAGT TGTCAGACAA AAAAAGAAAA 73 99 80 

AAAGAACAAA AGATGATACA TCTTAAGTTA GTTATTTAAT ATTGTAATTT CTACTCGCCT 7 400 40 

ATTTTTAGCC TTTAATGGGG AGGACTTAGG ATATTTTGGT TTTTGAGATC CCCATCCTTT 7 40100 

AAATAGTATT TGGTCTTTGT CTTTTACTTT CATTTTTATT AAATAATTTC CAATTGCACG 7 40160 

AGCTCTTTTT TCAGATAGCT CGTGCATCTC TTCTTCCAAT CCAAATTGCT CAGTATGTCC 7 402 20 

TTCTATTAGT ATGTTATTTT TTTTAAATTT TTCAAGAAGT TTAGCTATAA GGTCAATTTT 7 4 0280 

TTTATATTCT TTTTGTAGTA TTTGAAATGA GTTAGGATAA AATTCAATGT CAAAGCTTAA 7 40 3 40 

ATTAATACCT TTATTGTTTT TTTCAACTTC AATAGCTTTT ATTTTTTTTT CTCGGATGTA 7 40400 

ATTTTCAACC TCAGTTTCAA TAAGATTATC ATTTGGAAGC TCAATTGAAA CTATTCTGCC 7 404 60 

AAGAGAGTTT CCAATCATTT TAAAATGTTG GTTGTTGTTC TGATTTATTT CAAATATATA 740 52 0 

TTTATCGCTG TATTTATATG TATTGCCAAT TTCATTATCA AAATAAATTT TTTGGTCTAC 7 4 0580 

TTTTTGATAG AAAGAGATGT TTTTTACATT GTATTGTGAT TCATAATTCG AAAGAATTAT 7 40 5 40 

GTGGTAATGC TTGCCATTGT GCTCTTCTTT GCCTTTATAT TCGTAGTTAA CATTAAATTT 7 407 00 

TACAACGAAA TCTTTTATAC TTTTGTCTAT TTTTGACGCT TCTATATATT CTTCTGCAAG' 740760 

AT AT G AC C AT TTTTCATTTA TTTTGATTGG TGTTTTTGGG AATCTTGGAA TACCTCTAAC 740820 
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AGAAGGTCTT 


TTTTGATTTG 


CTCCTATTGT 


ATATTCTCCT 


TGCTTATTTA 


CGCTGAAGAT 


740880 


TTCTTCAAAC 


TCTTCATTTA 


ATAGGTAAGG 


TTCATTAATA 


TTTTCTCTTT 


TTAAGATTCT 


740940 


AAAAAAAGCT 


TTAATGCTTG 


CAAAGTTTTC 


TTTTATGTCT 


TTTATTTCAC 


TTGAAATTTG 


7 41000 


AATATTGGTA 


TTAGAGCTTG 


AATTATAATG 


GCCATTGAAA 


TATATTTTTT 


GATTATCTGT 


741060 


GCCTTCTAAT 


CTAAACTTTG 


AACCTTTAAT 


GTATTTAAAT 


TCAAAGATTT 


CAGAAGAAAA 


741120 


AGCTAAGCTT 


TGAATTAAAA 


ATAATAACAA 


CAATGGTGTA 


GTCGCCTTGG 


TAT T C AT T AA 


741180 


TAGATTTTAT 


CATAAAAGTA 


TTTAATTTCT 


AATTTTTTTT 


AAAATTGCTA 


TTTAATATGT 


741240 


TGTTCTGATC 


TGATATTTAT 


TATAATTTAT 


AACACAGTGG 


GAATTTATTT 


AAATTATTAA 


741300 


TTAATAGAGG 


TTTTATATGA 


AATATAAAAA 


AACAAGGATT 


AATTTAAACT 


TAAAAAGAAA 


7 413 6 0 


AAGTGGTATT 


TTGCTTAACA 


TAAGCTCTTT 


AC CATC T AAA 


TATGGCATTG 


GAGATTTAGG 


741420 


GAAAGGAGCT 


TATAAATTTA 


TAGATTTTTT 


GTTTGCATCT 


TCTCAAAGTT 


ATTGGCAAAT 


741480 


GTTTGCTTAT 


TCCCCTATTG 


ATTTTACAAG 


ATCTCCCCCT 


TATTCAATTT 


TTTCGGCTTT 


741540 


TGCTGGCAAT 


GTTTATTATA 


TTGATTTAGA 


AGCCCTTGAC 


AAATTTATAG 


ATTCAGATTT 


741600 


AAGTCTTTTA 


AAAGAAAATG 


AAACCAGGTA 


TTCTGATTTA 


AAAAAAATAA 


GTTTTAAAGA 


741660 


TAAATTTCTT 


AAAGAAGCCG 


CTTTAAATTT 


TATTAATAGA 


GCTTCGGCTG 


ATGAGGTTAG 


741720 


AAGCTTTGAA 


AAATTTAAAA 


AAAAGTCTTC 


TTATTGGCTT 


TTAGATTTTG 


CAAGTTTTGT 


741780 


TGCGTTTAAA 


GAATATTTTT 


TTAAAGAGTC 


AAAGAATGCT 


TTTAATGTTC 


TTTTTGATAG 


741840 


AGGAATTCTT 


AAAAGAAATG 


AAAAAGATTT 


ATTTAAATTG 


AGAAATATCC 


TTTCAAAAGA 


7 41900 


GATTAAAGTG 


CAAGAGGTAT 


TGCAGTATTT 


CTTTTTTTCA 


CAGTTTCAAG 


CTTTAAAGCG 


741960 


CTATGCAAAT 


GATAAGGGGA 


TTGAGCTAAT 


TATGAACGTG 


CCTTTTTTTA 


TAGCATATGA 


742020 


CTCTGCTGAT 


GTTTGGGCAT 


ACCAAAAATA 


TTTTAAGCTA 


AGATT TGATG 


CAAGCAAAGA 


742080 


TAAGATTGCA 


GGAATTTCTC 


C AG ATT AT T T 


TTTAGAACAA 


GAGCAAGCTT 


GGGATAGTGC 


742140 


AGCTTATAGC 


TGGAATGTTT 


TAAAGAAATT 


TAAGTATGAA 


TGGTGGGCAA 


AAAGGATTGG 


742200 


GGTTTTAAGA 


AAGTATGCAG 


ATATAATTAA 


AATTGATCAT 


TTCAGAGGTT 


TTGTTTCTAC 


742260 


TTGGGAAGTT 


AGTGCGGGCG 


AGTCTTATGC 


TTTTAATGGG 


TTGTGGGTAA 


AGTCGCCAGG 


742 320 


ACGAGATTTT 


TTCAATTTTA 


TTTTAAATGA 


AATTAAAGAT 


TTAAAAATTT 


GGGTTGAAGA 


742 380 


TTTTCAAAAT 


GATCTTGAAG 


ATGTTTCAAG 


AC T AAGAG AT 


TTTTTTAATT 


TTCCAGGAAT 


7,42 440 


GAAAATAATG 


AATCTTGCCT 


TTGATTTTGA 


TTCAAGCAAT 


CAAAATCTTC 


CTCATAATTA 


742500 


TATTAAAAAT 


TGCATAGTTT 


ACACAGGAAG 


TGGTGATAAT 


GATACAATAC 


GAG AGTTTAT ^ 


742560 
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TAATTCTTTA GATGATTTGC ATAAAAAGTA CATTTTTGAT TATTTAAATA CAAATGAAAA 7 42 62 0 

TTTTGTTGTT TGGGACATGA TAAGAAGTGC TATGGGTAGT GTTTCTGATA ATGTGATAGT 7 42 68 0 

GTCAATGCAA GAT TAT ATT A ATTTAGGAGA TAAATTTAGT GCAAATATCC GAAAAAGCAC 742740 

TTTAGATAAT TGTATTTTTA GATTATTAGA AAGTGATTTA GATGCTACTT TGAGTCAAAA 7 42 800 

TATAAGTTTT ATTACAAGGC TTTATGGCAG GGCTTAAGAT TTTTAAGAGC AAAGTCGTTA 742 8 60 

TAAAATTTAG GTATTTTTAA ATTTAATTGA GATCTAATTG TGCAAATAAA AATCACtGTT 7 42 92 0 

ATTTAATATT TTTTCATTTG CAAGTATCAT GTATTAATGT ATATGAAAAT TTTTATCTAT 742 980 

TGGGTAGTTA TTTTCTTCTT TTCTGTTTTC AAGGTTTTTA GT AT AT AT T C ATTAACCGAT 743 040 

GAAGAATTTT TTAAAAAATA TAGTTTATTT TTTGTTCATA AAGGATTTTT AAGTAAAAAT 7 4310 0 

GTTAATGGGA AAATAACCAA AGTTCAAGTC AATGGGATAA ATTCTAGGTG GGTTTACCCT 7 43160 

TTTTATAAGC TTGTTCCTAG TCGAATTACT TCTATTTATG AGGATGTTTA TTCTTCAAGT 7 43 22 0 

TCATTTTTGA CTACAAGTAA CAATCTTTAT GTTTCTTATG ATTATTCAAA AAATTTTAGA 7 43 2 80 

AAATTAGTAG GAATTGATAA ATTTAATAGC GGTGCATATA TTACATCTAG TGCGTTTTCT 7 43 3 40 

CAAGGAGATT AC AAGC GT AT TGCTATTGGA ACTGCGATTC ATGGTATTTA TCTTAGTGTT 7 43 4 00 

AATGGAGCTA TTAGTTTTAA AAATT T AAAT CGTTTGATTC CGCAGATTTA TTTAGGTGCA 7 43 4 60 

GGATATTACG ATATTATTAG TGCTATTGAA TTTTCAAAAG AAGAGACAAA TAATTTATAT 7 43 52 0 

TTTTCCTCTG GAGTTTATGG AGATATTTTT TTAATTAGTC AGAAAAGTGG AT T T ATT AAA 743 5 80 

AAAATATCTT TTCCTTTCAA AAAGCAAATA ATACGTATTT TAGACTTATC TAGTAAGAAT 743 640 

GTAGAAAAAA TTTTAGTCAG AACATATGAC AATCATTTTT ATTCTTATAT TAATGGGCAA 7 43 7 00 

TGGGTATTTA .TTGGAAAATT ATCTTTGCAG GATCAGGATT TTTTTGAAAA ATCACAAAGG 743 7 60 

ATGCAGCTTG CTAAAAATAA AGGGTCTATT TATTTAACAG C AT AT A-C ATT GCGTAATAAG 743 82 0 

AAGGCAGTTG ATGAAAGATT TAAATTTATT AAAGATTCAG GTATGAATGC TGTTCTA-ATT 743 8 80 

GATTTTAAAG ATGATAATGG TAATTTGACT TATTCTAGCA AGCTTTCTTT GCCC AATAAG 7 43 940 

TTGAGATCTG TTAAAAACTT TATTGATGTT GCTTATATTC TTAAAAAAGC AAAAGAGCTT 7 440 0 0 

GGAATTTATG TTATTGCTAG ATGTGTTGTA TTTAAAGATT CAAAATTGTA TTATTATGAT 7 440 6 0 

AATTTTAAAC ACGCCCTTTG GAATAAAAAA ACCAATAAAC CTTGGGCTCA TTTGATTAAA 7 4412 0 

AAAGTTGATT CTAGTGGTCT TG T G AAAT AT GTACAAGTAG AGCATTGGGT AGATATTTTT 7 44130 

TCTCCTGCTA CTTGGGAATA TAATATTTCT ATCGCAAAAG AAATTCAATC TTTTGGAGTT 7 44240 

G AC G AG AT AC AATTTGATTA. TATTAGATTT CCATCAGATG GGCCTGTGTC TCTTGCAATC 7443 00 

TCAAGAATGA AT AAGT AT G A GATGCAACCC GTTG ATGC AC ' TTGAATCTTT TTTGATTATG 7443 60 
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GCAAGAGAAC 


AGCTTTATGT 


TCCTATTTCT 


GTTGATATTT 


AT GGG T AC AA 


TGGCTGGTTT 


744420 


CCTACTAATA 


GTATTGGGCA 


AAATATTTCA 


ATGTTATCAG 


ATTATGTTGA 


CGTCATATCT 


744480 


C CTATGTTTT 


ATCCTTCGCA 


TTATACTGAT 


GATTTTTTGC 


CAAGCAATTT 


TTATTACACA 


744540 


AAAAGAGCTT 


ATAGGATTTA 


TAAAGAGGGG 


AGTGATAGAG 


CACTTGCTTT 


TTCTTTAGAT 


744600 


GGGGTTGTTA 


TTAGGCCTTA 


TGTTCAAGCT 


TTTTTATTAG 


GAAAAGAAAG 


ATTGGTGGAT 


744660 


GACGAGATTT 


ATTTGGAGTA 


TTTAAAGTTT 


CAGCTTAAAG 


GAATTAAAGA 


GTCATTTGGT 


744720 


AGTGGCTTTA 


GCCTTTGGAA 


TGCATCTAAT 


GTTTATTATA 


TGATTAAAGG 


TAG T T T AAAA 


744780 


GAATATTTAG 


ATTCTTTTTA 


ATTGTTGTTT 


CTTGTAAAGG 


AGATTTATTT 


GCAACATTTA 


744840 


ATTCAATTTT 


TTTACGTAGG 


ATTTGGGATT 


TTTTTATTGT 


ATCTTGGTGG 


TAATTTACTT 


744900 


TTAAAAAGTT 


CAGTTGGCAT 


TGCTACTTAT 


TTAAAAGTTC 


CAACACTTTT 


AATAGGAGTT 


744960 


ACAATAGTAT 


CTTTTTCAAC 


AAGTGCTCCA 


GAGCTTTTTA 


CAAGTTTGGT 


GGCAGCTTTT 


745020 


. AAGGGT AAAA 


ACGAAATTGT 


TGTTTCTAAT 


GTTATTGGTA 


GCAATATTAT 


TAATATGTTG 


745080 


CTTGCTCTGC 


CTTTAGCAGG 


ATTCTTTTTA 


AAGATTAAGG 


CAGATTTTAA 


AAGACTTAAG 


745140 


CTTTCTTTTA 


TGTTTCTGTT 


TTTATTAATG 


TTTCTTCTTT 


TATTGCTTTC 


ATTTGATTTT 


745200 


AGATCTTACT 


CTTTTTTTGT 


AACACCTTAT 


AATCGTTTTA 


GCTCATTTAG 


TATTTTAATT 


745260 


TTATTTTTAT 


CCTATTTGTT 


GCTTTTTTAT 


AAAGAAGAAA 


AAGAGTATGC 


C AG C T T AG AA 


745320 


AATTCTTTCC 


AAGAAGGTGC 


AAGTAATTTA 


AATCAGAGTT 


TTAACTTTAT 


ATTTTTTAAC 


745380 


TTGTTAAGTT 


TTGCTATTAG 


CATGTATTTT 


CTTTATTTGG 


G AT CGAAATT 


ATTGGTAGAT 


. 745440 


GGAGCTCTTT 


ACATTGCCAA 


CAATGTTTTT 


AATGTTAGTG 


AAAAGTTGAT 


TGGAATTATA 


745500 


CTTGTAGCTT 


TTGGGACAAG 


TGTTCCCGAG 


CTTGTTGTAT 


CTCTTTTTGC 


AATAATTAGA 


745560 


AAAGAATCAG 


ACATTGCATT 


TGGCAACATT 


ATTGGTAGTA 


ATATTTTTAA 


TATCGGATTT 


745620 


ATTTTAGCTA 


GTAGTAGTTT 


TTTCAGACCT 


ATCTTATTGC 


AAGAT ATTT A 


TATTTTAGAT * 


745680 


TTTAGTATAA 


TGGTGTTTAT 


AACTTTAGTT 


TTATTTTTAG 


TGGTTAAATT 


TAAAGGGGTT 


745740 


TTTGGTAGGG 


GCATTTCTTT 


AATTTTTTTG 


CTTTTATATT 


TTTTATATAA 


TTTAATGTTA 


745300 


TTTAAGTTTT 


<> 

ATTGATTATT 


TGATCTTAAT 


TTTGACTTGT 


TAATATATTT 


TTAATGTAAT 


745860 


ATGTTTTATT 


ATTTAAATGT 


AACATAAGGA 


ACAATATGAA 


AAAAT T AC C A 


GAAATTTTTT 


745920 


ATATGAGTAG 


CAAAGAAGTA 


GATATTTTGA 


TTTCTCAATT 


- AGGAATATCT 


TCTGATACCC 


745980 


AAAAATCAAT 


TTTAAAAACT 


CTTTTGTCTT 


ATAAAAAGGA 


AGCTATAGAT 


- TATTCTTCTT 


746040 


TTATAGAAGA 


GCATTCTGTA 


AAAATAAGAG 


GTTTAAAAGG 


GGAGCTTGAT 


TTTTTATTTC 


746100 
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GCAAACTTTA 

TTTTGCCAGA 

TTGATGATTT 

TTAAGAATAT 

CAGATATTAA 

AATCATTGAT 

TTTTTAATAT 

AGCTTATTGA 

AGATTCTCTC 

TTTCAAAAAA 

ACTTAGAAGA 

AAAAGAC TTT 

AAGTTTATTC 

TTTTTGAATC 

ATTTGTACAA 

TTCTTAATAG 

CTTCTATTTT 

TTATGAATGA 

ACAGGAGAAT 

AAGCAGCAAA 

TTGATTTGTA 

TTTTGTTTTT 

GAGCTGGTTT 

AATTGGAAAA 

CCAAGAAGGG 

ATGAAGCTTG 

GATTTATTTG 

CTGCATAATG 

ATCGACTTAT 

TAAAGCTCCT 



TGAAQTTAAA 
CAGTATAATT 
ATTTTTGAAA 
AGAATCTAGT 
CTATAAATTT 
AATTCCATCG 
TGCTTCTAAT 
TTATGAGAAA 
TGGTATAATT 
TTATTTTGTT 
GCTTAAGGCT 
A GAG T T T AAA 
TGAAGGGCTA 
TAAAATTCAT 
GCCTTTTGCA 
TGAATTGAGG 
TACAGAAGAA 
GTATTGTTTA 
TTGTAAAACA 
ATATTTTAAG 
TTCGATTTTA 
GACAGGCAAG 
GAATAAAAGT 
AATTAGAAAA 
CGCAGCACCT 
GGTCAAATTT 
TTAAAATAAA 
CTTTATTTTC 
TAGTTCTTTT 
TTTGATAGAT 



AGAGGAATAG 

TTGACCGATG 

AC TT AT AT AG 

TTGTTGGTTT 

TTTGAAACAA 

AGCAGGGCTT 

AATGTTGTAA 

AC TTT AG AAG 

GAAATCAAGG 

T TTT TAG AG T 

ATAGAAGCTG 

AAAGGCTCAA 

AACGATCCTG 

GATATTTTGC 

TATGAGTTTT 

GCTAGTATAT 

GGCTTAGAAG 

AAAAATAAAG 

CAAAGCGTTC 

AATAGTAATG 

AATGCTGCTT 

CATCAAAGTT 

GGAAGCGGTC 

CAAAGAGAGG 

AAGCAAGTGG 

AGTGATAGGA 

TCCCTTGGCT 

CCATTTTCAA 

GAACCCACTC 

TTATTGTATA 
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TTACTAATAG 

AGGCCAGTTA 

GAATAGAGCT 

TTAAGAATGA 

AATCACAATT 

TATATTTTAT 

AAGATGTTTT 

AGGGTAAGAA 

^ATGAAGTTCT 

TTCTTAATCT 

TTAAAATTGA 

TTGATACAGA 

AAAATTTTTT 

CAAAAATATT 

TTTTAGAAGA 

TTAAAATTCT 

AAGTTCTAAG 

TTAAGTTTCT 

^GGTTCATCT 

AATTGTTACC 

ATAAAGATTT 

ATAAAGAGGC 

TTTTTGATTC 

AAATAAAAGA 

CAAGTAAGAG 

TACAAAAAAA 

TTCTTGCTGT 

ATTTTGATTT 

TTTGAGCGTT 

ATAAAATCTA 



AATAGCAACT 

TGATTTTTAT 

TTTTAGTTCT 

ATTTATAACT 

GAAAGAAATA 

TGAGTTTGTT 

CGTTAGAATA 

TATTATTGGT 

TGGCAAAAAA 

TTTTATTAAA 

TGAATCTTTA 

AGAGTTTTTT 

ATTAGTTGCT 

TCAAGTAAAA 

AT AT G AAAAG 

TAGCTTTGGG 

TAGATTGGTA 

TGATCTTATT 

TAAAGATTTG 

CTTATATAAA 

AAGCTTGTTT 

TTTGTCCAGA 

AAATGAAAGA 

GCAAGTTAGA 

C T AT AC AAAA 

ATAGCGTTTG 

ATTTTTTGAA 

CATTATAATT 

TTTAGAAATT 

TCAAAATAGG 



GATGGAGAAT 

TATTATTCTA 

TTGCTTACTG 

ATTGCAGATT 

TTAGTTTGGA 

AAAAAAATAT 

AAAGGATTAA 

GCTATTTCCA 

GGAATTACTT 

AATGAAAAAG 

AAAGCAATTG 

GGGATTTTAA 

AATATGTACT 

GAAAATTTTT 

GTTTTGAAAT 

GATGATCCTT 

TCTAGATATA 

GTTTCTCATT 

ATTAAAGTTG 

ATATATAAAC 

AAAAGAATTG 

TTGGATTTTA 

GTT AAAAGAC 

AATTCTTTCC 

C AAG AG C AAG 

TAAGTAAGCG 

GTTTGACATT 

TTTCCTCCCC 

TTAGCCATTT 

GTTGATTTAT 



746160 
746220 
746280 
746340 
746400 
746460 
746520 
746580 
746640 
746700 
746760 
746820 
746380 
746940 
747000 
747060 
747120 
747180 
747240 
747300 
747360 
747420 
747480 
747540 
747600 
747660 
747720 
747780 
747340 
747900 



CAAGGAATTT 
AAGTTTACTA 
TTACAAAAGA 
ATCTTATTTT 
CAAGCCAAAT 
GACTTGCTTT 
GCAGGATTAA 
ATGTTTCTTA 
ATGAATCAGG 
ATCATACCAA 
CAAAAAATGG 
AGGAATATCT 
TATATCATTA 
ACTTGACTCC 
AAGATTGCTA 
ATGGGTATGC 
ACTACAGTAA 
AGTATGAAAT 
ATTTTTATCT 
AAGGCGTGAT 
ATTTTGGTGG 
TTAGTTACGA 
TGGTTGC TGA 
TTATTTCTCA 
GTGTTTATAA 
CGGATTTGAG 
CTAGAGGCAA 
TTTCTCTTTT 
TTACTCATTT 



ATTCATGTTA 
TAGGTTTGCA 
AGAGTCTGAG 
AGTTGATTAT 
TAAAATAGAA 
TAAAAACAAT 
AAATATTTTT 
TTATCATTTT 
GATTCAAATC 
ATTTGTTAAA 
TACTTTTGGG 
TGATAAATCG 
TGATGTTGAT 
TGATGAAAAT 
TTACAAGGAA 
CATGAAGAAG 
TAAGATCAAT 
AATGGATAAT 
AATAGAAAAT 
GATTTATAGA 
GGATTTTGTT 
TTCTAATGGC 
TTGTAATTTT 
AAAAAATTTT 
ATATGAATAT 
ATTAAGAGAT 
TTTAATAGAT 
CGTATTTTCC 
CATC TAT ACT 



TTTATAATAT 
GATTATTCTG 
GAAGAGTACG 
ATTGGTAAGC 
AGGTCCAAGC 
AATGGTGTTT 
AATTATAATA 
TTATACGACA 
AAAGATTTAA 
ACGGTTTTGT 
TTTAGATTAA 
GCTTATGCTG 
GGAAAAGTTA 
AATGTAGCAA 
TATAATTACG 
ACTATTTTTT 
AAAAACTATA 
TTTAAAGGTA 
ATTTTTTTTG 
TACTCTTACG 
AATCCAATAG 
AATATGATTT 
GTTTTTGAGT 
GGCAGCTTGG 
AATAAATTTG 
GATGTTGGAG 
TTTCAAAAAT 
TATATTACAT 
TAATTTTTCT 
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TTTTTATTAG 
TTAATTACAG 
GATATAAATT 
TTAGTATTTT 
GCAGCGAAAG 
ATATTGAACA 
GATCTAATGA 
ATGAGAGAGA 
ATAATGTGTA 
ATTACGATGA 
CTTATGATGC 
TTTCAAATCC 
TTGAGATTTT 
TTTATCGTTA 
ACAATAATAA 
ATATCCAAAA 
ATAGAGATAT 
TTGC TATTTA 
ATAAAAATTT 
ACAAAGAAGG 
ATGATTTTGA 
CAAAGAAAAA 
ATTTATATGA 
GACAGTTGCA 
GAAAAATATC 
GATTTTCAAT 
TTGATTCTTT 
AGTAATTCAT 
GATACAATTT 



TGCTCCTCTT 
TATAGTGGGT 
TACTTATGAT 
AATGCCTTCT 
GCGCATATTT 
TATAGAGTAT 
AATGGTTAGA 
GTTTAGTGTT 
TTTTACAAAG 
GAATGGTTAT 
TAATCATAAT 
ATTTTCTGTA 
AAAT TAT GAT 
TGAATATTAT 
TAATTTAACA 
TAATGAAAAA 
TCCTACTGTT 
TAGTTATAAA 
TAATTTAATA 
ATTTTTGATT 
AGGAGTTTCA 
TTATTCTAAG 
ATATGATAAA 
GGATGATATT 
AAAGCAGTCT 
TTATAAGTGG 
GGGTAATTTA 
AATGACTTCT 
CTACTTTTGA 



TTTTCAAAAG 
AAATATGAGA 
CGCAATAATA 
TTTTTTAATG 
CTAAATAGGG 
ATGAGTGATG 
GAT AAAT ATG 
T AC AG ATT T A 
ATCAGCTACG 
ATCGTAAGAT 
CTTATTAAAG 
GCTACTAAAA 
ATTAATAACA 
TTTAAAGATA 
ATCAGTCAAJV 
AGAATAATAA 
T AT GAG G AAA 
TATGATGATA 
GCTGATGTTA 
GCTCAAGAGC 
AAGTATAAAT 
GATGGAGTTT 
CAAAATAGGC 
CATGGAGTTA 
AATCATGGTC 
ATTTATGATT 
ATCTAAGTAT 
TTTAGAAAAT 
ACCTGTTTTA 



747960 
748020 
748080 
748140 
748200 
748260 
748320 
743380 
743440 
743500 
743560 
748620 
748680 
748740 
748800 
743860 
748920 
748980 
749040 
749100 
749160 
749220 
749280 
749340 
749400 
749460 
749520 
749580 
749640 
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ACTTTTAGGT CTTTGGGAAT TTCTACTATT GTCAGATTCA TGCAAACTTT TCCTCTTATT 7 4 9700 

TTACATTTTT TATTGTTTAT TAAAAAATAA AAATCATTAC TTATATTTTG AGGTATTCCA 7 4 9760 

TCAAAATATC CGATTGGAAT AATTCCTATT TTCATATCTT CTTTGGCTTG AAATATACCC 7 49 82 0 

GAATATGAAA TTTTTTCACC CTTTTTGACA TTTTTGATAA ATATTACTTT TGAAAATAAA 749830 

CTTAATACAG GCTTAAAATT TAAAGCAGGT TTTTTGTTTT TTAGCGATTG ACAGTAACCG 7 49 940 

TAAAGAATAA GACCTGGTCT T AC CAT ATT A AATTGTGGAT TTAGTTTGTA GTTAATAATG 75 0 000 

TGCCCTGAAT TAGAAATATG GACAAATTTG GGATGAATAT TTTTTTGTTT TAGTGTTTCT 7 5 0060 

AAAAAAAATA AGAATTGCTC TATTTGCTTT TGTGTGGTTT TAAAGTTTTC TATTGATGGG 75 0120 

AGATGTGAGC AGATCCCTTC TAGTTCTAGA AATTTTGAAT T TTG AAT AT A TGTAGCTATT 75 0180 

TCAAGGGCAT CATCTATTTT TATTCCATAT CTATTCATTC CGATATCAAT TTTTAAGTGG 7 5 02 40 

ACTTTTATTT TATTTTTTTG CAATGCGCAT TCTTTTTCTA T T AAAAAT AG ATATTCAAAA 750 300 

TCAGAAACAA ATGGTACTAA C TC AAATTT A ATCAAATTTT TAATTTCTTT TTTATCCACC 75 0 3 60 

TTAATGTACA TTAATATTTT TATATTTTTA TCAATTTTTT TAAGTGTTTT AGCATCTTCA 7 50 420 

ATATTAGAAA GTCCAAAATA ATTTATGTTT TTTGATTTTA AAAATTTAAA GATGTTTATA ' 750 480 

AGTCCGTGAC CATATGCGTC ACCTTTTAAG GTGGCCACTA TTTCTTTTTC GCCAATTTTA 750 540 

TTTTTAATTA AATTTAAGTT ATGTTCTAAA TTATTTAAAT TTATTATTAT TGTTTTGTTA 7 50 600 

CTACCCATTG T T T TAT T ATT ATACATTTAG CTCTCTTAGA GAAGTAAAAA TCTTTTTTCT 750 660 

ATTAATTTGT AGTTTATTCT ATAATGGGTA TTGG AAATTT TTTTATTTGG TTGCTTTTAA 7 507 2 0 

■ AATGTAATCT CAATTTTTTT TGAAAATCAT TATATATTTT AGGGTTAATT CTAATTTCGT 7 5 0780 

ATTTTTCAGT TTCTTTATTT ATATTATTTT CTACTGTTAT TGCTGCTAAA AT AT AAT AC C 750 840 

AGTTGTTATC TTTGTAATAT TCTGCAATTG TTTTTGAAAG AGATTCAGTT CTTAATGTAC 750 900, 

CAAATGAGTA AGCGTCTTTT GCAAGCTCTT TTTTTGATTG CTGTTTTCCA CTAGTAAGGC " 750 960 

TGCTTAGCTG GTTAATAAAA TTGCCTTTAT CTGGAC TTAA AAATTCTAAT TTTATGATTT 7 5102 0 

TGTATTTCTT GGAAGCTTCG TTTGATAGGT CAAATGAAAT AATAGCAGAA GATCCAATTT 7 510 80 

TTGAAAATAC ATT T ATAAAT GAATAACTAA TCCCTTCAAG TTCTTTTATC GGTTCTCCAT 7 51140 

TTAAATCTGC CAATTCTATG TAGGGTTGGC TAATGGCGAC ATCAACAGAT GCAAGTAAAA 7 512 00 

AACTTTGTTT TAGTTTTTTA ATTTCTGTTT TTATATTTTC TTTTACAATA TAATTTTCGT 7 512 6 0 

TTTCGAAGAT ATTAATTTCG TTTTCAGAAA AGCTATTTTT AGCTAGAGAA AG AAT TAT C A 7 513 2 0 

AGGTTAAAAT AAATTTTTTA ATGCTCATAA GATATTTCCT TTTGTTTTTA TTTATATATC 7 513 8 0 

TTCAAATAAA TCTCCAGCTA TGTCTTTTAA TATAGAATTT TCTTTTAGCA CTTCTTTTAA 7 5144 0 
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AAATTCAATA ATTAATTTTG AATTAAGAGA AATTTTATAA ATTTTAGTTT CTTGAGTAAG 7 515 0 0 

TTTATTTTTG ACAGTTAAAT CTGCAAGCAT ATAATTCCAA TGACCATTTT TATATGTTAA 7 515 6 0 

TTTAAAAGCA TTTTTAATCT CGTCACTCAT CAATATTCCA AATGGGTATG CAGTAACATA 751620 

TCCTTCTTCT TGTGAATTTT CAACAGCTAA AAGAGAATTT TTAAGTTCTA GGGTGGAACC 7 51680 

AGCTGTTACA AATTTAACAT CTTCAATTTC ATATTCATCA TCTCCATTTT TAGTTGTTTC 7 517 40 

AAAAAGT AT T AATAATGACG CGTAATAACT ATATTTTCCA TCCATTTTTA CAGGAGATAT 7 513 0 0 

TATATAAGAA TATCCAAATT TGTTTTTAAA TTCTGGTATT TCTTTTCCAT CTTCGCCTAA 7 518 6 0 

GATTGTCATT GCCTTTGTTT TTATCCAAGT TACGTCATGA TTACTATTTA TGATTGGCAA 7 5192 0 

TTTTTTATTT GAAATTTTGC CTGATATTAA ATGTAATTTT TCATCGCTTA TTGGTTTGCC 7 519 8 0 

AGTATTGCTG TCTTGATGTA CAGATTGTGG TTTCTTAAAA AAAGCGCAAC TCAGCATTAA 7 52 040 

CATGGGCAGC ATTATTAGTT CCAAATGTTT ATATGTTCTA AATACCATTA GATCTTCTTC 7 5210 0 

CTTTATACCA TTTAAAGCCT TTTTTAGGCG GTAATTAAAA TTTACATTAA ATCATAGTAA 7 5216 0 

TAATATAGAA TGCTAATGTC AAAGTCAAGT CGCTTTTGGT TTTATTTAAA ATTGCATTTT 7 52220 

TATTTTTAAT CTTTCAATAT CTTACAATAA * AGGTATTTCT GCTGCTAAAA AATGAATTAT 7522 80 

TCCTATAGTG ATT GAT AT AA TTCCAATTAT TTGCTGATTG CTTTCAAGTA TTGATTTAAA 7 52 3 40 

TTTTCCATAT TTTTTGTTAT TTTGAACTTC TGTAGGTAAT TTTTGTTTTA AGAACAAGAT 7 52 400 

GAATCCAATT AAAAATAAAC TTACAGCTGG AATTAAATTT CCAATTATTG GCAATTTGTA 7 52 460 

GGGCTTGATT ATTTCAAGGG CGCTGGTTAT TAAAAATAAT AATCCAAAAA TGCTTTTTAC 7 52 520 

CTTTTTATTA TCGTTTATTA AATTTACAAA ATCTTCAAAA ATTTTGAAAA AGCTTATTCT 7 52580 

TTCTATTAAT ATTGGAAATG CAAGTATTAT TCCTCCTAAG ATGTTAAGTG AAACAGACAT 7 52 640 

GAAGTATATT TGTATCATAT TTTACCTCTA GGTTTTATTC TTTTACTATA AAAGACATTA 7 527 00 

TTATTGCCAT TACTCTTTAA TATTATACTT AATAAACTTT CATTTTGATA GATTATATTA 7 5 27 60 

GCATATGTTG TAAAGTTTTT GCTGCTTATA TAAAGCAAAT TGCTTTCAAT TAATTTACTG 752820 

TC TAG AT AAA TATCTAGTTT GGCTTTTCCC AGGTTGGTAG TTTTTTTTGT TTTTATGTTT 7 52 8 80 

ATCTTTAGCG ATAATCTGTT TTTGTCTTGC TTGTAGCTTA TTATCATTTT GATATTATTT 752 940 

TTATTATTTT CGTGATTTTG AATTCTGGGA ATT AATAAAA TTTTAAAAAA TAAAAGAATT -.7 53 000 

GCAACAAAGA TTATCCCAAT AATGATATGT TTTTTCATTT TTTTTTGGTA TTCGATTTCT 753 0 60 

AGTTTTTGAT TGCAATTAAT CTTTTTCATT GTATTTGCAA ATCCAACCCT" ACTATAATTA 753120 

TAATTTTAAT AATGCATTTA AATTCCACCA GTAAACACTA ACACCAGTTT TTCGGCCATA 7 53180 
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(-> rprprp a <— a m A A 
X 1 1 riuri 1 


ACTCTCAGAG 


AGAAACATTA 


AATTTGGAGG 


753240 


C TC AATTAAA 


bb IA1 1 1 b 1 1 


Li I 1 Jr\±\ X X VJ-O. 


GCCCTTGCTG 


TGTAATTTCC 


ATATTAAATT 
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753360 
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GGAAGAGCAA 


TTTTATTTAT 


753420 


CACTTCTAAT 
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CTTTAATTTT 


753430 
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TCATAGTAAG 


TAGTTTTTAC 


753540 


ATAAAGAGTT 


TTTTTGTTGA 
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A ACCTTATCT 


ATTGAAATGT 


TGTATTTTTT 


753600 


CTTTTGATTG 


TCTATTGTT 1 
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TTTGTTGACG 


T AAATT TT AT 


AAAGC GGGGA 


753660 


AAATT C T T T A 
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A T" a TH" 1 AT A T & 


TCCTTCGCTA 


TATATTGATA 


TTATTGCAAT 


753720 


GTTGCCATTT 


TCATLAALAi 


<~p a a 0 a TT -1 A *T A 
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z\ a TTTGTGGA 


AATGGCATTC 


CGTTTAAACC 


753780 


TTCTTGACCC 


AAAATT I G 1 A 


L-r^bj A 1 bAba 1 X 


TTTGTTTAGT 


ATTAGTATTC 


TCATGAAGTA 


753840 


GGCAATATTC 


TCTTTTTGGT 


1 Lr AA 1111 bA 


TTTTTTATTA 


TTTAGTTTGT 


CTGCGACAAT 


753900 


AATAAAATCT 


TTTAGTGGGT 


a m a mm/™* fTprp^~"* 
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AAATC T ATTT 


TTTTTATTTT 


753960 


TAAATCGGGG 


TTTGTTTTAA 


A m a rp rn r~~* A r T""T 1 

A1A1 lbbAl 1 


TTCl ATA TGTT 
X X X rt. x x x 


TGTATTAGTT 


TTCCGTATGA 


754020 


GTTGAAAATC 


ATTAATTTAT 


mm/^rnrprnrprn7\ rp 
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TTTTnr A A Tf^ 


TACACTAGCC 


CGTTATACGT 


754080 


TTTGATGTCA 


AATTTTGAAT 


rnrn/^rnA A A T 1 T"T 1 
lib 1 AAA1 1 1 


OTT ATTP A OA 


GGCATTATTG 


GACCAGGAAG 


754140 


TGTTCCAAAT 


GGT AIT. 1 1 AA 


Al Ibl 1 1 lb 


TPPTA ATTOG 


TTTAAAGTTT 


TAGTATTACA 


754200 


TGATATAATT 
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GCAAAAAbLA 


Abb. 1 1 AA ifil 


a a riAHPTTT A 


TAGTGTTTTT 


TCATATTTTT 


754260 


AT AT TAT TAT 


mm a aaa m/*""* t\ 

TT AAAA 1 GAG 


mTlim A AffTiP A A 

111 AAb 1 bi^-rt. 


TT A TTT AGGA 

X X xxx nvjvjiT. 


GAATTAATAC 


CTACCATGTT 


754320 


AAAAGCAGTA 


C T T G AXxAG AA 


L. 1 A 1 1 bbb 1 b 


AAA AACTAAA 


AGAGATTTAA 


AAGATTATCT 


754380 


TCCGACTTTA 


a aaa rn a rrirn a 

AGAAA1A1 1A 


A 1 AAbb 1 1 vjj-tt. 


nGGTTGGGCA 


TTATTGTTGG 


CAGATGAAGA 


754440 


TTTTTCAAAb 


bAbAL AbAAA 


A OOTT a A AO A 


TGAATTAAAA 


TCGGGTAATT 


CTTTAGAGAA 


754500 


TA.TTTTAGAG 


CGAGCTi riA 


b-lbiblbl Ab 


AHAAGCTGCT 


AGAJ^GGCGTC 


TTAAAGAAAG 


754560 


GCCTTATGA I 


b 1 GC AAA 1 G A 


1 ibbbbbbb 1 


X X L X X 


AAAGG C AAAA 


TAATAGAAAT 


754620 


G AAAAG GGG A 


/—i A A i — 'A A A AA 

GAAG^AAAAA 


LlblHbv_ib 


AGTTGAAGfG 


GCGTATTTAA 


ATAGTTTAAC 


754680 


. AGGAGATGGG 


GTTATTATTG 


TTACTGTTAA 


TGACTATCTT 


GCAGAACGTG 


ATTCCAATTG 


7547 40 


GATGAAGCCG 


GTTTTTGATC 


TTTTGGGTGT 


TAGCGTGGGG 


GTTGTTCTAT 


CTAATATGGA 


754800 


TTATGAGCTA 


AGAAAGGCTC 


AATATGCTAA 


AGATATTACT 


TATGTTACAA 


ATAATGAACT 


754360 


TGGATTTGAT 


■ TATCTAAGAG 


ATAATATGCG 


TTATGACTTG 


AATGAAAAAT 


CCTTGAGAAA 


754920 


GTTTAATTAT 


TGTATTATTG 


ATGAAATTGA 


TTCTATTTTG 


ATCGATGAGG 


CAAGAACTCC 


754980 
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ATTGATTATT TCAGGGCCTA CTGAAGGCAA CACCAATGCT TATCTTGAAG TTAATTCTCT 7 55 04 0 
TGTATCTTTT TTAAAAGAAT GTTCCAAGGA TCCCAAAACA GGTGATTATC CTTTAGAAAT 75 5100 
AGACGACCTT GATGGTGATT ATACTGTTGA TGAAAAAGCC AAAAGAATTT CTTTTACTGC 7 5 516 0 
CAAAGGGCTT AATAATCTTG AACAGCTTTT AGTTTCTAAA GGCATTATTA GTGGGTCTAT 7 5 522 0 

GTATACCGAT TCAAATTTTA ATTATGTTCA T TAT AT G AC T CAAGCCTTAA AAGCACATTT 75 528 0. 

GCTTTTTTTA AAAAATAGAG AGTATATTGT TGGTGATTCT GGGGTTGAGA TTGTAGATGA 75 5 34 0 

ATTTACTGGG AGAGTTTTAA CAGGGCGAAG ATATTCAGAT GGACTTCACC AAGCTATTGA 75 5400 

GGCTAAAGAA GGAGTTAGAG TTGCTAATGA AAATAAGACT ATGGCAACTA TTACTTTTCA 7 55 460 

" AAATTTATTT AGAATGTTTG ATAAAATTTC TGGCATGACA GGTACAGCTG AT AC AG AAG C 75 552 0 

TAAGGAATTT CATAAAATAT ATAATCTTGA TGTAGTTGTA GTTCCAACAA ATAGATTGTT 7 55580 

AGCGCGAATA GATGAGGATG ATACTATTTA TTATACGGAA GAATTTAAAT TTAATGCGAT 7 55 64 0 

TACAGATGAG GTTTACAAAA CTTACAAAAA AGGCCAACCG GTTTTAGTGG GAACCGTTTC 7 5 5700 

TATTGAAAAA TCTGAGATTT TATCAGCTAT GTTTAAAAAC AGAGGGATTA AG CAT G AAGT 7 5 57 60 

TCTTAATGCA AAAAAT CAT T CTCGAGAAGC ATTTATTATT GCTGAAGCTG GAGCAAAACA 75 5 82 0 

TGCGGTTACA ATAGCAACAA ATATGGCTGG TCGTGGTACG GATATTAAGC TTGGGGGAAA 755880 

TATTGAGCAC AGAGTTAGAA AAAAAATCGG AACTAATGTA AGCCTTGAAG AATTTCAAGA 7559 40 

GGCTGTTAAA AATGAGAGAG AAAATTACCT G AAAGAC TAT AATGAGGTTA AAAGTCTTGG 75 6000 

TGGGCTTTAT GTTATTGGTA GTGAGCGTCA CGAATCAAGG C G AAT AG AC A ATCAGCTTCG 7 5 60 60 

TGGGCGTAGT GGAAGACAAG GTGACCCTGG GCGCTC AAGA ~ TTTTATGTGT CCCTTGAGGA 7 5 612 0 

CGATTTAATG CGCCTTTTTG CTGGGGACAA CCTAAGATCA TTAATGGGTA AGCTTGGAAT 7 5 6180 

GGCAACAGGA GAGCCTATTA CACATTCTCT TTTAACTAAA TCTTTGATTA ATGCTCAAAA 7 5 62 40 

ACGAGTAGAA GACAGAAATT TTGAAATTAG AAAGCATTTG TTAGAGTATG ACGATGTTAT 7 5 6300 

TACAAAACAA AGAGATTTTA TTTATGCTCA GAGAAACTCC ATTCTTGAAG ATACAGCTAT 7 5 6360 

TAAGGATCGT ATTCTTGTTG CTTTAGAAGA ATATCTTAGT TTTTTGCTTG AAGGGACAAA 7 5 6420 

AAGTAGCACG GTTTCAAATG TTTTTTTAAA TGAAGTAAAT TCAATTTTTG CTTATATGCT 7 5 6480 

TGAGAGTCTT GGTTCTATTG AAAAT AT TAG TTCTCTTGAT TTAAAGGCTA AGCTAATGCA 7 5 6540 

AATAGCAAAA GCAAATTTAG AT G AAAAGG A AAATTTGATT G GT AG AG AT C TTTTTAATGG 7 5 6600 

ATTTTTAAGA TAT G AAT AT T T G AAAAAT AT TGATTTTAAA TTTCAGGAAO ATCTTGCAAA 7 5 6660 

TTTAGACTCT TTAAGAGAGG CTGTTTATTT AAGGTCTTAT G C C AAT AAAA ATCCAATCAC 7 5 67 2 0' 



AG AAT AC AAA GAAGAGGGAT TTTCAATATT 

TACCATAAGG CGTGTTCTTC AATTAAAATT 

AAAGAAGTCT AGGAATGTTA AACCAATTCA 

GAAT AAAAG C GCTTCTAATG TTCAAGTGGT 

GCCTTGTTAT TGTGGAAGTG GGAAGAAATA 

GAGGTTTTTA TGTTTAAGCT GCCAGAACTT 

ATTGATGCTA AAACTATGGA AATTCATCAT 

TTGAATTCTA TTTTGGAAAA AATGGGGAAA 

AAAAAT AT T C ATGATTTTCC AGAAGAATTT 

TATTCTAACC ATACTTTATA TTTTAGAACT 

GAAAAGTTTA AAGATGATAT TAATGCAGCT 

TTGAAAGATA CTGCAATGAA AATTTTTGGA 

GAGAGTGGCC TTAAAGTGAT TTCAATGCCT 

AAGCCGATTT TAGGTATTGA TGTTTGGGAG 

AGAATTGAAT ATGTTGATGC ATTTTTAAAG 

TACAATGAAG TGATTAATTA GCCTTTACTT 

TTTACTTTAA AATTTTAAGC AATTTATTTT 

TCATTAAAGT ATTCTACTGT TCCAACTTTT 

ATGATTGCAT TTTTATGTAG TTGGAGTGCA 

TCAATGGCAT GCTTTAATGC TCTTGCTTTG 

TGTGAATCCA TGATCGTTCC AATTCCAACA 

TCGCCTTCAA AAAATCTTGA ATTAGCAATA 

GTTCTTGATG TTAAGGAGGA GCCCGGCTCA 

CCCCCTACAA AAAGCATTAT TCCCCCGAAA 

TCTTTTTTGA GATTTGAAGC ATTTCCGTTT 

ATGTGGGAAA AAAAATTGTT C C AC AT AAAT 

ATTCCTATGT ATTCATCCA.T ATTAAAAGTT 

TTATTTAATT CAATTAAGTT TTTGTACATG 

AGGATAAATG GATTTTCTTT TGTTGGGGAA 

GCCGCCCATT TTGATATGTC TTCGTATGTG 
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TAGCGAGCTT ATTAAAGATA TTAAAGTTTC 
GGATAGCAAT TCTTCCGATT TTAAGTCAAC 
TAAAGAACTT TCTGGAATTG TTATTAATGA 
TAGAAGTTCT CCTAAAATAG GC AG AAAT G A 
TAAAAATTGT CATGGCAAAA GTTAAAACAG 
GGTTATGATT ATGATGCTGT TGAGCCTTAT 
AGCAAGCATC ATAATGGTTT TGTAATGAAT 
ATTCATTTAA CAGATGTGTC AAACATATTA 
CAAACTTTAA TAAGAAATAA TGCTGGTGGT 
TTAAGGCCAG GAAACAAGGA CAATCTTTTT 
TTTGGAAGCC TAGACGTTCT TAAGGC C AAT 
AGTGGTTGGG CATGGTTAGT ATTGTGTCCT 
AATCAGGATA GTCCTTTGAT GAATTC TTAT 
CATGCCTATT AC C T T AAAT A T C AAAAT AG A 
GCTTTAAATT GGGAAGAAGT TTCAAAAGTT 
TATAAAGATT TTCAATTCTA T AT T T AG TAT 
AAGT C ATT AT TAAAGTTTTT TCTTTCTATA 
AATTCGTAAG TTGCATTTTT GTCAGATACT 
CTAATTGTCC ACATGTGGTT AACGCCTTTT 
TTATGTCCAT TTACTATTAT TAAAACTTCT 
GTTAGTGCAT TTTTGGGAAC TTTGTTTACA 
ATTGTATCCT GGGTTAAAGT TTTAATTCTT 
TTAAAAGCAA TGTGACCATC GGGGCCTATT 
GATTTGATTT TTTTTTCATA TTCTTCGCAT 
AGTATATTTA TGTTTTCTTT TTTAATGTCA 
GAATGGTAAC TTTCAGGATG ATTTTCTTCA 
ATGACATTTT GAAATGAAAT TTTTTTATTT 
CCAATCGGAG AGCTTCCTGT TGGAAGTC C A 
AAT T C ATT AA TTTTTTGTGC TACATGATTA 
GGTCTGATTA TTAATCTCAT T GAG AT C T C C 



756780 
756840 
756900 
756960 
757020 
757080 
757140 
757200 
757260 
757320 
757380 
757440 
757500 
757560 
757620 
757680 
757740 
757800 
757860 
757920 
757980 
758040 
758100 
753160 
758220 
758230 
753340 
753400 
758460 
753520 



536 



TTAAAATTGA 


T T AAAGTT AG 


AGATTGTTAA 


AAATTATTTT 


AG AT T C TAT C 


ATTGTTAACT 


758530 


T TAG ATT AAA 


ATCTTTATCT 


AGGACATTGA 


GGTTTGCATC 


ATATCCATGA 


CATATTAAGC 


753640 


CCTTTTTATC 


AATATTGAGA 


ATTCTTGTTG 


GATTGTAAGA 


GCTTGCTTGA 


ACAGCATCGC 


753700 


TTAAGCTGAA 


ACCAAATTCT 


ATTAAATTTT 


TAAGACCTTG 


TATCATTGTG 


AGTGTTGATC 


758760 


CAGCTATTGT 


GTTGCTTTTC 


ACGCTATGGA 


ATAATCCATC 


TTCTGCAATA 


TAAACTTCGT 


758320 


CTCCGTTTGC 


AATTAGTTTT 


CCACAAGTTT 


GACAATTCGG 


AGTAAGTCCG 


TCAGTTACAA 


753880 


GGACTATTTT 


ACTTATATCT 


TTAAGCTTTC 


TAAGCATTAA 


AATTAATTTT 


GGGTGTATAT 


753940 


GGTGGCCATC 


TGCAATAATT 


TCGCAAGAAA 


CATCGCCGTG 


TATTAACA.CC 


GCTCCTATTG 


759000 


CATTTGGATT 


TCTGTGGTCA 


AGTTTTGACA 


TTGCGTTGAA 


AAAATGGGTT 


GTATGAAGTA 


759060 


TTCCAACTTG 


AAATCCTTCT 


ATCATGTTTT 


CATATGTTGC 


ATTTGTGTGT 


CCCGCTTGAA 


759120 


GGTTTATGTT 


GTTTTCAAGG 


CAAAATATTG 


CAAGCTCTCT 


CATACCCTTA 


AGCTCAGGAG 


759180 


"CAACAGTCAT 


TGTGCTTATA 


TGTGTTTTTC 


TTTTGCCGTT 


TGATCCTGTA 


AA.TACTCCAC 


759240 


CAGCTGCATC 


TATTAGTTTT 


TGCATAACTT 


CAATACTAGG 


TTCATGAAGA 


TAAGAAACTG 


759300 


GATGAGCTCC 


TTTTTTTTCA 


GGAGAGAAAA 


ATGGTCCTTC 


AAGGTGAAGT 


CC CAAAATTT 


759360 


TAGCTCCCTT 


TTCTTTACCA 


ATTGCTGCTA 


TGCAAGCTTT 


TATTGTTTTA 


ATCATTTCAT 


759420 


CTATTGGTCT 


TGGGTAAAGG 


GTTGGTAAAA 


ATCCTACTAC 


ACCGTATTGT 


GCTAAATGTT 


759430 


GTGACATTTT 


AAGTATCGAT 


TCTGTTGAAC 


ACTGGTCTGT 


CCCATGACCG 


TGAAATCCAT 


759540 


GAATATGATT 


GTCGTAAAGT 


CCGGGAGTTA 


T AT AATTGC C 


TTTTGTGTCA 


ATCATTTGGT 


759600 


ATTCTTCGAG 


ATCCATTTTT 


TTAAGTCTGT 


CAGACGTTAC 


AATATCAAAA 


ATTTTATTAT 


759660 


CTTTAATTAG 


AACCGCTGAG 


TTATCTATTT 


TATCATTTCC 


AGTTAAAACG 


GATTTTGAGT 


759720 


TAAATAAGCA 


AAAATTTGGC 


ATTTTTTATT 


TTCCTTTTAT 


TTATTTTATT 


TTACTATAAG 


759780 


CATTAATCTT 


TTTTAAAGCT 


TATATTTTTT 


ATTTTAAAGT 


GTTTGGATGC 


TTAAGAATTC 


759840 


ATGTTTTTAA 


AATTTATTTT 


■ ATTTTTTTAA 


T TAT AC AT T A 


TATTTTGTTT 


TCAATTTTAT 


759900 


TAATGATATA 


ATTTACCCCG 


GAGGGCAATA 


TTTTGGCATC 


AGGATTTTTT 


GTTCCTGGAC 


759960 


TTGAGAGTAA 


GTACAATACT 


AAAGAAATTG 


GTGAATCCAT 


GCTTAAGTCC 


GAT AAGGC T A 


760020 


AAATTGATTC 


TTCTTTTAAG 


AAACTTGAAT 


CTTTAGAGCA 


AGAGAAAAGT 


GCCTGGCAGT 


760080 


TAATTAATAG 


AAAAATCTCT 


AC TTT AAATT 


CTCTTGCAAA 


AGAACTTACA 


TCACTCAACA 


760140 


GTCCTTTTAA 


TCTAATGTCA 


GGAAATTCTA 


GTAATAGCGA 


AGTTTTAACT 


■ TTGTCTACTA 


760200 


GATATGGATC 


TAAGAATGAG 


ACTCATAAAT 


TAATTGTTGA 


TCAAATAGCG 


TCAGCTGATG 


760260 
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TGTTTTTGTC TTCAAATTTT GATCCTAAAA AAGTTACAAT CCCAGAGGGA GAT TAT AT AT 7 603 2 0 

TTTTAGTTGG CAAGAAAGAA ATTAATGTAA AAAGTAATGG CAACATTGAT TTACTTGTGA 7 6 0380 

AGGATATTAA TAACAAGGGA AAGGGC TTTT TATCTGCAAA AATAGTGAAA AGTGATAAAA 7 6044 0 

ATGGAAATAG TCGTTTTGTT TTGCAATCCT TAAAGGAGGG CAAAGAAAAC AAGCTTGTTA 7 60 50 0 

TCAAAGGGGA GGGATTGTCT TTTGCTAAGC AAATTGGAAT TTTAAGTGAG CTTAAAACCA 7 60 56 0 

ATTTTAATCC TAATCTTTCA GATATTGTTG TAAATCAATC TAGCAGCAAC AATAAACTTG 7 60 62 0 

CTTTTGAGAA CAATGGTCTT GTTTTAAATC CGCTTTCAGA AGTATCAATT GAAATTCCTG 7 60 68 0 

AAGATATTGA AATTACATCT AGGAGTAAGA TTAAATTTGA AGTTAAGTAT TTTGATACAG 7 6 0740 

GC TTGG AAGA GCCTGATAGT AAGATTATTT TTAATCCCGG AGGGGCTACA TTTAAGGATG 7 60 80 0 

CAAAAGTTGA GAGTGAAGAT AGTGTAGTTG ATCTTGGATC TGATTTAAAA ACCCCTTTGG 7 60 8 60 

AAAAAAAATA TATTCAAATG AATATGGTTA AAATATGTAG CAAGGAAGGT -TCTTTGGAGC 7 60 92 0 

TTCCTTTAAT AAATATTTGA AATAATTTTG AAGAAGTTGA AGTTGATGTT GGAGCTCTTT 7 60 98 0 

CTAATTTGGA AGAAATAAAT ATTGAAAATA AAGCAAATAA TAAAGTAATT GTGATTAGCA 7 61040 

ATGTTGAAAT TTTTGATCCA AAAAATAGAG ATGGTCATTT GCCAATAAAT GCTAAAAGTT 7 61100 

TTGCTGAAAA TGCAAAAATT AAATTTGATG GAGTAGATGT TGAGAGAGAT TCAAATGTTA 7 6116 0 

TAAATGATTT GGTTCCAAAT GTGACATTAA GTTTAAAAAA ACCCTCAAGT GATATGGTTG 7 6122 0 

AGGCTAAAAT TGAACCTGAT TATGAGGGGA TTAAGAGGGT TCTTTTAGAT TTTATTGGTG 7 612 8 0 

CTTATAATGA GGTTCTTGCT GAGATTAATA TTGTAAGCTC TAATGAAGAT CAGCCTAATA 7 613 40 

ATCAAAAGTC TAATATAGTT GAAGAGCTAA CTTATCTTAG TGATTCTCAA AAAGAAGAGG 7 61400 

CTTATAAAAA TTTAGGTATT CTAAGGTCTG AATTTTTATT AAAAAATCTT AAGTCCAAGC 7 614 6 0 

TAGAGTCAAT AATTTTTAAG CCTTATGTTA CTAGTGATCC TAATTTTTCA ATAATTAATC 7 6152 0 

AGATGGGAGT . TTTTACAAAT TCCATTTCTT CTTCTGGTGG ACTTTCTAGA TATTTAAGAC 7 615 80 

TTGATGAGAA AAAGTTTGAT GAATCAATTC GTAATAATAT TGATAATGTT AGAGAGCTTT 7 61640 

TTTTATATGA TCTTAATGGT GACAGAGTGT ATGATAATGG AAT TGC T AAA ATGCTAGGAG 7 617 00 

ATTGTCTGTC GCCTCTTGTG GCTTCCGGAG GAGTTATTTA TAATAAAATA AAGAATTACG 7 617 60 

AC TTGAAAAT TTTTAATCAA AAAAATAAAG TTGAAGATTA TAAAAAGAAG T AC G AAG AT A 7 618 2 0 

GAGAGAGAAA AGTGGAAGGT GAACTTAATA CCTTGGATTT TACCGTTAAG CGCATGAAAG 7 613 80 

ATCAAGAAAA TACATTAAAG GCTTTTGATT TTAATCAAAG AAATAAATAA TAATAATTAT 7 6194 0 

TTTTAATGCT ATTGCTATTT GCGTTTCTTT TTTTTTAATT TTTGTGC TAT TCTTTTTAAC 7 62 0 00 

AGGCAAAAGG ATT.TGCCAAA GTCAGAAATT TAAATTTTAT CATGGAGGAA TGATATATGA 7 62 0 60 



TTATCAATCA 


TAATACATCA 


GCTATTAATG 


CTTCAAGAAA 


TAATGGCATT 


AACGCTGCTA 


762120 


ATCTTAGTAA 


AACTCAAGAA 


AAGCTTTCTA 


GTGGGTACAG 


AATTAATCGA 


GCTTCTGATG 


762180 


ATGCTGCTGG 


CATGGGAGTT 


TCTGGTAAGA 


TTAATGCTCA 


AATAAGAGGT 


TTGTCACAAG 


762240 


CTTCTAGAAA 


TACTTCAAAG 


GCTATTAATT 


TTATTCAGAC 


AAC AG AAGGG 


AATTTAAATG 


762300 


AAGTAGAAAA 


AGTCTTAGTA 


AGAATGAAGG 


AATTGGCAGT 


TCAATCAGGT 


AACGGCACAT 


762360 


ATTCAGATGC 


AGACAGAGGT 


T C TAT AC AAA 


TTGAAATAGA 


GCAACTTACA 


GAC GAAATT A 


762420 


AT AGAAT TGC 


TGATCAAGCT 


CAATATAACC 


AAATGCACAT 


GTTATCAAAC 


AAATCTGCTT 


762430 


CTCAAAATGT 


AAGAACAGCT 


GAAGAGCTTG 


GAATGCAGCC 


TGCAAAAATT 


AAC AC AC C AG 


762540 


CATCACTTTC 


AGGGTCTCAA 


GCGTCTTGGA 


CTTTAAGAGT 


TCATGTTGGA 


GCAAACCAAG 


762600 


ATGAAGCTAT 


TGCTGTAAAT 


AT T T AT GC AG 


CTAATGTTGC 


AAATCTTTTC 


TCTGGTGAGG 


762660 


GAGCTCAAAC 


TGCTCAGGCT 


GCACCGGTTC 


AAGAGGGTGT 


TCAACAGGAA 


GGAGCTCAAC 


762720 


AGCCAGCACC 


TGCTACAGCA 


CCTTCTCAAG 


GCGGAGTTAA 


TTCTCCTGTT 


AATGTTACAA 


762780 


CTACAGTTGA 


TGCTAATACA 


TCACTTGCTA 


AAATTGAAAA 


TGCTATTAGA 


ATGATAAGTG 


762840 


ATC AAAGGGC 


AAATTTAGGT 


GCTTTCCAAA 


ATAGACTTGA 


ATCTATAAAG 


AATAGTACTG 


762900 


AGTATGCAAT 


TGAAAATCTA 


AAAGCATCTT 


ATGCTCAAAT 


AAAAGATGCT 


AC AAT G AC AG 


762960 


ATGAGGTTGT 


AGCAGCAACA 


ACTAATAGTA 


T TTT AAC AC A 


ATCTGCAATG 


GCAATGATTG 


763020 


CGCAGGCTAA 


TCAAGTTCCC 


CAATATGTTT 


TGTCATTGCT 


TAGATAAAAT 


TCTAGTTTAA 


763080 


TTGGTATAAA 


TTGTATTAAC 


AAAAGATCCT 


TTAAAGGATC 


TTTTGTTTTT 


TTATTTCAGA. 


763140 


TCGGCAAAAA 


TTTAATAATT 


TTAGTATAAT 


TTATAATGAT 


GTGT TAT AAA 


GCATAATGCA 


763200 


GGCTTATTGA 


GGAGTTTGCT 


TTGAGTAGGG 


TTGCTGTTAA 


AATTAAAGAT 


TGTTATAAAG 


763260 


TATTTTCGTA 


TTATGTTAAC 


AAAAAGCAGA 


TAAGTCGAGC 


TATAAAAGAC 


TATGAAGATG 


763320 


GCAAAGATAG 


AATGCAAATC 


TACAAAGAAT 


CTTCTATTTT 


TATTGCAAAT 


GCCAATATTA 


. 763330 


ATCTTGATGT 


TTATGAAAAT 


GAAATTT T AG 


TTATTATGGG 


TATGTCGGGC 


TGTGGCAAGT 


763440 


CTACTTTAGT 


CAGGTGTTTA 


AATGGTATTT 


ATAAAATAGA 


TTCAGGATCT 


ATTTTGGTAA 1 


763500 


ATAATATGGA 


AATGAATGCT 


AT AAAT C GT A 


AAGATCTTTC 


TAATTTAAGA 


AAAGATAAAT 


763560 


TTGCAATGGT 


TTTTCAAAAT 


TTTGGAC TTT 


TTCCCCATAT 


GAATGTACTA 


AGAAACGTTA 


763620 


CAT AT GG AC T 


TGAGGTTAAG 


CATATCCCCA 


GAAAGATTAG 


agaAgaacgt 


GCTATTGAGG 


763680 


TATTAAATCT 


TGTGGGGCTT 


GAAGATTCAA 


AATATAAGTA 


TATTAATGAG- 


CTTTCTGGAG 


763740 


GAATGAAACA 


A.AGAGTTGGA 


ATA.GCAAGGG 


CATTGGTGGT 


TAATCCAGAT 


ATTCTTTTAA 


763300 



TGGATGAAGC 
TGAGGCTAGT 
CTTTTAAATT 
AACCTTTGGA 
TACCTGTTTT 
CTGGTGGTGA 
ATGACAAAGC 
ATGAGATAAA 
' AGGGAACTGT 
AATTTATGAC 
ATAATTTTTC 
ATTTAAAAAA 
TAAGTTTTGT 
TTTTGTATTT 
TATTAGTTTC 
TTTATGTTTT 
TGATTCCCGC 
TTTTTGCTAT 
AGGTAATAGA 
AACTTCCCCT 
TATCTATGAT 
ACTCTATAGA 
TAGCTATTAT 
CAGATCATTA 
AATAAGGAGG 
CTTGTGATGA 
GGGGTGGAGA 
ATGCAGAAAT 
TAGACGGTAC 
AAACAAAGTT 



TTTTTCGGCA 
AGCCAAGCTT 
GGGA.CATAGA 
AATTTTAGCT 
AAATATTTTA 
TAATGGCTTA 
TCTTAACAAA 
AAAAATTGTT 
TGTCGGATAT 
TAAAGATTTT 
AATTTCTGAT 
TTTATTTCTT 
TTTTTTAAAA 
TAATCTTTGG 
TGTTATTTTG 
TTTGAAACCT 
TATTCCTTTT 
GCCCCCTGTT 
GGCAGCTAAG 
TTCTCTTCAA 
AGTAATTGCT 
AAGATTAAAT 
TTTAGATAGG 
TGGTGGAAAG 
ATATTTTATG 
AAAAAAGAGT 
AACGGCAGCT 
ATTTTCAGTT 
GGTGTCTTCT 
TGTTGATGTT 



CTTGATCCTT 
AAAAAAACAG 
ATTGCTTTTA 
AATCCTAGTA 
AAAATAAAAG 
AATGTTATTA 
AGGTATGATA 
GAATATTTAA 
ATTAGTTTAA 
TTTATATTAA 
GGAGTAGGTT 
TTTGTTAACC 
AAGAGGTTAA 
GAAGCTTCAA 
GGAATTCCTA 
ATT C TAG ATT 
TTTGGAATGG 
ATTAGATATA 
TCCTTTGGTA 
AGTATAATTG 
GCAATGGTTG 
TTTGGTGAGG 
ATTATGCAAT 
AAAGAGAATA 
TATAAATTAT 
TCAAAGAATT 
ACAAATGTAT 
ACTACGTCTA 
TGGGTTCCTA 
GGTGCAAATT 
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TAATTAAAGG 

TTGTGTTTAT 

TGAGAGATGG 

CAGATTTTAT 

ATATTTTAAA 

TTAAATGTCA 

ATCTTGTATC 

ATAAGCAAGA 

ATGAAATCTC 

AAATAGATAA 

TTTCTAAAAG 

CACTTCTTTT 

TATTTTTAAT 

TGGATACAAT 

TAGGTATTTT 

TAATGCAAGC 

GTACAGCTTC 

CAAGGCTGGG 

GTAGTAATTT 

AAGGTATTAA 

GATCGTCTGG 

GTTTAATATC 

CTATCTTTAT 

AATTTAAAAG 

TTTTATTTTT 

TAAAATCGGT 

TAAAGGTTGT 

TAATGTATCA 

CAGCCGATAA 

ATGAAGGAAC 



AGAAATGCAG 
TACCCATGAT 
AAAAAT TAT T 
ATCTGATTTT 
AGATGATTTT 
AGGTGAAAAT 
TTTAAATTTA 
TTATTTAATA 
TTATTTATTA 
TTTTTTTGAT 
TATAATTTTT 
TATTTTGACT 
TTTACCCGGA 
AG CT ATT AT A 
GGGC GG AT AT 
CATGCCCCCT 
TGCTATTTTT 
AATTGTTCAA 
GCGCATTCTT 
TCAGTCAATA 
TTTGGGCAGA 
TGGATTAGCA 
TAAATTTAGC 
AT T C T T AGAA. 
TATTATTTTT 
AAAAAT T GG A 
TTTTGAGAAA 
ATACTTAGCA 
ATTTTATTAT 
CAT T C AAGGT 



GAAGAACTTT 
TTAAATGAAG 
CAAGTTGGCA 
ATTAAAAATT 
GATTTAAACT 
TTTAGTTTGT 
GATCTAAACG 
ATAAAAGAAA 
TCAAGATAGG 
TTTTTGGTTG 
T T AT ATGAAA 
GTATGTTTGC 
TTCTTTTTTA 
TTTGTTTCTG 
TTCCCAAGAT 
TT TAT T TACT 
GCTACAATAG 
GTTTCAGATG 
TTTCAAGTTC 
ATGATGGCTA 
ACTGTGATTT 
GTTGTTATTA 
TATTTAAACA 
ATCTATAATA 
ATGTTTTTGT 
TATGTGAATT 
ATGGGCTACA 
TCTGGAAAGA 
GAAAAACTGA 
TTTGTGGTGC 



763860 
763920 
763980 
764040 
764100 
764160 
764220 
764280 
764340 
764400 
764460 
764520 
764580 
764640 
764700 
764760 
764820 
764880 
764940 
765000 
765060 
765120 
765130 
765240 
765300 
765360 
765420 
765480 
765540 
765600 
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CAAGCTATGT TCCAATTTCC AGCATTAGTG AGCTTAAGGG TAAAGGTGAT AAGTTTAAAA 7 65 660 

ACAAAATGAT TGGCATAGAT GCTGGTGCGG GAACTCAAAT TGTTACAGAA CAAGCGCTTA 7 6572 0 

ATTATTATGG ATTAAGTAAA GAGTATGAGC TAGTTCCTTC AAGTGAGAGT GTTATGCTTG 7 6 57 80 

CAAGTTTAGA TTCTTCAATA AAGAGAAACG AATGGATTTT AGTTCCTTTG TGGAAGCCTC 7 65 840 

ATTGGGCTTT TTCTAGGTAT GATATTAAGT TTCTTGATGA TCCTGATTTA ATTATGGGGG 7 65 90 0 

GAATTGAGAG CGTGCATACT CTTGTTAGAC TTGGTCTTGA AAATGATGAT TTTGATGCAT 7 65 96 0 

ATTATGTTTT TGATCATTTT TATTGGAGCG ATGATTTAAT ATTGCCCTTA ATGGATAAAA 7 66 02 0 

ATGATAAAGA GCCAGGC AAA GAATACCGCA ATGCGGTTGA ATTTGTTGAA AAGAATAAAG 7 66 08 0 

AGATTGTAAA GACGTGGGTT C C AG AAAAAT ATAAGACCTT ATTTGATTAA TCTTTTTTTA 7 66140 

AATTCTTTTA AGGATTCTAA AATGGGTTTG TATTTAGGAG TAAAATCGTT TCCCCCTTTG 7 662 00 

AATAATGCGT TACATCTTAT TATTCTTAGT GTCATTAATA TTAAAGCCGT TAAAAAATTG 7 6 6260 

TATTTTTTAA GACATTCAAT TGAATATTTT GAGCAGGTAG GTTTGTATAT GCATTGTAGT 7 6 6320 

CCAAATATTT TAGATAAAGT ATTTTGGTAA ATTTTTATTA G AAAAAT AAG AGCATAATTT 7 6 6380 

AAGATAAATA AAATTTTAAA AATGTTCATA CTTAGAATTG TATTATATTA TAATAATTAA 7 6 6440 

TCAAATGAAT TGAAAAT AT T AATTAAGTTT TATAACTTTA AAGTTTTGAT TTTTATTATA 7 6 65 00 

AGGGGGCTTC AAATTAAAAA AATTTTTTTA ATTTTTATTA CTGTCTCTTT TTCTTTTGCT 7 6 65 60 

GAAATTATTC AAATATCCCC CAAGCAAGCT GTAAATATGG CTTTAGAAAA TAGCTTGGAT 76 6620 

TCAGAAAATG CTTTGTACAA AGAAAATATA AAAAAACTTT AT AAAAAT AA TGCATGGAAT 76 6680 

GTTTTTGTTC CAAATGTTAA CCTTAGCTCT ACACTTAGTA GAAATCCTTC TGCTTTGAGT 76 6740 

GAGCTTGAAA GAGATTATTG GGGTTTTGGG TTTGGAGTTG GGATTAATCT TTCTTTGTCC 7 6 68 00 

CCTTCTGTTT TAAAGAGAAT GCAACTTGTT ATGTTGGAAT ATGAAAGCGC AAAAAT AGAA 7 668 60 

A GGGAG AGTG CTGTTCGTAA T AT C AAG C T A AATGTTCTTA AGTCTTACAA TCAATTGATA 7 66920 

GCTTTAAAGA GCACTTTGAA AGTTTTTGAG AGTCAAATAC AAAATAGTAA ACTTAAATTT 7 6 69 80 

GAACAAGCTA GAATTGCTTA TAACAATGGA C T AATATC AG AAATAGATTT CCTTGATGCT 7 67 040 

CAGCTTAAGT_ ATAAAAAATC TCAACCAGAT TTGGATGGTC ATATTATTAA TTTTGAAAAA 7 67100 

TCAAAAGAAA TTTTCAAATT ATTAATAGGA TTAGATCATG ATCAAGATTT TGAAATTATT 7 67160 

GGAGAA.TTGC CAGACGAAAC AATAGATTTT TCTCTATTTA ATGAGGCATT AAATTTTAAT 7 67220 

GAATCATTAG AGATTAAGGA TTTGAATATG CGCTTAAAAA TGACCGAGCA- GCTCATTGAT 767280 

TCGCTTTGGT TAG AT AC TT A TTTGCCAAGC CTTTCTTTGT CATTTTCTTA CTCTCCTTAT 7 67 3 40 
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AAATCATTTC ATGAAAATTC CAAGGGCTTT TCAACTGGAT TTTTAGCATC CTTTAGTTTA 7 67 400 

AATTATGGTT TAACTGAAAT ATTTCCATTT TCAAAGAGTT TTACAAAAAT ACAAGATAAC 7 67 46 0 

AACTATCAGC T AAAAAT AC T AC AAAAC AAT GTTGAAGGTA AAATCAGGAA TTTAAAATCT 76752 0 

AGTATTGTGC AAAAAAGAAA AGATATTAGA AGATATAAAG CGATTCTTGA TGCTTCTAAA 7 67 5 80 

ATTAATGTAG AATTAGCGAA TAAAAATTAT CAAATGGCAT TTAATGCTTT TAATTCCGGG 7 67 640 

GTCATGGATC TTTCTAAATT AAATGATATT GAACTTGTTT ATAAGCAGAG CGATTTAAAG 7 677 0 0 

TTCATTGAAG ATAAATTAAA TTATGC C AAT TCTATACTTG AATATAAAAA TTTAATAAAT 7 67 7 60 

TC ATT AG ACT AAGAGGTATT TTGATGAATT TGATTTTTAA TATTAATTTA TATTTAAAAA 7 6732 0 

AATATTTTTT AGTTTTATTC TTAGTTTTAG TTGCTTGTGT TGGTGATAAC AAGCTAGATG 7 67 8 80 

ACAAAAATAT TGATAAGGAG AAAGAAAGTT C C TAT AG ATT CCC AGTAATT GCTATGAAAG 7 67 9 40 

TTAAAAAGGG AATCTTGAGC GAT TAT T T GT CTTTAAATGG AGATGTAGAT ACAAAAGTTA 7 6800 0 

AGGCAGATAT TTTTCCAGAC GCTGTGGGCA AAAT AAC TT C TTTGAGAATA AAACTTGGAG 7 680 60 

CTTATGTTCA AAAGGGACAA ATAGTTGCAA CTCTTGATCC TTCAAGACCT GGTTCTGTAT 7 6812 0 

ATTTGAAAAG TCCTGTAAGA GCGCCAATCT CAGGATATAT TTTAAATATT ACAAAAAAAA 7 6818 0 

-TTGGTGAAAC AGTTAATCCC CAGTCCAACA TAGCAGTAGT GGGAAGGATA GAT AC AAAG C 7 682 40 

AAATTTTAAC CTATGTGTCT GAGAAATACA TTTCAAATAT TAAAGTTGGA AATGATGCTA 7 68 3 00 

TTATTGAGGT TGGAGCTTAT TCTAATGAAA AGTTTAAAGC TAAAGTTTCA G AAAT AT C T C 7 683 60 

CCATTTTAGA TTCTAAAAGT CGAACTATCG AAGTATATCT TACGCCTATT GGTAGTAATT , 7 6 842 0 

TAGATAAACT GATTATTGGT ATGTTTTCTA AAATCAAACT TATTACTAAG CGATTTAAAG ~7 6 848 0 

ATGTAATTAA GATTTCAAGA GAGGCTGTTG TTGAGAGAGA GGGCAAAAAA TTTGTATTTA 7 6 8540 

AGGTTGATTT AGAGAGTAAG AGTGTTCAAA TGTTACCCAT TACAGTGCTT TTTGAAATAG 7 68600 

AT AAC AT T GT AGCTCTTTCG GGC GAGGTT.G AAGAGAATGA TTTAATTGTA GTAGAAGGCA 7 6 8660 

TGTCTGCTCT TTCTAATGGA TCTCTAATAA ATTTGGTAGA TACCAAAGAG GGTCTTTCAG 7 6 8720 

CCGAAAGCAA TATTTAATTT GTTGGGGGAT GTGTTATGTT GGTAAAGAGA ATAGTTGGCA 7 63780 

AACCAATAi^C AATGTTGATT TTATTTTCAT TGTTATTGAT GATAAGTTTG TATACCTTTT 7 6 8840 

C AAGAT T AAA AGTAGATCTT TTGcCGGGAA TTGACATTCC CCAAATAAGT ATTCACACTG 7 68 900 

TTTATCCTGG CGCTTCTCCT AGAGAAGTTG AAGAGAGTGT TTCTAGAGTC CTTGAGAGTG 7 6 8960 

GCTTGAGTTC GGTAAAGAAT TTAAAAAATA TATATAGTGT ATCTTCCAAA GAAAGCAGCA 7 6 9020 

CCGTTTCACT T G AAT T T T AT CATGGAACCG ATT TAG AT T T GG T T T T AAAT GAAATTCGAG 7 690 3 0 

ATGCTCTTGA ATTGGTAAAA TCTTCATTGC C C AG C AAAT C ACAGACCCCA AGAATTTTTA 7 6 9140 
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GATACAATCT 


T AAAAAC AT C 


CCTGTAATGG 


AAATTGTTAT 


TAATTCTGTA 


AGGCCAGTTT 


769200 


CTGAGCTTAA 


AAG AT ATGC C 


GATGAAATCA 


TTAAACCTGG 


GCTTGAAAGG 


CTTGATGGAG 


769260 


TTGCAATTGT 


TACTGTTAAT 


GGTGGAAGTA 


AAAAGCGTGT 


TTTAATTGAA 


GTTTCTCAAA 


769320 


ACAGGCTGGA 


GTCTTATGGG 


CTTTCTTTGT 


CAAGAATATC 


TTCAATTATA 


GCATCCCAAA 


769330 


ATTTGGAACT 


TTCAGCTGGC 


AATATATTGG 


AGAACAACTT 


GGAATATTTG 


GTTGAAGTTT 


769440 


CTGGAAAATT 


TAAATCAATT 


GAAGAGATAG 


GTAATGTGGT 


CATAGCTTAT 


AAG AT AC C C G 


769500 


ACATTTCTTC 


TGGCATAAAT 


TTATCTCCTA 


TT GAG AT AAA 


ACTCAAAGAT 


ATTGCTAATA 


769560 


TTAAAACCGA 


T TT T G AAG AT 


TTGTCTGAAT 


ATGTTGAATA 


TAATGGGTTG 


CCTTCAATTT 


769620 


CTTTGTCGGT 


T C AAAAAC GT 


AGTGATTCTA 


ATTCTATTGC 


AGTTTCTAAT 


GTTGTTATGA 


769680 


ATGAAATAGA 


AAAATTGAAA. 


TT ATC T ATGC 


CTAAAGATAT 


GAAATTGGAG 


ATTGCTTCTG 


769740 


ATAGTACTGA 


TTTTATTAAA 


GCATCCATTT 


CAACGGTTGT 


AAATTCAGCC 


TATTTTGGGG 


769300 


CCATGCTTGC 


AATATTTGTT 


ATTTTTTTCT 


TTTTAAGAAG 


CTTTAGGGCC 


ACAATAATTA 


769860 


TTGGAATTTC 


TATTCCAATA 


GCAATTGTTT 


TGACCTTTTG 


TTTAATGTAT 


TTTGTAAATA 


769920 


TTTCTCTTAA 


TATTATGAGT 


CTTGCGGGTC 


TTGCACTTGG 


GATTGGAATG 


GTTGTTGACT 


769980 


GTTCAATTGT 


TGTAATAGAC 


AATATATACA 


AATATAGGCA 


AAAAG G AGC A 


AAGCTTATTT 


770040 


CGTCTTCTAT 


TCTCGGAGCT 


CAGGAGATGA 


TGTTGCCTAT 


TACATCTTCA 


ACTTTTACTT 


770100 


CTATTTGTGT 


TTTTGGTCCA 


TTTCTTATTT 


TCAAATCAGA 


ACTTGGGGTA 


TATGGAGATT 


770160 


TTTTCAAAGA 


CTTTACATTT 


ACGATTGTTA 


TTTCCTTGGG 


TGTTTCTCTT 


TTAGTTGCAA 


770220 , 


TTTTTTTGGT 


TCCTGTTTTA 


TCAAGCCACT 


ATGTCGGTTT 


ATACACAAGT 


TTCCAAAAGA 


770280 v 


ATATTAAGAA 


TGCTTTTATT 


AGGAAAATCG 


ATGCCTTTTT 


TGCTAGTATT 


TATTATTTTT 


770340 


TAGAGTTTTT 


GTATATCAAT 


TTATTAAATA 


TAGTTTTAAA 


TCACAAATTG 


ATTTTTGGGT 


770400 


TGATTGTTTT 


TTTTAGTTTT 


ATTGGCAGCT 


TGCTTTTAGG 


ATTATTGTTA 


GATGTGACAA 


770460 


CTTTTACTAG 


AGGGAAAGAG 


AACTCAATTA 


CTATTA-ATTT 


AAATTTTCCC 


CACAAAACTA 


770520 


ATTTGGAATA 


TGCAAAATTT 


TATTCTAATA 


GATTTTTAGA 


AATTGTAAAA 


AGTGAGGCTA 


770580 


AAGGATATAA 


AAGTATTATT 


GCTACTTTGC 


GTGCTGATAG 


AATAACTTTC 


AACGTATTGT 


770640 


TTCCTCTCAA 


AGAAGAATCA 


AGAGATAATT 


TAACCCAAAG 


CGTAGATTAC 


G ATT C T AT T A 


770700 


AATATAAAAT 


TATGAATCGT 


ATTGGTAATC 


TTTATCCTGA 


ATTTAATATT 


GAGCCTTCCA 


770760 


TTAGTGGCAA 


TGCTTTAGGT 


GGTGGAGATT 


CTATTAAAAT 


TAAAATTTCG- 


• GCCAATGATT 


770820 


TTGAATATAT 


. AAAAGATTAT 


GGAAAAATTT 


TAGTTTCCAT 


GTTAAAAAAG 


GAAATTCCCG 


770880 



ir j! Mi H ~» li'j p r &f O fi\fi j, ~> O i 

593 

AACTTGTAAA TCCAAGGCTT AGCATAAGTG ATTTTCAGCT TCAAATTGGC GTTGAGATAG 77 0 94 0 

ACAGAGCGCT AGTTTATAAT TATGGTATTG ACATGAATAC CATTTTAAAT GAGTTGAAGG 7 7100 0 

CCAATATTAA TGGTGTTGTT GCTGGGCAAT ATGTGGAGAA GGGACTTAAT TATGATATTG 7 710 6 0 

TTCTTAAGCT TGATAGAATG GATGTTAAAA ATTTAAAAGA TTTAGAAAAA ATATTTATTA 7 7112 0 

CAAATTCATC TGGAGTTAAA ATTCCTTTTT CATCAATAGC CACCTTTGAA AAAACCAATA 7 7113 0 

AAGCCGAATC TATTTACAGA GAAAATCAAG CTTTAACCAT TTATCTTAAT GCGGGTATTT 7712 40 

CTCCAGATGA TAATTTAACC CAAGTAACCG CAAAAGTTGT AGATTTTATT AATAATAAGG 7713 0 0 

TGCCCCATAA AGAAGGCATA ACTCTTAAGG TTGAAGGAGA ATATAATGAA TTTTCAAATA 7713 6 0 

TCATGAATCA GTTTAAAATA ATCATTATGA TGGCTATTAT TGTTGTGTTT GGTATTATGG 7 7142 0 

CTTCTCAATT TGAATCTTTT TTAAAACCCT TTATTATTAT TTTTACAATT .CCTTTAACGG 771430 

CAATAGGGGT TGTGCTTATA CATTTTCTTG CAGGAGAAAA GCTTTCTATT TTTGCTGCAA 771540 

TTGGTATGCT! TATGCTTGTT GGTGTTGTGG TAAATACAGG AATTGTTCTT GTAGACTATA 77160 0 

CTGGTTTATT GATCAAGAGG GGATTTGGCC TAAGAGAAGC AATTATTGAA TCTTGTCGTT 771660 

CAAGGCTTAG GCCAATTTTA ATGTCTTCTT TGACCTCAAT AATAGGGCTT ATTCCAATGG 7717 2 0 

CATTTTCTAG CGGAAGTGGA AATGAACTTC ' TAAAACCAAT TGCATTTACT TTTATTGGCG 7717 8 0 

GAATGACAGC TAG C AC AT T T CTTACTTTGT TTTTTATTCC CATGCTTTTT GAAATTTTTC 7 718 40 

CAACATGTTT CAAGTTTCAA ATCTAGGCTA AAAAGAGTGA CGTCCAATTT AGATGTTGAA 7 7190 0 

AAATCATTCA AAATTAATAA TTCAACTAAA AGTAGTTATG ATGATTTATT TGAAGAAGAT 7719 6 0 

GGGGAATGAT ATGACTAAAT TTTATAATTA TAGGATTGAA ATAGTTTCTA ACTTATCTTT 772 02 0 

AGAGC TTGAT GTTTTTGAAT GTATAGAAAA AATAGAGCAA GAGTTAGGAG AGTCTATATA 7 72 030 

TTATTCTAAG ATAGGAAATG TTTATGGAAA AGGTAAGAAG GGAGAAAAGC ATGGTAATGG 7 72140 

CGTTTGGCCT GAAGAAAATT TTATTTTGAT TATTTATACC TCCAATCAGT CTATTGTTGA 7 72200 

GCGATTAAAG GATATTGTGG ATGATTTGAA TCGTTCTTAC CCTACAGAAG GGATTAATCT 77 2 2 60 

TTTTGTTTTG AGAAATTCTT AAGGGTAAAA TTTTATTTGC TGTTTTGGTT AACAAGGGAG 7 72320 

TGGTTAATAA TTTTTTTTAA AGTTATTAGA ATATTATAGA CACGCGATCA AAGTTTGTTT 7723 8 0 

■ GTGGGCTTTT TGTTTTAAAT GATAAATATT TATTACAAAA TAAATTTTAC TATTTTATTT 7 72 440 

CAATAGCTAC AAAAATTTTT TCTTTTCATT CTTTTTTTAA AGTCAGAGTC AATATATTTT 772 500 

ATAGGCTTAT TCATCGTATT CAAGTAAAAT CAGATAAATA TGATCAGATA AATATTATTT 772 5 60 

TAAAGCCTAT GAAAATTATA TTTCCTGTAT TTCTGAAGAA AAAAAT AAG A AGATTTTTTA 77 2 62 0 

GAAAGAGTGA CTGATTGTTT TAAAGGTGAT AAAATAGATC CTAAACATTG T TAT TAT ATT 772 68 0 
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TGTGAAAATA ATTGGATAAT ATTTAATGTT TTAGTTATTT TGAAAAAAAT ATTACTTGCT 7727 4 0 

AAAATATTGA AATTGAAATT TACTTCTAGA TTTTCAATTA TTTTTTTATT AAAATATTTT 7723 00 

TTTAAACTTT GTTTTGATTT TTTAGGTTTT TATTAATTGA TCGATTTCTG TATGTTTTTA 7728 60 

CAGCAGGAGA GCTTTATAAA TAATCTTTAT GAATTTATGG TTAATAATGA TATAATAAAC 7 7 292 0 

CATGTTAACT TTGTTAAAAG GGGGATTATA TGTCAATAGC AAAGGCATTT TTTGAAGTGG 77 2 98 0 

CTGATCAACA AAAAGATAAA ATTGCTCAAA TGTATAAAGT TTGCAATGGA TATGCCCACG 77 3 04 0 

TTACTTATGG CGACTTAAAA AACAATGTTT TAAAGCTTGC TTCCTTTTTA AAGTCAATCA 77 310 0 

ATGTTAAGCA TCAAGATAAA ATATTTATTT GCTCTGAGAA TAGGGCTGAG TGGACTGTGA 773160 

TAGATTTTGC AATTTTATCT TTGGGTGCCG TTGATATTCC AAAGGGTTCT GATGTTACTC 77322 0 

TTTTTGAAGC GGAAATTATT TTTAACTCCG TTCTTCCAAG -TGTAGTTATT TTAGAAAATT 7 732 8 0 

TAAATCTTCT TAATATGTTT ATTCAAATTA AATTTACAGT AAAGCCAATA TTTATTATTA 7 73 3 40 

TTGAAAATTT AAACCAAGAG GATAGATTAA AATATAGTGA TTTTGAAATT TATACTTATA 77 3 400 

GCGATTGTAT TTTATTTGGA GAT AC C TT AA G AAAAG AT T C AGAAATTATT GAGATTGCAA 773460 

GTAAAGTTGA TTCTAATGAT ATGGCAACAA TAATATATAC TTCTGGAACA ACAGGCCACC 773 520 

CAAAGGGGGT AATGCTCAGC CATGCCAATC TTCTTTATCA GGTTTCTAGT TTTAGTTTAA 7 73 5 30 

■ TGGTTGATAC GCATGTGGGA CAAATATTTA TGTGCATTTT GCCAATTTGG CATTCCTTTC 77 3 640 

AAAGGTCTTT TTCTTACAAT ATTTTCCTCA AGGGTATGGT TTGTTTATTT TCCACCATTG 7 7 3700 

TTCCAAGGGC AATGCTTGAT GATATTAAAA ATGTTAATCC TCATTATATT GCAGCTGTTC 7 7 37 60 

CTAGGCTTTG GATTGCAATA AGACAAAATA TTTACAAAGA AGTTTCTAAG AAACCGTTTA '7 73820 

TTTCTAGAAT GATTTTTCAT TTTTTTGTAA AAGCGGCATT TCTTAGCGAT ATTTGC TATA 77 3 8 80 

GGGTGGTAAT GGGGCTTTAT CCGGACAACG GGTTTAGTTT ATTTTTCCCT ATAAAGAAAA 773 940 

TTTTAGGAAT ATTTGGATTA ATCTGTGCAT TTCCTTTTAA GGCTTTGGGG AATGTTTTAA 7 7 4000 

TTTTTAATAA AATAAATAAG ATC TTGGGC A ATAATTTTGT TGTTGGGATT ACTGGTGGCG 77 40 6 0 

GGAGTATGCC ATTGTCTGCT GTTAGATTTT TTAATTCAAT TGGTATTGAG CTTGCCAATG 77 412 0 

CTTATGGATT GACTGAAACC TCGCCTGGAG TGGCTTCTAA TAAGCATAAA AAAGTGATTA 77 418 0 

TTGGGACTTG TGGTAAAATT TTGCCCGGAA CTGTTGCTGA AATT AG AG AT ATTGATGGGA 77 42 40. 

ATAAGCTTAA AAAGCCTGGA AAGGGAATTT TGTTTGTAAA AGGGCCTCAA GTAATGCTTG 77 43 00 

GATATTACAA GGACAAAGAA GCAACTTGTA AGATTATTGG TTCTGATGGG- TTTTTAAACA 7 7 4360 

CGGGTGATAT TGCAAAATTA TCCAAGGATA ATGTTGTTCA AATTATTGGT C G AG AAAAAG 77 442 0 
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ATACAATTGT TTTGAATAAT GGAGAGAATG TTGAGCCTGC TCCAATTGAG ATTAAGCTTG 77 448 0 

AAGAATCAGC ATTAATAGAA AAAGCAGTTG TTGTAGGGCA AGATCAAAAA TTCTTAGGCG 77 45 40 

CTCTTATTCT TCCAAATTTT GAAGAAATAA ATAAATATCT AGAAAGTGTT GGACAAAAAA 7 7 4600 

TTTTTGATGC TAATAATAGG CGTCAAATTA TTGCGAATAA TATTGTTCTT AAGG C CAT AA 774 6 60 

ATGATGAAAT AAAAAAATTA ATCAATAAAG CCAATGGATT TAAGCCTTTT GAGCAGATAT 7 7 4720 

TAAAGTTTAC TCTTTTAGAA AAAC C ATTTG AAGTTGGTAA AGAAATGTCT ATTAAAATGG 7 7 4780 

ACATTAAGCG AAGCTATATT TTAAATTTTT ATAAAAATGA AATTAAAAAT TTATTTATTT 7748 40 

AATTAACCCA ATTATTTTAA ATACAGTTCA AGCTCTGTTA TATCTTCTAA TTTTGTATTG 774900 

GGGGATATAC TTTGCTTGTA AACAAATCCA TCGCCATTTA TTTTTATTTT CATAGTATTT 7 749 60 

TTATAGTATT TTAGTATGTC TATTGCTTCT CTTTTAGAAA GGTTGATAAA ATTTGGTAAG 77 502 0 

TATGTTTTGT TTTTGTAATT AGTTTCAGCT TTAGGGATCT TGATTTTTGA TGGCATTTTA 775080 

ATTTTTTTAT ATGCTATTGT ATTTTGTTGG TGCTCAATAA ATTCTATTAT TTCTTTTGCC 77 5140 

ATTGGGGCTG CTATTCTTGT TCCGTATATT ATTTTTTTTG GGTATCTGTA TACAATGTAA 7 7 5200 

ATAATATATT TTGGTTGTTC TGTGGGGTAT ATTGCCAATA TAGAAGATGT ATAGTCTTCT 7752 60 

TCTGAGTATT TTCCCGTTTT TCTATCAATA GCTTGAGATG TTCCACTTTT TGCAGAAATG 77 53 2 0 

TCAAGATTTT TAATTTTAAG ATTTGGAATT CC AC CTTTAT TTACAACTTC TCTCATCATT 7753 80 

TTTAAAACTT TTTGTGCTGA ATTTTTGGAT ATTACTTTTC TTATTTCTTC TTTATCAAAT 77 5440 

TCTTTAATAT TTTCTCCTTT ATCGTTGCTT ATTTTTTTTA TTATTCTAGG TTTTAGCATT 77 5500 

ATTCCATTAT TGCTTAGTAT GCTTGCAGCT TGTAATATTT GAACCGCTGA CACTCCTATT 77 55 60 

TCTTGTCCAA ATCCAATTGT AGCTTTACTT CGTC.CTGACC ATTTTGAATA ATGATTTAGC 775 620 

AGTCCTTTTG TTTCTCCGGG AAATGGAACT CCAACTTTTT CCCCAAAGCC AAAATCTAAA 77 5 6 80 

AGTTTTTTAT AAAAGTATTC ATTGCTAACT TTTTCAGTAA TGTAAGCTAT TCCAACATTT 77 57 40 

GATGAATAAA TTAAAATCTC TGTAGAGTCG ATATGTTTAT AGGGGGGATT TAATGTTTTG 77 5800 

ATTGTAATTT TTTCTCCTGA TGGAAATTGT TTTTGATATA TTCCATTGTC TAAAAATTTT 77 5 8 60 
TCTTCTAAAT TTAATTTTCC ACTTTCTAAT ATTATTGCAA CTGTAAAAAT TTTATTAATG t 77 5 920 

CTTCCGGGCT CATAGGTTAG AGATGAAGAA AGGTTTTTTC GGATTTCTTC AGGATATTTA 77 5 9 80 

GAATAAAAGT TTGCATCATA TTGAGGAAAT TGAACCATGG ATAATATTTC TCCATTTTGG 77 6 040 

GAGTTCATTA CCAAGGTAAT TAAACTTTCA GGATTATTTT CTTTAAAGTA TTTTTTAGCT 77 610 0 

ATTTTGCTAA CACCTTGTTG TATATCCATG TCTATTGTTA AGTGGATGTT GTTTGTTTCT 77 6160 

GGCTCCTCAT TTAAAAATTG TTGCTTGGTT TTATCTTTTC CTAATATGCT ATTTAGGGAA 77 52 2 0 
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AATTCAATGC CCTCAAGGCC AAGATTATCT GTTCCTACAA AACCAGTAAT ATTGCTTGTG 77 62 8 0 

GTATTCCTGA AGGGATAAAT TCTTGTGTAA TCAGGATATA AAGTGATGTT TGAAAGCCTG 77 63 4 0 

CCTTCAGCTT GAATTCTTTT TATTAAATCT GATTCTTCTC TTTTTATTTT TCTTTTTATA 7 7 640 0 

T AT AAAAAC C CTTTGTTAGA GGAAAGCTTT TCCTTTAAAA TTCTTGAATT AATTTGAAGT 77 64 6 0 

ATTGCACCAA GAGTTTCAGA TGTGCTTACA ATATTTTCTA TTTTTTGAGG ATTTGT AC C A 77 652 0 

ATTGAGTAGG ATTTTGAAGA GAATGCTATT GGTTTGC CAT TTCTATCATA AATTGTTCCT 77 65 8 0 

CTTTTGGCAA TATCATTTGA CTTTAAAGAT ATTGTGTTGT CTGGGCTGTT ATTGAAGGCC 77 6 64 0 

ATTAGTGTGA AAT ATTTGT A AATAGTTAAC AAAGTTATAG CCAAGAATAT TGTTAATATT 7 7 6700 

GTTTTTATTC GATAAGTGTT ATTAAGCATT CTTTTGGTCA TGAATTTTGG ACCTCTTAAA 77 67 6 0 

TTATTTTATG ACTATATGAA ATAAAAAATT ATTCATTTTT TTTTGCATCT ATATTATTAT 77 6 32 0 

ATGTTATTAT ATTCTGAAAA AGTAAATTAC TATATAGCAG AGGGTATAAT GTGATGGATA 77 683 0 

TTAAAACTTT AAAAGGCTTT AAAG ATT AT T TACCGAAGGA TTCTTTGATT CGAATTCATA 77 694 0 

TTGTTAGGCA AATATTTAGT GTTCTTAATT CTTATAATTT TGACCTAATA GATACTCCAG 77700 0 

TTCTTGAATA TTCAGATTTG CTTTTAAAAA AGAGTGGGGA TGAGACTGAA AAGCAAATTT 77 7 0 60 

ATAGGTTTAA GGATAATGGA GGCAGAGATG TTTCCATGCG ATTTGATTTA ACTGTTCCTT 77712 0 

TTGCCAGATT TGTTGCTACA AATATTTCTG CTTTAAAGCT TCCTTTTAGA CGTTCTCAAT 7 7718 0 

TTGGAAAAGT TTTCAGAGGA GAAAATTCTC AAAAGGGTAG ATACAGAGAA TTTATGCAGT 77 7 2 40 

TTGATTTTGA TATAGTTGGA GAGGACACTT TTAGGGGCGA TGCCGAGATT CTTTCTGTTG 77730 0 

TATATTATGG ACTTGAAGAG ATTTTTTTGA ATTTTATAGA AGGCATTAAT AAAAAATT T A 777 3 60 

TTATCCATTA TTCTCATATT GGTATATTGA ATTCTTTTTT T G AAAAATT A GG AC T T AAAG 777 42 0 

AAAAAT C T AT TTTTATTTTA AGAAATATTG ACAAAATAGA TAAAATAGGA ATTGATAAGG 77 7 43 0 

TTAAAGAAGC TTTGCTTCTT GAGATTGAAA AAGAAGCGGT AG AT T C AAT C TTAAGTTTAG 777 540 

TGAGTTTGCA AGGTACTTTT AAAGACAAAA TACAAGCTTT AAAAAGTATT TTAGGCGATA 777 600 

ATGAGTCTAT CAAGAGAGTA GAAGATGTTT TTCAGCATCT TAGTTTATTA AAAATTCAAG 777 6 60 

ATTC TTTTAA CTTGAATCTT AAAATATCGC GTGGACTTGA TTATTATACG GGGATTGTTT 7777 2 0 

TTGAATCTGA GGTGTTTGGC AGTAATATGG GTAGTGTTTG CAGTGGGGGA AGATATGATA 77 77 8 0 

ATTTGGTTTC TTCGTTCTCA AACTCTATTC AAAAAAT TT C AGGGGTTGGA GGATCTTTTG 777 840 

GTGTTGACAG AATAAAGGAT ATAATTGATC TTGAAAAGTT TAGTTATATT- AAAATATTTG 777900 

TCACTAAGGC TAG AT C T AAA GTTTTAATTG TAAATTTAGA TAGTGCTTTG CAAAATTATT 777 9 60 - 
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ATTATGAACT TGCTACTAGA TTTAGAAATC ATGATTATTC CAAGGTTAAA AATATTTCTT 7 7 3020 

GTGAAGTCTA TTTTAAAAAT AAAAATGGTA AAAATATTAA AGAACAAATA GAATATGCTT 7 7 80 80 

TAAGCAAAGA AATAAGATTT TTAGTTTTTG TTGGTCAAGA AGAATACAAA GAAAATAAAA 77 814 0 

TGAAAGTAAG AGATTTGACA AAAAAAGAAG AGTTGCTGCT TTCTTTTGAA GAATCAATAA 77 32 0 0 

ATCTTATCAA ATGTAATGAA AAGTTGTTGT GCACCCCTTT TTAATCTTAA ATGTTAATTA 77 82 60 

TTTTTTGAAA TTTTGGCAAA GATATTAGGA TTAATTTTCA TTTTTATCTA TTTTTCTAAT 77 8 3 2.0 

TGTTATTGGA TTTAAGGTAA GTTTGTTCTT TTTGTATTCT ATTTGTGCAA GTATTTCAAC 77 83 8 0 

ATTGTCTTTA AAATCAATAT CAATATCAAA GGTTGTTTTT GTGGGGATAA TTCCTGAGAG 77 8 440 

TACATTTTTG TTGTATCCTA CATAAAAGTC AAATTGAATT ATGTTATCTT TTTTTTCGAT 77 8 500 

ATTATTTACT ACTCCTTCCC ATTTTACATA CACGTTTGAA TATATTGATG GATCTTTTTT 77 8 5 60 

AATATCTTTT AGGTTTAGAT GTTCATTAAA GCTAATGAAA TCTGGCCTTG AGATAAAACT 77 8 62 0 

TGCAAGATTT TTGGCTTTTA GCTTTATAGA TTCTGATGCA TTTGAATTTA ATATTTTATT 77 8 63 0 

TATTTCTACT CTTGCAAAAT TATCTTTTCC CTTTTTTAAA TAAATTTTGA TTTTTTCGAA 77 8 7 40 

. AGAGTTTTTA ATTTCCTCGC TGGTTAGTAT TAATATGAAT TGGCCTTCTT CATTTTTTAT 77 8 800 

TTTTTCTTTG TTATTTATTT TAATGTCATC AATGTAGGCA GCAATATTGT TTAAATTTTT 7788 60 

GTTTATTTCT GCTTTTAGAT TTGCGGATGT TGTTGTTTTT TGTTCATAGA AAATAAAATA 77 8 92 0 

GATTGCTAAC ATTGAAATAA ATACAATCCC CCCTATGATA ATTATTATGA TTAACTTTGT 77 8 98 0 

TGAATTTTTA TCGGGTATTG CTTTAATTGT TGGGAACAAT TTTTCATATA GGTTGCTATT 77 9 040 

TTTAAAAAAG GCAGAACCTT TAATGGGATT TTTTCGAATA ATTTCAAGAG ACAGCTCTGA 77 9100 

TCGATCTACT TCTTGATTTT CTTCTATCAT TTTAAGCCAT ATCTGAATAG CTTTTTCTTC 77 9160 

TTTGCGCTGG CTTACTAAAA GTATAGCAAT AGCCTGTTTT ATATTTGATT CGCTTGGATT 77 922 0 

TAAAGTGTAG GCTTTTTTAA GATATGTTTG AGCATTGCCA AGGTTCCCGA TACGAAGATA 7 7 9280 

AGACATTCCT AAGACATAGT GATACAAATA GTAATTTTTG T AG AAAAAAA TTTCTTTTTC 77 93 40 

TAGGAGTTTT ATTGCTTGTG AATATTTTTT TGAATTATAG TAATAAATAG ACTTGTTGAT 77 9 400 

AATTTTATTA GGTTCCATAT AGCTAGAATT TGACTCCACA ATTTTCTTTT TAATATTATA 77 9460 

ATATAAGATT TTATTTTAAA AGAATAATAA ATGAAATATT GTTATTTTGC CCTAATTTCT 7 79 52 0 

■TGTTTGACTA AAAATTGATA AATGATATAA TTATATAAAG TGTAACGGGG GTTTGTATAT 7 7 9580 

ATTGTTTAAA ATGGTGGGAA TGTGTCATCA GAAAGAATCG TTGAATTGAT TAAAGAGATT 77 9 6 40 

TATTTAGATT TTAGAAAAGG GAATTTCAAA GAAGCTTTAG TAAAATCCGA AGAGGCTCAT 77 97 00 

TCTCTTGATT TTGATAATAT TGAAATTCTA ACAGCTT-TGA AAAGTTCTGT GTATTGGAAT 77 97 6 0 
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GGTCAAGTTG AAAGCCTTGA TAGAATAGGG CAAGATTATG AAAAGGCAGA ATTTTTAATA 77 9 8 20 

AGAGAGTGGA ATAATTTTGC AGGACGATAT TTGAAAAAGA TGGGTTGTAA TTTTTTGCAA 77 9 8 80 

GGTCGCAATT C TATAAAAT A TTTTGTGTTT CAGACCTGTC TT TAT AT AT A TAAAAATATA 77 9 9 40 

TACAAAATGC AT C C AG AAAA TTTGGACCTT TTAATAAAAA TTGCTAAGTC TTATAAGGGT 7 800 00 

ATGGGAAATT AC G AG AG AGC AATCAATGTT TTTTTGCAAA TATTAGGAGA TTTTAAAGAT 7 8 00 60 

AACTCAGATG TTGTTGCAGA GCTTGCTGAT TCTTATGCGT TGGTTGATGA AATTAAAGAA 7 30120 

GCTAAAGTAT TAT T C AG AG A GGCTTTTTTT ATTAATCCTC AAAAGATAGA TAT AT AT T C T 7 8018 0 

CTTGAGTCTG ATATGATTTT AAGATTAATA G AT C TT AT T A AGTCTGACAG AAATATTTCA 7 802 40 

GATGATCTTA TAAAAGAATG GATTCCTGTT TATGGCTCTC TTAATGGTGT TTTTAATATT 7 8 03 00 

AAAAGAGAGT TAAGGCCTAT AGAGCTTGGA CAGCTAAAGC AGTCTGTTTA CAGTTTGCGC 7 8 03 60 

AATGAGCTTA AAGAAAAGTC TTATAGATCA ATAAATGAGA GCATATTGCT TCCAAGGCTT 7 80420 

ATTAATAAAT ATTTTTGGCT TATTGATCAT TATGTAAGGA TAAAAGAAGA TAGAGCACGT 7 8 04 80 

ATTGATGAGA TTTTGTTATA CATAAAAGAA ATAGACCTAG GTATTTATCA AC AGT AT GT A 7 305 40 

' AATTAGTTGC TTGATGCTAA AAAATCGATA TTAGGAGAGT TTAATGTCTA ATGTTACTAC 7 3 06 00 

C A T AGAG AAA T TAG AT AG T A TTTTACAAGA AGATAAGTGG ACAAGAATAG TTGTTAATAA 7 806 60 

TTATTCTCTT GCCAAAATAA AAGAATTGGA TGATTTAATA AATAATATAA TTGATGAGGG 7 8 0720 

GTTAACAGAG GATGTGCTTG ATATTTGTGG CAGGCATTTA AAGGACGTTA AAAAAAGCAT 7 8 0730 

AGCAGGTCTT TATATTTCTG GAATGCTTAT ATATAGTAGG CGACCTTTAA ATGATATGAA 7 8 08 40 

TTTACTTGCT GTTATTGATT TGTTTTCTCA AAATTTAAAA TGGGCTCTTG TTGAGCATAT 7 8 09 00 

ATGTAATGAA ATGCTTTTAA TTTCTGAGAA TAAGCACGCT CTTTATACTC TTGCAAAAAT 7 809 60 

ATATGCTCAG AACAATGAAA ATGATAAGCT TCCAGGTATT TGGACTAGAA TTGTTGAAGC 7 810 2 0 

AGATATTGAC GACACTGTGT TTGTTAGGCA ACTTGCTACT TATTATGAAA CTATTGATTT 7 310 3 0 

GCAAAAATCA ATTTTCTATT TT AG AAAAG C TATTTATCGT TTTATTGATA AAAAACAAAT 7 81140 

GTCAGGAATC AGAGAAGTAT GGGCCAAGCT TATTCATTAT GTTTCAGATG ATTTTGATTC 7 312 0 0 

TTTTTTGCTT ATTTTGCAAA AAATTGAAAA AGATCTTGGA TTTAAAAAGG CCATAGTTCT 7 812 6 0 

'TTATGAGGAT TTATTTGATC ATTATTCTTT GACTGACAAT GTTGACGAGA CAATAGAAAT 7 813 2 0 

TTTAAAAGGC ATTTTAAAAC TTGATAACAA AAATCATAAG GCAAGAGAAA ATTTAGTTAA 7 813 3 0 

"ATTTTTAAGA GAAAGATATA AAGATGTTAA AAATATTGAG GATTATCTTG - TAAAGTCTGA 7 81440 

TATTGAAAAC TTAGATAAAA ATTTTGTTGA TGTATATTTA GACTTTGAAA AATATTTGTT 7 315 0 0 
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TTTTGCAAAG GGTAATTTTG TTTATCATCA GACTTGGTCT GTTGGAATAG TAAGAGATGT 7 815 6 0 

AAATGATAAC GGCATTACGG TTGATTTTGT TTCCAAAAGA GGTCATTTTA TTGGTTTTGA 7 3162 0 

TATGGCCATG TCGGCTTTAT CTCCCCTTAG CAGAGAGGAT AT T AGAGT AT TAAAGGCTGT 7 8168 0 

AAC AC C T AAA GAAGAAC TTG CAGAT AGAGT AAAAAAAGAT ATTGAGTGGG CCATAAAGGT 7 817 40 

TATTATAAAA AGTTATAAAG CTATTGATTT AAAGGGAATA AAAAAAGAGT TAGTGCCAAG 7 8180 0 

CTTGATGACT CAAAGTTCGT GGAATTCATG GAGCTTGAAA GCAAAGCAAA TTTTAAAGGA 7 818 6 0 

T AATC C C CAT TTTGTTATGG ATTCTGGCAA GCTTGATTGT TATATATATA ATGAGAGATC 7 8192 0 

TTCCAATTTG AATGAAAAAA TGTATGATAA ATTTAAGATT GAGAAAGATT TTTATAAAAG 7 819 8 0 

ATACGAGATA TTTATAAACT ATTGCAATGT TAAGGGAATT GTTAAGGATT TGCATATTGA 7 82 04 0 

AGAAGAGATG CTTAACTATT TTTTAATTTA TGTTAACAAT TTTACAAAGG TTGATCATCA 7 8210 0 

TGTTGTAAGT TCTTACGTTA TTCTTAAATC TTTAGGTAAT TTTTCTGAAG AATTGTCATC 78 216 0 

AAAAGTTAAT ATAGAAAAAG ATGTTAATTT AGAATCTCTT TTAAAAGAGT ATCCAAAAGG ^78222 0 

AATAGTGGAT CTTTTTGATT CAATTTTGAA TGCAGAAATT AAAAAAGAAT TAGTTGTTTT 7 8 228 0 

AATTAAAGAA GAACTTAGTA ATTGGATTTT AT ACT AC AAA GAACTTTTTC CTCATTCTGT 7 82 3 40 
TAATAAGAGA TTGGTTGAAT CACTTTACAA AGAAGATCCC AGAGAGGTGG AAAAATTATT ' 7 8 240 0 

TAATTATGTT ATAAAAAATT ATAAGATCTA TAAAGATGCT TATATTTGGA TTTTGAAGCA 7 82 460 

CTGTAAAGCT TATT CT AT AG AGCTGAGTTA TTCGGATTCG GATCTTTTGT CCAATTTGAT 7 82 52 0 

TAAAATTTTA ACAGATAGTG TTATCAAAAT TAATAATAAA AATAATTCTG TTGCAAGTAA 78258 0 

AAGAATTTAT AAAATGGTAA TTAATCTTTT AGTTAAAGAT GG AT AT C TT A AATCGGTCTT 73 2 640 

AGAGGTCGTG AGAGATGAAG AACTTGCAAA AAGAGTTTAT ATGACTTGTT TTTATGTAAA 7 8 270 0 

' AGATTTCCCC CCAAAGGATC TTTTAGAGAT T AAATC TAT A ATAAGACAAT TATTTGATTC 7 8 27 60 

GGTTGAGTTT GAAGATGAAA AGATGCAACT TGCAGGCGAG AGAATGGAAA TTGGATTTTT 73 282 0 

AACCATATTA AGCTCTTTGA ATAAAAAACA AAAAGAGCTT AAATATTTAA AGGAAGTTGA 782 880 

AATTCCAGAA AATTCAAAAG AAATTGGAAA AGCTCGTGAA CTTGGTGATT TAAAAGAAAA 7 82 940 

TGCCGAATAT CATTCTGCTA AGGAAAAACA ACAGTTTTTG ACAAAAAGAT TAAACTCCTT 73 3 000 

AATGCTGGAA ATAGAGAATG CAAAAGTTAT AG AT AC T AAG GATCTTCAAA GTTCTGTTGT 7 83 0 60 

TGGTTTTGGG ACCAAGGTTG T C AT TT T AAA TGAAGTTACA GGCAAAGATG AATCTTATTT 7 8 3120 

AAT AC TTGGG CCTTGGGAAT CAAACCCCGA TGAAGGCATT ATTTCATATA AATCGCCTTT 783180 

TGGAGAAAAT TTGCTTGATT CTAGGGAAGG GGATAGTCTT AATTTTGTTA TAAATAATAC 78 3 240 

T AAT T T T AAA TATTTTGTAA AAAAAATAGA ACCCATAAAA TTTAGCTAGG AAAAATTTAA 7 83 3 00 
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'GAATGTCAAA GTTAAAGGAA AAAAGAGAAA AAGCTGTTGT TGGCATAGAA AGGGCAAGTA 73 3 3 60 

AAGAGGAAGC TATTGAGCTT GCAAGAGTTC AAATAGAAAA AGCTTTTGGA AAGGGAAGTC 78 3 420 

TTATTAAGAT GGGGGAATCT CCTGTTGGAC AAGGTATAAA AAGTATGTCA AGTGGATCTA 78 3 48 0 

TTGTATTAGA TGAGGCTCTC GGCATTGGCG GATATCCTAG GGGGC GC AT A ATAGAAATTT 783 540 

TTGGCCCCGA ' GTCGTCTGGC AAGACTACTT TAACTCTTCA AGGGATTGCT GAGGTGCAAA 78 3 600 

AAGAAGGTGG GATAGCTGCT TTTATTGATG CTGAGCATGC TCTTGATCCT GTTTATGCAA 783 660 

AAGCTTTAGG TGTTAATGTT GCAGAACTTT GGCTTAGTCA GC C T GAT AC C GGAGAGCAAG 733 72 0 

CTCTTGAGAT TGCTGAGCAT TTAATCAGAA GTGGTGGTGT TGATTTGATT GTAGTTGATT 78 3 780 

CTGTAGCGGC TTTAACCCCT AAATTAGAGA TAGATGGAGA AATGGGAGAT TCTCAGATTG 783 840 

GTCTTCAAGC AAGGCTAATG AGCAAAGCTC TTAGAAAGAT TACCGGTATA CTTTCTAAAT 783 900 

CCAATACTTG CATTATGTTT ATTAATCAAA TAAGGATGAG GATTGGTGTT ATGTTTGGCA 783 960 

ATCCTGAGAC CACTACCGGT GGGAATGCTT TAAAATTTTA TTCATCTCTT AGACTTGAGG 7 8 4020 

TTCGAAAGAT CGAACAAGTA ACTAGATCGG GCTCAAGCGA TGATGTTATT GGCAATAAGA 7 8 408 0 

TTAGAGTTAA GATTGTAAAG AACAAGGTTG CTCCACCTTT TCGTAAAGTA GAATTGATAA 78 4140 

TTTATTTTGG GAAAGGTATT TCAAGAGAAG CTGGCATTTT AGATGCTGCT ATTAAGCATA 7 8 4200 

ATTTAATACA AAAAACAGGC TCATGGTATT CATTGGGAGA TAATAAGTTG GGACAGGGGA 7 8 4260 

GAGAGAGTGT TATTGAGTAT CTTAGCAAAG AAGTAGAACT TGCAAATAAT TTGGATAAGA 7 8 4320 

GGCTTAGAAA AATAATTTTT AATAATTTTG ATCAAGAGAA TGATAATTTT ATTGAATTTA 7 8 4380 

AAGAAGATGA ATCTGAGTAA TATGGAAAAT TTAAATGTCT GAATTGGGTA GTTACTCTAT 7 8 4440 

CAGCCTTGAT AATTTTACAG GCGGAATAGA GCTTTTTTTT GAATATGTTA GTATGAATAG 7 8 45 00 

GCATGTTTTG AGAACTTTGA GTTTAAATCA AATAATTGAA GAATTTATAG TTGTTTCAGG 7 845 60 

TGATCTTAAT ATAAGTATTA GGGGATTGAT CGATTTTTTT TATCTTGCTA ATAATTTGTT 784 620 

TTATTGGAAA ACTCAAATTT TATTCCCACT GAAGTTTGAA TGCAAAGATA AAGCTGAGCG 7846 80 

CAAAGTTGTG GAAAGATTAA TATGTTATAG CAAGAATAGA GAAAATGAAA AATTACAATT 7 8 47 40 

AAACCAAGCG AAAAATTTTA AATTCTATGA CTCAAAAATT ATTGAAGAGT TTATTTTTGG 7 84800 

CGATAGTGGC AATTTTATTA AAAATATTAA TGCTACTGCT AATGATAATA ATAAAAAGAA 7 848 60 

AAATTTGAAG AGAAAGTCTG GTACATTGAA GAAAAAAGTT ATTAATAAAA ATTTTTTGTG 78 49 20 

TGATAAAAAA TTTAAAGCTG TTTACAATAA ATATGAATTG AAAATTTTTG AAAAAAAGAT 7 849 80 

GAAAATTATT TCTATTTTAA ATAAAGAGAG TAGCGTA-ATT TTTGATTCTC TT T TAG AT T T 7 85 0 40 
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TAATGCCGAT 


AATTATTCTT 


TTGAGAGATT 


TTCTTATTTT 


TTAGTATCTC 


TTGAGTGTAA 


785100 


AATGCTTAAT 


ATTGTAAATT 


TAGGATATTT 


GAATAATAAA 


TTAGTATTGT 


ATCGAGGTTG 


785160 


TAAAATTAAT 


GATTGCACTT 


AAAGCCCCTA 


GAGTTCACGT 


TTTTTTAGCT 


GAAAAGGGAG 


785220 


TGGGGTCAAG 


AAGATTTTGC 


GAGGAACTGA 


TAAGAAAGAA 


ACTTGTAAGA 


GTTAATAACA 


785280 


p TATTGCTAA 


GCTTGGGGAT 


AAAGTAACTT 


TAGGAGACAG 


AATAATTTAT 


AAAAAACAGA 


785340 


J. X i. X X vJ X X X X 


TAAAGATTTT 


CAAATTAATA 


ATAGAATTTA 


TCTAGCTCTT 


AAC AAG C C T A 


785400 


flA AATTATTT 
\^ji~\jTjrl X x xt. xxx 


ATGTTCTAAT 


TTTGATGTTG 


ATGGAAGAAA 


GTTAGCAATA 


TCTTTGGTTC 


785460 


i-VjA ^ X X jTI. X X 


T AAAGAGC GT 


GTGTTTTCAA 


TTGGTAGGCT 


T GAT T T T AAA 


AGCTCTGGAC 


785520 


TTTTATTATT 


C AC C AATGAT 


GGTAAATTTG 


CAAACGATAT 


TATTCATCCA 


AGGCAAAAAG 


785580 


TTGAAAGAGA 


AT AT ATT ATT 


GAATCAAAAA 


AAGATATTGA 


TGAAAATTTG 


CTTATTTCTT 


785640 


TT AAAT C GGG 


TATAAAGGTA 


AAAAAAGAAT 


TTTTTAAATT 


AAAATC TTAT 


GAAATTTTAA 


785700 


ATAAAAATTC 


TGC T AG ATTG 


ATTTTAGATG 


AAGGGAAAAA 


TAGAGAAATA 


AGAAAAGTGT 


785760 


TTTTGAGCAA 


GAATATTTTT 


TTAAAAAAAA 


T T C AT AG AAT 


TAGAATTGGC 


AATATTAATT - 


785820 


TAG AT AGT T T 


AAAGGAGGGT 


CAAGTAAAAA 


TTGTTCCTTT 


GTCTAAGATA 


AATAGTTTAA 


785880 


AAT C C AGGC T 


GGAGAAATTA 


AATGAT AATA 


GCAATTGATG 


GACCTTCAGC 


ATCAGGAAAA 


785940 


A HTTP A A TTG 


C AAG AGAGC T 


TGGCGTAAGG 


CTGAACTATA 


AAT T T AT C AG 


CTCTGGGCAT 


786000 


PTTTAC AGG A 


TAATAACTTT 


AATTGCTCAA 


AGATCTCTTA 


TG AAT AGT T G 


CGATTTTATT 


' 786060 


A HTrtAGOATA 

X VJT^VJ vjii X A 


GTCTTTTAAA 


TTTGATTCTT 


GAGAATGATA 


TAAGTTTTAA 


TAATTTTGCC 


786120 


X X X X X VjViH. J- -1- iJ- 


ATGGAGAGAA 


TGTTGAAAAT 


CAAATTTTAA 


ACGATAAGAT 


TGATTTTCAA 


786180 


GTTTCTTTTT 


ATTCTTCTTA 


TGTTGGAATA 


AGAAACATTG 


TGAATAAAAA 


ATTAAGAGAG 


786240 


GTTGTTAAAT 


TTAGCGATGA 


T AAT TAT AT A 


ATAGAAGGTA 


GAGATATTAC 


TACTGTAGTT 


786300 


TTTCCAGAAT 


CTGAATTTAA AATATATCTC 


GATGCTTCTG 


TTAAAGTTCG 


AGCTTTGAGG 


736360 


CGATATAAGC 


AAAGAAATGG 


G AATGAG AC C 


TTAGAAGAAT 


TAGAGCGTAC 


TCTTAAAAGA 


786420 


AGAGATGATG 


TTGACAAGAA 


AAAACAATAT 


GGTAAGTTAA 


AATTATCAAA 


AGGGGTTTTT 


786480 


TACCTTGA,TA 


CAAGCTACAA 


AGGATTAGAC 


GATGTGTGTA 


ATATTATAAT 


AGAAAAGTTT 


786540 


AATTTGAAAA 


AAGTAAGAGA 


GAGGTGAGAA 


TGGAAAATCA 


AAAACjAi 1 1 A 


r* a apa a a a TT 

LAAuArtnii i x 


7 8 6 6 0 0 

/ O \J V 


ATTTGAAAGT 


ACTTGAAAGA 


GTAGAACTTG 


GAAGTCGTGT 


TTCTGGGACA 


GTTGTTAACA 


786660 


TTATGAAGGA 


TTATGTTCTA 


GT AG AT ATTG 


GTTATAAATC 


GGAAGGCTTT 


ATT AAG AT T G 


736720 


AAGAATTTGA 


AAACGTTCCC 


CAAGTTGGTG 


" ATAGACTTGA 


AGCAATCGTT 


GTAAGAATAG 


7 3 5780 


GTGGAGAATT 


AGGTCTTATT 


TTAAGTGTTG 


AAAAGCTTAA 


TTCTTTAAAT 


TTTCAAGATA 


736840 
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AAGTATATGA ATATATTCAA AATAAAAAAA TAATTAAAGG CAAGGTGCTG GTTGAGCTTC 7 8 6900 

CAAATGGTTA TAAGATTCAA ATTAATGAAA ATGTTTCTGG CTTTATGCCT TTTTATTTAA 73 696 0 

GCTCTAAATC TAAGGATGAG AAATTAAAAA GAGGGTC TGT TGTTGAATTT TATATTCTTG 78702 0 

AAGCAAGCGA AGCAGACGGT TTGAGACTTA TTC TTGAT AG ACGCACCCTA GAAAAAGAAA 7 37 03 0 

GAGATCTTGC TAAGAGAATA GAGCTAGTTA GTTCTTATAA TGAAGAAGAT GT^GTTGATG 787140 

GTGTGGTTGA GCGTATTACA r GAATATGGTG CGATTGTAAA AATTAAAAAT TTTGTTACAG 7 872 0 0 

GAATTTTGCA TAAAAGAAAT ATTGCCTTTA ATCAAGTTGA AAATGTTGAA GATTTTGTTA 7 8 7260 

GAGTTGGTGA TAAGTTAAAG TTGAAAATTA TTAAGATAAA TCCACAAACA GGCAAAATGG 78732 0 

AATTGTCTCT TAAGGCCTTA AAAGCAAATC CTTGGGATTC TGTAGATGTT AAATATAAAA 7 3 7380 

TTGATAGCAT TGTAAAAGGG AAAGTTGTAA AAATTTTACC CTTTGGGGCT GTTATTGAAC 787440 

TTGACAGCGA ATTGTCGGGA TTTTTACATA TAAGTAATTT TTCTTGGATA AGAGTAGTAA 7 3 7500 

AAAGTCCTCA AGAATTAATA AAACTTGGCC AGATTGTAGA AGTTAAGATT T TAG AG AT AG 7375 60 

ATAAAGAAAA TCAAAAAATA TCCCTAGGCA TTAAACAGAT CAATGAGAAT CCTTGGGAGA 7 87 62 0 

GATTAACTGA G AAA TAT C C T ATTGGAAGGG TTGTTCAAGG AGTTGTTACT AATATTACAA 7 37 68 0 

AAACAGGTGC TTTTGTAAAT ATTGAAGAAG GTATAGATGC TTATGTTAGT AAGTTTGATA 7 877 40 

TTTCTTGGCT TGAAGAGATT GATCCTGAAG AATATTTCAA GATAGGCGAT TTAGTGAATG 787 800 

GGAAAGTGCT TGAGGTTGAC AAGAGAAAGA GAAATGTTAG ATTAGGAATT AAGCAGCTAG 78786 0 

AAGAGAGCCC C TGGGAAG AT TTTTCTAAAA GC T AT AAAAA AGGC G AT ACT ATTGAGGTTG 7 87 92 0 

AGATTGTAGA GAAAAAATCA f AAAGGCTTTC AAGTAAGAGT TTATAATAAA ATAATGGGAT 7 8 7 9 8 0 

TTATTAGTAA AATTCAATTG GGGGATACAA AAGAATCTAG TTTAGAAACT TTCGAAAAAT 78 3 0 40 

TAAACGTTGG AGATAAGCTT AAAGTGGTAA TAACAAGTAT TGATTCTAAA GACAAATCAG 783100 

TGCTGCTCTC TTATAGGGAG TATGAAAATC AAAGATCAAG AGAAGAAATT TCTTCTTATT 73 8160 

TATTTAAGGG CAATGATGAG GAATCTTACA AGCCATTTGA GAATTTGCTA AAGAGGGATG 7 8 822 0 

AATAATGGCT AAAAATAATC TTTTAGTTTT CTTTATTGCT ATTATTTTTG TGTTTGTGTC 7 3 3280 

TATTATTGTT GTTTTTTATA ATTCTTTAGG CAAGGATTAT GTAAAGAGTG GCGGAGAAAT 73 8 3 40 

AGTAGAAAAT CTTGAAAAAG ATTTAAATGA TTATTTAAAA GAAAATGATG CCAAAGAGAG 78 8400 

AGAAAAAATA TTTCTTAGGA TAAGGGAGCT .TATTTCAAAG GAAAAAGAAA TTTCATCTTA 738460 

TTTTATTTCA AGGTTCTATT TAGCCAGAGC TGTTTATTTC CAAAGTCAAG- CACAGTATGA 7 8 3520 

TGAGGCTATT AAAGATTTAG' ATATTGTTAT TAAGGCAAAA GGTATTGAAA GTGAAATTGC 738530 
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TTTTCTTAAT AAAGCTGCAG TTTATGAAAA AATGGGATTA AAAGAAGATG CTTTGTTAGT 7 83 64 0 

TTATGAAGAT CTTATCAATA GTACTAGTTT GGATTTTTTA AAGGTAAGAG CTCTTTTGAG 7 8 8700 

TAAGGCAATA TTGATTGAGG AAAAAGATAA AGAGCTTGCT GTGAAAGTAT AC G AAGAG AT 7 8 8760 

TGTTAAGTTT CCGTATGAAA ATAATTTATA TATAAATATG GCAAATAATA AAATTTTAGA 788 82 0 

ACTTAAGCAA AATTAATCTG TATTTTTGGG GGAGGTTTTA TAATTTTTTT TAT C T TAT AT 788 38 0 

TTTGTATTTT GTATGGGGTT TTTTGGATGT GGTCTTGACA ATATTTTAAT ACTTCCTTCA 733 940 

CCAGAAAAGG TTGATAATCG AATTTCAAGA GATTATGTAG CTTTTTTTTT ACCAGCGGGT 7 8 900 0 

TATTTTTCTA ATCAAGCAGC TGGTAAATTA AGAGGTTTTG AC AT AT AT T A CAAATTTTAT 73 9 060 

CCAGAAGGTG CCAATTATCA CATAAGTAGT TTCCAGAAAA GCGTAGAGAA AGATTTTGAA 7 3912 0 

GCCTTAAAGG GTGTTTTTGA CAATGTTAGT GAATTTAATA AT AG AGGGT T TTATAAAATA 7 89130 

AATTTGAGTT CTACTGTTTA TTCGGGTAAA CCTGTTTTTA AATTAAATAA AGAATGGGTA 7 3 92 40 

GATAGTAAAT TGCCTTTATA TTTTGAAATA AATTTTGGAG AATTAAGAAA GGATGTTCCT 7 3 9300 

GGTGAGGCTT TCATTACTGT AAAAAATGGG AATACTTCTT CATCTGTTAT TCTTGAGAAG 73 93 6 0 

-AAAAATATAT ATAGGTCCCA TATTGATAAA GGAGAATATG TAGGCTTTTC AAAATCTATT 78 942 0 

AAAAAATCCA ATTCTTTAGA TAAAGAGAAA AGGC C AATTG AT C T AAAAC A TATAAATGAG 78 948 0 

GATTTTTTTA CAAAAGATAT TGCCCCCAAG TATAATTTGG CAATTTTTGT TATGGGTGTG 7 89 540 

GGCAGCATTG TTGATGATGC TTATAGTGTT CTTATTAATC TTGGGGATTT GTCGGGATTT 78 960 0 

AGTTTATCTA ATTAGTTCTT TTTAAGGGGG AACATGATAG TATTTTTTTC TCATTTGATT 73 9660 

TTAACAAACA TTGTTATTTC ' TTTTTTGGTA AGCTTTTTTG TTGCGTTTTT AAACATATTG ^ 7 8 972 0 

AATTTTAAAT TTATAGTAGT TTATTTAATA AGCTTTTTAG GTGGAATTAT ATTTCAGTTT 7 8 9780 

.TTTATCCCTT TTTTCTATTC CGATTATTAT G AAAGG C AAA TAGATTTTGT TCTTTATTTG 7 89840 

TTTCCTATTT TGGGGTC GGT TATTTTAATA GGTTTGATTA AATTCTCTGA AAGAAATAAG 7 89900 

AACGATTTAT AAAAGAATGA TTTTTAAAAG AGTTGGATAT TGATTTAGCT TTTAATATTT 7 8 9960 

TTTTATTAAT ATAATTTGTT GAT AATTTT A TTAAAGAGAA TTACGTTTAT TTTTAATGAG 7 9002 0 

GTGGACTTAT TAATTGGATT GTTTTATTAT ATTCTTATAA AAGGGGGGAT AATTTCCGCC 7 900 SO 

GTGTGTTTTC ATGGTGAGTA AAAGAGAAGG ACAATAGGAG GTTGATTTGG CAATTATTAC 7 90140 

TATGAAGAGC CTGTTAGAGG CCGGAGTTCA TTTTGGCCAT CAAGTAAAAA GGCTTGATCC 7 9 0200 

TAGAATGAAA AGATTTATTT TTTCTGAGAG AAATGAAATA CATATTTTAG ATCTTCAAAA 7 9 02 60 

AACTTTGCAG 'GGTATTAAAG ATTCTTATGA ACTTGTTCAA AGGGTAATAA AAGATGGCAA 7 9032 0 

AAAGGTGCTT TTTGTTGGAA C C AAAAAGC A AGCTAGTGAG ATAATAGAAC AAGAAGCAAG 7 903 8 0 
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AA^G.-A-GCGAT ATGCCATATG TAAACAATAG ATGGCTTGGG GGCATGCTTT CTAATTTTAA 7 90 440 

TACGATTAGA AAATCTGTTC AAAAATTAAA AAAGCTAGAA AAGATGGAAG TTGAT GGAAC 790 5 00 

TCTTGACATG AT AAGC AAAA AAGAGATTTC ACAACTTAAT CGTGAAAAAT CAAAATTAGC 7 90 5 60 

TAAAAAC-TTA ACAGGCATCA AGGACATGGA AACACTTCCT GGTGCTATTT T TAT C AT T G A 7 90 620 

T C C T AAGC G A GAGCAGATAG 'CTATTAATGA GGC TAG AAAA TTAAAAATTC CCATTATTTC '790680 

TGTGGTCGAT ACTAATTGTA ATCCAGATGT TATTGATTGT CCAATTCCTG GCAATGATGA 7 9 07 40 

TGCGATTCGC TCTGTTGCTT TGTTTACTAA AATAATATCT GATGGTATTT TAGAAAGTGA 7 90 300 

■TA-AAGAGGTT GGTATTCAAA TAATTGAAAA TTTGAATGAA GAAGATTTGA TGAAAGAAAT 7 90 8 60 

TGAAATCAAA AAC GAT AAAA GTGATTCTAT TGAAGAAAGG GGAGAGTAAT TTATGAGCAT 7 90 92 0 

T ATT AGTC CT CAGGATGTAA AAAAGCTTCG AGAAGAAACC AATGCTGGTT TTGGAGATTG 7 90 930 

T _-jvAAAAGCT TTGTCTGTTG CTGGTGGAGA C TTTGAATT A GCTAAAAAAA AACTTAGAGA 7 9104 0 

AATGGC-AATC GCATCTGCTG AGAAAAGACT TGACAGAGAT GCAAAAGAAG GTAGAGTATT 7 9110 0 

CTCATATTCA AACAATATTT ATGCTGGGCT TTTGCTTGTT TCTTGTGAGA CGGACTTTGT 7 9116 0 

TGCTTTGAA-? CA.CAATTTTG TTAATTTTGG TAATTCCTTG ATCAAGGAAT TGGTAGAAAG 7 9122 0 

TGGAATAGAT TCTTTAACTA CTTCTCAAGA GTTAGAGCTT AAAAATTTAG CAGCTACAAT 7 912 8 0 

iiji^jiGAAAAT ATTCAGGTTA AAAAAATTTT TAT T AC T AAA ATTCAATCTA ATGAGTTTGT 7 913 40 

AAAAATCTAT TTGCATGGTG AACAATCCAA GATAGGTGTT TTGGTTAAAT TAAAAGTAAA 7 9140 0 

TGATTTCTCT AAAACGGAAG ATAAAATTTT TAAAAATTTT GCTATGGATT TAGCTTTGCA 7 914 60 

CGTGGCTGCG TTTGCTCCTG TTTATTTGAG AAATGATGAT GTTTGTCCAA ATTATATTAA 7 9152 0 

AGAGCAAGAA GAAATATTTA CCAAACAATT AGAATCTAGT GGTAAGCCGG AAAGCATAAT 7 9153 0 

CAAGGGTATA GTTGC GGGAA AAATCAAAAA ACATCTTGCT GAGATTTCTC TTCTTGAGCA 7 91640 

AAGTTTTGTA AAGAATGATA AAATCACTGT AAAGGAAATG CTTGAAGAAA TTTCAAAAGC 7 917 0 0 

AATTTCAAGC AAGGTAGAAA TGGTTGAGTT TAAATATTTA AGAATAGGGT AGATAATGTG 7 917 60 

CTCTTTATCA GCAAGGAGGA GTTTATATGG AAGATTATAA GGCTTTTCTA GAT G AAAAG A 7 9182 0 

TGAACAAGGT TCTTTTATCA C TTGAT AATG AATA.TAAAAC GTTAAGAACA GGT AG AATT A 7 918 8 0 

GTAGTAATA.T TTTTGATAGA ATTTGTATTC AATACCATGA C CG AAGAAC A C C T AT AAC TC 7 91940 

AAGTGTCAAG TAT TAG AATT CCTGAAGCAA GGCTTGTTGT TATTCAGCCT TGGGATAAAA 7 92 000 

GCATCTTAAA TAAGATAGAG C AAGC CAT AC TTAATTCTGA TCTTTCTATG AATCCTTCAA 7 92 0 60 

ATGATGGTTC AGTTATTAGA ATTAAGGTTC CAAATTTAAC TAG T G AAAGG - C G AC AAG AG A 7 9212 0 



TTGTAAAGCA 
AGGATTTAAA 
TAAAAAGAAT 
CAATTTTAGA 
CTTCCAAGTC 
TTGTCTTCTT 
TCTTTAAGGG 
AGGGATGATT 
TTTGATTTTT 
AGTGGGGAAG 
CTTATTTTAA 
AAATTTGTTT 
TTAGACAATC 
ATAAGTAATT 
TGGCCTGAAT 
AGAAATTTTG 
GGGAACATTT 
TTATTTATTC 
. TGATTT ATT A 
AGGATTTGCT 
TGTAATATAT 
TATTAAAGAG 
TATATATCCT 
ATTTTTAATG 
TGGTTATTTT 
AATGGGTTTT 
TAGATTAATA 
TACCATTATT 
TGGGAAAATC 
AGGCCCGATA 



TGCTAAAAAA 
CAATAAAGTT 
TTTAGATGAT 
ATCTAAAATT 
ATGTTGGAAT 
TAGAAGGTTA 
T AG G TAT T AA 
GTGAGATAGA 
ACGAAAAAAA 
TAAAAAGTTC 
ATTTAGCAAT 
CAAGTGATTT 
CAGAACTACC 
TTTTCTTATG 
ATTATGACAC 
GGAGATGATT 
CTATTTTTTG 
CTTAATATTT 
AAATTAAAAT 
CCCCCAATTT 
TAC TTGTTTA 
CATGAGATTG 
GGGGTATTAA 
TTAATGCTTT 
TTAGGGAAAA 
TTTGGGGGCA 
AATTTAAGCT 
GGCGACTTGT 
GTTCCTGGTA 
TTTTATTTAT 



ATAGCAGAAG 
AAAAAGCAAG 
ATTCAGAAAT 
CAAGAAATAA 
TATTATGGAT 
TAAAGAAGGT 
ATGTTTATCC 
AAATTTAATG 
TGGAATAAAA 
TATAAAAGAC 
CAATTATGGG 
TGATTTAGAG 
GGATCTTGAT 
GAGGATTGCT 
T AG AT AT AG T 
TGTTGAGTAA 
TTCCTTTGAT 
TAATTTTTAT 
TCAAATTTTC 
TAACATATAT 
TAGCGTTAGT 
GAAACTTTTT 
TGTCTTTTAC 
TTGCTATGGT 
ACAGTTATCG 
TTTTGTTTTC 
ATGGAGAATC 
TTGAATCTGG 
GAGGCGGAGC 
ACCTATCTTA 
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AACATAAAAT 

AAAAAGAATC 

CC AC AG AT AT 

TGGAAGCTTA 

GGCAATAGAA 

CTTAAAAGAG 

TTTTATGTAT 

TTTTTAATTG 

ATAATAGTTT 

TCTATTAGCT 

GGTCGTAATG 

TCTTTGAATG 

CTTTTAATAC 

TATTCTGAAT 

AAGGATTTGG 

GGTTAAGAGA 

TTTATTTTTA 

ATTTAGTGGC 

AGGACTTTCG 

TCATTTTAAT 

TTTTAGCAAT 

GTCTCAAGCA 

GGTTTCTATT 

AAGTGGAAAC 

TCCCACTATT 

TGTGCTTACT 

TATTATTTTA 

ATTAAAGCGA 

TCTTGATTCG 

GTGATTTTTG 



TTCAACTAGA 
GGAAATTACA 
GT AT ATT AAA 
AATCCATGAA 
GGTGGGC TTT 
CAAAAGAAAT 
TTTCTACTGA 
CTAATTATTT 
CAGGAGATGT 
TTTCTAAAAA 
AAATACTTAG 
AGAATATTTT 
GTACAGGCGG 
TAATTTTTTC 
AATGTTTCCA 
TTTGCTTTTT 
ATATTTTTAG 
TTTGCGGCAA 
AGTATATTAT 
GTTTTTTATT 
TGGATTGTTG 
AC GT C AAT AC 
AC AAC C T TAC 
GATACTTTTG 
ATTAGCCCAA 
GCTATATTTG 
GGCATTTTGA 
AGTGCTGGAG 
ATTGACTCTT 
GAGGAAATTA 



AATATACGAC 
GAGGACTGTT 
AAGATAGATT 
TAAAGGTTCT 
AGGTAAAAGA 
AGTTAAGTAT 
GAATTGGAGA 
GAGAGCCGAA 
TGAGTCTTTA 
TTTCAACAAC 
AGCTGTTAAA 
TTCCAGTTTT 
AAATATTAGA 
AAATGTTTTG 
ATTTAGAAGA 
TTGCAAGGTT 
ATTTTAAAAA 
AAGAAGTTAA 
CTTTTTTTTT 
TAGGCATGAA 
ATTTGGTGTT 
TTTTTATACT 
CCAAGGCACC 
CATATCTTTT 
ATAAAACATT 
CGGTAGTTTT 
TTGGAGTTTT 
TAAAAGATTC 
TTCTTTTAAC 
TGTATATTCT 



792180 
792240 
792300 
792360 
792420 
792480 
792540 
792600 
792660 
792720 
792780 
792840 
792900 
792960 
793020 
793080 
793140 
793200 
793260 
793320 
793380 
793440 
793500 
793560 
793620 
793680 
793740 
793800 
793360 
793920 
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TTTTAGTGTG TTGGCTCTCA GTTTTATAAT ATTTATTCAT GAGCTAGGGC ACTTTTTATT 793 9 30 

TGCTAAACTT TTTAAAGTTA AGGTTGAAGT TTTTTCTGTG GGTATAGGTC CTAGCATATT 7 940 40 

AAAGTTTAAA ATTAATAATA CTGAGTATAG ACTTTCCCCA ATCCTTCTAG GAGGATATTG 794100 

TAAGCTTAAG GGATTTGATC ACTTAGAAAA AGAGCTTAAG GCAAATAAAG AATTAGAAGC 7 9 416 0 

AGATAAAGAT TCTTTGTTTG GAATTTCACA TTTTAAAAAA ATCTTAATAT ATTTTGCAGG 7 9 4220 

TCCGTTGTTT AATTTGATTT TTTCATTTAT TGTTTTTATT TTTATAAGTA TGGCGGGTGT 7 94280 

c 

TATATATTTT GATTATTCTT CAAGAGTTAG TATTTTAAAT AAAGATTCTT TATTAAAAGA 79 43 40 

TAAATTTAGA GACGGTGATG T TAT AT T AAA GGTTAATGAT AAAAAAATTA AA.TATTTTTC 7 94400 

TGATTTAAGA AAATTCATTC CTGAGGAAAA ATCTA.CAGTT ATGTTTGATG TTTTAAGGGA 794 4 60 

AAAAGAAAAT ATTACTTTTA AAGAGACTGT TAGTTTGCAA GATTTTTTAA AAGAAATTGG 7 94 5 20 

CCCTTGGGCT GATCTTGTAA TAGCAGATGT GGTTTCAAAT TCGCCTGCTA AGATTGCGGG 7 94 58 0 

AATGAAACCG GGTGACGAAA TAATTAGCAT TGATAATGTT ATTTTGAAAA ATAAAAGAGA 794 640 

T T TAG AT TAT TTTCTTAAGA ATTTAAATTC GGATGTTGTG GAAATTAAGT TTTCTAGAAA 7 9 470 0 

TGGAGAGATT^ TTTTCTTCTA AATTAGTATT TCATGATAAA AATAAAATGA TTGGCATATA 7 947 60 

TTTTTCACCA CCTTTAAAAA GGGTAGTTAA AGTAGAAAAT GTTTCAAGTG CCATTAAGAA 7 94 82 0 

TTCTTTTTTT AAGGTAGTAA GTGCTTTGCA AGACATTTTA TATTCTATTT TTTTATTAAT 79438 0 

- GACAAATTTT TTAAATGCTT CTAAGAGTGT ATCAGGCCCT GTTGGAATTG TAGGCATTCT 7 94 940 

CTCTTCATCT TATTCTTTAG GGATATTGTA TTGGATTAAT AGCATTTGTT TCTTGAGCTT 795 000 

AATTCTTGCT GGTATGAATC TATTTTTTAT TGTAATACCT ATTTTTGATG GGGGACAAAT 7 95 060 

TTTTATCAGC TTTATTGAGC TTTTGCGTGG AAAGAGATTT AAGGCCAAAA CCATTTATTC 7 9512 0 

TTTTTATAGC TTTGGTATTT TTTTTGGGGT GTTTCTTTTT GGTTTAGGCC TTTTTAATGA 7 9518 0 

TTTGAAAGGT CTTTTAAATA TATTTAATTA AAAATTAGAA ATGTATTTTA GCATAAGCCA 7 9 5240 

AAAGTGAGAT GCTGATGCGA TTATTATTAA TATATGAAAT ACATCATGCA TTTTCATGTT 795300 

AATTGTTGGA TTGAATTTTT TACTTAATAT GTATACTATT CCTCCTATTG TAT AT AC GAT 7 953 6 0 

TCCGCCAAAA ACTAGCCAAA AAAATCCTTT TCCGCTGAGG GCCTTATAAA TGGGCTTAAT 7 9 542 0 

TTTAAAAATG ATAATCCACC CCATGATTAT AAATATGGAT CCATTAAACC ATCCGGGGCT 7 9 5480 

GTTTGTAAAT ATTATTTTAA AAATTATTCC AATTATAGCC AGGCTCCACA CTATGCATAA 79 5 5 40 

GATTATTAGT CCTGATTTGT TTGGCACAAG GATTGCACAT GCAGGAGTAT- ATGTTCCTGC 7 95 600 

TATTAGAATA AAT ATT G AAA TATGATCAAA TTTTCTAAAT ATTTTTTTTA TTTTACTTCC 795 6 60 



TTTTGGGAAT 
AATCAAGAAT 
■ TGTTGTTCCA 
ATTTTTTGGT 
TCTAAGCACA 
TTTAATTGTA 
ATTTGGCTTG 
GTTTGCTGAA 
TTTCAAGTTT 
■ CATGTTTATT 
ATAAAATTTT 
TCAATATGCC 
GAACAGCGGC 
TTATTGAGGC 
ATTTTTTTGG 
TAG T T GG AT A 
TTTCAGAGTG 
TATTTTTTTG 
TTTTTAGGTT 
CTTTGGGGTT 
AGATAGTTAA 
ACCCATCACT 
CTATTATGTT 
ATAAAAATAA 
TAACTGAGCC 
CCGCTTATTC 
GCTTTTCTAC 
CAAATTGGAT 
TTAGTTGGCT 
AAGGCCAAGA 



ATGTGGTAAA 
ACAACTACAT 
ATGATAGACA 
ATTTTGCTTG 
GCTTTGCCTC 
GCTTTTTCTC 
TGTAGTAAGT 
ATTAGCATTG 
GCAAAAATTT 
GATTGGTATT 
TATTCAAAAT 
TTTAATTTTT 
TTTGGGAGGC 
TTTTTCAGGG 
TGTTCAAACT 
TTTGCATAAC 
CCATTTTGTG 
TTTGATTTGG 
TGAATATTTT 
GCATTCTATT 
TGGCGATACT 
TGGTAAATTT 
TGGACTGCCC 
GGTTGCAGCA 
TTTAGAATTT 
GGGGTTTGCA 
TGGATTTTTG 
TAGTGTATTA 
TTATAGATAC 
AGGAAAGCTA 



GAGTGCTCAT 
GTAAATCTTT 
AAATAATTCC 
TATTAACATC 
CGTTTTATCA 
AAGATCAAAT 
AAAGTTTTTT 
GAGAGGCTTA 
TCTAAAGCAC 
GGATC TGTAT 
GTTTTAGGCT 
TCTATTGGAA 
CTTATTGGTT 
CTTGTTGAAG 
T T AAA T AC GG 
AAATTTTATA 
CCTATAGTAA 
TCAAGTTTTG 
GGCAGTTTTC 
TTATCTTTTC 
GTTAGAGGTC 
TCATCAGGCT 
GGAGCAGCAT 
CTTCTTTTCT 
TTATTTATTT 
TTGTTGCTTG 
GATTTTTTTA 
CCTTTGGGGG 
TTTGATTTTC 
GAGAGTCTCG 
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TACATATAAT 

TTTCTTAAGA 

AAAAAGATGC 

GCTTAACGAG 

CTTATTTATA 

TAAATCTTGC 

TTTGCAAAAA 

GCATGATTAA 

TACGAGTGCC 

TTTCAAATTC 

TAATGAAGGC 

TTTCTATTGG 

ATTTAACATT 

C AG AG AC AAT 

GAATTGCAGG 

ATATGAAGCT 

TAATTTTACC 

ACGATTTAAT 

TTTATGGATT 

CTTTTGAGTT 

TTAAGAATAT 

TTGCCAAAAT 

TAGGGGTTTA 

CTGGGGCCTT 

TCACAGCGCC 

CTAATTTTTT 

TGTTTGGGAT 

CAATGTTTTT 

AGATATTTGT 

GAATTGCGCA 



AGGGTCATTG 
GTAGATATTG 
GAGATTGAAC 
TAATTTTTAA 
AAAAATATAT 
TTGATTTATC 
AAGCTTTATA 
TT T TAT T AAA 
TATTTCTATT 
TTCTAGTATT 
TATAGGCAAT 
AGTTGCAAGA 
TAATATTACT 
GTCTTCTGTT 
TTCTTTAGCG 
ACCCAAACCT 
CTTTTGTGTT 
TGCATCTTTA 
TTTAAATAGG 
TACTTCTTTG 
ATTTTATGCT 
TAGCAGTGGA 
CAAGGGTATT 
GACAGCTTTT 
TTTGCTTTAT 
TAATGTTACG 
ACTTCAAGGA 
TGCTCTTTAT 
TACAGACGAT 
TCTTTTAATT 



AAAATCCGTA 
TAACAAGAAT 
TAAAAAGCTC 
GTTTATTTTC 
AAT AC C T T AC 
TAACCTTATT 
ATAAAATAGT 
ATAATTAACT 
TTACCGGTTT 
GTTTATGTTG 
GCTATTCTTC 
ATGGGGCAGG 
GAAAATTATT 
GGGCGTATAA 
GTAGGCCTTT 
TTTGTGTTTT 
TTTTTGGCTA 
GGTTTGTTTG 
CTTTTATTGC 
GGAGGAGTGG 
CAGCTATTAG 
TTTTATCTAT 
GTTCATGAAG 
TTAACAGGAA 
TTTGTTCATG 
ATTGGCAATA 
AATTCTAAGA 
TATTTTACTT 
CCATTTTTTG 
CAAGGTCTTG 



795720 
795730 
795840 
795900 
795960 
^796020 
796030 
796140 
796200 
796260 
796320 
796380 
796440 
796500 
796560 
796620 
796630 
796740 
796800 
796860 
796920 
796980 
797040^ 
797100 
797160 
797220 
797280 
797340 
797400 
797460 
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GTGGATTCGA TAATATTACA AAGCTTGATG TTTGTTCTAC AAGATTGCAT GTAGATGTTG 797520 

TTAATACTGA GCTTGTTGAT AATAATTTGC TTAAAGAGGC TGGAGTTCTT AAAATAGGGC 7 97 5 80 
TTGTTAATGG C AAGGT T C AG CTTTTCTATG GA.TCTAATGT TTATTATATT AAAAATGCCA , 7 97 64 0 

T T GAT AC C T A TTCTCCAAAG AGTCTTTTTG AAGCTAGTGT TA-TGGTTGCA GTTGATAATG 7 9 7700 

T AA AAA A-AGG TTCTAAAACT TA-TATTGAAA TGAAAGAAGA CAAAAAACTT GAAAAGCAAG 7 977 6 0 

GTAAATCA-GG AAlAAA.CCT.AT AA.GCTTA.GCG AATTAGAAGA AGATTAGGGT TTAAGATTAT 7 978 2 0 

TTTTCAGCTA CA.TTTTGTA.T ATTATAAAAA TTTTTATTGT TGAAAAAAAT TAGTCTCTTT 7978 80 

TAT AT AC T AA. CTAA.GTAACC TTTGTTGCAT ATTTTGCAAT GC GAT AG AC C A T AAGGAGT T 7 979 40 

TTAGTAAjTGA TTAAAA.GA.TA T G AGGC A T G T TTTTTGTTTA AAAGTGAAGA AATTGAATAT 7 98000 

AAGGGTTCTT TAGAAGAGGT TAAAAAATCT TTAGAGTTTT TTGGTGCAAC TGATGTTGTT 7 980 60 

AGCAATTTTA TTGGAGAGAG AGCCTTAGAA T.ATCCTATTA AAAAG C AGGC TAGAGGTCGT 79812 0 

T ATG AAA T AA T A.G AGTTTAG V ATGG AAGGC AATAATTTAA AAGAATTTGA ATCAAGGCTT 7 9 8180 

AAGT T AATT A GAAA.CTTGCT TA.GGTA.TATG ATTTTGGTGA AAATAGTTAG AAAGATCAAT 79 82 40 

ACTAAAAAAA TCAAAAGAAG AAATTTTAGA GAATTT.AGAG ACAATATTGA CAAAGACAGT 7 93300 

CCTAAAGGTG CC TCTAAA-GT TGAAACACCA ACAGGTCCTG AAAGCACAGA TATTCAGGAA 7 9 8360 

AAAT AAGA-GG GTTTTTAA.TG GCTGATATTA ATTCATTAGT ATTGTCTGGT AGGCTTACAA 798 42 0 

GA.GATTCTGA GCTTTCTTA.T AC AG AAAGTG GCATGGCTGT TCTTAGATTT TCTATAGCTA 7 9843 0 

ATAATAGAAG AATGAAGAA.G AATGA.TGAAT GGATTGATTA TC C AC AATAT TTTGATTGTG 7 98 540 

TTATTTTCTC AAAAAGAGCC GAAAGTCTCA ACGATTATTT GAAAAAGGGC AAACAAGTTG 79 8 600 

TGGTAAGTGG ATCTCTTAAA. TA.TGAAAGCT GGCAA.GA.TAG GAATACGGGT GATAAGAGGA 798 6 60 

GT AAGGT AAA T A T A-TTTGT A GA.TAA..TTGC AAATGTTTAG TTCAGGTTCT AATACTATTC 79872 0 

AAATGCAAGA TTCAGATGTT AATAGTTTGA CAAATCATAA AAAAGAAGAT GTAGTTAAGG 7 9 87 80 

ATATTGA.TAT TGTTGATGAT AAATTTAGCG AAGATATACC TTTTTAATGG AGTTTAAGTT 7 93 8 40 

ATGTATAAAG ATAGGGATAC AAATCAAAGA GATTCAAGAT TTGAAAATCA GCAGGATGGC 7 98 900 

TTTAAAAAAA. ATTCAAATTT CAGATTTTTT AAGAGAAAGT CATGTAAATT TTGTGATTCT 7989 60 

GGTAAACATC C TG AT T AT AA GGATTTTGAT TTTCTTAAAA AGTTTATTAC CGAGC AAGGT 7 99 02 0 

AAAATTT T AC C CAAAAG A_AT T AC TGGAAC T TCTGCTAAGC ATCAAAGACG CTTGGCATTA 7 99 0 80 

GAAATTAAAC GGGCAAGATA TATGGCTTTG TTGCCTTTTG TAAAAAAATA ATTATTTGGG 7 9 9140 

GGGTAATTAT GAAA.GTGA.TT TTAAAGGAAG ATTTTATTAA TCTTGGAAAA GAAGGAGATA 7 992 0 0' 
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CTGTAGAGGT 


AAGAGATGGA 


TTTGCAAGAA 


609 
ACTATTTACT 


AC C C AAGGGT 


TTTGCAGTTT 


■"7 c\ o n c n 


TTTCAAATAA 


ACATAATATT 


GAGATTTTTA 


ATCAAAAAAG 


AAGATCAATA 


TTGAAGAAGC 


799320 


AAGAAGCAAA 


AAAACAAATG 


GCCAACGATC 


TGAAATCCAA 


GCTTGATCTT 


GTTAAATTAG 


■~r c\ c\ "5 o r\ 


AATTTTTTAT 


GAAATCTAAT 


GATTCTGGCA 


AATTGTTTCA 


TAGTATTAAT 


AGTTTAAATA 


7 9 9440 


TTGCTGATGA 


ACTTTTAAAA 


CTTGGTTTTG 


ATATAGAGAG 


AAAAA-AAATA 


GATATACATC 


7 9 9 5 0 0 


ATGGAACTTT 


AAAG AC T T T T 


GGAACTTATG 


ATGTGACAAT 


TAAGCTTTAT 


GAAGGTATTA 


799560 


GCTCTATTAT 


TAAAGTAGAG 


ATAAAAAAAG 


AAAAAAAGCA 


AGAGG AT AAA 


AAGTCTTTAA 


799620 


GTAAAAAGTT 


GAATAAAGCA 


GATGAGCAAG 


GTGAAAGAGC 


AGAGGTGTAG 


TTTGTGGCTT 


7 99 68 0 


TAGCAGCTTT 


TTCGAATTCT 


GCACTTCTTT 


TTAATGATGG 


TGCAGAAAAA 


GCGGTAATTT 


7 99740 


CTAGTATATT 


TTATAATTCA 


GATAAGATAG 


AGCAAATTGC 


TTTTCATGTA 


AGAGCTGATG 


^ f\ c\ c\ r\ f\ 

7 9 9 8 0 0 


ATTTTTACAA 


TGAAACTCAT 


AAGTTGATTT 


TCAAAGCAAT 


GGTTTCGCTT 


TATGAAAAAA 


n n a n r n 

7 9 9 8 6 0 


GGGAAAATAT 


TGATCCTATT 


ACTGTTTTTG 


AAGAAGTATC 


TAAGCATGTT 


TCAAAAACGC 


~i s\ c\ c\ *~\ r\ 

79992 0 


AACTTTTGAT 


TAAAAAAGAT 


TTAATCAATT 


TGCCTGATTA 


TTTAGATTCA 


CTTTCAGTTT 


"~t r\ a a o a 

7 9 9 9 8 0 


ATTTGCCAAC 


AG AT AG AAC T 


ATAAATGTTT 


ATGCGAAAAT 


TGTAAAAGAA 


CAGAGTGTTC 


800040 


GCAGAAGCAT 


TTTAAATGTT 


TCTAAAGAGC 


TTAATGACTA 


TATAAATGAT 


TCTACAAAAT 


800100 


CTATTAATGA 


GATTGTTGAA 


GAATCTCAAC 


AAAAGATTCT 


TTCAATTGAG 


TTAGATTATT 


800160 


CTAGTAAGAA 


CCTCTATCAT 


GCTAAAGTTA 


TTGCAGAACG 


TGTTCATAAT 


GAGATATATG 


a a a a i a 

8 00 22 0 


AGCGCAGCAT 


GAAGAAAAAA 


GAAGCAAACT 


TTGGCATTCC 


AAGTGGCTTT 


AGAAAGGTCG 


f~\ r\ O 

800230 


ACTCTCTTAT 


TGGGGGATTT 


AGAAATAGTG 


ATTTTATTAT 


A.GTTGGTGCT 


CGTCCTAGCA 


8003 40 


TCGGTAAAAC 


GGCATTTGCT 


TTAAATATTG 


CTTCTTATAT 


AGCATTAAGA 


AAAGAAGAAA 


800400 


AGAAAAAAGT 


AGGATTTTTT 


TCCCTTGAAJV 


TGACAGCAGA 


TGCTTTAATA 


AAAAGAATAA 


800460 


TATCTTCTCA. 


GTCTTGTATT 


GATAGCTTTA 


AAGTTCAAAA 


TAGCATTTTA 


TCTGGACAAG 


n a a r ^ A 

8 0 0 520 


AGATAAAATC 


• ATTAAATGAT 


ATTATAAATG 


AAATTAGTGA 


TTCTGAGCTT 


TATATTGAAG 


o a a c o a 


ATACTCCCAA 


TATTAGTTTG 


CTAACTTTGG 


CAACTCAAGC 


TAG AAAAC T T 


AAGCGATTTT 


O A A £T /I A 

8 0 0 6 4 0 


AT GGT AT A-G A 


TATAATATTT 


GTTGATTATA 


TCAGTCTGAT 


TTCTTTTGAA 


ACAAAAAATC 


o a A T A A 

800700 


TTCCAAGGCA 


TGAACAAGTT 


GCTTCGATTA 


GTAAATCTCT 


CAAAGAGCTT 


GCTAGAGAGC 


8007 60 


TTGAGATTCC 


TATTGTCGCA 


TTA.TCTCAGC 


TTACAAGAGA 


TACGGAAGGG 


CGTGAGCCTA 


800820 


ATCTTGCTAG 


TCTAAGGGAA 


TCAGGAGCA.T 


TGGAGCAAGA 


TGCTGA-CATT 


GTAATTJTTAC 


/a ^ n o r"\ 

8 00 8 80 


' TTCATAGGGA 


TAAGGATTTT 


AAATTTGAGT 


CTTCTGCTGA 


GATAGAACCA 


AT. AG AAAC C A 


. 800940 


AGGTTATTGT 


AG C AAAAC AT 


AGAAATGGCC 


CTACAGGTAG 


GGCAGATATA 


TTATTTTTGC 


801000 
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CACACATTAC TAAGTTTGTT AACAAAGACC ACCAGTATTA GTTGTTATTT AAC G AC T AT T 8 010 6 0 

CCAATTCCTA AATAATTAAA GTTAATAGAA TGTTTTTCTA ATTTTTTTTC ATCTAAGTTA 8 0112 0 

TAAGCTATAG GAATATAGTT AACTTTTGAA TATATTTTGA AAATATACTC AGTGTTGCGG 8 0118 0 

TATTTTAGCA TTTTGAACAA AAATCCTAAT TCATTTTCAA TTCCAACTTG AAGAATGTTT 8 012 4 0 

TTTATTCTTA TTGGTCTTGA GATGCTTTTG ATATCTTTAT TGTTTTGATT ATAGGCAAAA 8 013 0 0 

AATAATCCCG AAATTAGGTA AGGATTGAAT GTTTTTTGTG GTAAAAATTC ATACATGATG 8 013 6 0 

CCTGATGATA ATTGATTTGT AAAGCTATTA GTTTCATTAT AATTAGTGTA ATAATTTGTT 8 0142 0 

GATATTGAAA AGTAATGGTT GATGTTTTCA TTTATTTTAT AAAATAATGA ATTTCTTATT 8 0148 0 

TTTAATGGGA TCATAATATC AAATCCAAAG TAAAAATTAT TACTTATAAC ATTAAATTCA 8 0154 0 

TTATTTGATT CTGATATTTT TTTGTATTCT TCAGGTGTAA TGATTATTCC AAATCCCCCA 8 0160 0 

AC GC TT AAGA AATTTTCTTT GGTTGAAAAA TTTTTAATGT TTAAATTATT GGTTATGAAA 8 016 60 

AAATTTTTAG AGTAAAATTG ATAATTTATT CCAATTCCTG TTTCTGCTTC TTGTGTTTTT 80172 0 

GAATATGTTT TGAGGCTTTT GATTTGATTT TGAATTTGGG AATAAAGTTT TATATCAAAT 8017 8 0 

CCAATATTTT CATTTTTTAA GGTAATTCCA ATACTGTTTT TAATAAAATA ATCTGCAAAA 80184 0 

TAAGATAAGT CCATATAATT TTCTAAATTT AAAAAATTCA TGTAAGAGTA ATTTAGAGCA 80190 0 

AAGCTTAAAA ATCCTCTATA ATTGTAGCTG TCGTAGCTTT TTATACTTGG AATTGGACGG 8019 6 0 

TGTTGATTTA AAATGAGGTG AATTATGCTT TGCATTAAAT GCCCTCCCCA GTCTCCAAAT 8 02 02 0 

AATAAGTTTT TAACTCCAAT TCCCAAGTCT ATTTCTCCAA AATTTTTTCC ATTAATTAGC 802 08 0 

AATAAAATTG GAAAATAGTA CATGAAGCCT ATTTCAATTA AGTCTGTTCT ACTAATTAAA 8 0214 0 

GATTTCGGAG AGTCTTTATA ACCCCTATAG GTTAACATGT GTGCTTCTAA ATT TAT TATA 8 02 2 00 

AAATTGTATT TTGAAACATA GGTAAAAATA AGAGAACCAC TTCTCAAGTC ATCAAAAAAA 8 02 2 60 

TCGCTTAATG AAAATCCGAA TCCATCATTT AGTATTTCAA AATAATATTT GTCAATACCT 8 023 2 0 

TCATTTTTAT ATTGGATTGC ATAATTATAA GAATAAACTT TTAAATTAGA AATTATAAAT 8 02 3 80 

ATTATTAAAA ATATTTTTTT AAACCGCATT TTAAAATTAT AAC ATT TT AG CTTGTTTATT 8 02 440 

AAATAATTCA GGTTAAATAG TTTATTTTTA TTAAATAAAC TTAGTTTTTA TATGATCTAT 8 02 50 0 

TGTATTGTAT AATTCAATAA GTTTATTAAG ACTTTAGGAG TAATTGTGAT - AAAAAAGGTA 8 02 5 6 0 

GCTATTATTG ATGGAC TTAG AACACCCAAT TTCAAGTTTG GAGGTTCTTT TAAGGGTTTA 802 62 0 

AATATTATTG ATGAATCTTC AAAAGTTGTT AAAGCTTTGC TTGAAAGAAA TAAGTTATAC 802 68 0 

AA-AGTGGATG AGGTTATTAT TGGTAATGTA ATATCTGCGG GACTTGGTCA AAATATTGCA 8 02 74 0 
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AGACAAATTG CTTTAAAGTC TGACTTAGGC GATACTGTGC CTGCATTTAG CGTTAATAAA 8023 0 0 

GTTTGTGGTT CTGGGCTTAA GGCCTTGGAG CTTGCATTTA ATTCTATTGC C C T T GG AG AC 802 8 60 

AATGATATTG TTTTAGCTGG AGGAGTTGAA GATTTAACCA ATTCTCCTTA TTTATTACCT 802 920 

AGAAAGATTA GATTTGACGG TCTTAAATTT GGTAATTTTG GAATTGAAGA TTCAATCCAA 802 9 80 

AAAGACGCCT TAATAGATTC TCTGAATTTT ATTTCTATGG GGCTTACGGC TGAAAATCTT 8 03 040 

T C AG AAAAAT ATAGAATAAC AAGAGAAATG CAAGATGAAT TTGCATATAA TTCTCATGTA 8 03100 

AAGGCATTAA AGGCAAGAGA GCTTGGATAT TTTGAGGATG AAATTTATCC CCTGACTGTT 8 0316 0 

TTTGATAAGA AGACCAACTC TAGCGTAACT ATCTCAAGTG AT G AGG AAAT AAGAGATAAT 803 220 

TTAACTTTAA ATAAGCTAGC ATCTCTTAAT CCTGTTTTTA AAG AAT C AGG CACAGTAACT 803 280 

GCCGGAAATT CTTCAAGTTT AAATGATGGT GCTTGTTTTT TAATTTTAGC AAGTGAGGAA 8 03 3 40 

AGAGTAAAAA GCTTGGGGTT AAGTCCATTA GCTTATATTG G AGG ATT T AA AAGCGTGGGG 80 3 40 0 

CTTGATCCAC TTTATATGGG TTTTGGAGCT TATATGGCTA TTGAAGGCAT TATTAGTAAA ' 8 03 460 

TTAAGTTTAA ATCCTAGCGA AAT AG AT T T G ATTGAGGTAA ATGAGGCATT TGCAGCTCAA 8 03 52 0 

GCATTAAGCA TTGAAAAGGC CTTGTTTAAA AAAT AC AAT A TAACTAGCGA T AT T ATT AAT 803 580 

GTAAATGGTG GTGCTATTGC TTTGGGGCAT CCATTTGCCG TTAGCGGTTC AAGAATTTTA 8 03 6 40 

TTAACACTTT CTCGCTCTAT GAAAATGAAG AATAAAACAA AAGGGATAGC ATCTGTTTGT 8 03 7 00 

ATTGGTGGCG GAC AAGGAAT TTCTAGTTTT TTGTATAGAT GAAAATGTTT TATTAACTAG 8 03 7 60 

ATT T AAAT GT AAAATTTTGT TAAATTAGTG GGTAAGTGAT TCTTTAATAA GAGGTTATGT 8 03820 

TATGAAGAGT TTTTTATTTT G&GTAATATT GGGAACTGTA GGGATTAGCT CTTTTGCTCA 8 03 8 80 

AAATACTCCT GTTGCTATTA TTAATTTATA TAAGAATGAA ATT ATT AC T A AAACTGGTTT 8 03 9 40 

TGATTCTAAG GTTGATATAT TTAAAAAGAC CCAAGGTAGA GACTTAACTG ATGCTGAGAA 8 04 0 00 

AAAGCAAGTT CTGCAAGTTT TAATAGCAGA TGTTCTTTTT AGTCAAGAGG CTTCAAAGCA 8 040 60 

AGGAATTAAA ATCTCAGATG ATGAGGTTAT GCAAACAATT AG AAC TC AAT TTGGGCTTGT 8 04120 

. GAATTTTACT GAT G AAC AAA TCAAGCAAAT GATAGAAAAA CAAGGTACAA ATTGGGGCGA 8 04180 

GCTTTTGTCT TCAATGAAAA GATCTCTGTC TTCTCAAAAG CTTGTTTTAA AGCAAGCTCA 8 0 42 40 

GCCTAAGTTT TCTGAAATTA AAACTCCTAG TGAGAAAGAA ATTGTTGAGT ATTATGAGGC 8 043 00 

TAATAAAACT AAGTTTGTAA AT C C C GAT AT TTCAAGAGTT AGTCATATCT TTTTTTCTAC 8 04360 

TAAAGATAAA AAAAGATCAG ATGTTTTAGA TCAAGCAAAA AAT AT T T T AA GCC AAAT AAG 8 0442 0 

AT C AAAAAAA ATTACTTTTG AAGAAGCTGT AAGAAAATAT TCAAATGACG AATCTTCTAA 3 0448 0 

GGCTAAAAAT GGTGATCTTG GGTTTTTATC AAG AGG T GAT CAAAATGCTC AAAATCTTCT 8 0 45 40 
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TGGAGCCGAT 


TTTGTGAAAG 


AGGTTTTTAA 


TTTTAATAAG 


GGTGATATAT 


CTTCGCCTAT 


804600 


TGCTTCAAAG 


GAAGGGTTTC 


AT AT TGTT AA 


AGTTACAGAA 


AAATATGCTC 


AGAGATTTTT 


3046 60 


AGGTTTGAAT 


GATAAAGTGT 


CTCCTACTGC 


AGATTTGATT 


GTCAAAGATG 


CAATAAGAAA 


304720 


TAACATGATT 


AATGTTCAAC 


AACAGCAAAT 


TGTTGTTCAA 


GTACAGCAAG 


ATATGTATGG 


804780 


TAAGCTTAAC 


AAGTCTGCAA 


ATATACAAAT 


CTTGGATTCT 


AGTCTAAAAT 


AAAACATATT 


804840 


TTTATTTATA 


TAATTTTATT 


ATGGATTTAA 


TGCATGAAGT 


TAGAGTTTTA 


GCTTTTCAAA 


804900 


AGATTTATAG 


CATTGATATT 


AATCAAAGCG 


CAATGGACGA 


TATTTTTGAT 


ATTTTTAATA 


804960 


TTGAAGATAA 


AG AT T TAG AC 


ATAGAAAATG 


AGTCTATTAA 


GTCGTTTTAC 


TCTTCTTTGG 


805020 


TAATTGGTAC 


TTTTGATAAT 


TTAGAGCATA 


TTGATAGCCT 


CATTAGGGAT 


ATTTCTTTGA 


805080 


ATTGGTCTTT 


AGAACGCATG 


GATAAGGTTG 


ATCTTGCAAT 


ACTTAGGATG 


GGCGTCTATT 


805140 


CTTTGAAGTT 


CCAAAATTTT 


GAAAATTCAA 


AACGTGCTAT 


AATTGATGAG 


GCAATTTTGA 


805200 


TTGCCAAGAA 


ATATGGCAGT 


AAAAACTCTT 


ATAAGTTTAT 


AAATGGTATA 


CTTGATGCTT 


8052 60 


TGCTTAAAAA 


TATGGAGAGT 


GGTATTGAAA 


AAAAATAAAA 


CTTTAGTGTT 


CATTTCATTA 


8053 20 


TTCTTATTAT 


CAGTTTTTTT 


AGGTGGCTTT 


TATTTCTATT 


TCGATCCCAA 


TATTTTATAT 


8053 80 


CTTCTAAAAG 


GTGAGAAAGA 


TTTTAGCAAA 


CTTATTATGG 


GAATTGATTT 


TTATATTGAT 


805440 


AAAAAAAAAT 


TTGCTGATGC 


TAAAAAAGCA 


ATGCTATTTT 


CATCATATTA 


TGCTAATACT 


8055 00 


GAATTTAAAT 


GGCTAGCCCT 


TGCTAAAAGA 


GCTAAACTTT 


GGGCTTTAAA 


T AC AGGTG AT 


8055 60 


TATCATCTTA 


TGGGGGAAAT 


AGTAAATCTT 


GGTGTTAAAG 


TTTTGCCGGG 


GAATTTGAAA 


805620 


TTAAGAGCTT 


TGGAAGTTTA 


TTCTAAGCTT 


AAAATTGGGC 


TTTTAAAAGA 


TGCTTATAGA 


805680 


ATTGCAAATG 


AATATCTTTT 


AAATAGCGAA 


GAGTATCAAG 


GTCTTTATGA 


TGAAGTTTTT 


805740 


ATTAAAAATT 


TAAGTTCAGA 


TAATGGTATT 


TTAGATTTTA 


ACAAATTTAT 


TGATAAAATC 


805800 


TATAAAGAAA 


AGGATGCTCG 


TATTTTTGAA 


GAGATAGGTT 


TAAATCTTAA 


AAATAATGCA 


ry f r\ f~ f*\ 

3058 60 


TTTTTAATAA 


ATGCAATGCT 


TTTGTATATA 


GAGAAAAAAA 


ACATAGATTC 


TGCTAAGCGT 


8 0 59 20 


AT AC T TTTT A 


GAATCAAAGA 


AGAC AAAAGT 


TTTTTAAAAG 


AACTTGCATA 


TATTTCATAT 


805980 


AATCTTAATG 


ATTTAGATTA 


TACAATTTCC 


AATCTTAAGT 


CCATTAAAAA 


TGAAGAAGAT 


806040 


_CCCACTTTAC 


TTTTTTTGCT 


TGCCGATGCT 


TATTTTAAAA 


AAGGAGATAT 


TAAGAATGCT 


806100 


AAGAATGAAT 


ATTTAAAGCT 


TTATACAAGA 


TTTCCTGATT 


ACAATGTTCT 


TGTTTATTTA 


806160 


AATCTTGCAC 


TCATAGCTAA 


TAGTGAGAAT 


GATTATAAAA 


GAGCAATTTC 


TTATTTAAAT 


806220 


AAGGCTAATG 


AGGTATTTAA 


. AGATAATAAG 


ATAATAAATT 


AT TAT T T AG C 


AAAC AT AT AC 


806280 
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TTTGGAATTA AAAATTATTT TAAAGCTAAT GAAATTATAG CTAATTATAA GGAAGATCCG 80 63 40 

TTATTTTTTA AACTTTATTT TGCATTAAAT TATGCAAATT CTAAGTATGA GGCAAAAAAA 8 0 640 0 

TCTTATTTGT GGCGATTATT TT AT AAGAC T GAGTATAATT CTAGTATTGC TCAATTTTTG 8 0 646 0 

GCTTGGAATT TGCTACTTTA TTCAGATTTA AAGGACTTGG ATTTATTTTT CAGAATTTAT 80 6 52 0 

AATTTTTCTG AAAATAAACA AGATTGGTAT GATTTTTATA AATTTTATTA TTATTTCCTT 80658 0 

AAAAG AG AT T TTATTAGTTC AAAAAAGATA ATTTTTGACA ATAAATCTCA AAAATATATG 80664 0 

TTTGGAATTT ATTATAATCT TGGAGTTTTG AGCTTTTCTG -AAAAAGACTA TG AAGAAGC G SO 67 0 0 

GAAAGATATT TTAATAAAGG AATATCTTTA TTGCCTAGTA GTTTTTACGA TAAAGATTCT 8 0 67 60 

ACTACCCCCT ATGAGCGTGA GCTTGTATCA AAAATC T AC T TAAAACAAGG AATTAATTAT 8 0 682 0 

CTTTATTTAG GAAAAATGGA AAAAGGCAAA GAGTCTATTT TGGCTTCTTA TTCTTTTTAC 8 0 688 0 

GAAACCG ATG AAGGAAGGCT TTATAAAAAT ATGATAGATA CACTTAGAGA AAGGAATTTG '80 6 940 

AATTTTGACT AAACTAAGAT TGAAATCTAA AGATGAGATT AAAAAAATAA AAGCTTCAGC 8 07 00 0 

AAGTTTGTTA GCGCTTACTT TGTTAGAAGT TGAGAGAAAT ATTGTTCCTG GTATTAGCAC 8 07 0 60 

CAAGGAGCTT GATTTGATAG CCTATGATTT TATTATTAAA AATAGAGCTA AGCCTGCTTT 8 0712 0 

TAAGGGATAT CGTGGGTTTA AGGGCACTAT TTGCGCATCT GTTAATGAAG AGGTTATTCA 8 0718 0 

CGGCATTCCC GGAAAAAGAA AATTAGCGGA TGGGGATATT GTTAGTATTG ACTGTGGGGT 8 0 7240 

' TATTCTTGAT GGGTTTTATA GCGATATGGC AAAAAC TTT T AAGGTTGGAA ATGTAGATTC 8 07 3 00 

TAGTATCGAT AAACTTTTAG AAG TT AC AAA TGCCTCTCTT TACAAGGGTA TCGCTGAGAT 8073 6 0 

GAAAGTTGGA AAT AG AA TTT TAAATATATC AAAGGCAATA GAAGATTATA TAAAGCCGTT 807420 

TGGTTTTGGA ATAGTTAGAG AATATACAGG CCATGGTGTT GGATTTGAAC TTCACGAAGA 8074 8 0 

ACCAAGTGTT CCAAATTATT ATGCTCCTTT TTTTAAAAAT ATTAGAATTC AAGAGGGTAT 8 07 540 

GGTTTTGGCT ATTGAGCCTA TGGTAAACTT AAGGGGGCAC AAGGTTTCAA TAAAAAGTGA ' 8 07 600 

TGGTTGGACT GTTTTTGCAT CTGATCTTAG TTATTCTGCA CATTTTGAAC ATACTGTTGC 807 660 

TGTTGTTGAT GGATTGC CTT TAATTTTAAG ' TGAAGTTTAA ATTTTAAATT AATCAAATAT 8 0772 0 

TTAAATATTA TTTATAAAAT TGAGTAATTA TGTGGAGGTT ATAAAAGTGG AAAAAAAGTT 8 077 8 0 

TTTTTCTGGA TTTCTTCTTA GTTTTTTGGC TTTGAGTATT GGATTTTTTA TTGGGATGCA 807 8 40 

TTATTTAGCT TCTAATAGAA GCAACATTGT TTTTGCAGAA GAAAAGGACA AT AC C GT AC G 8 07 90 0 

AGCCTTACAA GATTCTTTTA GAGAGGTTTC CAAGAAAATT TTACCATCAT CTGTGGAAGT 3 07 9 60 

TCATGCAACA GGGGTAATCA AGCAGAGTTT' TCCTATTCCA TTTTTCTTTT TTGATATGCC 8 08020 

AGAATTTGAT T C T G AG AG AA AAAGCAATTG GGCGGGGTCT GGAGTAATAA TTGGTAGAGA 808080 
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TTCTCAAAAA AAATCATTAT TTTATGTGGT TACGAATAGT CATGTGGTAG ATAAGGCAAC 808140 

TGAACTTGAA GTTGTATCTT ATGATAAAAA AAAGCACAAG GCTAAGTTAA TTGGCAAAGA 808200 

TGAAAAAAAG GATATTGCCC TTATTAGCTT TGAAAGTGAT GACGCAACTA TTAAAGTAGC 8082 60 

TGATCTTGGA GATAGTGATA AGCTTGAAAT AGGTGATTGG GTTATGGCAG TGGGCAGCCC 8 08 3 20 

TTTTCAATTT AGTTTTACAG TTACAGCAGG TATTGTAAGT GGATTGCAAC GTTCTGCAAA 8083 80 

TCCTAATTTG CAATCAAGGA ATCTGTTTAT TCAAACCGAT GCTGCAATCA ACAGGGG TAA 8 0 844 0 

TTCAGGTGGT CCTCTTGTAA ATATAAAGGG CGAGGTTATT GGAATTAATG CTTGGATAGC 808500 

TTCAAATTCT GGCGGAAATA TTGGGTTGGG TTTTGCAATT CCTGTTAACA ATATTAAAAG 80 85 6 0 

CACTGTAGAT TTTTTCCTTA AAGGTAAAAA AATTGAATCG GCTTGGCTTG GAATTTCTTT 808620 

TTATCCGCTA AAG AC AAG AG ATTCTGAGGT GCTAAAAAGC TTAGGGGTTG AAAGTAATGA 80 8680 

TGTTTCAGCT GCAATTATTG CTTCTCTTTA TCCGGGTTCA CCCGCTGTTA AATCAGGGCT 8 0 87 40 

TAGGGCAGGG GATATTATTA TGAAGGTTAA TGGGGTTTCC ATGAGCGTTT TTCAAGATGT '8088 00 

TACATCATAT ATTAGTGATT TTTATGCTGG T GAGAAAG T A AAT GT AG AAA TCTTAAGAGG 8038 60 

CAATGTCAAA AAAAATATTG AGATTGTTCT TGCTGTTAGA CCTAAGGATA AAGAGCTTTC 80 3920 

TTCTTCAAAG ATGCTTCCAG GCTTTGTTGT GTATCCATTG GTTGAGGATA TTAAAGCTCA 80 8980 

GCTTAATTTA AGAAATTGGA TTAAAGGTGT TGTTGTTGAT TATATTGATA AAAATTTAGC 80 9 040 

ATCAAATATT AAAATGAAAT CAGGAGATGT AATTCTTTCT GTAAATTCAA AAAGTGTTTC 80 9100 

TAATTTAAGA GAATTTTATG ATGCTCTTGA GGTTGGAAAA AATACTTATA AAATTTTGAG 80 9160 

AGGAAACGAT TCTTTTAAAA TTACATTTTA GTAAATTTTA GTTTTGGGTT AAGAGTTGAT 8 0 9220 

CTTAGCCCTT TTTTGTTTTA CATATAATTG TAAAGCTTTT AG AT T GT AAT GATTTTATTT 80 9 2 80 

TATGCAAATA TTTGTGTGTT AATTTGCAAG TTAAAATATT TTGATTAAAT AAATTTTATT 8 0 93 40 

GTTATTAGGA AAGAATAAAA GGAATAAGTT TGAATTATGA AGAAATATGT TTCTTATGAA 80 9 400 

GAGATAA.GAA TTAATGGATT TAAGCTTGCT TATAAAATTT ATAAAGATGG ATTTATTCCA 80 9 46 0 

GATATTATGT ATGTCTCTCT GAGAGGAGGG GCCTATCTTG GCAATATTAT TAGCGAATTT 8 0952 0 

TTTAAATTTG T AAAAGT AG A TAAACCTCTT TTATATGCTG CTGTTGTTGC TAGATCTTAT 309580 

GATATTTTTA ATGAGCAAAA AAAGATAATG ATAGATGGCT GGACTTATGA TCCAAAATAT 8 09 640 

TTAAGGGCAG GCGATAAAGT TTTATTTGTT GATGACATTT TTGATACAGG T C GT AC T ATT 30 9 70 0 

GTTTATTTGA GAAATGAAGT TTTAAAAAAA GGCATAGAGA GTGAAAATGT" T AAAAT AG C A 80 97 60 

GTTTACGATT ATAAGGATCA TGGATTTGTA GATTATATTC CTGATTATTA TGTTAATAAA 8 09320 
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TATTCTAACC 


AAGAAGAATT 


AAATACTTGG 


ATTCATTATG 


GAAATCATGA 


GCTGA.CAGGA 


809330 


TTAAATGAAA 


GTGAATATAA 


GAATAGTTTC 


AAATACATAG 


ATGATGAGCT 


TAATGAGATT 


809940 


TTAAAATTTT 


TGGCAAAAAA 


TAAATCTTAA 


TTATTGTCCT 


CTATGTATTC 


TATTAAAGTG 


810000 


TATCCCTTTG 


TTTTTAGCAT 


TTTAATTATT 


ATTCCTAGAT 


TATCTTTTAA 


TATTGGGCCG 


810060 


ATTAGCATGT 


GAGTTTTTTC 


GGTTTTAGCT 


GGAAATTTAT 


TAGCATTTTT 


AATTTCTTGA 


810120 


AAGTTATCGT 


CTTTATAGTT 


GGGATAAACT 


TTAACATAAC 


TAGTTTTTGT 


AAAATTTACA 


810180 


TCATTTgCAG 


TTTTTTGATT 


GATATTATTG 


CCTAAATTTC 


TGTTGGGGTA 


ATTAATTTTT 


810240 


TTTGATTTTT 


GTATGTATAT 


ATTGGAATTT 


ATATTTTTTT 


CGCTGTTTGT 


ATCTCTTTTT 


810300 


AAAATTGATT 


CTTTTTTGAT 


CTTTTTGCTG 


TTTGAATTTG 


AGTCGTAATT 


TTTAGAATTT 


810360 


TTTTTGATTT 


TTGTTTCTAC 


GTTTGAAAAT 


AATTCCAATT 


TATTGTCTGA 


TTTTTCATCT 


810420 


TTTACTGAAA 


ACAATCTTGT 


TGT AAAAAG A 


AAGAGTAGTA 


TTAATTTGTA 


AAGTTTTGGT 


810480 


AATTTCATCT 


TTTTGTTTCC 


TTTCTTTTGA 


TTAAAAATAA 


AGATTTTTAG 


GAGTCCTTGG 


810540 " 


GAATGGTATT 


GAATCTCTTA 


TATTAGATAT 


TCCTGTTGAG 


TATTGCACCA 


ATCTTTCAAG 


810600 


TCCAAGTCCA 


AAGCCAGAAT 


GAGGAGCCGA 


GCCAAATCTT 


CTTAGATCAA 


GATACCAGTT 


810660 


TAGATGTTCA 


ATGTTTAAGT 


TTAATTCTTT 


TATTCTATTT 


TCTAATTTTT 


GAAGGTCATC 


810720 


TTCTCTTTCG 


CTTCCCCCTA 


TAATCTCTCC 


AATTTTTGGA 


ACAAGTATGT 


CCATTCCTTT 


810780 


AACAGTTTTA 


TTGTCTTTAT 


TTGCTTTCAT 


GTAAAATGCT 


TTGAAATTTT 


TTGGATAATC 


310840 


AATGACCACT 


ACCGGTTTTT 


TAAAAGTCTC 


TTCTGTTAGG 


TATCTTTCGT 


GATCTGTTTG 


810900 


CAAATCTATT 


CCCCAGTAAG 


GTTTTATTTC 


AAAATTTTTT 


TTTGAGTTTT 


CAAGAATTTC 


810960 


AATTGCTTTA 


GTATAGGTAA 


TAACCTCAAA 


ATTTGAATTT 


ATTACATTTT 


CTAGTTTTTT 


811020 


AATTAAACCT 


TTTTCAATGT 


AATTTTCTAA 


AAAATCCATA 


TCTTGTGAGC 


ATTCGTTTAA 


811080 


AATTGAACTT 


AAAAG AT AT T 


TCAAGAGATC 


TTCTGCTAGG 


GCAATATTGT 


CGTTAAGCTT 


811140 


AT AAAAAGC C 


ATTTCTGGTT 


CTATCATCCA 


AAATTCTGAA 


GCGTGGCGTG 


TGGTGTTAGA 


811200 


ATTTTCTGCT 


CTAAATGTTG 


GTCCGAATGT 


ATATATTTTA 


G AT AAAGC C A 


TTGCATATGC 


811260 


TTCCCCATGC 


AATTGACCAG 


TGACAGAGAG 


AAAAG CTTCT 


TTTCCAAAAA 


AATCGTCTTT 


811320 
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TTT ZVTTAAAT 


TTTAGTGTGG 


AAAC C C T AAA 


811380 


CATTTCTCCA 


GCACGTTCCC 


CATCATTTGA 


TGTAATTATT 


GGTGTATTAA 


T AT AAAAAAA 


811440 


ACCATTTTTT 


TGGAAATATT 


CATGAATTTT 


GTATGAAATT 


TTGTTTCTTA 


CCCTAGCAAT 


311500 


AGCTCCAAAT 


GTGTTGGTTC 


GTATTCTTAA 


ATGGGGTATT 


TCTCTTAAAA 


AT T C AAAAG A 


311560 


' ATGTCTTTTC 


TTTTGCAATG 


GGT AAG T T T C 


TGGGTCTGTT 


TCCCCGATTA 


C AT T AAAAC T 


811620 



ATGTGTTTTT 


ATTTCATAAT 


TTTGCCCTTT 


TGCAGGACTT 


TCTACTAATA 


GGCCCGTTAA 


811680 


CGATATACTT 


GTTCCTGTTG 


TTAATTTTTT 


TAGATCTTTT 


TCACTAAATT 


GATTTTCTTC 


811740 


TTCGTTTATT 


AGAGCTTGAA 


TTCCTTTAAG 


CGTTGAACCA 


TCATTAATTT 


CTATAAATCC 


811300 


AATTTTGCCA 


TTACTTCTTT 


TGGTTCTAAT 


CCAGCCGTTT 


ATTGTAACAT 


TGCTGTTTAA 


811860 


AATTGGGTTT 


TTTAAAATAT 


CTTTAATGCT 


TGCAAACATT 


TTATTTATCA 


TCCTAAATAC 


811920 


TTAACTTATT 


AATATTGTTA 


AATCAATTTT 


ATTATAGCTT 


AAAACTTTTT 


TTAAAAAAAA 


311930 


CATTTAACAA 


TTTTTATTAT 


TTTAATTCTT 


GATATTAACT 


TTGTTAATAT 


TTATACTTTA 


812040 


CTTTTTAGGG 


GTGATTATTA 


TTTTGTAATG 


AAAAATTTCA 


AAGAAGTAAT 


AATTATTTTT 


812100 


"GATTCAGGAA 


TAGGAGGGCT 


TTCTTATTTT 


AAATATATTA 


AAAGTAGAAT 


AGGGGGATGC 


812160 


CAATATGTTT 


ATGTTGCCGA 


TAATAAAAAT 


TTCCCTTATG 


GAGAAAAAAG 


TCCTGAATAT 


812220 


CTTCTAGAAG 


CAGTTTTGTT 


TTTGATTGAG 


AAGCTTAAAA 


AAATCTATAA 


TATTGGTGCA 


312280 


TTAGTTTTGG 


CTTGTAATAC 


AATTTCTGTT 


AGTGTATACA 


ATAAATTAAA 


TTTTGTTTTT 


812340 


CCAGTAGTCT 


ATACTTTGCC 


AGATGTAAGT 


TCAGTTTCAG 


ATCTTGTTTT 


AAAAAGAGTT 


312400 


CTTTTGATTG 


CAACAAATAC 


TACTCTTGAA 


AGCAAATTTG 


TTAAGGATCA 


AGTAAATATA 


812460 


CATAATGATT 


TGATTGTAAA 


AGCTGCTGGA 


GAGCTTGTTA 


ATTTTGTTGA 


ATATGGAGAG 


812520 


AATTACAAAA 


AATATGCTCT 


TAGATGTTTA 


GAAGCTTTAA 


AATTTGAAGT 


TGTAAATACT 


812580 


■ GGTAGAGAAA 


TTGTTTTTCT 


TGGATGCACG 


CATTATTTGC 


ATCTTAAGGT 


AATGATAGAA 


812640 


GATTTTTTAA 


AAATTCCTGT 


TTATGAGAAT 


CGTGAATTAG 


TGGTAAAAAA 


T C T TAT TAG A 


812700 


TCAATGAATT 


TTTCTGAACA 


CAAAGGTAAT 


TATTATAAGA 


ATGATTTTGA 


TTTTGTAGAT 


312760 


GATGAGTTTT 


ATTTGACCGA 


AAATAAAAAT 


TTGACTTTTT 


ATCAAAATTT 


TTGCAAAAAA 


812320 


TATAATCTTC 


GCTTTAAGGG 


AATGATAGTT 


TGAATTATCT 


TGAATTTGAA 


GTTATTTGGG 


812830 


GAGTTAATAA 


TATATATTCT 


ATTTTAGAGC 


TTAACAGTAA 


GTTAATTTAT 


GAAGGAATTT 


812940 


TTAAGGGTAA 


GGTATTAGAA 


ACAGGTTGCA 


AGGAGTACAG 


TCCTTTAGTT 


C C GGGGG AT A 


813000 


TAGTCTTAGG 


ATATATTTAT 


AGTTCTCGCA 


AAGTGTATAT 


TGATAAGCGA 


TTAAGCAGGA 


813060 


AAAATATTCT 


TTGGCGTTAC 


AATAAGAAAG 


CAGATCTTAG 


ACAGACAATT 


GTTTCTAATA 


813120 


TTGATAATGT 


TTTGATTGTA 


AGTTCTGCTA 


ATTTTCCTGA 


GATGAAAAAT 


TTCTTTATTG 


313180 


ACAGAGTTCT 


TATTGTTGCA 


GAAGAACAAA 


ATATTGTTCC 


TATTATTGTG 


ATTAATAAAA 


313240 


TTGACAAAGG 


AATAAGCCAA 


AAGGCACAAG 


AATTTTCTGA 


AATTTATGAA 


AATCTAGGAT 


813300 


ACAAGGTTTT 


AAAAACTTCT 


GTTAAAACTT 


ATGAGGGCAT 


TAAAGAAGTA 


AAAGAGGTTT 


313360 
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TGAAAAATTC 


AAGAACTTCT 


TTTATTGGCC 


617 
AGTCTGGCGT 


TGGTAAATCT 


TCTTTGATAA 


813 420 


ATTTGATTGA 


TTCAAGAGCT 


TCTCAATCGG 


TAAATGAAAT 


TTCACATAAG 


TATTCTAGGG 


813 480 


GAAAACATAC 


TACCGTTTAT 


TCAATATCAT 


TTCATTCTGA 


TAGCGGAATA 


ATAGTTGATA 


813 540 


CTCCAGGAAT 


AAAGGAGTTT 


GGAATTGAAA 


CATTACCCTT 


TGAGAATCTT 


AAGTATTATT 


813 600 


TTAAAGAGTT 


TGAAAATTTT 


GCTAGTTTTT 


GTAAATATAA 


ATCCTGTTTG 


CATGTTAGCG 


813 6 60 


AACCTTATTG 


TTCTGTTACA 


AGTTCTTTGG 


ATAATGGAAT 


TTCTAAACTT 


AG AT AC G AAA 


813 720 


GCTATTTAAA 


GATTTTGTCA 


GAGCTTAAAA 


ATTATAAAAA 


TTATGCAAGA 


TGAACAAGAT 


813780 


AAATATTTAA 


AAAAT ATT G A 


CTTTTATGAA 


ATTTTATCTT 


TAGTATCTAA 


ATACGTTTCT 


813 840 


AATCCGGATA 


CTGTTAATTT 


ACTAAGTAAT 


CAAAAAATAT 


TAAAAACAAA 


AGAAAGTTTA 


813900 


GAGAAAATAT 


TCTCCTTTGT 


AAGTCTGATT 


AGAATGCTTT 


TTGAAAGTTG 


CAAAGGATAT 


813 960 


CCAAATTCTT 


TTATAAATAG 


TTTAAAATAT 


CCCATTTCAT 


TATTATTAAA 


AG AAAAT T C A 


814020 


AGAGTTTCTA 


TTGAAAATTT 


GAGAGATATT 


ATAGTGTTTT 


TAGATGAGGT 


TTTAAGAATA 


814080 


AATTTATTTT 


TGCATAAAAA 


TAGTGATATC 


AAGCATCTTA 


ATGTTCAGAT 


TTTATC TGAT 


814140 


TTATTATTTT 


TAAACCCAGA 


GCTAAAAAAT 


TTGCTTAATG 


AATTGAAAGA 


ACATATAGAT 


8142 00 


GTTGATGCTC 


TTGAATTGAA 


AAGTGGTGTT 


GTAAAAGAAT 


ATGATTCGAT 


TGAATTTGAA 


8142 60 


ATTAAAAATT 


TAAATAGACG 


AGTTGAAAAT 


C AG AT AAAAA 


AAATAATTAG 


TTTGAACGCA 


8143 20 


GAATATTTGA 


CTTCTAATTT 


TGTTTGTTAT 


AAATCGAATA 


AATATACCCT 


TGCTCTTAAG 


8143 80 


TCTAATTTTA 


AAGGCAAAAT 


TAAGGGTAAT 


ATTATTTCTA 


TTTCGTCATC 


AGGTGAAACA 


814440 


TTTTATATTG 


AGCCAAACGA 


TATTGTAAAT 


GCTAACAACA 


GGTTAAATTA 


TTTGAGCTTA 


814500 


GAAAAAGAAA 


GAATAATTTT 


AAAAATTTTA 


CGAAATCTTT 


CTGCTAAAGT 


TCATAGCAAC 


8145 60 


ATTGTTCTTT 


T AG AT AAC C T 


TTATAATAAT 


TTTTTGTATT 


ATGATTCTTT 


AAAAGCTCGA 


814620 


GCGATTTATG 


GAATCAAAAC 


TAAAGGGGTA 


TTTCCCGAGA 


TTTCAAATGT 


ATTAAATATT 


814 6 30 


TTTGATGCAC 


ACCATCCTTT 


GTTAAAGGAT 


TCAAAGGCAA 


TAACTTTTAC 


TCCTGCTGAG 


8147 40 


AATCGTGTTG 


TAATTATTAC 


TGGTCCTAAT 


GCTGGTGGAA 


AAACGGTAAC 


TTTAAAGACA 


814800 


ATTGGAC T AC 


TTAGTGCAAT 


GTTTCAATTT 


GGGATCCCTA 


TTGTTGTTGG 


TGAGTCTAGC 


8148 60 


ACTTTTAAAA 


TTTTTGATAA 


CATTTTTATT 


GACATTGGTG 


ATGAGCAGTC 


AATTTCTAAT 


814920 


TCTCTTTCAA 


CTTTTTCAAG 


CCATATGAGC 


AATATTTCTT 


ATATTTTAAA 


ACATACTACA 


8149 oU 


AAAGATAGCC 


TTGTAATATT 


TGATGAATTT 


TGCTCAGGAA 


CAGACATTGA 


TCAAGGTCAG 


815040 


GCGCTTGCTA 


TTTCAATTCT 


TGAATATTTG 


ATCAATATTA 


ATTCTTATGT 


TTTAATATCA 


- 815100 


ACTCATTATA 


ATGCTCTTAA 


ATATTTTGCA 


TATACCCATG 


AAGGTGTTGT 


TAATGCTTCT 


815160 
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ATGCGGATGG AT T TAG AG AC AATGCAGCCC AATTATAATT TAATTTTTTC CATTCCTGGT 8152 20 

GAAAGTTATG CGTTTAATGT TGCTAGCAAG GCTTTGATTG ACAGGAGCAT AGTAATTCGT 8152 30 

GCTAATGAAA TTTATTCATC TCAAAAAACA GAAATTAATG AAATTTTAGA AAAATTAATA 8153 40 

GAAAAAGAAA AAGATTTGCT TTTAATTAAA GAAAGTATGG ATAAGAAATT AATCCAAATA 81540 0 

GAATTGCAAG AAAAAGAGCT AGAAAATTTT TATCAAGATC TTTTATTAAG GGAAAAAAAT 8154 60 

ATT GAG AC AA AGC TTTT AAA TGAGCAGAAT GAATTTTTAA AAAATTCAAG AAAAGTTTTA 81552 0 

GAAAATTTGG TTAGAGAAAT AAAAGAGGGC AATATTAATG TTGCAAAGAA TAAAGCTTTT 815 58 0 

ATATCAGATT TGGAAAAAAA TG TAG AC C T C AAGACAAATA AAGTGAATTC TCTTAACAAT 815 64 0 

AAGAGAAATG TAGTTGCAGA TTTTAAAATA GGAGACAAGG TTAGAATAGT TAATTCTAAT 815 700 

GCAAAAGGAA AAATAGTCGG GATCTCAAAA AAGAAGATCA CCGTTAATGT AGGTGCTTTT 815760 

AATGTTAGTG TTTCTAGCTC AGAG AT AT C T TTGGAAAACT TTAAAGAAAA AAAAGAGAAT 815 32 0 

GGAAAAAATT TTAACTTTTC AATTGATTAT AATAAGGAAA ATTTATTAAG CTTTACCATT 8158 8 0 

GATATTAGGG GTATGAGGTC TGTTGATGCT C TAG AC TTTT TGAATAAGAA AATAGATAAT 815 9 40 

ATTATATTAA ATGGTATTAA TAAATTTGAG ATCATTCATG GAAAAGGGGA GGGCCATCTT 81600 0 

ATGAGAGAAG TTCACAATTT ATTAAAAGAA TTGAAGTTTA TTAGAAAATA TTATTTTGCT 8160 6 0 

CACCCTAGTG ATGGAGGGTC TGGAAAAACC ATAGTTGAGA TTTAATTTAA GTGAATATAT 81612 0 

CGAAATTTAA TGAATTTGAA AATGTATTGT TTCACATTTG CCTTGATGTT GATTTTGTGC 81618 0 

TTGAGAATGA ATTTGGCAAT T C T T AT GAT A TTCATCCCAA CAGGCCCTTT AGGGGTAAGG 8162 40 

CTGCAAATGG TC TTTT AG AT GGTCTTTTTA GTGTTACAAC AACTTTTACG TCAGGCTATG 816300 

GATCTAGGTT TGGAAGAGGT TATTTGATTA -TTATTGAGAT ATTAACTTTA AATTTTGTTG 8163 60 

ATGATGAATT TTGGGATAAG ATAAATAAAA GGGGTATTGA AATCTTTAGA GAAGGACTTA 81642 0 

AAAATAAATT TCCAAGCAAA AATCTTGATA TAGTGCTTGA TGGCAATGTT TATAAAATTA 81643 0 

TTGGACCATT TTTTTAATGG TTGTATTATT TCTAATAGTT GAGAATAAGT ATATTCTTTA 816 540 

AAGAAGTATT ATTGTGCCAA C T T G AT AT GT TTTTTAATAT TGTAAAATTT TTGATATTAA 316 60 0 

AAATTTATTT TATGCTTTTT TAAAGTTTTG TTTGCTAATA AGTGTTAGGT TATTATTTTT 816 6 60 

ATCTTATATG A TA_AGG AGT T TTGATGCAAT TTGAAGTAAA GGATCTGATA AATAAAATTA 8167 2 0 

AAAAAGATGG GCTTGAAGAA GCTGAGAGAG CATCTAATGA TATTATTTTG AAGGCTAAAA 8167 3 0 

GAGAGGCAGA GGAAATAGTT GCT AGAGC AG AAGAAGCTGC TAGAGTATTA' AAGGCAAAAT 816 8 40 

CAGAAAAAGA AGC TAATG AT TATAAATGCC ATGCCCTTGA AGCTTCTCGT CAGGCAATAA 8169 00 
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GAGATTTAAT TATTGGCGTT GAAAAGAATC TTAAATCTCT TTTTGAAAAT GCTTTAAAAG 816960 

ATAATGTGAC GGAAGTTTTA AGTGATAATA ATTTTTTAGC AG AGC TT ATA ATTAAAATAA 817 02 0 

CAGATTCATG GGCTAAGGGA GAAAAATTAG TTATTCAATT AAATGAATCT GATTTTTC T A 81708 0 

GTTTAGAGCA GATATTAAGA CTAAAACTTG GCAATAAGCT TAAGGAAGGG ATGGAGCTTA 817140 

GGCCTTTCAG GGGCATAAGC AAAGGTTTTA AGATTCAAAA AAAGAATATT GGTTTGCATT 817 2 00 

ATGATTTTTC AGC TGAAACT ATTGCAGACA TTCTTTTTGA TTATCTTAAT CCAAGATTTA 8172 60 

AGGAAGTTAT AAAAGTGGTC TAGGAGACTT TTGTGTTAGA TTCATATTAT TATGTTTTAT 817 3 20 

CTTCTTTGCC TTATATTGAT TTAAAATCTT TGAAAAATTA TAGTGTTTCA GATTTTTTAA 8173 80 

ATAATGTCGA AATTTCTTTA AGTAAAAAGG ACTTCAATTT TTTAAAAGAG TTGCTAGAAT 817 440 

TTAAGATAGA TAGGGGCAAG TCAAGAGTTA TTGACCTTTT TCTTAATTTT GAAGATACAA 817 5 00 

TAAGATATAC ACTTGCAGCT TT AAGGGC AG AAAAATTGGG ATTGTCTAAG GATTTTTATT 8175 60 

TAGAGTCTAC TTATTTTTCA AGTTACTATC TTAGTATTTT GAAAAACATC TGCTTGAAAG 817 620 

AAAATCCTTT TGAAATAGAA TTAAGTTTTG ACCTTCTTAA GTGGCAATTT TTAACTGATC 817 6 80 

TTGAGGTTGG GCATGAATTT GAT T T T GAGA AATTAATAAT TTACTTTTTA AAGTTAAGGT 817 7 40 

TATTTTTAAG GCATAATTTG TTTAAAGAAA AATTGGGTAT TCAAAATTTT GACAATATTT 817 8 00 

GTAAAAATTT AATTGATAAA AC T AAT G AAA AAGTTTAGAA AAGGAATTTA AATGAATACA 817 8 60 

AAAGGAAAAG TCGTTGGAGT TAATGGAAAC TTAGTTACTA TTGAGGTAGA AGGTTCAGTT 817 92 0 

TCTATGAATG AAGTTTTATT TGTAAAGACT GCTGGTAGGA ATT T AAAAGC AGAAGTAATT 817980 

CGTATTAGGG GCAATGAAGT Tt^ATGCACAG GTTTTTGAAT TGACAAAAGG GATATCTGTT 818040 

GGA.GACCTAG TTGAATTTAC AGACAAACTT TTAACAGTTG AACTCGGACC AGGGCTTTTA 81810 0 

ACTCAAGTAT ATGATGGGCT TCAAAATCCT TTGCCTGAA.T TGGCTATTCA ATGTGGATTT 818160 

TTTTTAGAAA GGGGAGTATA TTTAAGGCCC TTGAATAAAG ATAAAAAGTG GAATTTTAAA 81822 0 

AAAACCTCCA AAGTTGGAGA TATCGTTATT GCAGGAGATT TTTTAGGTTT TGTAATTGAG 3182 80 

GGAACTGTTC ACCA.TCAAAT AATGATTCCA TTTTATAAAA GGGATTCTTA TAAAATTGTG 8183 40 

GAGATTGTAA GTGATGGCGA CTATTCGATT GATGAGCAAA TTGCTGTAAT TGAAGATGAT 818 400 

TCTGGTATGA GGCATAATAT TACAATGTCT TTTCATTGGC CTGTTAAAGT TCCTATTACT 818460 

AATTATAAGG AACGCCTTAT TCCTAGTGAA CCTATGTTGA CTCAAACTAG AAT TAT AG AT 818520 

ACATTTTTCC CAGTTGCCAA AGGTGGAACT TTTTGCATTC CGGGTCCTTT TGGAGCAGGA 818580 

AAAACGGTTC TTCAGCAGGT TACAAGTCGA AATGCTGATG TTGATGTAGT GATTATT7GCA 818 640 

GCTTGTGGTG AGCGAGCAGG AGAAGTGGTA. GAAACTCTTA AAGAATTTCC CGAATTAATG 8137 0 0 
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GATCCAAAAA CCGGCAAATC TTTAATGGAC AGGACTTGTA TTATTTGTAA TACATCTTCA 8137 60 

ATGCCAGTTG CAGCTAGAGA AGCTTCTGTT TATACTGCTA TTACTATTGG TGAGTATTAC 818 82 0 

AGGCAAATGG GCC TTGATAT TCTTCTTTTG GCAGATTCAA CTTCAAGATG GGCTCAAGCA 818 880 

AT G AGAGAAA TGTCTGGACG CCTTGAGGAA ATTCCTGGCG AGGAGGCTTT TCCGGCATAT 818 940 

CTTGAGTCTG TTATTGCTTC CTTTTATGAA AGGGCAGGTA TTGTAGTTCT TAATAATGGG 819 00 0 

GATATTGGAT CTGTAACAGT TGGTGGCTCT GTAAGTCCTG CTGGTGGTAA TTTTGAAGAG 819060 

CCAGTTACTC AAGCAACTTT AAAAGTTGTA GGAGCATTTC ACGGGCTTAC AAGAGAAAGG 81912 0 

TCTGATGCTA GGAAATTTCC AGCTATTAGT CCTCTTGAAT CTTGGAGTAA ATATAAAGGC 81918 0 

GTTATTGATC AAAAAAAGAC TGAATATGCA AGATCTTTTT TGGTGAAAGG TAATGAAATT 819 2 40 

AATCAAATGA TGAAAGTTGT TGGAGAAGAA GGCATAAGTA ACGATGATTT TTTAATTTAT 8193 00 

TTAAAATCCG AGCTACTTGA TTCGTGCTAT TTGCAGCAAA ATTCATTTGA TTCTATTGAT 8193 60 

GCTGCTGTTA GTTCAGAGCG TCAAAATTAT ATGTTTGATA TAGTTTATAA CATTCTTAAA 81942 0 

ACTAACTTTG AGTTTTCTGA TAAACTTCAA GCAAGAGATT TTATAAATGA GTTAAGGCAA 819480 

AATCTTTTAG ACATGAATCT TTCTTCTTTT AAGGATCATA AGTTTAATAA ATTGGAGCAT 81954 0 

GCTTTGGGTG AATTGATAAA TTTTAAAAAG GTAATTTAGG GGGTTTGGAG AAATATATAT 819 6 00 

AT G AAAAG AG TCTATAGTAA AATAGAGTCT ATAGCAGGCA ATGTAATAAC TGTTACAGCT 819 6 60 

CAAGGTATTA AGTATGGTGA GCTTGCTATT GTAAAAGCAA AAGAT AC AAG TTCTCTAGCC 819720 

GAAGTAATTA AAC TTGATCG AGAAAAAGTT TCTCTTCAGG TTTATGGTGG TACAAGAGGT 819780 

GTTTCCACGT C AG AC GAGAT AAAGTTTTTA GGGCATTCAA TGCAGGTTTC ATTTTCTGAC 81984 0 

AATTTGTTGG GCAGAATTTT TGATGGTTCT GGGAATC CT A GAGATGGGGG CCCTTCTCTT 819 90 0 

GATGATAATT TGATTGAAAT TGGTGGGCCT TCTGCAAATC CTACAAAACG CATTGTTCCT 819950 

AGAAATATGA TAAGGACAGG GCTTCCAATG ATAGATGTTT TTAATACTCT TGTTGAATCT 82 00 20 

CAAAAATTGC • CAATTTTTTC TGTTTCTGGT GAGCCTTATA ATGAGCTTCT TATAAGAATT 82 0 0 30 

GCACTTCAAG CAGAAGTTGA TTTAATAATT CTTGGCGGAA TGGGACTTAA GCATGATGAT 82 0140 

. TATTTAACTT TTAAAGATTC TTTAGAAAAG GGAGGTGCTT TAAGTAGAGC AATTTTTTTT 82 0200 

GTTCATACTG CTAATGATTC TGTTGTTGAA TCTTTAACTG TTCCTGATAT TTCACTTTCT 82 02 60 

GTTGCTGAAA AGTTTGCTCT AAAGGGCAAA AAAGTTTTGG TGCTTCTCAC AGACATGACA 82 03 2 0 

AATTTTGCTG ATGCAATGAA AGAAATATCT ATTACAATGG AACAAGTGCC TTCTAA'TAGA ' 820380 

GGTTATCCCG GGGATTTGTA TTCTCAGCTT GCATATCGTT ATGAGAAGGC TATTGACTTT 82 0 440 
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GAAGGCGCAG GATCAATTAC AAT AC TTGC A GTTACAACAA TGCGGGGTGA CGATGTTACT 82 0500 

CATCCTGTTC CTGACAATAC TGGATACATT ACAGAAGGTC AATACTATTT AAAAGGTGGC 8 2 0560 

AGAATAGAGC CTTTTGGGTC TCTTTCAAGA CTTAAGCAAA TGGTAAATAG TAGAACTAGA 82 0 62 0 

GACGATCACA GGACTATAAT GGATTCAATG ATCAAGCTTT ATGCATCTTC AAAAGAGTCT 82068 0 

GTAGAAAAAA AGGCTATGGG ATTTAATATG ACTAAGTGGG ATGAAAAATT GCTCAAGTAT 82 07 4 0 

AGCAATATGT TTGAAAGTAA GATGATGGAT TTGTCTGTTA ATATTCCTTT AGAAGAGGCT 82080 0 

TTAGATTTAG GTTGGAGCAT TCTTGCTAGT TGTTTTAGCC CAAAAGAAAC GGGAATAAAA 82 08 6 0 

ACAGATCTTA TTGAAAAATA TTGGCCTAAA AAAG AG AC T T ATTGATTATG TCTAAAATTA 82092 0 

AATTAACCAA AAATGATCTT AAAAAGCAAA AAGACGAACT TAAAATGTTT AAGAGATATT 82098 0 

TGCCTACTTT GCAGCTTAAG AAGCAGCAGC TTTATATGGA AATTGTTAAA ATTGAGAATT 8 210 4 0 

CTTACAAAAT TAAAAATCTT GAG C AAC AAA AACTTAAGGA G AAT AT T T C T AATTGGATTT 8 2110 0 

CTCTTTTTAG CGAAAAATTT CCTTTTGAGA GTTGGATTCA AGT AAAAAC A GTAGTCAAAA 82116 0 

AGTCTTTAAA TATTGCTGGA GTTGCAATTC CTATATTCGA TTCTATTGAA TATGAAGACA 82122 0 

TAAGGCATGA TTTACTTTTT ACTCCTTATT GGGTAGATAA GGGGATTGAG ATT CTT AAAG 8 212 8 0 

TTGTGATTCA AAT TG AT G T A G AAC T T AAAA TTTTAAAAAA ACAGATTGAT TTGCTTTTAA 8213 4 0 

GAG AG TT TAG AAT AAC AT CT CAGAGGGTTA ATTTATTTGA GAAAGTTATG AT AC C AAC AG 8 214 0 0 

CTAAGGCTAA TATAAAAAAA ATTAATATAT ATCTTGGAGA TCAGCAAACC GCGGCTGTTG 8214 6 0 

TAAGAGGTAA GATTGCTAAA TCTAGTTTGA TAAAAAAAAA TAGGAACAGC TTATGATTGT 82152 0 

AAAAATGAAA AAAGTGTTGC TTTTAACTTT ATC AAAAT AT AAAAAAGAGT CATTAGAGAT 8215 8 0 

TTTAAGAGAT TTTGGAGCAG TTCATATTAA TTCTTGCAAT AAGAATTCAG ATTCTTTAAA 821640 

AAAAAGCATT GAT GAT AG AC G AAT T TT AAT GCAAGCTTTT TCCCTGCTTA AAGAAGATGG 8217 0 0 

AGGTGTTAAA GCTTT AAAAT CTTCTAATGG AAATTTTTTA GATATTGCAA AAAGCATAGT 8217 6 0 

CAATTTGGGC AATGAAATTA AAGAATTTCA AGATATTAAA CGATCTTTAT TACATGAAAG 8218 2 0 

GAATTTGATT TCTGTTTGGG GAAATTTTTC TTTAGAGAAT ATTGACGAAT TAAAAGAGTC 8218 80 

TAACATTTAT ATTCAATTTT TTAAAATCCA AAAGAGTGAA TATAAAAATT TATTAAGAGA 821940 

CCCTAATGTC AATGTGCTTT TGATTAAAAA CGTAAAAAAC ACTTCTTATT TTGTGAGTGT 82 2 0 00 

. TGGTGAATTT GAGCAAAAAA TTGAAATTGC TGATGAGTTT AAAT T T AATT TTGATCTTGA 822 0 60 

T TAT ATT AAT AATAAATTAA AGGTTGTTGA T G AG AT TT T A GATCAAAAAT TG AC AC AAAT 32212 0 

TTCTCTTTTT AAT AAAT AT A TTGATATTTT AAGAGATGAG ATAAAAAATT AC GAT C AAAT 822180 

CGTAGAGTTT GAGCAAGTTT TAGCTGATAT GCAAACTGAT TTkGAAGATT TTTCGTATAT 82 2 2 40 
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TACAGGATTT 


GTTCCAGCTG 


AAAGTCAAGA 


ATCTCTTAAA 


AACGCAGTTT 


TAAAAGCAGG 


322300 


TTTTGCAGCT 


CAATTTGCAG 


ATCCTGAAGA 


AAATGATATT 


ATTCCAACTT 


ATATAAAAAG 


822360 


AAAAGGAATT 


GCCAATTTAG 


CTGCACCCAT 


TTTTAATATT 


TTAGAGACAA 


TTCCTGGGTA 


822420 


CAAAGAAAGG 


GATATAAGTT 


TTATCTTTAT 


GTTATTTTTC 


TTTGTGTTTT 


TTGGTATGAT 


822480 


AATAGGTGAT 


GCTGC TTATG 


GAGTGATATT 


TTTTTTGATA 


GGAATTTTGC 


TTAGTTTGAG 


822540 


-TTTTCTTCTT 


AAAGGCAAGC 


CCTTAACGCC 


ATTTCATGGG 


TTAATATTTT 


ATCTTAGTGT 


822600 


ATCATCGATA 


CTTTATGGTG 


CTATGACTGG 


GACTTGGTTT 


GGTAGTCCTT 


TAATTCTTGA 


822660 


AATGTTTCCT 


ATTTTAAATT 


CATTTAAAGT 


TAGTTATTTG 


ACAGAGAAAA 


ATAGTGTACA 


822720 


AAATATTATC 


TTTATCTGTT 


TTTCAATAGG 


GGTTTTGCAA 


ATTTCATTGG 


CGCATGTTTG 


822780 


GAATTTTTTC 


AGACAAGTAA 


AAGAAAAGCC 


CCATATTCAT 


TCAATTGCAC 


AGATTGGTTG 


822840 


GCTTATGTGT 


ATAGTTGGAC 


TTTATTATCT 


TGTTTTGAAT 


TT AAT AC T AA 


GTCAATCTAG 


822900 


ATTTCCCATG 


TATAATGTTG 


TTTATAATGT 


AATATATTTT 


GGCGTTGCAC 


TTGTATTTGT 


822960 


TTTTGGCAAG 


CAAGATGGTT 


CAAATTTTTT 


CAAGTGTATA 


TTGAAAAGTT 


TTGGGGGTAT 


823020 


TAT AG AG C AG 


TTTTTAACCA 


CTGTGTCGGG 


GTTTGCAGAT 


AT AAT AT C T T 


ATATTAGACT 


823080 


TTTTGCAGTT 


GGGCTTGCGG 


GGCTTTCAAT 


ATCAGCAAGT 


TTTAATACTA 


TGTCAATACC 


823140 


TTTGTTAAAA 


TCTTCTAATA 


TTGGTCTTAT 


AGTAGCTGGA 


ATTATTGTTA 


TACTTTTTGG 


823200 


GCATGTTTTA 


AATATAA.TGT 


TATCTTTGCT 


TTCAGTAATT 


GTTCATGGGG 


TAAGGCTTAA 


823260 


TATGCTTGAA 


TTTTCAAACC 


ATTTGGGGCA 


AGAATGGAGT 


GGATGTGCTT 


ATAGGCCTTT 


823320 


TAAAAAAATG 


AAAAAATAAA 


TAAAAAGGAG 


TATTTATGGA 


TATAGGTTTA 


ATAGGGGTTA 


823380 


ATTCAGCTTT 


AACAATCTCA 


GCAATAGGTT 


CTGCGTTGGG 


CATGGGGGCG 


GCAGGTAGTG 


823440 


CTGCTATTGG 


AGCATGGAAG 


AG AT GC TATA 


TGCAAGGAAA 


GCCAGCACCA 


TTTTTATTGA 


823500 


TAGTTTTTGT 


TTCAGCACCA 


TTGACTCAAA 


TAATATATGG 


AT AT AT T T T G 


ATGAACACAT 


823560 


TATATGAGGT 


AATGATGCAG 


ACAAATCCAT 


GGTTGTTGCT 


TGGAGC TGGT 


ATTGGTGGTG 


823620 


GGTTTGCTAT 


TGCTGTTTCT 


GGATTTGCTC 


AAGGTAAAGC 


GGCAGCAGGT 


GCTTGCGATG 


823680 


CATTTTCTGA 


G AC T GGG AAA 


GGATTTGCCA 


CATATCTATT 


AGTTTTAGGA 


TTAATAGAAT 


823740 


CCGTTGCTCT 


TTTTGTAATG 


GTATTCTTAA 


TGATATTTAA 


GTTTGTTTAA 


TTTTGATTTA 


823800 


TTATTTCTTT 


T AAT AT T AAA 


TTTTCTCGTA 


ATTTATGAGT 


TAATTTAATA 


TATTTATTAT 


823850 


TATGAGAAGT 


GCGGTTTTAT 


TTTTTTTTGC 


TTTGCCTTTT 


TCTATTTCTT 


TGTATTCTTC 


823920 


AAGTAATAAA 


AATTTTCCGT 


ATTGGATTTT 


ACTTGAAAAA 


GGCAGGCAAT 


TTCTTTATTC 


823980 
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TAAATCTGAA TTTAGTAAGT CTAATCTTAC ACATGCTATT AATTATTTGC AGGAAGCTTT 8 2 4040 

GCTTAGAAAA GGCGTTTATC CTGAGGCTAG TTATTATTTG TCAGTAGCTT ATGGTATGTC 8 2 4100 

TGGCAATGCT ATTCTTGAAA AATTAAACCT TTATAAGTCT TTTGAAGACA GATATTATTT 82 4160 

GCTAGATGAA TCTTTTGAAA AAAAAATACT TTTTTCTTTA GCTAAAATGG CTGAACTTGA 8 2 4220 

■GAATAATTAT GTTGATACTA TTGATTATTT GAATGACATA TTAAATAAGT TTTCAACTAA 8 2 42 80 

AAAAG AT TAT TATAGTTATC ATGATTATTC TCAAGGCGAA AACAGTATGT CAAATAATGA 8 2 43 40 

ACTTAATGCT TCATTTTATT TAACTTCTTA TTTAAAACAA GTAAGAGGAG CTTTTGGTAT 8 2 4400 

TGATTTTACT TTTAATCTTT AC AG AT T T AA AAACTACAAT GTTATTGATA CTCATCAATT 8 2 4460 

ATTGTCAAAA GTTTATTTGC ACTTAAAAGC TTATGAGCTT TCAATTACTC ATGGACTTAT 82 4 52 0 

AGCTGCAGTA GGAATTTTAA CAAGAATGTA TGATTATGTT TGTTATTATG AACCTGTGTA 82 4 5 80 

TCAGTTTAAA AATTTAAGGT CTTTTGTTCA AAAAATTAAT AAGTATAAGG CAATAAAAAA 82 4640 

TGCTTTTGAA TCTACAGATT TTTGGGAAAT AGTTTATAAT GTTGCTGCTG CTACTTATGC 82 47 0 0 

ATATTCTAAT GGCAATTATA AATTTAGAGC AAT AG AT AC T TGGAAATTAG TAGTAGATCT 82 4760 

TGCGCCAAGG TTTTCTCCTT ATATTGC TAA ATCAAGAAGT CAAATTAAAA ATTCTGTATA 824 8 20 

TTTAAAAAAA AATTAAATTT TTAAATTTTG ACTTGTAGTT CAGGGGGGAA GTAGTATTAG 82 48 8 0 

TATTCGTAAG AAAAAC TTTT GCATTATTGC ACACATTGAT CATGGTAAAT C T AC ATT AG C 82 49 40 

. TGATCGATTT ATTCAAAAAG CTAAAATAAT ATCTGATCGT GATTTTAAAA GTCAAATGCT 82 5 0 00 

TGACAGTATG GATATTGAGC GAGAAAGAGG AAT T AC AAT T AAAAG TCAGG CAGTAACAAT 8250 60 

T AC TT AT AAA AGTAATGATG GTGATTTTTA TGAGTTAAAT TTTGTAGATA CTCCAGGCCA 825120 

TGTTGATTTT TCTTATGAAG TCTCAAGGGC AATTTCATCT TGTGAGGGTG CTCTTTTATT 825180 

AATTGATGCA AGTCAAGGAA TACAAGCTCA AACAGTTTCT AATTTTTATA TGGCTTTTGA 82 5 2 40 

GCATGATTTA GAAATTATTC CCGTTATTAA TAAGATAGAT CTTCCAAATG CTAATGTTGA 82 5 3 00 

TTTTGTAAAA AAGCAAATAA AAAATGATTT AGGATTAAAT GAAGAAATTG CTATTTCGAT 82 53 60 

TTCTGC TAAG AAT GGAAT AG GAATTGATGA TTTGCTTGAA GCTATTTGTA AGTATGTGCC 8 2 542 0 

ATCTCCTAGG GGAAGTATTA AGGATCCATT AAGAGCATTA ATTTTTGATT CTCATTATGA 82 5 48 0 

TTCTTATAGA GGAGTTGTTG TTCACTTTAG GATTTTCGAA GGACAAATCA AAATGGGCGA 82 5540 

TAAG AT T AGG TTAATGCATA C T AAT AG C G A GCATTTAATT GAAGAAATCG GAATTTTTAA 82 5 60 0 

AAT AT C AC TT GAAAGAAAAG ATACCTTAGA AG C AGG AG AT GTTGGATATT TTATTGCAGG 32 5 6 50 
AATAAAAAAT ATATCAGATG TGAAAATTGG AGATACAGTA ACACTTTGTG ATTTTCCCGC - 8 2 572 0 

ATTATCTCCT CTTGAGGGAT TTAAAGAAGT TAAGCCTGTA GTATTCTCTT CAGTTTATCC 8 2 5780 
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TGTTGATGCT AATCAATATG ATGATCTTTT AAAGGCAATG GATAGATTAA AACTTAATGA 82 5 8 40 

TGCATCGTTA ACATTTGAAA AAGATTCATC ATCTGCTCTT GGGCATGGTT TTAAGTGTGG 82 5 900 

ATTTCTTGGT CTTTTGCATT TAGAAGTTAT TCAAGAACGC ATTGAGCGTG AATTTAATTT 82 5 9 60 

AAACGTGATA TTGACTTCTC CTTCTGTTAG ATACAAAATA ATTCCTAAAA AGGGAGAATC 82 60 2 0 

TTATTTTATT GAAACTCCTG AGCAATTTCC CGGAAATGAA GCTATTGAAA GCGTTCTTGA 82 6 080 

ACCTTATATT AAGGCTAATA TTATTGTTCC TACAGAATTT TTGGGCAATA TTATGAGTGT 82 6140 

GTGTTTATTG AAAAGAGGAG TTCAGACGAA CTTAATTTAT C TTGAT AC T A AGC GTGTTGA 82 6200 

ACTTATTTAT AAAATGCCTC TTTCTGAAAT CCTTTTTGAT TTTTATGATA AAATTAAATC 82 6 2 60 

TGTGAGCCGT GGATATGCTT CTTTTGATTA TGAGCTTTTA GATTATGAAT ATACAGATTT 82 5 3 20 

GGTAAGATTA GATATATTAG TTAATGGGGA TAGAGTTGAT GCACTCTCCC AGTTGGTTTT 82 6 3 80 

TAAAGATAGC GCCAGAACTA AGGCTATTGG GATTTGTAAA AAGTTGAAAG ATGAAATAGC 82 6 4 40 

AAGGCAACAA TTTAGAATAG GCATTCAAGG TGCTATTGGC TCTAATGTTA TTGCTCGAGA 82 6 500 

GACAATCTCT CCTGTTAGAA AAGATGTTAC TGCCAAGTGT TATGGTGGTG ATATTACTCG 82 6 5 60 

TAAGAGAAAA CTTTTGGAAA AGC AG AAAGA AGGTAAAAAG CGAATGAAGA TGGTGGG AAA 82 6 62 0 

T G T T GAG ATT CCACAAAGCG CTTTTCTTGC GGTTCTAAAA TCCAATGATA ATTAAATTTG 82 6 68 0 

TTTTTAATTT TTAAAGGTAT GTGATTGGCA AAGCCCTTAG AAATGCGATA GAATATTTTT 82 67 40 

ATCATTACTT ATTTAAAATT AGTTTTGTAT ATAGTTTTAA TTTAATGGAG TAATTATGCT 82 6 8 00 

TAAGTCTAAT AAAGTTGTTC TTATTGGAGC TGGTGGGGTT GGTTCAAGCT TTGCGTATGC 82 6 8 60 

TTTAACAATA GACAATTCAC TTGTACATGA ACTTGTAATT ATTGATGTTA ATGAAAATAA 82 6 9 20 

AGCAAAAGGG GAGGTCATGG ACCTTAATCA TGGCCAAATG TTTTTAAAGA AGAATATTAA 82 6 980 

TGTATTGTTT GGGACTTACA AAGATTGTGC TAATGCAGAT ATTGTTGTAA TTACAGCAGG 82 70 40 

ACTTAATCAA AAGCCTGGTG AGACAAGACT TGATTTGGTT GATAAAAATT CTAAAATTTT 82 7100 

TAAAGATATT ATAACTAATG TTGTATCTAG CGGTTTTGAT GGTATTTTTG TTGTTGCAAG 827160 

CAATCCTGTA GACATTATGA CTTATGTTAC AATGAAATAT TCCAAATTTC CTATTCATAA 8 27 220 

GGTTATTGGT ACTGGGACTA TTCTTGATAC TTCAAGACTT AGATATTTTT TAAGTGATCA 82 7 2 80 

TTTTAATGTG AAC AC TC AAA ATATACATTC A T AT AT TAT G GGTGAGCACr GTGACAGTTC 82 7340 

TTTTGCTACG TGG GAT G AAA CAAAAATAGC AATGAAGCCT TTGTCAGAAT ATCTTGCTGA 82 7 40 0 

AGGCAAAATA ACTGAGTTGG AGC TTGATGA AATTCATAAA AAGGTTGTGA" ATGCTGCTTA 82 7 4 60 

TGAAGTTATT AAGTTAAAGG GGGCAACCTA TTATGCTATT GG AC TTGGT A TTAAGAATAT 8 2 7520 
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TGTAAATGCA ATAATTGGAG ATCAGAATGT TATTCTGCCA ATATCTTCTT ATATTAATGG 827530 

CCAGTATGGG GGATTGATTA AAGATATTTA TATTGGAGCG CCTGCTATAG TTTGTAAGGA 827 640 

AGGAGTCAAA GAAGTTTTAA ACTTTAAGAT AAGCCCTAAA GAGCTTGATA AGTTTAATAG 327700 

TTCTGCTAAT CAGCTTAAAA GCTATATTGA TAAAATGGAA TTTTAGTATT AAGACCCCAA 82 77 60 

ATATTTTGGG GGTTTTCATT TTTCAAGCAT ATTTTCTCCG TTTTTTCTGT GTTCAATTGC 827 32 0 

TTCAAGCAAT GCTTCTCTTG AAATATTTTT TTCTTCCTTT AAATCGGAGA TTGTTCTTGC 8 27 8 80 

AATTTTTAGT ATTGAATGTG TTGCTCTTGA AGATATGTTG AGTTTATTTA AAATGTAAAT 827 940 

CAAATCATTT TTTAAGATTG CACTTAATTC GCAAAATTTT TCAATGTGAT CGGAATTAAG 8 2 800 0 

ATCAGAATTT TTATTTATGT TTGCAAAATT TTCGTATCTT ATATTTTGAA TATTTCTTGC 82 8 0 60 

TTTTATTATT CTTTGTTTTA TTTCACTTGA ACTTTCGCTT GTTTCGCTGA GTAATTTTTC 82 812 0 

ATTATTAATT GCTCTTGTTG GGACTCTAAT ATCAATTCTA TCAAGCATTG CGGCTCCAAG 82 8180 

TTTTTTCCAA TAATTTGAAA TTTCTTGTTG TGAGCAAAAA CAATCTGTAT TTTTTTTTCC 82 32 40 

AAGATTTC C A CAAGGACAAA GATTCATTGC AAGCATTAAT TGGAAGTTGG CGGGGTATTT 8283 00 

GAATAATTTA GAACTTGCTC TTGAGATTGA AATTGATTTG TCTTCAATAG GTTCGCGTAA 82 83 60 

AGATTGTAGG ATAGATTTTT TAAATTCCAA AGCTTCATCT AAAAATAATA TTCCGTTGTG 82 342 0 

GGCAAGAGAC ACTTCCCCAG GTAAAGGATT GGGACCCCCA CCGATTATTC CTTCTTTGCT 82 84 8 0 

AGCAGTGTGG TGGGGATTTC TAAAAGGTCT TTGTTTTATT ATTTTCCTGT CTATTAATTT 82 85 40 

C C C AG AT AT T GAC CAT ATT C TGTTTGTTTC TATAAGCTCT TTGTTTGTAA GTGGAGGAAG 82 8 600 

AATAGATTGG GCGCATTTAA TACTAAGTGT - TTTTCCGCTT C C AGGTGG AC CAAATAGCAT 82 8 6 60 

GATGTTATGC CCACCGGCAA TTGCTATTTC AATTGCTCTT TTTGCTCTTT GTTGTCCTTT 32 3720 

TATGTTTTTA AAGTCATAAT CTATAATATA ATCTTTTTCA ATTATTGATT GGGGTTTAGT 8 2 8780 

ATTTGTTCTT GGGGGGAGTA TATTGCTGTT TAATTGTTCT ATTATTTTTA TAGTTTCTTT 82 8340 

TAAGTCTTTA ACACCCCAAA TATTCAAACC ATCTATTAAA CTAGCTTCTT CTAAATTTTC 82 8900 

AAAGGGAACT ATTGCAAATT TTATTTCCTT TTCTTTGGCA AGTGCAATGG CCGGTAAAAC 32 8 9 60 

CGCTTTTATC GATCTTATTT TGCCATCTAA TTGCAATTCT CCTAATATTA AGATTTCTAA 8 2 9020 

ATTTTTATCA TCTTTGCTTT CTTGGATTTT AATAATACTA ATAGCGATCG AAAGGTCAAA 8 2 90 80 

AGCTGTTCCA AGCTTTTTAA TTCCAGCTGG TGCAAGATTT ATTAATATTC T ATTTTTGGG - 82 9140 

- AAAATGAAAA TTTGAATTCT TGATAGCTGA TTTTACTCTT TCTCTTGATT CTTTAATTTC 8 2 9200 

i 

ACTCCCAGCA AGTCCTACGA TATCAATTCC AGAAATTCCT TTTTTAATGT CTATTTCAAT 8 2 92 60 

CTCAATTAGT TCTCCTTCAT ATCCGATTGA TGAGTGTGAA TAGATTTTCA TCTGATAGTT 82 93 20 
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CTCCTTAAAG GCTTATAGCT TTCCAAACTA TCTTTTAATG ATTTGTATGG CAGTAAAAAG 82 9 3 80 

CAGTCTTTTC TATTTGTATT TGTAAATACG TTAAAAATTT TTAAACTTAC GTCAATTTCA 82 9 440 

TCTAGATTTG CAAAATTACT GTTTATCACT TTTTGCACTA AATTTAGGAT TTCGGACTTT 82 9500 

GCTTTGTTAT TGCACAATTT ATTTAAAGCG TTTGCGCTTG ' C AAGTAAAAC TATGCATCCA 82 9 5 60 

GATGCATGAT GTTTTAAATT AAATTTC C C A TTATTTGTTT CTATTATTTG GAATAAAATT 82 9 62 0 

TGGTCTCCAC ATT TAG AT T G ATGTTTGAAA TTCTGGTTTG TTTGTACTTT TATTATGTAA 82 9 680 

TTATTTACTT TACTTAGTCT TATTAATTCT TTTTTAGTTT TTTCAGTGAG CATAATTTAA 82 9740 

TTTTATTTTC TTTGATTTAT TAAATCAATA ATAAAAGATA ATATAAAGAT TTTTAAATAA 829800 

AAAACTTTAA AAATATAGTA TTACAGTTGA AATTGTTTTT ATATTTTTAA AAATTAAAAC 82 98 60 

AATTCTTATT AATCCTGAAA TTAAAGTTAA TCAAAAATAC AATTTTTGAT TAACTTTGTT 8 2 992 0 

AAGATCTTTA TTTTATAAAT TTTTATGAAA GCTCTTTTAT TACCTTTTTT AATCGCAATA 82 9980 

TGAAATTATC AATTTCTTCT TGTGTATTAT AAAAATAAAA GcTAATTCTT AAAAGATGGT 83 0040 

CTTTATTTAA ATTTTCTGGG AAAAATGCCA CATAGGAACA AGTTCTTCCG GCTCTGGTTG 83 0100 

CTATTCCCAT TGT ATC TAG A TATGTTTCAA TATCGTGAGA GTGGATATTT TTTACTGTAA 83 016 0 

AT GAT ATT AT TGaATTTCtT TTAAGATTTG TATTTAGTAT AAATTCAACT TCATCAAGCT 8 3 02 20 

CTTGTAATTT TTTTACCCCA TATTCGATTA ACTGTTTATG ATGCTCTAAA AT AAAAT CCA 830280 

TAGAAATATT GTCAATATAT TTTATTGCCT CTTCAAGTCC AATAATTCCT GCAATATTTG 8 3 03 40 

GGGTTCCCGA TTCAAATTTA TTAGGAGAAT CAGATGCTTT AAATTTAATT TTTTCATTTT 8 3 0400 

C TAT AAA TAT TTCTTCTACA GTATTTCCCC C C AATTTTG A GCTGTGAAGT TTTTCAGCCA 8 3 04 60 

TATTATTTGA AAT AT AT AAA ATTCCTATTC CTGTTGGAGC AAGCATTTTA TGTCCAGAAA 830520 

AT AC C AAAAA ATCACA.GCCA ATTTTTTTAA CATC TAT T T T TATATGAGGT GCCATTTGTG 830580 

CAG CATC TAG AAAG AG AC AT AT ATT GT ATT TTTTTGCGAT TTTTC C AAT A GATTCCAAAT 8 30640 

CATTAATGGT TCCTAGGGTA TTATTTATTC CTGAAATACT GATGAGC TTT GTTTTTTCTG 8 3 0700 

TAATAAGTTT TTCAATTTCT TCAGGGGTAA TAATTCCCAT TTCATTGAAT TTAGCTAATT 8 3 0760 

TAATTTTTAA ATTAGCTAAA TTTGCAAGAT TTACCCAAGG CAGTAAATTG CTGTTATGTT 83 0820 

CAAGAGTTGT AAGAATAATT TCATCTTTTT TTTTAAAGTA TTTTGAATAA AAAAATGAAC 83 03 30 1 

TTGCAATGGT ATTAATTCCA TCAGTAGTTC CAGAGGTGAA TATTATATTT TTTGCAGATT 8 3 0940 

. CTGCATTAAT GAAATTTTTT ACAAGTTCTC TTGTTTTTTC TATTTTTATG' CTCGATTGAA 83100 0 

TTGCAAATTT ATGACCGCTT CTGTGTACAT TTGCGTTGTA ATTTTCATAA TATTCAACGT 8310 60 
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TAGAATAAAT TACGTTTTTG GGCTTTTGAG AGGTTGCTGC ATT AT C AAAG TAAATTATAT 8 3112 0 

ACTTATTGTC AAATTTTTTA TTTAAAATAG GAAAATCTTT TCTTAAAAAT TTAACCTTTT 8 3118 0 

CGACATTGCT TTTTATTTGT TTGAAATCCA TTATTCTTAT AAATTCCTTT GTTTTAATTT 8 312 40 

TTAGCTTTTA AT TAT TAT AT CATTATTTTT TATTTCACAA AAAAAGTTTA AAATAATTAT 8 313 0 0 

TAATTAATAA TCATTTTTTT TTAAAATTGA AATTTATTTT TGTATAAATT TTGTTTATTG 8 313 6 0 

GCTATGTTTT TTGATTATGA TATACTCGTT TATATGAAAG AAGTAATTTA TAGGTTTGAA '831420 

AAAGCCGAAG ATTATAAATT AGTTCCTGTT AATAATATTT ATGGGAATGT AACTAATACA 8 31480 

GGAGAAATTT TTTGTGATCT TGTTTTTGAA TC CAC AG AG A TTTCTGAGGA GATTGCTTAC 831540 

ACAAAAACCA AAGAAGGTGT TTTAGAAGAG GCTTCAAAAG AATTTAAAAG TGGAGAAGAG 8316 00 

GGAAAAATAG TATTAATCAA CTCTTTTATA GGGATTTCTA TTACAAAGAC CACTGCTAGA 831660 

AATATTGCGT ATTGGCTTTT AAAAAAAGTT GATGAATTAG AAGATAATGA ATAGTAGTAA 8317 2 0 

AACATCTGAA GATAGAATTA AGATTTATTT ATCGAAGCTT AAGAAGCATA AAAATAAAAT 8317 8 0 

TTTAAGCAAA AAGAGTATTA AAAATATTAT TGAAGTATCA GATATTTCTG ATAATGACAT 831840 

TGAAAATATG GGACTTCACT TTAGAAGATC TTATGCGAGA GCCAAAAGAT TTGTTGATAT 83190 0 

AGGCAAGATA GATATTGCTT TT AG AG AG C T TGAGTCTATC TATTTTTATT CTCTTCACGA 8319 60 

CAAGTCAATG TTTAGTTTAT TTTTTTTTCT TTTTAAAGAA GTTGC TGATA AGGTAAATAC 83 2 020 

TAAAGAATCT AAAAAAAAAA TGATCCATGT AACTTTACAA GCAAAAGAAT TTGGAATAAG 83 2 0 80 

AGATGATTTA GATTTAATCG AC T ATT AT G A AT TT AAG AAA TCCAAGAACA GAATGTTAAT 83 2140 

ATTAACCATA AGCTCTATCT TGATATTTTG TATTTCTTTG ATTACTTACA GATCTTTTCA 832 2 00 

GGGTTTCATG AGTATGAATG GGAATGGTGC AATGGCTTTA AAAGAAAAAT TTGCTCCCTC 8322 60 

TTTTACATCG CAAGGCCTTC CTCCTATTAC TATGGCTACG GATTTAGTAG TTGAAGCTGT 83 23 20 

TAATCTTATT TCAAGTCCCA AAGATTTCTA TTACATAGAA ATAGAGGATG CTAAAGTTTT 83 23 80 

GGTATTTGAA GATGCGCATT TGTATCAGCT TAAAGCGGGG GTTATCTCAA CAATGCACCC 8 32 440 

TGTTAAAAAG ATTTCCTACA GAGTTACAGT TTACGATGAT CTTGGCAAAT CTGTGTTTAA 83 2 5 00 

TCAGATTTTT TCTAAAGAAA GTGATTTTTC TGCAAAATGG GGTAAAGATG TTTATATTCC 83 25 60 

AATTGATGTT ATATCAAGCA TACCAAGAGC TATTGATGTT AATCCTAAAA GAATAGTATT 83 2 620 

AGATATCATT G AC ATT GAT T TTTTTGAGAA TGTTGATGAT AAAATTGGTG TAAATCTTGA 83 26 80 

CTCAGATTCT TTTATATTAA AATTTAAATA TATTGGAAAT TATTTTCAAA AGTCTTTTGG 8 3 27 40 

GAT T T GC AAG GCAAATACTG TTATAGAAGT TTTCAATTCT TCAAAAGATG TTGTTAAAAA 832 8 00 

TTTGGAGATT GAAATTGGTT ATATTGATAA GGAAGGTAGA ATCATTAGGT CTTTGAGACG 83 2 8 60 
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CAAATTAATT TCTTCTGCCA ATTCTTTTTT AAAGTCTAAA TCCAAGCAGA GTTTTACAAT 83 2 92 0 

T AG T AC GAT T TTTCCAAATG AG ATT TAT CC TACAATTGAA AAGGATTTTT CTTCTATTAA 83 2 980 

AATTTATAAT GTGATGATTA AATAGAGTTT TAAGCTATCT TAAGATTTCT TTTTCTTTTA 83 3 040 

GATTTGAGAC aATGTTAAGC GGAATCAGTG TAGTTAAAAT GTTTATTAAC ATATAAAGAC 83 310 0 

CAAGAAGTGT TAAGCTAAAG CTTAGGCTTA AATGTATTTG AAATTCAGAT ACGTAATATT 83 3160 

CTGAGTTTAA TATTTCAGAA TTTTCTTCTC CAAATATTTT TAAAAAAAAG TTTAAAATAT 83 32 2 0 

TGTCAATAAA GTTTATTAAA TAAGATATTT TAAGTGTTAA ATAATTTCCA ATTATTATTC 83 3 230 

C AATTC C AC A AAAGATAGTG C TTAAGGTG A GCGATATCAA AAGAAATATT ATTTTTATAT 83 3 340 

TTAAATTATT CATTCCAATT GATTTTAGTA TTGCAATTTT CTTTTTATTT TCAAAAATAA 83 3 400 

GCATTGAAAG GG AC GAAG AT ATATTGATGC TTGCAAATAT TAT AAT C AAA GC CAT AATG A 83 3460 

ATATTAAAAG* TTTTTTACTT ATATCCAGAT TATTGTATTT ATTTGAGTAA AGTTCATAGA 83 3 52 0 

ATGTTTTTAT TTGGAATTCT TGAAATTCGG TTTCTAAATT CTGTTTTAAG ATCTCATTAT 83 3 580 

TTTTTATGGA ATTGGAATTT GTTTTAAGTC C AAT TAT ACT TTTTGAAAAT TTTTTTGACA 83 3 640 

TTAAATTTTC GTTTTCAAAA GAAATCAATA CCAAATTATT AT C AAT AT C T TTTAATCCGG 8 3 3700 

TTTCAATTAT TCCTGAGATA TTAAATTTTT TTATTCTGGG CATTATTTTA TCATTTTTTG 833760 

TATTTGGAAT C AAAAT AT C A ATTTTTTCAT TAAGATTTAA ATTAAGTTTA TTTTTGATTT 833 32 0 

GATTTGAAAT GAGTATAGAA TCCTTTTTTA AGTTTTTAGT ACCTTTTATT AATTTTATTG 8 33 880 

ATTTGTTTTC T AAT AT G AAT TTATTTTCTA TTGCTC TTAT TAATACACCT TGTTTTTTAT 8 33 940 

TGTTTCCAAT AATTCCATAA GTTCTTTTCT CGAAAAAATA ATTTAGATCC TTATAATTAT 8 34000 

GTTTTTTTTT CAATAAGCTT AATCTGTCTT TTAAATAATG GGTTCTATTT GTTTCGTTGT 8 3 4060 

ATTCTATTTG C AT TG AAAAT CCTTCACTTT CAATATATTT ATTAATAGTA GAAGTCATGA 8 3412 0 

TGTTGCTAGA CATGTAGTAA ACAATAATTA ATGGGATCAT TACTAAACTT AATGATATTC 33 418 0 

CAGAACCTAT TAAAGCTATT TTATTTGTTG AATTTTTGAA AATTAAATAT GCAATTTTTG 83 4240 

TAATTTCTGG TAGCCTTAGT AT C AT AAT TT TTTCAATGTG CTATCTTTGA ATTCGTATTT 33 43 0 0 

TGAATCTGCT TTGTTTGCAA ATTGTGGGTT GTGACTAACT AGTATTAAGG TTTTTTTAAA 8 34360 

ATTTTTTGCT GTATTGATAA GTAGATTTTC TACAGTTTTG GCTGTGCTTA AGT CTAAATT 8 3 442 0 

TCCCGTGGGT TCATCACACA ATATTATATT AGGTTCATTG ATTAATGCTC TAGCAATAGC 8 34480 

AACCCTTTGT GATTCGCCTC CTGAGAGCTC TGAAGGGTAA TGATTTGCTC TGTTTTCTAT 8 3 4540 

TTTTAATATT TTCATTAGAT CTAAAGCTTT TTTATTTATT GTTTCTTTTG TTTTTTGGCC 83 450 0 
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TGAGATAATT TGGGGTAAAA TTATATTTTC AATTACACTA AATTCATTTA TTAAATTATA 83 46 60 

ATTTTGAAAT ACTAAGCCTA TTTGTCTGTT TTTGTACAAA CTTAATGTTT TTTCATTTGC 8 3 4720 

GTTTTTCAAA AATATTCCAC ACGATATTAT CTCTCCAGAA TCTATTTTAT CAATTCCTGA 8 34780 

AATCATGTTA AAAAGAGTTG ATTTTCCACA ACCACTTTTT CCTTGAATTG AAATAAATTC 8 3 4840 

ACCTTTTTCT ACAGTTAAGT TTAGATTTTC TATTACTTGA ATTTTTGTTT TATTTTTTTT 3 3 4900 

ATATGCTTTG CAAAGATTTT TTATAATTAA TATATTCTCC ATTTTACTGT CCATTAATAG 8349 6 0 

TTTCAATGTT TTTTTGACTT CCAATTTTTT TTGTTGCCTT CATACTTGAA TACATTGTAG 83 50 2 0 

AAAAGCATGC AAAGCAGAAA GTAAATGTTA AATCGCTTAA AAATAATTTA GGAGTAATTG 83 5 0 80 

TATTTTTTAC TATTTGTATT TTAATGCCAT CTATTTTTAA AGCCAATATT TGATTTAAAA 83 514 0 

AATTTATTAA AGTGTTTACC AGATTGTCAA TTATTTTTAA AATTTCATTT ATATTTAGGG 83 5200 

AAATGGAAAT TCCCAGTGTC AAGCCAAGAA GTCCTCCTAC AGTGCAAATT ATTATTGAAT 83 52 60 

GAATAAAAAA AATTTGCTTT ATTTTTTTTA TTCTAAGTCC CATGGCTAAT AGTATTAAAA 83 532 0 

TAGCTTTATT TTTGTTTATT ATTATTCTTT TTTGAAGATA ATATGTATTA ACGGCAATAA 83 5 380 

CAATGAAAAT GCTTGCTAAA ATAATTAACA TTGTATTTCG , TTCTATTTTT AATATTTTAT 1 83 5440 

AGAATTCTTT ATTGTATTCA TTCCAAGTTT TTGCTTTAAT TTTTGGATTA ACAGCTTTAA 83 5 50 0 

TCTTTTCAAT TAATTTGTTA CTTGGATTTA AATTTTTTGT TTTTACTTGG TAATTAATAC 83 55 60 

CAGAATTATG TAAAATTTTA TTTTTAATGA AATAGTCTAT ATTCATAAAA ATTAAAGTTT 83 5 620 

CATTTATTTT TGCATAATTA CTTTTGAAAA TTGATTTTAT TTTAAAGCTT TTTATATCAT 83 5 680 

TTTCTAGCGA TATAAGTGTT TTTTATTTCA TCGGTTATTA TTAATTCTAG GGGATCATTT 8 3 5740 

TCGAATAAGT TGAAATTGTG AG AG AGT AC A TTTCCAATAA TGATTTCATT GTCTTTAAGA 835 8 00 

TCCAGCTCAT CTTTTTCAAG TCCTGTAAAT GAAATAAAAT TTTGGTCTTT TTTGAGATCT 83 58 6 0 

TTAATATCAA CTgCAATGAT ATTTAAAATA GTTGGATAAT AATAATTTTG AATTCCAATG 83 592 0 

CCTTGTGTTT CGTATATTTT ATTTATATGT TTTATTCCTT CAATCTTTTT AATTTTTTTG 8 3 5980 

ATTTCTTCTT GAGTTAATTC ATTTTCTATT TTTAAGTTTC ' CGCTTTCTAC ATTTGTAATG 8 3 6040 

CTAAGAAAAA AATCGTTTTG AAAACCATTC ATGATTGATA TTGTTAGGAT AATTATTATT 8 3 6100 

TCGCCTAAGG CAATGCTTAA TATTATTACA ATTGTGAGGG C TAG AC T ATT TTTTTCTTCT 8 3 6160 

AGTATTAATC TTTTAAGCAA AAAATTTCTT AT AC C C AT T T AATTTGTTCC TATTGGTTTT 8 3 6220 

TCTTCGGTGA CTTTTCCGTT CTTGTGTTTT ACCCTAAGAG CAGGTTTTTT ATTGTAGTAT 8 3 6280 

ATTTCTTCTT CATATTCATT GTCATTGTGG TATTCAGTTT TTAGATAAAT TATATCGTTC 8 3 63 40 

TCATAAATTT TTTTGCTTTT TAATTGATTG TCTTTGTTAT ATTCGTATTC AATTTTAGTA 8 3 640 0 



TTGGTGTATT 
TTGTATTGAA 
AGGTTGTTTG 
ATTTTTTCTT 
ATTGTACTGT 
TTGATGTCAA 
TTTGATCCTG 
GGTTTTTGGT 
TTTGCTGTTT 
AAATTATCGT 
TTTGTGTTTT 
TAGAGTTTTT 
TCATTTAATT 
ATAATTTGTG 
AATATTCATT 
ATATAGGTTT 
CAAGTTTTGT 
TATTTGCATT 
TGTTTTTTAT 
CTTTATTTTG 
C G C TT G AT AT 
TTCTAACACC 
TATCAGCAGC 
CTATGCTTGA 
T ATTTTC TAG 
CAATAATAGT 
CAATTTCATT 
CTTGTTGTTT 
CCTATTTTAT 



GGTCTTTATC 
AATCATTTAC 
CCTTGTAGGT 
CATCTAAATA 
TTGAATTTC T 
AATATGTAGA 
TTATTTTTAG 
TTATTGTTTT 
CAAGAGTTTT 
AAATCTCTTC 
CTATGATTTG 
CAGTATCATC 
TTTGGTATTT 
GCATAAATAG 
TATATCAAAT 
TTCAAGAATT 
GATTATTATT 
TTTTCCAATA 
TTGCTTTAAT 
CAATCTTCCG 
GCTGTCGAAT 
GATTTGTTCT 
CGATATTAAT 
TGTTTTTCCA 
AGTAAATTTT 
TTTTTCGTTT 
ATTAATGTCT 
GCTTTTAAAT 
TGCAGATTAT 



CTTTTCTTTA 
TTTTATAAGT 
AGATATGATT 
TTGGTTTTTT 
TTTTTTATCA 
TTTTATGTCG 
TAATTTACCA 
TAAATTTTTA 
TCCTTTGCTA 
TTTTCTTTTT 
AATTGTTTTG 
AACAGAATAA 
ATTGAAAAAT 
AAGAAGTATT 
TCTTTAATAT 
TTTGAAATAT 
CCGTCTATTT 
GTAGAATCTA 
ATTACATTGT 
GCTGTGTCAA 
ATCACAGCTG 
CCATAAATTT 
ATATTTTTGC 
ATTCCATTTA 
TTTGTATTAA 
TCATTTTTTT 
GATTCTAATA 
AAATTTTTTA 
TAAATC T ATT 
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GTGTTTTGAA 
TCATTATTTT 
TTTGTATTCT 
TCTTTGGATT 
TCATATTTTA 
CCATTAATTC 
TTGTCGTCTT 
GATATTAAGT 
TCATATTCAA 
GTATCTTTTG 
TATTTTATTA 
TACTCAATAT 
ACATCAGATG 
AATTGTTTTT 
CTTCTAGTTT 
TTAGTATTGT 
CTATTGCTTT 
TTACAAGTAT 
TTATTTTTTG 
TAATTAATGC 
ATGGATCGCT 
TCATTTGTTC 
CTTCATTTTT 
T AC C AAC TAT 
TATAGCTGCT 
CTTTTGTTAA 
AAATGTCTTC 
TTTTTTCTAA 
CTCCCATATT 



AAATTATCAT 
TATATGTTTC 
CTTCTTCAAA 
TTATTTTATT 
TAACTTTTGT 
CATAGTTCCA 
TAGAATAATA 
TTTCGTTTTC 
TTTC TTGTAT 
TATCATAACA 
AGTT ATTTTC 
AAAACCCCGT 
CAAAATAGCT 
TTTTCATAGT 
TTCTCCAAAG 
ACCTGCCTTT 
ATTAAAAATT 
TTTTTGGTAA 
AAGCTCTTTT 
ATCGTAATTT 
TCCTTGGTTT 
AATTGCAGCT 
TAATTTATTT 
TAACAAAATA 
TAAAAGTTCT 
TTTATTTATT 
TAAATTTTCA 
AATGCCCAAA- 
TGCTTCTTTA 



ATCAGATTCG 
TTCTTTAATT 
GGTATTTACT 
ATTAACAATT 
TGTTGCTTTT 
AATTTGGAAA 
TATTAATTTT 
ATAAACGTAA 
TTTGTTATTT 
TGTAATTTTT 
TTTGTATAGG 
TTTTGGTTTT 
TTTTGCATAA 
AATTTATTAA 
GTAGTAAAGT 
GAGGATGAAT 
TCTGCTTGAC 
TTGATGTCGG 
ATTAAATTTT 
TTAAGCTTAG 
TGAGATATTA 
GCTCTGAATG 
GCAAGTTTTG 
TTTAATTTGT 
TTTAGTTTTC 
ATTTCTATTA 
ATAACATTTT 
AGTTTGTTCT 
ATATATTCTA 



836460 
836520 
836580 
836640 
836700 
836760 
836820 
836880 
836940 
837000 
837060 
837120 
837180 
837240 
837300 
837360 
837420 
837480 
837540 
837600 
837660 
337720 
837780 
837840 
837900 
837960 
838020 
838080 
338140 
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CTAAATGAGT 


TATTAATGAG 


ATAAAGCTTC 
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CAATAGTTAA 


AGTGATTCCT 


ACTCCAAATA 


838200 


GAAATGTTGC 


AGTCATTTGT 


TCCGCTTTTG 


C C AT AT AAAC 


ATCTTCTGCT 


GTTAATCTTT 


838260 


TGTTAATAAA 


GTGATTGCCT 


GTTATTTTAT 


AAAGTACTTC 


TGAATTGTTA 


AGCAATGTTC 


338320 


CTGCAAAAAT 


GGCTCCTATT 


GTGCTTAATG 


TAAAGACGGC 


CAGATTGACA 


TAAAATTTAT 


838380 


CTCTTGTGTC 


GATAAGTCTA 


TTTTTGTTAG 


TTTTTATCAT 


TTCTATTTCT 


ACTTGATCTT 


838440 


CTTCTTTATT 


TATTAACTTG 


AATTTATCTT 


TATATCCTTT 


AGATTTAAGC 


AAGATGATAT 


838500 


CTTGATTTTC 


TGGTTTTTCA 


ATTTCAATTG 


GGGTTTCTCC 


CATAAATATT 


CCTTTTTTAA 


838560 


AAACTTTAGA 


TTGTACATTG 


CTTTTAATTG 


ATACTTTTTT 


AGAGATTGTT 


CTTTTTAAGT 


838620 


CAATATCTAA 


TATTATTGAG 


TCTGCATTTT 


TTACCGTTCT 


TTTAATAGAA 


TAGTTTTCGA 


838680 


AATTTGCACT 


TGTGATTTGT 


ATTTCAATTT 


CTTTGTTTGG 


GAGTTTAGAA 


ATGTCAAAAA 


833740 


TATTATCGTG 


ATAGATTCCT 


TTTGAAACAA 


ATTTTTCATT 


TATGTAGATT 


TTTGCATCCG 


833800 


AGTTATTTTT 


GACGTTAATG 


TTGATTTTTA 


AAAATTCTCT 


GCCCAATATT 


TCTTTGAGGC 


838860 


TGTATTTTGT 


TATGTGATCT 


GCAATTTCAT 


TAACAGAAGA 


TGATGTTTTA 


AATACCGCTT 


838920 


TTTTAGTCTC 


AATTTTCTCA 


GGAGTGATGT 


TGCTAATTTC 


TAGCAAATAA 


TAATTTTCTA 


838980 


TTTTTTTAAG 


ATCAATATAG 


TTAATAAAAA 


ATAATTCTTC 


TCTTATAAAA 


AATTCTTTAT 


839040 


TTAAATTTGA 


TATATTTGTT 


TGCTCTTCGA 


TTTTTTTATA 


TTTTACTTTT 


AGTTTTTTTA 


839100 


AATTGTTAAA 


ATATTCTGCA 


AATTTTTTTT 


GTTTATTGTT 


AATATTTTGA 


ATATTTTTTT 


839160 


TAAGCTCATC 


AATTTTGGTT 


TTGGTGTTAT 


GCTTTTCTTT 


TGCGGTTATT 


ATGTTTTGAA 


839220 


GTTTTTTTTT 


ATCCATTTCT 


TTTTTTAATT 


TGCTAATTTC 


AAGTTCTGTT 


TTTATTATAT 


839280 


CTTGATTTAT 


ATAAATGTCT 


TCAATGATGC 


TCTTGTCATC 


ATTGTTTACT 


ATATGTTCTG 


339340 


TTATTTTATC 


ATAGATTTTG 


TCCAATTGTT 


TTTCAATACC 


CTTTTTTAGG 


TCAATATTTT 


839400 


CTTTTTTTGT 


ATTAATGATA 


TAGGAAAAAT 


TGTATTCAAT 


ATTACTTTGA 


GAATGTATTT 


839460 


TGCATATTGT 


AAATACTAGC 


AATGGTATTG 


CTAGCTTTAG 


TTTAAGCTTT 


TCCATTTTAG 


839520 


ATACTCTTCT 


ATGAAATTGT 


CTATGTTTCC 


GTCCATAACC 


GAAGTGGTGT 


TTGAATTTTC 


839580 


AAATTTTGTT 


CTGTGATCTT 


TTACCAAATT 


GTAAGGTTGA 


AATACGTAAG 


ATCTTATTTG 


839640 


GTTGCCCCAA 


GAAATTTCTT 


TTTTTGTGTC 


TTGCTTGGAT 


TTGTTTTTTT 


CATCTTCTTT 


' 839700 


GC T C T TAT AG 


TATTCATAAA 


GTCTTGATTT 


TAAAACTTTC 


ATTGCCAAGT 


CTTTGTTTTT 


839760 


GTGCTGGCTT 


CTGTCGCTTT 


GAG AC TGAGT 


TACTATTCCT 


GTTTCAATGT 


GAGTTATTCT 


839820 


TACAGCAGAG 


GATGTTTTAT 


TGACGTGTTG 


TCCTCCGGCT 


CCCGATGCTC 


TGTATGTATC 


339380 


AATTCTTATG 


TCTTCTGGTT 


TGATTGTTAT 


TTCTATTTTG 


TCATCAATAA 


CAGGGTCAAC 


839940 
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AAATACTGAT 


GCAAAAGAGG 


TATGCCTTTT 


TTTAGCAGCA 


TCAAAAGGAG 


AAATTCTTAT 


840000 


AAG AC GATGT 


ATTCCAACTT 


CACTTTTCAA 


TAGCCCATAA 


GCATACTCAC 


CTTTGATTTC 


340060 


TATTGTAACA 


GATTTTATTC 


CACCTTCTGC 


TTCGAGTAAA 


TCAATAAGTT 


CTGTTTTGTA 


840120 


TTTTTTTCTC 


TCAGCGTATC 


TTGAATACAT 


TCTGTAAAGC 


ATTGCGACCC 


AGTCACATGC 


840180 


TTCAGTGCCC 


CCAGCCCCAG 


AATGAATAGT 


TAAAAAAGCA 


TTGTTTGCGT 


CAAGCTCTTC 


840240 


TTTAAAGTAA 


GAAATTGTGA 


GTAAATCTTT 


GTATTGTTTT 


T C AAGC GT AT 


T AAAT T C AAT 


840300 


TTCCAAGCCG 


TTAGTATCTT 


TTTCATTTTC 


GGCAATTTCG 


CACAAATCGC 


TTAAGTCTTT 


840360 


TATTTTATTT 


ATTAGCTCTT 


CCCACGGATC 


AATTTTATTT 


TTTAAAATAC 


TTTGAGCCTT 


340420 


AATTACTTTT 


TGAGCTCTTT 


TAGGATCATT 


CCAAAAATTT 


TTCTGGTTTA 


TTTCTTTTTC 


840480 


ATATTTTTCG 


ATTTTAGCTT 


GAATTTCATT 


TTTGTCAAAG 


CTTCCTCCAA 


ATGTCTTCGG 


340540 


CATGTTTGAG 


CAATGTATTT 


ATTTTTTCTT 


TCATTTTTAT 


TTCTCGCTAT 


TATTGATTGT 


840600 


ATATTAATAT 


AATTATATTT 


GGAATTAAAG 


ATAAAATAAA 


TATTATAAAA 


AAATATATTG 


840660 


GTTCGTTTTC 


CAATATATTG 


ATTTTGGGGT 


TTTTATCAAA 


GTTTTTTTTT 


ATTGATGTTA 


840720 


TTGACATTAA 


AGCTATTAGT 


ATGCCAAGTG 


C AG AT AG AAT 


AAGTATTTCT 


AATCCTTCAA 


840780 


AAAATC CGTT 


GTTCTTATCA 


AGCGCAAAAA 


ATGTTATTGC 


AATTAAGCTG 


CTATTTGAAA 


840840 


GCATGAAATC 


GTTTGAATAA 


TTTGATTTTT 


TGTTGTAAAC 


AATAAATAAA 


TCATTTAATA 


840900 


CTTTAAATAA 


TAATATCAAC 


ACGTAAATCA 


AAAT T AC AT A 


AAAAATTGGC 


ACTAAGAACA 


840960 


GTAAATTATT 


CTTTGCAAAC 


AGTTTATAGA 


G AT AAAAC G A 


TATTGAATAT 


ATTAATAAAG 


841020 


AAGTAATTGT 


TATTATGGCG 


TACCTTTTTA 


TTAGCATTAT 


ATTGTTTTTT 


ATTTTTATGT 


841030 


CCTCAAATCC 


AACAAAGTGT 


ATTAAGGTTA 


AGTTGTTAAT 


AAT T AGGC AT 


GC AAT T AAAT 


841140 


TAT TGGT CAT 


AATTTTATTA 


TATCCTTTTC 


ATT C T C AAG A 


GGTGTTTTGA 


GTGCTTTTTC 


841200 


TTTATTTGTT 


TTCAAAACAT 


GCATTATTTT 


TTTAATTTTG 


AAGGTTAAGC 


TATATTTTTT 


341260 


TATTAAGTTT 


GAGCTTGTTT 


GTAAGATGAA 


AATAGATATT 


ATGACTGATA 


AAGTTTCAAA 


841320 


AGGAATGTAG 


CTTAATGTCA 


AAAAGTATAT 


AAATGCCAAT 


ATTGATCCGT 


AGAGTATTTG 


841330 


CTCAAATTTA 


AAGTGAGGTG 


TTATTTGCAA 


TTCTGTTGCC 


ATTGTAAATA 


TTAACAGCAT 


841440 


■ TGGGATTGGA 


GAAATAAGTA 


GTGTTAACAT 


GTCGGAGCTG 


ATGTGGTTTA 


GC ATTC CT AT 


841500 


ATTATGTGCT 


ATG T AC GAGA 


TTGCCATTAA 


GCTTATATAA 


AATGAGAGTG 


GTATTAATTT 


841560 


GTTGATTATA 


TATTTGCCAA 


CTATTAATAA 


GAGGCCAAAA 


TAAAGCAAGA 


TAGGAGATAT 


841620 


TTTTTTTTCA 


TTATTAACTC 


CCAAAAGACT 


T T C AAT AT G A 


AATCTTGTGA 


CAATTATATT 


841680 
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A AAAG^GGAA 


AAAATGTTTT 


GATTTACAAA 


GTTTTCAATT 


GCATCTATTT 


TTTTACTTTC 


841740 


ATATCTTGTA 


AAGGTATTTA 


AACTTTTTAA 


ATTTTTTATG 


TTTGGATTTG 


TTTCAATTAT 


841800 




G T T GG AAT T A 


TTGAATTTGA 


ATTTTTAAGT 


TCCTCTTGAT 


AGGCTTGCTT 


841860 


a a a APTTAfT 


GGAAAATTTA 


ATACCAAAAA 


CATAAAAGAA 


ATTAATATAG 


GGTTTGCCAA 


841920 


a a ATPPTPAT 

1 ^sr\^ X Or^-l X 


AGTCTGAAAA 


AGTAAAAGAA 


TACCAAAAAA 


GTAAATAATA 


AGGAAATTAT 


841980 


1111 C*\J X w X 


ATTTCTAAAT 


CCAAGGGCAA 


TATAATGCTT 


ATCATTAAGG 


CGGCGTAAAC 


842040 


aaaAAA APAP 


AAACATTTGT 


AATTAATTTT 


TAGCATTATA 


GGTATATAGA 


TTGCCACACT 


842100 


zi IT A AATATT 


AACAGCAAGG 


TGTCTGTCAT 


GAATTTTGTG 


TTATTTAGGA 


AAGAAAATAT 


842160 
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GATAGTGATA 


GTATGATAGC 


AAAGTATATG 


TCTTTTAAAT 


TGTTTTCAGT 


842220 


kjrl/T.lr\l lvj^-X 


TC ATTTGTT A 


GACTTTCATT 


TAGAATTTTG 


CTTTTAATTT 


CTTTTTGAAC 


842280 


PTTATnTATT 

\_ 1 I AlVJl -TT- -I- X 


TGTTCTTCTA 


CTTCTTTGTC 


TGTATAATTA 


AATATTTTTA 


ATTTGCCGCT 


842340 
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T t AAG AATG A 


AAAAA TAATA 


TTTTCCATTT 


GCAATGGTGC 


842400 


PU\r\\J^ 1 1 1 


ataaapaatp 


CTTTAATTTT 


GTCGTATATT 


GACTTTTTCT 


TTAATATGGT 


842460 




ATATPTPTTP 


TTATCGGTAT 


GTTTAATGTA 


TCGATTTTTA 


TTTTATTGGC 


842520 


1 V3^_jvJ X X v_J XXX 


AAAAAAATTT 


CATATTTTTT 


TGTGTCAATT 


TTCTCATTTA 


TTAGCTGGCT 


842580 


X X 


PPAATTTTTA 


CCTTCAGTAT 


TCTACTTTTT 


ATTTTTTTAT 


TTCCATTTAT 


842640 


APPTAPAAAT 


TTTTCTTTAT 


AAGGGTTGTT 


ATTTTTTATG 


AC AAGATTTG 


CATTGTATAG 


842700 


ATPTTPAATA 

^ri X x x cnn x n. 


TTTGC TAATA 


AAATATTGTT 


GTGGGGATTT 


AT AT CAT C TT 


TTGTATTTTT 


842760 


jTI X X rt. X X X iT. X 


AAAAAGTGCA 


TTATCATTTC 


GTGATTTGTA 


TAAGGATATG 


CATTTTCTAA 


842820 


i-\Vjr.r\ XXX X X 


TTTATTTTTC 


TGTTTTTAAA 


AAT AC TC AAT 


TTTTCGAATT 


CTTTTTTTAG 


842380 


XXX w X v_ X X X 


TTTGATATTA 


TTATTATTAT 


TTCTTTGAAT 


TTGAATATTT 


TGTCGATTAT 


842940 


x x vjvjriii x x 


G AAAAAATT T 


CTTCTAATTT 


TTCTGCCATC 


AGTGCTTCTG 


AAATATTTGT 


843000 


AAATG C AT C T 


TTTCCGTTTG 


TTAATAAAAT 


CATTTTGTCT 


ATTTTTTTAC 


ATTTGTTTAT 


843060 


GAATTGAAAT 


AAAGAATTTT 


CGTTAAACCA 


AGGAATTCCC 


AGTTGAATTA 


ATTTTTCCAA 


843120 


GGTTTTTTCT 


CTTGAGGCTC 


CTTCTTCAAT 


TGGTGTTTTT 


TCAGTTTTTA 


TTTTTCCTTG 


843180 


AAATTTGATT 


AATGCTGATT 


TTAAATTTTT 


TCCATGTGGA 


AAATTGGCTG 


TGTATATTTT 


Q A T 9 A Pt 
O 4t J Z *± U 


TTG TACT ATT 


CCAGATATTG 


GAGAATATGT 


GTATAGCTCT 


ATGTTTGAGT 


TTTTGGATAA 


843300 


AATTTGATTT 


TCTTCTATTT 


TTTGTTTTTC 


AATTATGTAT 


ATTATGGATT 


TTGAATTTTC 


843360 


TGTTTCAAGG 


GGTATTAGGG 


CATATTCAGG 


TATTTGAATC 


TCGTTAATAT 


TTATTTCGTA 


' 843420 


TTTATTGTAT 


TTTTTAAAAA 


TTGTTTTTAC 


TTTTTCTAAG 


TCTAGCATTA 


GCTATTTATC 


843430 
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CTTGAATATA TTTTTTATAG GTTTTTTCAT TTATGTTTAA AAGAATTGTA AATCTTATTG 8 43 5 40 

CTTTAAATAG GAATAGTAAT ACAAAGAAGG GCAAAGAGAA AAAGAAAAGT ATTTTGTAAT 8 43 6 00 

TTTTTTTATC TGTGTTGATA TTATTCTTGT TTTCTTTATA TATTAGGATT GGATTTTTAT 8 43 6 60 

TTTTTAAAAA CAGACTTGCA AGATCTTTTT TAAGAATTTC ATCAATAAAT GATTTGTCTA 8 437 2 0 

CTTCGTAAAC AGTTTTAGGA TGAATTTCTA TTTTGTCGTT TTTGATTTCA AAGTAATTTT 843 7 80 

CTTTTATATC TTTAGGAATT TTTCCATACT TAGCGGTAAT ATTGTATTTT AGTTCGTTTT 8 43 84 0 

GATAAAGAAT GTGGGATAGG TACCCTATAA TATTGGGCAT GTCTTTGTTG TATCCCAGCA 843 90 0 

TTATATAAAT GTTATTAGGA TTTAAATAAT CAAAGTAATT TAATTTTTTA CTGTAAAGGT 843 96 0 

AGTTAATGTT TTCATAAGAA TTTAGCATAT AGCTTGAATA AGCGAAAGGA ATTAATGAGA 8 4402 0 

GTGTAAATAG TAGTAGATGT ATTGCTATTT TTGATTTTAA AGCTTTTTTT CCTTCTATTT 8 44080 

TTTTCTCTTT AATCTCGATT GGGAATAAGA AAGTGTCTTT AAAATTGCTT TCTGTTTTTA 8 4414 0 

TCCAGCTGAA AATTAAGAAA ATGCAAAGGG TTGGTATTGC G AC AAATG C A ATAAAAGTGG 8442 0 0 

GATCAATATT TGTAGTAAAA AAGGTTGTGA TTGTAATGAA AT ATAGAGC T GTGAATGTAA 8442 60 

' ATAAAAATAG TAAGTGTTTT ATTTTTGTGA TTAGTGTTAA AAAATTTATT TCTTTTAAAT 34432 0 

AT ATT TT ATT GTAATTTTTG TTAAAATTAC TGATTATTAA AAATAACAAA TAAGAGAGAA 8443 8 0 

CTGTAAATGG ATAAAAATAG ATTATTTCTT TGCTTATCAT AAAAGCAAGA GATGAAATTA 84 4440 

ATAGAAAAAT TAAAGTAAAT ATAGAGTTTG TTGGGTCTAA AAAAATTAAT AAAATTATTA 8445 0 0 

TGATTAGAAA TATTATGCTT GAAATAAAAT TAATTTTTGT TTTGTAGTCA AGAGAATGTA 34456 0 

TGTCGGCATT AATATTGAGT TCTTTTTTTA GGTTTTTAAA ATTTATACTT TTAAACCTGT 84462 0 

TTTCAACATA AAGAAGTTTT TTGTGCTCTA TGTTGAAAAG ATTGGAGAGC TTTTTTAAAA 8 44 6 80 

ATATGCTTTT TCTCAGGTCA AGATTGTTAA GTTTGTTTAT CTCATTTATT GTGATTTCTT 8447 40 

TATTTTCGGG AAAGTCTAAA ATGTCAATTT TTGTTGTGTA TTCTGAGATT GTTTTGTATC 3 44 8 00 

CTAGTGAATT TATATATTCA TTGGCAGTTT TTAGATCATT TTCATTTTCA AAGTATAAAG 8 44 3 60 

- GTTTGTAGTC TCCAAATTGA GCTGCATCAC AGGATTTGAT AAGTGGTATT GTTGTAATTA 84492 0 

AATATAAAAA ACCTAAAAAA CGCACCATTT ATTTTTTCCT ATGCTAAAAA TAGCACACAA 8 449 30 

TAT AC GC AGA GACTATTCCT ATTATTATGC CCGTTAGAAC CTCTTTCTTT TTGTGCCCCT 8 45 0 40 

TGACCACTTT TATTTTTGTT GTGTCAATTT TTATTTCTTT TTTTAATTTT TCTGATAATG 8 45100 

CATTTAAATA TTCTGCTTGA ACTCCAGACA TATATCTTAC GCCGAAAGAA TCTCTTATTG 845160 

T AATAAGGGC AAATGCAAGA GCTATTATAA AATTTGTATC TATTCCTTCA GTTAGTGCGA 8452 2 0 
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TTGAGGTTGA 


AAGAGCGGTG 


ACCGTTGATG 


AATGACTACT 


TGGCATGCCT 


CCTGTTTCTA 


845280 


GAAAAATTTT 


TTTTAAAAGA 


TGTACTGGAG 


TTAGTTTTAA 


CTTTCTTGTT 


TTTACAGTTT 


845340 


GGATACCATA 


TTTAATCACT 


TGAGCAGAAA 


TTCCTGATAC 


AAGACAAGAC 


AAAAAAAGAT 


845400 


CATTGGTAAG 


CAATGCCCTT 


ATCATTATTA 


AGCCTCCTTT 


TATATTGCGA 


ATTTACCAGC 


345460 


TTTTATTATT 


GTGTACTCTT 


TTCCATTTTT 


GTCTACACCA 


ATGACATTTA 


AGTCATCGCT 


845520 


TCCAATCATT 


AAATCTGTAT 


GTATCAATGA 


AACGTTACAT 


CCGTAAGTTA 


GCTTATCGGC 


845580 


ATCGGTCTTT 


AAATCTTCTT 


CATTGCTTAA 


ACAAGATGGA 


TATGCAGCTC 


CTAGTGCTAT 


845640 


GTGGCAACTT 


GCATTCTCAT 


CATATAATGT 


GCTGTAAAAA 


ATAAGATTGC 


TTTGATAAAT 


845700 


AGGGGAGCTA 


CTGTCAACTA 


ATGCTACTTC 


T C C TAT AT AT 


TTTGCTTGAA 


TGTCGGTTTC 


845760 


AATGTGTGAT 


TTTAATATTT 


CTTTTTGCTT 


CTCATCATCA 


CAGCCAAAGT 


CAACAACTTT 


S45820 


TCCATTTTCG 


AATTTTAACC 


ACATTCCATA 


TATTAGTGTC 


TCAAGAACCA 


TTACAGGGCG 


345880 


GGTGGCGTAC 


ACGATGCCTT 


TTGTTTTTTT 


ATAGTTTGGA 


GTTGTAAAAA 


CCTCTTCTGT 


845940 


TGGCATATTG 


GCATTGAATT 


CTATTTCTGT 


TCCTTTGATT 


TTTTCGCTTC 


CACCTGTCCA 


846000 


TAGGGAAGTT 


TCAAGCAGAT 


ATACTTCCAA 


GTTTGTTTTT 


TCGGTTTTAA 


AAATTACCTT 


846060 


TTCTAGGTTA 


AGTTCATTTA 


ATGTTTTGCA 


TCTTTTGTGA 


AGTTTTTCTC 


CATGGGATTC 


346120 


CCAACTTTCT 


ATTGGATTTT 


CACTGTCGAG 


TAATAATATT 


TTTTTTTGTA 


TTTTGAAAAA 


846180 


TTCTTCTAAA 


GTTTGACTTC 


CTTCTTTTTT 


ATTTAAAACT 


TTGGAAGCCC 


ATTTTGGACC 


846240 


TGGTGCACAA 


ACAACGCACC 


AGGCTATTTC 


GTTGCTCATT 


ATTGCTTGTG 


ATAAGGTTTT 


346300 


GCTTGCCAAA 


TTTAAGGCTT 


TTTGATAAAT 


TGACATTTTT 


TGACCAATGC 


TTTCTTTTAA 


346360 


GTCTTCAAAA 


TTTTCTGTAT 


CATCGACGTT 


TATTCTTGCC 


CATTTATCTT 


GAACCATTTC 


846420 


TTCTAAAAAG 


CTTTTTTCTG 


CATTTGGAAT 


AAATTTCAAG 


CTTTCTTCTT 


GTGAAAATTT 


846480 


TAGTCTTGAT 


TTTAAAATAT 


CAATGTCTTT 


AATGTTTAGC 


TTGACATACT 


TAGCCCCGTG 


346540 


TTCATAAGCT 


TTTTTTGCTA 


ATATTTTCAA 


AAAATTATAA 


TTGTCGATTG 


AACCTTGAAT 


846600 


'TAAAACACAT 


TGATTTTTTT 


GCAAATTAAT 


TCCCTTTAAA 


ATTATAAGCT 


CTGCATATTT 


346660 


TATTAAATCT 


TTCTCCATTT 


ATTCCTCCTA 


AATAGGTTCT 


TCTAAGACAT 


TCTCATTAAT 


846720 


GTAGTTTGCA 


ACAGCTTCTT 


CATCATTTGT 


ILL1A1 1 At 1 




G AAG C AT T G C 


846780 


TTTTAATCTA 


TAATTTGCAT 


TTCCCATTAG 


TAATCCCTTT 


TTAACATTTT 


CTAGCATATC 


846840 


AG TAT C ATT A 


AAGCCATCTC 


CAAAAGCTAT 


GGTTTCGCTT 


AAATTAATAT 


TTATAGTTTT 


846900 


AAGAACTTCT 


TTTAATGCAT 


T AC C TTTGGA 


GACTTTATGA 


TCTACAATTT 


CTAGTGAATT 


346960 


TGGGGTAGAA 


AGGTATGCAT 


TTATTTCTCC 


TTTATATTTC 


TCTAAAATCA 


TTGCTTCATA 


; 847020 
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TTCTATTAGG 


CTTTCTTCTC 


CGCCAGCTAG 


TAT TAT T TT T 


GCAACATTTT 


CAAAATTTTT 


847030 


AAGCTCGTTA 


AAGTCTTTAA 


TTTCTTGAAT 


TTTATTGATT 


GGGCTGATTA 


TTTCATGTCT 


847140 


GAAGACATTG 


GATTCTTTTT 


GCAATTTTTT 


ACATTGATCA 


ATTGCAATTT 


TAGTCTTGAT 


847200 


GTCAATATTT 


AATTGGTCGT 


CGTTTTGATC 


TGCTTTATGT 


AAAAAATGAG 


GTATGTGACT 


8472 60 


AAATTTCTCG 


TCTCTTAAAT 


TTAAAATCTT 


CTTTACCACT 


TCAGCAGATA 


AATTATGACT 


847320 


TTTTATTAAT 


TTCCATTCTT 


GATTGTAAAC 


TTTTGCTCCG 


TTTAATGTAA 


TGAAAAATGA 


847380 


AACTTGCAGT 


TGATCTGTTT 


TTTTTATAAT 


TTGAATGATT 


TCATTTTTAC 


TTCTTCCTGT ^ 


847440 


TGCTATTATG 


AATTTCTTTT 


TTTCTTTTGT 


TAATTTTTTA 


ATTACAAGTT 


CTGTAAAGGC 


847500 


TCCAATATAG 


CTTTTTGATA 


GTAAAAGAGT 


GCCATCAAGA 


TCAGAGGCAA 


CCGCTTTAAT 


847560 


ATTTTTCATG 


TTTTATCCTT 


TAGGAGTTAA 


TTTCAAGCTA 


AATTATATCA 


AATAATTTTT 


847 62 0 


TTTTTTTAAA 


TTGATAATTA 


TTTGGTATAC 


TAATATTAGT 


AAGGTTGTAT 


AAAGGGGATT 


- 847680 


TTTTTGGATA 


TTAATAAAAG 


ATTAGCTTTG 


C T TAG AG AT C 


ATATGAGAGA 


TAATGGGGTT 


847740 


GATGCTTATT 


TGGTAGCAGG 


CTATGATCCT 


CATTTTAGTG 


AATATTCTCA 


TGAAAGATAT 


847800 


AGCACTCGTA 


AGTTTATTAC 


AGGTTTTTCT 


GGTAGCTTTG 


GTACGGTAAT 


TATAACATTA 


847 8 60 


T.CAAAAGCTG 


TTCTTTTTAC 


AGATGGTAGG 


TATTTTTTAC 


AGGCCGAGCA 


AGAGCTTAAG 


847920 


GGAAC TGAAA 


TTGCATTAAT 


AAAGC TTGGA 


GTAAAAGGAT 


CTCCTGATAT 


TTTTACGTAT 


847980 


ATAAATTTGA 


ATCTTAAAGA 


ATCAAAGCTT 


GGAATTTATT 


CAGATGAGAT 


TAGTATAAAG 


848040 


TTTTATAAAG 


AGTTGTCTGA 


AAAATGTAAA 


AATACACATA 


TCAAGGCTTT 


AAATCAAGAT 


848100 


CTAATTGATT 


TAATTTGGAA 


AT C TAG AC C C 


CAGCTTGAGT 


TTAGCCATGT 


ATTTGAATTG 


848160 


GCTGATGCTG 


AGAAGAATAA 


CAAAAGAGCT 


GAAAAAATCA 


AATCTATTTA 


TTTGATCTTA 


848220 


GAAAAGAATT 


TGGCAGATTT 


TTATGTTATT 


ACTGCTCTTG 


ATGAGATTGG 


TTGGGTGCTG 


8482 80 


AATTTAAGAG 


GGGCAGATGT 


TGAAGAAT C A 


GCATTATTTT 


-ATTCGTTTCT 


TTTAATATCT 


8483 40 


AGGAATAAAA 


AT C G AAAAAA 


TGTTCTTTTT 


GTTGACAyAA 


AAAAACTTGA 


TTCGGGTGTT 


848400 


AAAGAAGCAC 


TTGAAATGGA 


AAATTTTGAA 


ATAGAGTCTT 


ACAGCAATTT 


TTACTGTTTT 


S4S460 


TTGGACAAAA 


T AAAGC AC GA 


AGGTAAATTT 


TTTGTTTCAT 


TTTATGCCAA 


TGTTAGGGTT 


848520 


TTAAAAGTTC 


TTGGTGAGAC 


TAATATCATT 


TTGGGAGAGA 


GTATTATAAG 


TAGTCTTAAG 


843580 


GCATTAAAAA 


CCGATTATGA. 


ACTTCTTAAG 


ATGAAAGAAG 


CGCATATTAT 


TGATGCTATT 


848540 


GCATTGATTA 


AATTTTTACG 


TAAATTTAAA 


AGTCTTAGCA 


AGGTTGAATT- 


■ GTCTGAATTA 


843700 


GATGAAATAG 


ATGT.TGCTGA 


TATGCTTTTG 


CATTTTAGAA 


AATTGAATAA 


AGATTTTTTT 


348760 
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AGTTCTAGCT 


TTGACTCAAT 


AGTTGGTTTT 


AGAGAAAATG 


GAGCTCTTCC 


GCATTATAAG 


848820 


C C C AAAAGAG 


GTAGAAAAAT 


AAATACCAAT 


GGTCTTCTTT 


TGATTGATTC 


TGGGGGTTCA 


843880 


TATTTTGGAC 


TTGGTACGAC 


AGACGTTACA 


AGAGTTTTTT 


TAATAGGTGA 


TGCCTCTGAT 


848940 




GC G AC TAT AC 


TTTGGTTCTT 


AAGGC TTTC A 


TTGGCCTTTC 


TTCTTTAAAG 


849000 


X 1 1 L^rt.!*!!^ 


GATCTTCCGG 


AGCTTTTCTT 


GATGGAATTT 


GT AG ATT AC C 


GCTTTTAAAA 


849060 


/Yfl 1 tjr\jr\ 1 J- \^r.rt 


ATTTTATTCA 

jTt X X X x r\ x x -t^ 


TGGCACTGGG 


CATGGTGTTG 


GGTTTTTTCT 


TAATGTTCAT 


849120 




TTTCTATTAG 


TCCTAATTCT 


AGTTATCTTT 


TTAAAGGATC 


TGAGGTAGTT 


849180 


X ^-.TT-rt, -L X VJTrt.VJ7V^ 


CTGGTCTTTA 


TAGAACATTT 


AGTCACGGAA 


TAAGAATTGA 


GAATTTAGTT 


849240 


tttot a a nor 


AAGCTTTTAC 


AAATGACTTT 


GGAGCTTTTT 


TAGAGTTTGA 


GAATTTAACC 


849300 


PTTGTTCPTT 


TTGAAAAGGA 


ATTGATAGTA 


AAAGAAATGC 


TCTCAGAAGA 


TGAGTTAAAT 


849360 


T AT AT C AAT G 


ATTATCATGA 


ATGTGTATTT 


TTAACATTAA 


AAGAGCGCTT 


TGATAATGAA 


849420 




AATTTTTAGC 


AAAGCTAACA 


AG T AAAAT AT 


GAGATTTATA 


ATTGCATTTT 


849480 


rn a ATHATTTT 

_L rt-rt. X v_jrt. X XXX 


AAATCAAGGA 


TTTTCAAATT 


TGTTTTCTTT 


GCCTCCGGAA 


GATATTATTT 


849540 


X J. VjJ JTi il.V_J X X * — 


TTATGAGGTT 


GCAATTAAAA 


AAGCTCAAAA 


ATTGAATAAA 


AATGTTTTAA 


849600 


X X X X UU X X VJVJ 


TAG AG AT ATT 


AAAGAAAATT 


TAATAAAAGA 


TTTTTTAAAC 


TCTTTTACAA 


849660 




TATTCACAAA 


GT ATC T AGAA 


AAAGTGTTTT 


TTTAGTTATT 


GATAAGGATA 


849720 


aTnAAATTTT 

rt. X Vjrt-rt-Ti XXXI. 


TAATAAAATT 


AAT CT AC AAA 


AAAGTCCGAC 


TATTTTTTTT 


GTTGATTCTA 


849780 


AHAATGAGCA 


AATAAAGGCA 


GCTTATGTGG 


GAGCTGTTTT 


GAGCAGTGTT 


CAATTTGATA 


849840 


AHGATTTTTT 

x x x -t j. x 


AAACTATGTT 


ATGGGAGCTA 


T AAAAT C AAC 


AAGTGTTTTA 


AAAAAGCAAA 


849900 


A AG ATT ATGA 

r\ii\JiV X X -tip X wn, 


AAT T AAT ACT 


GCTGATGAGA 


GAACCTTTTT 


TTACAAAACA 


TTAAAAGGTG 


849960 


ATTGGCGATT 


AAAGTTTAAT 


GGTAAAGACA 


GAAAGCTTGT 


TCTTTTTGAT 


ACAGATCTTA 


850020 


AAGAATTTTT 


AGTTTTTAAA 


GATATTAATG 


AAAAC AAGC T 


TTATGCTATT 


CCTAAGTCTA 


850080 


GGATTGGTAA 


TATTTATTTT 


TCATTATTGG 


GAAATGAAGA 


ATGG AAGC TT 


TTTGGAAAAA 


850140 


X AAAAT AAGT 


GTCTTTTTTG 


TTTGAAAGGG 


GGATGGGTTT 


TTATGGAAAT 


GGTATTTTAT 


850200 


CCTAATGATT 


TGCTTCGTGT 


TAAGACAAAG 


CAAATCGAGA 


ATATTGACGA 


TAAGATTAGA 


850260 


GATTATGCTA 


AAAAGATGAT 


AGAAT TGATG 


GATATTAGCG 


GTGGAGTTGG 


GCTTGCTGCT 


q c: n t o n 


CCCCAAGTAG 


GCCTTGATTT 


GGCGCTTTTT 


GTAGTTAGAG 


AGAATAAAAT 


GGC AAGGC CT 


850380 


TTGGTTTTTA 


TCAATCCTTC 


AATCATAGAG 


ACTTCTTATG 


AGTTTAGTTC 


TTACAAAGAG 


850440 


GGGTGTTTGA 


GTATACCAGG 


AGTTTATTAT 


GATTTAATGA 


GGCCTAAAGC 


TGTTGTAATA 


850500 


AATTTTCATG 


AT GAG AAT GG 


AAAAT C T T TT 


AC T AT AG AAA 


ATTCTGATTT 


TTTGGCAAGA 


850560 
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ATTATTCAGC 


ACGAAJVTGGA 


CCATTTAAAT 


GGAGTTCTTT 


TTATTGATTA 


TTACGAAGAA 


8 50 620 


AAGTTAAAAA 


ATAAATTACT 


AAAGCCTTAT 


ATGAGAGAAA 


GGGGGCTTAA 


GGCAAAATGA 


350680 


AAATATTTTT 


TGTAAGCTCT 


TCTTCTATTG 


CTTTAGAAGT 


TTTCAAAGAG 


ATTGTAAAGC 


8 507 40 


ATTATGAAGT 


GGTGGGAGTT 


TTGACTTTGC 


CTGATAGACC 


CAAGGGTAGA 


GG AC AAAAGT 


o c r\ o r\ r\ 
8 b 0 o U U 


TAAGTCAAAA 


TGTAATAAAG 


TCAGAGGCTA 


TTGCTAGGAA 


TATTAAAGTT 


CTTGATCCTT 


o r* r\ o r~ r\ 

8 5 0 8 6 0 


TGATTCTTGA 


TGATAATGTA 


TTAAATTTAG 


T TAG AG AT T T 


GAATCCAGAT 


TTAATGTTAG 




TTTTTTCTTA 


TGGCAAGATT 


TTTAAAAAAG 


AATTTTTAGA 


TCTTTTCCCA 


AAGGGATGTA 


s~\ r- c\ r\ r\ r\ 

8 50980 


TTAATGTTCA 


TCCTTCTCTT 


TTACCCAAAT 


ATAGAGGCGT 


TTCTCCGATT 


CAATCTGCAA 


851040 


TTTTAAATGG 


TGATTGTGTT 


AGCGGTGTTA 


CTATTCAGAG 


TATGGCTTTA 


GAAATGGATA 


8 51100 


GTGGCAATAT 


TTTAGTGCAA 


AAAAATTTTA 


AAAT AAG AT C 


TTATGATACA 


AGTCATGATA 


8 51160 


TTTCAAAACT 


TGTATCAAGC 


CTTAGTCCAA 


GCCTTGTTCT 


AGAAGCTTTG 


GAAAAAATTA 


8 512 2 0 


GGAAGGGTTT 


TTTGGGAATT 


CCTCAAAAAT 


CAAGCGAAGC 


TAC TTTTTGT 


TCTTTTTTAA 


8512 80 


AAAAAGAATC 


TGGATTTATA 


GATTTTAATT 


TAAGTGCATT 


TGAGATTAAA 


AATAAAATTA 


8513 40 


ATGCGTGCAA 


TCCTTGGCCA 


CTTGTAAGAG 


TTAGGCTTGA 


TTATAACGAC 


ATTATTTTTC 


8 51400 


ATCGCGCCGA 


TTTTTTGGAG 


GTAGATTTAT 


AT AAGGAGAG AAAAATAGGA GAAATTGTTG 


8 514 60 


ATTTTAATCC 


TGAAAAAGGA 


TTATTTGTTA 


ATACCGGGAA 


AGGGATTCTT 


TTGCTTTTAG 


8 515 2 0 


AAGTTCAAAG 


AC C TGGAAG A 


AAGGTTTTGG 


ATTTTAAGTC 


CTTTTATAAT 


GGAAGTAGGC 


n c "i con 
8 51b a U 


AGCTAATAGG 


GCAAGTGTTT 


TCTTCAATAG 


AATAGGGGGG 


GATATATTAG 


TTTTAATAAT 


8 51640 


AATGACAATC 


TAGAAAATAA 


ATTTTCTAAT 


GAAGGGGAAT 


TGTTTAAAAA 


TAAATTAGAT 


8 517 0 0 


CTGTCTCAGA 


GTGACAAAAA 


TTGCAATAAT 


GAAATGTTGA 


TTTTGCCCAA 


AACCACAATT 


851760 


AAGGCATTGC 


TTTTAGTTAT 


TTTTGGATCT 


TTAATTGTTT 


CTTTTGCAAT 


TTTCTTTATG 


851820 


GTTTTAGAAA 


ATAATGAGAT 


TACAGTCGTT 


CCAAATCTTT 


ATTCTCTTGC 


TATTGAGGA.T 


8 5-18 8 0 


GCTGTTCTTG 


AATTGCAGAG 


AAAAGAGTTG 


ATTCCGCACA 


TTGAATTTAA 


ATTTTCTTCA 


8 biy 41) 


AGTGCTCTTG 


ATAAAGGGAA 


AGTAATAGAT 


CAGGGTCCAA 


AACCAGGAAC 


TGTTTTAAGA 


8 52 U (J U 


CATGGCAATA 


AGGTTATAAT 


TTTCATTAGC 


AAAGGGGCTA 


TAATAAACAG 


AGTTGATAGT 


o c o r\ c r\ 
8 b 2 0 b U 


TTTATTGGTA 


AAAACATTGA 


CGATGTTATT 


ATT AATTTAA 


AGGCCAATTC 


TTTTGATAAT 


8 5212 0 


TCTAAATTAC 


TTTACCATAT 


TGTTCAACCT 


CTTGAGGTTG 


AAAGCGAATT 


GCCAAAAGGA 


8 5 218 0 


ATAATAATTA 


GTCAAAATCC 


ATCACCGGGT 


AGTCAAATAT 


CAAGTTTAAC 


GGATCTTCAA 


852240 


TTTTTAATTA 


GTAAGGGTAA 


AGATCATTTG 


GACAAACATG 


TTAAAAATTA 


TGTTGGAATT 


852300 
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T ATT AT AAAG 


ATGCAATTGC 


TTCTCTTTTA 


AGC GAT AGC A 


TTAACTTTGA 


CATTGATTTG 


852360 


GCAA -TATCG 


GCAATTTTGG 


AAATATTATT 


TCTCAGTCTA 


TTCCGCCTGG 


AACTAAAATA 


852420 


A A.TGAATCAG 


ATAA A ATTTT 


AAT T AC TAT T 


GCAAAGCCCA 


AGGTTGACAA 


TAAAATTGTT 


852480 


TTT GG AA TT T 




ATTAAGACAA 


CATCCATCTT 


AT GT C GAT AT 


ATCTGTTAGG 


852540 


TTA AAAGGCG 


TGGATGGTAA. 


AAATTCTTTG 


ATTTATTCCT 


TTAAGTCAAA 


GGGAGGACTT 


852600 


ATTAAGTTGC 


CCTATGAGGT 


TAATAAAGGT 


TCTATGATTG 


AGCTTTATAT 


TTATGATAAG 


852660 


C TGATT AA.T C 


AAACAGTTAT 


AAATTAATTG 


TGCTCAAAAA 


CATATTGATT 


TAAAATGATA 


852720 


i i i iA — rrj — TT 


T £ _ATAT AAAA 


TCACATATTA 


ATTAGTTTTG 


ATGCTGTAAT 


AATAGATGCA 


852780 


GCA A-TCGTGG 


CTGTTTCTGT 


TCTCAGGGTG 


s 

TTTGTGGATA 


TGCTGTAAGG 


GGAAAAATTA 


852840 


T ATTGT GC T A 


TTA A.TTGTTT 


TTCTTTTTCT 


GTAAATCCTC 


TTTCAGGTCC 


CACAATAATG 


852900 


'AC C GC ATTGT 


TTATTTGTTC 


TATATCAATT 


AAATTTTTTT 


C AC T ATTTTT 


TTCAAGCAAT 


852960 


ATTTTTATTT 


CAAAATTTTC 


TTGTTGAATA 


TATTTAAGGC 


TTTCTTTCAA 


ATTTTTTATA 


853020 


^ rr-irj-irprprri ^ -prprp 


TTGGTAAGTA 


TGTTATTTTT 


CCTTGCATTG 


CTCCGGCTAT 


TAAATGTTTT 


853080 


T C G C AAT C AT 


TGTTTTTAAA 


GATTTTAGAA 


TTT AAAT ATG 


ATTTTTCAGT 


AAGCTCAGTG 


853140 


TTA A AAA-AAA 


TTATTTTGTA 


TGTTCCAATG 


CTAGCAAGTT 


CTTTTATGAT 


TCTTTTGGCA 


853200 


ACAATTGGTC 


TTATCATTCC 


AATTAGCACA 


TATAATTTTT 


TAAGTTTATT 


AG ATT C AC C T 


853260 


ACTT^AAA-GA 


TTTTCTTGAA 


AAATAGTTTT 


TTATCTTTTT 


TGTAAATGCA 


GTGGTAAATG 


853320 


TT'TTTTTCTC 


CAAGAATACC 


AAATTTAAAT 


TTGTCGTTAT 


CTTTTAATTT 


TAAGATTTTA 


853380 


ACAAGATGTT 


CTGCCCTAGT 


ATCATTGAGT 


GAAATTCCTG 


TTTTAAATTC 


ATTAAAAGTT 


853440 


AT T AAC ATT A 


GATTCATTTC 


TTATAATTCC 


TTATTATTAA 


TATTGTATTT 


GT GAT AT AAT 


353500 


TTTAAGTCGA 


TAGGGGGGCA 


TGTAAAATAT 


ATGGCTATTT 


CTTTAACCGA 


AGAAGATTTT 


853560 


GTTGTTAAAG 


T TTT TGATT A 


TAAAAATGAT 


AAAGAGTGGA 


GTTTTAGAGG 


TG AT AG AC C C 


853620 


GCA-ATAATTG 


ATTTTTATGC 


TAATTGGTGT 


GGTCCATGTA 


AAATGCTTTC 


TCCGATTTTT 


853630 


GAAAAAC TTT 


C T AAAAAG T A 


CGAGAATAGC 


ATTGATTTTT 


ACAAAGTAGA 


TACAGATAAG 


8S3740 


GAACAAGATA 


TTTCTTCTGC 


G ATT GGAGT A 


CAAAGTCTTC 


CAACTATTCT 


TTTTATTCCT 


853800 


GTTGATGGCA 


AGC C AAA.GGT 


TTCTGTTGGC 


TTTTTGCAAG 


aAGATCjL III 
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ATTAAGGATT 


TTTTTGGTTT 


TTAGTTTGCA 


AAATAAAATA 


ATTTAATTGC 


TATAGCAATT 


353920 


AATCATACTT 


GTAAGTTATA 


TGTGGATTAT 


TTTAGGGTAT 


AT T T AAT T T G 


TCCAAATCTG 


853930 


ATTTGAATTT 


ATTGGTAGAA 


AAT AT T AAAT 


TTGAACATCT 


TAATGTTTTT 


TATGATTTTG 


854040 


TTGTATCTGT 


TTTGAATGCT 


CTTTCCATTA 


GCGATTTTGA 


ACTTTCAGTT 


ATTCTTTGTG 


354100 









640 


'i ji iL J> ;M- , *s * j 1 




J 2 S O - 


ATAATGCTTA 


TATACAAGAA 


TTGAATAATA 


AATTTAGAAA 


CAAGAACGAG 


CCAACTGATG 


854160 


TTCTTTCTTT 


TAATTATAAT 


GAACATAATG 


AGC TT AACG A 


AGATTTGGTT 


GATGGCATAA 


854220 


ATTATAAAAT 


ACAAGGAGAT 


CTTGTAATAT 


CTTTTGAATA 


TTTAAAATTC 


AGCGCTCAAG 


854280 


AGTTTAATGT 


TGAAATTTAT 


GAAGAACTTC 


AACGTGTTAC 


TATTCATGGG 


ATTTTGCATT 


854340 


TAATGGGATA 


TAAACATGAA 


ACTAATGATT 


TTCAAAAGGA 


AGGTATGTTG 


ATTCTTCAAG 


854400 


AAAATATCTT 


AAAAGAAAAT 


AAAAGGGTAT 


TTTAGATGTT 


GGGATTTTTT 


AATTTTAAAA 


854460 


ACAAAAAGAA 


GAAAAAAGGA 


AGCCCAGAAA 


ATGATCTTGA 


AGATAAGTCG 


AAT AT T G AAA 


854520 


CTTCTTTGAT 


AAAAAACTTC 


AATGCGCTTA 


AAGAGACTrT 


TGTAAAAGAG 


ATTATGATTC 


854580 


CTAGGATAGG 


AGTTATATTT 


GTTGATTATG 


CTAAGAGCAA 


GG AC G AGC TT 


TTAAAAGTTG 


854640 


T AAC AT C TAG 


CAGTCATTCA 


AGATTTCCTG 


T G TAT CAT GG 


TACCATTGAC 


AATATTGTTG 


854700 


GGATAATTCA 


T AC AAG AG AC 


ATACTATTAC 


ATATGTGTAA 


AAAAGATTTC 


TACGAAATAG 


854760 


ACTTAAAAGA 


TATTATGCGA 


AAGGTCATGT 


TTGTCCCCGA 


AAGCAAAAAA 


ACAGACTCTC 


854820 


TTTTAAAAGA 


ATTTCAAGAA 


AATCATGTTC 


ATATTGCAAT 


TGTGGTTGAT 


GAGTATGGTG 


854880 


GGGTTTCGGG 


GCTTGTAACT 


C TTGAAG AT A 


TTCTTGAAGA 


GATAGTAGGT 


GACATTCAAG 


854940 


ATGAATTTGA 


CAATGAGCTT 


GATGAAATAG 


TTCGTCTTGA 


TGATGGATCT 


TATCTTTGTG 


855000 


ATGCAAGAAT 


TTTAATAGAG 


GATTTAAATG 


AGAAACTTAA 


TTTAAATTTG 


CCAAATGGAG 


855060 


ACTTTGATAC 


TCTTGGCGGT 


TTCGTTTATG 


ATCTTTTTGG 


GAGGATTCCT 


TTGAAAAATG 


855120 


AAAAGGTGGA 


ATATAACAAT 


TTGGTTTTTT 


CGATTAAAAA 


TATGCATCAA 


AGAAATATTA 


855180 


AGGTGATAAA 


GATTTCCGAG 


AAGGAAGGTT 


TATGAATTTT 


AATTGGTTTT 


TAATGTTATT 


855240 


CCTTTTTAAT 


TTTAGTGTTC 


TATTAGGAAG 


TGATACTACA 


GCATTAGGAC 


ATTATCAAAG 


855300 


GGCTAATGAG 


TATTATTTAT 


C T AAAAGGT A 


TTATGATGCT 


ATTGATGAGC 


TTGTTGAGGC 


855360 


TATAAAAATT 


AATCCCAATT 


ATTATGAAGC 


TTATAAATTT 


ATTGCATCAA 


TTTACTATTC 


'855420 


CCTTAAGATA 


TATACTCAAG 


CACAATTTTT 


CATAGAGAAA 


GCCTCTAAAA 


TGTCCAATGA 


855480 


AG AC AC TG AA 


TATAAAATTC 


TTTATGCAAA 


TATATTGTTA 


AAAAACGATA 


AAATTGATCA 


855540 


AGCAAAAAAA 


ATCTATTCTG 


AGGTTTTAGT 


CAAACAAAGG 


AATAATATTG 


ATGCTTTGGT 


855600 


TGGACTTGCT 


TCAATTTTTG 


AAAAAAATGG 


ATTATTTATA 


GCTGCTGCTA 


ATTATTATTT 


3 5 5 6 6 0, 


ATCTATTCTT 


GATTATAGTC 


AAAATAATTA 


TAGTGCTTTT 


GAGCATCTTA 


TTGACATTTA 


855720 


TCAAAGGCTA 


GGAATGCATG 


ACAAGATTAG 


AC AT T T GAT A 


AATAAAGTCA' 


■ GGGTAAATTT 


855730 


TTTATCTTTT 


CCAGATTTTC 


ATAAAAGAGT 


CGCTGAATTT 


'TATATTAGTA 


TTAATAATTT 


855840 
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GGGGCTTGCT 


GAAAAGTATG 


CTTTAAATTA 


TTTGGCTTTA 


ATTGAAAGCT 


CTTACAAAGA 


355900 


TTTTGGAGTT 


GTTGATGCGT 


ATCGATTGCT 


TGCGCTTGTT 


TATTTGCATG 


AATTTAAATA 


855960 


TGAGGATGCA 


ATAGAAGCAT 


TGCAGAAAGC 


TATTTTAGTT 


AATAAAGATT 


CTGATGAGCT 


856020 


TTATTATTTA 


TTGGGGTATT 


CTTACTTAAG 


ATTTGGAGAT 


ATTGAAAAGG 


CTATTTTAAA 


856080 


TTTAGAGCGA 


GCTAAAAATC 


TCAAAAAAGA 


TTTAGAATTT 


TATAATATTG 


CTCTTGAGGA 


856140 


GAGTTTTTTT 


GCATCTAATT 


TTAGAAATTT 


TTTGAAAAAT 


AATTCCAATG 


C T AGAATTTC 


856200 


TAAGCATTAT 


GAAAATGAGG 


GGCTTAAAGC 


TTTTAAATCT 


TTAAATTTAA 


ACAAAGCATT 


856260 


GTTTAATGCA 


AAAAATGCTG 


TTGATATTTG 


GC C TG AT AAT 


GATAGTGCTA 


GGTTTTTGCT 


856320 


TTCAAAAATA 


TACAAGCTTA 


TGAATTTAGA 


TATTATGGCA 


TATGAGCAGC 


TTTTTTATTT 


856380 


AGCAAAACAA 


AGAAATTCTA 


CTGATTCTAG 


AATTTTAGAT 


TTTTACGATG 


TTGTGTCTTT 


856440 


TGATGTTAGA 


AAGTCTTTAT 


TTTATAAATA 


TGGATACAAA 


AGCATTGCTG 


ATT T T AAT AA 


856500 


GCTTTACGAT 


GACAGAGTGG 


TTTATAAAAT 


GGCTATTTTT 


ACTCAAAGTG 


AG AAT AAGT T 


856560 


TTTTGGGGCA 


AATGATTTGA 


TATTGAGATA 


CGCTGAAAGG 


GTGCTTGAGC 


GT AAT T T AAA 


856620 


TATGGAAATA 


GTTAACTATA 


ATTTTGATTA 


CAATAAAAAT 


AG AG AC TAT C 


T GAT T AAT AA 


856630 


TTTTTCTGAA 


GGGTTTTCTT 


AT T C AAG AAA 


TAATAATTTG 


GATTTATTTT 


TAATTTTTGA 


356740 


TTTTAAGGCA 


GATATTTTGA 


AAAATACAGC 


TACCTTGGTA 


GTGAATATTT 


TTTCAGGTAA 


856800 


AACAGGGATT 


AAGCTTGTTT 


CTTTCTCTTA 


TGATGTGGGA 


GGTGTTAATT 


ATTTAAGCAA 


856860 


TGCTTTAAAT 


TCTCTTTCAA 


AAGATTTTCA 


TGATTATTTG 


CCCAAAAAAG 


GAAAGATTCT 


356920 


TCAAATTAAA 


AATGACGATG 


CTCTTATTAA 


TCTTGGCCAA 


GTAAACGGTG 


TTGTAAAAGG 


856930 


CGATGTTTTT 


TTGATTCTTA 


AAGAAGGTGC 


TTTAAACAGT 


GAT AC T AGAG 


ATTCTGGTTT 


857040 


TATTGTTTAC 


AAAAAATCAG 


ATATTTTAGG 


CG AGATTTTA 


ATTGAGGATA 


TAAGTGATTA 


857100 


TATTTCTAGA 


GGCATTGTAA 


AATCTTCTAC 


CTTTTTAAAG 


GATTATGTTC 


AAGAAGGAGC 


857160 


CACTGTGCTT 


ATAAAAAGAT 


AGTTTGACAC 


TTGTTGTTAA 


TTTGTGATTT 


AATAATTCTA 


857220 


GTAAGAATAA 


AATCAAAAAA 


TTGGAGGATT 


TTGTATGAAA 


TTGGC TATTA 


ATGGCTTTGG 


357280 


GCGTATTGGT 


AGAAATGTTT 


TTAAGATTGC 


TTTTGAAAGA 


GG AATTGATA 


TTGTCGCAAT 


857340 


AAATGATTTA 


ACAGATCCTA 


AAACTCTTGC 


A.L. A 1L1 1 J. In 




CGACTTTTGG 


857400 


AGTATATAAT 


AAAAAAGTTG 


AGTCAAGAGA 


TGGTGCCATT 


GTTGTGGATG 


GAAGAGAAAT 


357460 


AAAAATTATT 


GCTGAGAGAG 


AC C C AAAAAA 


TCTTCCTTGG 


GCAAAGCTTG 


GAATTGATGT 


857520 


TGTAATTGAG 


TCAACAGGTG 


TTTTTTCATC 


AGCAACTAGT 


GATAAAGGGG 


GAT AT C TTG A 


357530 


' T C ATG T G AAT 


CATGCTGGGG 


CTAAGAAAGT 


■ TATTTTAACA 


GTTCCTGCTA 


AAG AC GAG AT 


357640 
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TAAAACAATA GTTCTTGGTG TAAATGATCA CGATATTAAT TCTGATTTAA AGGCTGTGTC 8 5 77 00 

AAATGCTTCA TGTACAACCA ATTGCTTGGC TCCTCTTGCA AAAGTACTTC ATGAATCATT 8 577 60 

TGGAATTGAA CAAGGACTTA TGACAACAGT TCATGCTTAT ACTAATGATC AAAGAATTTT 857820 

GGATCTTCCT CATTCTGATC TTAGACGGGC AAGAGCTGCT GCACTTTCTA TTATTCCAAC 8 57 88 0 

TTCAACCGGT GCTGCAAAAG CAGTTGGACT TGTTTTGCCC GAACTTAAGG GTAAGTTGAA 8 57 9 40 

TGGTACTTCA ATGAGGGTGC CTGTGCCAAC AGGTTCAATA GTTGACCTTA CAGTTCAACT 8 5 80 00 

TAAGAAAAAG G AT GT T AC AA AAGAAGAGAT TAATTCTGTG CTCAGGAAGG CATCAGAAAC 8580 60 

GCCTGAGCTT AAAGGTATTT TGGGG T AC AC GGAAGATCCA ATTGTATCTT C AG AT AT AAA 8 5 812 0 

GGGGAATTCT CATTCTTCTA TTGTTGATGG TCTTGAGACA ATGGTTCTTG AAAATGGATT 8 5 818 0 

TGCAAAGATA TTGTCATGGT ATGACAATGA GTTTGGATAT TCTACAAGAG TGGTTGATCT 8 5 82 40 

TGCTCAAAAA TTGGTAAAAT AAGTAAGCTT AAGGTAATAA AATGTCAATA AAAACAGTAA 8 5 8300 

AAG AC T T TAG TAGCTTTGCG GGCAAGCGAG CTTTAGTAAG ATGTGATTTT AATGTTCCCC 85 83 60 

. T AAAAG AGGG GAGCATTAGC GATGATACTA GAATTAGGGC AGCATTGTCT ACAATAGAGT 853420 

AT C T AAAAG A AAGAGGAGCT AGGATTGTGC TTGTAAGTCA TTTGGGTAGA CCAGATGGAA 8 5 848 0 

AG AAAAATC C TAAATATTCT CTTAAGCCGG TTGCCAATAG GTTGTCAGAG CTTTTAGGCC 8 5 8540 

AAGATGTCAA GATGCTTTCT GATTGTATTG GAAGTGAGGT TGTAAATAGT AC C TTGC AAA 858 600 

TGAAGGATGG GGATGTTGTA TTGCTTGAAA ATGTAAGGTT TTATGCAGAA GAAGAGAAAA 8 5 8660 

ACGATAAAAA TTTTGCAAAA AAACTTTCTG AAAATGGAGA TGTTTTTGTA AATGATGCTT 8 5 8720 

TTGGCGCAGC TCATAGAGCT CATGCTTCAA CTGTGGGAGT TGCTGATTAT TTGCCGTCTG 8 5 8780 

TTGGTGGATT TTTAATGGAA AAAGAAGATA AATTTCTTGG TGGAATATTA AAAAATCCCG 858 340 

AAAGGC C AT T TGTTTCAATT ATTGGTGGTT CTAAGGTTTC TTCAAAGATT GCGGTACTAG 85 8 900 

AATCACTTTT GTCAAAGTCT AATGTAGTTG TGATTGGCGG TGGAATGGCT TATACTTTTT 8 5 8960 

TGCATTCCGA AGGATATTCT ATAGGCAAAT CTCTTTTAGA GGACGAATAT ATTGGTATAG 3 5 902 0 

CATCTTCTTT TTTAAAGAAA GC AAAAG AG C TGGGCGTTAA AGTAATTTTA CCACTTGATC 8 5 908 0 

ATATTGTAGC TGATGATTTT AACAAAAATT CAATTCCTGA GTATATTGAC TCCTTTAATA 8 59140 

TTCCTGAAAA CAAGATTGGC ATGGATATTG GAGC T AAT AC TTTAAAAGAA ATTGAAAATG 8 5 92 00 

TTGTGAAAAC TGCCAAAACT ATAATTTGGA ATGGTCCTCT TGGTGTATTT GAATTTGATT 8 592 6 0 

CATTTTCAAA AGGG AC T GC T AAGGTTGC CG AAATGGTAGC ATCTTGCTCA GGTTTAACCG 8 593 20 

TTGTTGGTGG TGGAGATTCT GTTGCAGCTG TTAATAAATT TAATTTATCT GATAAGATTA 8 59330 



CTCATGTTTC 


AACGGGCGGT 


GGTGCATCGC 


TTGAATATCT 


TGAAGGGAGA 


ATTTTGCCGG 


859440 


GTATTAAGGT 


TTTGGAGAAT 


T AAAAT G AG A 


AAAACATTTT 


TAGCGGGAAA 


T T GG AAAAT G 


359500 


CATTATACAA 


GTGCAGAAGC 


TTCTATTGTT 


GCAAAAAAAA 


TTGCAACTGA 


GGTTAAGACC 


859560 


TTAAAAGATG 


ATGTTGTAAT 


AATGATAACT 


CCCCCATTTA 


CGGCTTTATC 


TAAGGTTTCA 


859620 


GAATGTATTA 


AGGGTAGTAA 


CATTCTCCTT 


GGTGCTCAAA 


ATATGTCTTA 


TATGGAAAGT 


859680 


GGAGCAAGGA 


CAAGTGAAAT 


TTCACCTTCA 


ATGCTTTTAG 


AATTTGGAGT 


AGAATATGTT 


859740 


ATACTTGGTC 


ATTCTGAATG 


TAGGTTGTAT 


TTAGCAGAAA 


CAGATGAAAT 


AATAAATAAA 


859800 


AAGATTCTTG 


CAGGACTTAA 


GCATCCTTTC 


AAATACTTAA 


TTCTTTGTGT 


TGGAGAAACT 


859860 


CTTGATGAAA 


GAGATTCTGG 


AAAAACTTTA 


GAGGTTGTTT 


TAAATCAGGT 


TAAAAAGGGG 


859920 


TTAAATTGTG 


TTTCTGAATC 


AGATATTCAA 


AGGATAATTT 


TAGCTTACGA 


ACCTGTTTGG 


859980 


GCAATTGGAA 


CGGGTAAAAC . 


, CGCAACTAAA 


GAAGAGGCAG 


AAGAGGTTCA 


TAAGGCAATT 


860040 


AGGCTTGAGA 


TTACGAAGCT 


TTATT CAAAG 


TCAGCTTCAG 


ACAATATTAT 


AATTCAGTAT 


360100 


GGAGGCTCTG 


TTAATTCAAA 


CAATGTAAAA 


GAGCTTATGA 


ATGAGCCTAA 


TATTGATGGT 


860160 


GCGCTAATAG 


GTGGAGCATC 


TTTAAAGGCC 


GAATC TTTTT 


TATCTATAAT 


TAACAATGTT 


860220 


CTTTAGTTGA 


AGAGGTTTGT 


TTTGGATTTA 


G T TAG AT TTT 


TTATTTTTAT 


AATTTTTGTT 


860280 


ATTGTTTCGA 


TTT TTATT AT 


CCTTTTAGTT 


TTAATTCAAG 


ATGAGCAGGG 


TGATGGAATA 


860340 


GGTGGTGTTT 


TTGGGGGTGG 


TAGTTCTTCT 


ATTTTTGGGG 


CAAAGTCTTC 


AAGTGTTGCT 


860400 


GTAAAAATTA 


CTGGATTTTT 


TATAGCACTC 


TTTTT TAT CT 


TTGTAGTTTT 


GTTATCTTTT 


860460 


CTAAACACCA 


GAAGAGCAGA 


TGATAGCTTT 


CTAAATGACA 


TAAAGACTGA 


AAACAAGAAT 


860520 


AGTTCAACTT 


TCTGGGATGA 


TGAGAATAGT 


GAATCAGATG 


CTAATATTAA 


T G AAAT T AAA 


860580 


GAAAACAATT 


TGAAAGAAAA 


ATAATTTAAA 


TTGGTTACTG 


TTGTGTATAC 


TATGAGTAGT 


860640 


ATTTACTCAG 


AGTTTTTTAC 


ATAAAGGAAT 


TTTAAATCAT 


AACCATTATT 


AAATTTATTA 


860700 


ATTTTATTGA 


AAGTTTATTA 


TGTTTTTATT 


GTGTTTTTTT 


AAATAATCTA 


AAGCACTGCT 


860760 


AAAATGATTT 


GATCCTAAAA 


ATCCATTGTT 


TGCTGAATAT 


GGAGATGGGT 


GACTTGTTTC 


360820 


AAGAATTAGA 


TGCTTTGTTG 


GGTCAATTAG 


CCCTTTTTTA 


CTTCTTGCTA 


AATTGCCCCA 


860880 
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AG AG ATT ATT 


TTT ATT AC TT 


CATCTGTAAA 


860940 


AATTTCCCAC 


CCAATAGCTT 


TGTGAGAAGA 


AGGTTTGCCT 


TCTTCGACTG 


TTAAAATTGT 


361000 


ATTTATTAGA 


AATACACCTT 


GAATTGCCCA 


TCTTTTTAAA 


TCTCCGTTTG 


GGATGGTTTT 


861060 


TATTTTTAAG 


CTTTTTTCTA 


TTTCTTTAAA 


TATGTTCTGC 


AAAGATGGTG 


GAATTTTAAT 


861120 


TTTTGAATCT 


ACAGAAAAAG 


CAAGTCCATT 


TGCTTGGTTT 


TTTCCATGGT 


• ATGGATCTTG 


861180 
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TCCAATTATT ACGACTTTTA TGTCTTTAAA TGGTAAAGAA TTAAAAGCAT TGAATATGAG 8 612 40 

TTTTGGGGGA GG AAA TAT T T TTCCATTTTT TGTTTTATAT TCATGTTTAA TAAATTTCAC 8 613 0 0 

GAGCTTTTTA AAGTACTCTT TGTTAAATTC ATTGTTTAAA ACTTCTTTCC AAGATTCTTC 8 613 6 0 

AATTTTTACT TTCATTTTTG TATTATATAA GAAATAGTTT GCAATTTGAA ATATATTAAA 8 614 2 0 

GGACTGATTT GTTATTTTTG AAATTTAATT TTTATTATGG ATGATGATGT ATTAAAAAGA 8 614 3 0 

ATAGGTGTTT TGTCTAAATT TATTACAGAT GAAAAAAAAG CTAGGATTGA GAAAGTATTA 8 615 40 

AATCTTCGTA CCAATTATTT AACATTTGTT C T AG AAG AC A TTTTTCAGTC TCAAAATGCA 8 616 00 

AGTGCTACTA TTAGAACAGG CGAAATTTTA GG AC T TAG T G ATGTTCATGT CAT T G AAAAA 8 616 6 0 

AAGAATAAGC ATACTTTAAA TCCAGATGTT ACTTTAGGAT CTTCACAATG GATAAATTTA 8 6172 0 

AATAAGTATA AAAATGCTAA GTTTGCAATT GATAGGTTGA AATCTGATGG AT AT AG T ATA 8 617 8 0 

GTGGCCACAT CTTTGAATCC CAAA.TCAATA AATCTTGAAA ATTTGACAAT TAACAATAAA 8 618 40 

ATGGCGATAT TTTTTGGGAC TGAATTAACA GGGCTTAGTG CAGAGGTATT GGGAGCTGCT 8 61900 

GATTTATATG T AAAAA T AC C TATGTATGGG TTTACTCAAA GTTATAATAT TTCTGTAGCT 8 619 60 

GTTGCAATAG TTATGTATTC TTTATTGATG CGCTTAAGAA AAAGTAGTAT TGATTACTTG 8 62 0 20 

CTAAATGAAG CTGAGAAATC AAATTTGAGA TTAAAATATT AT AG AC AAG T TGTTAAAAAT 8 62 0 80 

TATCAATTTA TTGAGAATCT TATTAATTCT TAAGCTTCTT TTATTTTTTT CCAAGAATTT 8 62140 

ATAAATAGGT AAAAAATGGT ATCGATTGCA ATTATTATTA ATGTAATAAT TAGAGAGCCT 8 62 2 00 

TTTGTAAGTT CGATATTTTT TGTTTCAGGG TAGAATTTAA GT ATTGTATT - TATAGAT ATT 8 62 2 60 

GAAACTAGAA AATTAGCCAG ATATCCAGAA ATTAGTCTTG ATAGAGGATG AATGATCCAT 8 62 3 20 

AAAGATTTTA TTTTTATTTG CTTTAAATAA TTATATAGTA AGATGTTTGT ATATTGGGAT 8 62 3 80 

AG AAAAAAC A CATACGTTCC AATTAATATT GTTAAAATGT ATGTAGAGTT ATTAAACAGT 8 62 440 

ATTTTAAGAT GAATATCTGC GGTGTCTAAT TTATTATGAT TGAATAGTAT CGTAAAATAA 8 62 5 00 

AGCATAATTG TAAAAGTTAT GTTTAGCAAA AGACTCAATA CCACGGATTT TGTTGCTTCT "8 62 5 60 

TTTTTGCTGT ATTTTTCTAC CATTAAGTTT AAAGAGAATG CTGCTGATAA AAAGG TAATG 8 62 62 0 

CCTGATAAAT T T AAGG AC AT TCCAAATATT TTTAAATTTC TTAATATTAT AATGTTTGAC 8 62 6 80 

ATTGTTGAAA TAATTGCATT GAAACAAAAA AGCCCAGATT TTCCAAAAAA TCGGTAAAGA 8 627 40 

ATTCCCAATG CTGTATATAT AAATAGAAAC ATTCCTGTCC ACAAGCTTAA AT C AAAC ATA 8 62 80 0 

TCCTTATTCA TAACATTTAA TTGTAGCAGA TTGATTATCT T AG ATAAAGT ■ TTTTTATTCT 862860 

TGCAAATAAC TTTTTCATTT TTCAAGTTTT ATATATTTTG CAAAATATAT GAAAGGCGTT 8 62 92 0 
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CCCAAGACAC 


CTGCTACAGC 


TTTAATTACG 


TATGTGAAAA 


TT AC TAT ATT 


TAGGAAAGCT 


862930 


TGTTTTGGAA 


ATACTTTGAA 


ATATGTTGCT 


ATGCCTACAA 


AAATTGTTGT 


ATCTATTAAG 


363040 


CCACTTATTA 


ATGTTGATCC 


ATTGGTTCTG 


AAAAAT AAAA 


AC C T AGG AAA 


TTTTTTTTTA 


863100 


ATAAGCTGAT 


ATAGATAAAC 


ATCGTTTAAT 


TGGGATATTA 


GGTATGCAAC 


AAGAGAGGCT 


863160 


AGTAGTAAAG 


CTGGCATTGA 


AGAGAAAATG 


TTTCCTAAAC 


TTTTAAAATT 


TTCTTGAGTC 


863220 


CTATTTGACA 


TAAAGTGAAT 


TTGCGCATTT 


GTTAATACTG 


C AAAG AT AAT 


AAAG C T GAT A 


863230 


AATCCAATAT 


AAACGGCTTT 


TTTTGAAGTT 


TTTTCTCCAT 


AAAAT TCTGA 


GAGCATGTCT 


863340 


GTTGCAATGT 


ATGATGATGT 


ATAAATAATG 


TTGCCCAATG 


TAGCATTAAT 


TCCAAATATT 


863400 


GTAATTTGTT 


TTAAAACTTG 


AATGTTTGCT 


AT AAT AAT TG 


CTACTGCAAC 


CCATGCAAAT 


-363460 


AATCCGTTTT 


TTTTAAAAAA 


AAT GG AT AC A 


AT AAT C AAAA 


ATGAATAAGT 


GGTAAATAGC 


863520 


' ACGCCAAACC 


AT AAAAAT T C 


ATTAAACATA 


AAATTACCTT 


TTACTGATAT 


TTGATTTACT 


863530 


ATTATAAAAT 


TTTAGCTTAG 


TTTTTTCAAA 


TAAGGCGGTA 


AGTATTGTTG 


TTTTCTTAAA 


863640 


ATTATGCTAT 


AATAACCTTT 


ATATGAGGGG 


ATGTTTTGGA 


TTTGACTGAA 


AATGTTAATA 


363700 


TTGTAAGTTG 


CAGGCAGAGG 


GAATCTCTTA 


AAACTTCTAA 


AATAAATGCA 


AAAAAT AATA 


863760 


ACTTTACAAG 


CTCAAATCTT 


GTAATGGCTG 


CTTAAGTTAG 


CAGAGGGTTT 


TGTTGAATTT 


863820 


GGCTTTGAGG 


TTCACTTATA 


CTCTTTTCGA 


CATCAAAGCT 


TGCTTAAAAA 


TGTTTTCAAG 


863830 


TTGATTTTTA 


GGGACTTTTA 


TACTTGAGAG 


CAATTTGGTG 


GTTTGCTAGT 


ATTTCCAAAC 


863940 


CATATTGCTT 


AAT AAAAT AC 


TAGATAAGCT 


TGTAGAAGCT 


TATAGTATTA 


TTTTTAGGAC 


864000 


GCGGGTTCAA 


TTCCCG.CCAT 


CTCCATTTAT 


TTTATTCTTT 


TTTTTATCCT 


TTAAACATAA 


864060 


TTCTTATTCC 


CAACAAGCAT 


TGCTAAGCTT 


AGAAAATTTG 


TTGTCATTAT 


TTTAAGCGTC 


864120 


CTATCGGAAT 


CGAACCGACA 


TCATTAGCTT 


GGAAGGCTAA 


GGTAATAGCC 


ATTATACGAA 


864180 


GG AC GCAAT A 


CAATAATTTA CTTATATAAA t AAAAAT C AAT 


TTATGTCAAT 


AAGATTTATT 


864240 


GTAATGTTAT 


TTTTAGCTAG 


CAATTTTTTT 


TTTAAATAAG 


T AC AAT T AAT 


TTAGCTTAAA 


864300 


TGTAGTCAAG 


TACAAAAACT 


TGTGTGGAGG 


AAATTGATGG 


GAGAGAGAGG 


GGAAGTATAC 


864360 


TCTGAAAAAC 


TAT T T AC AG A 


GTCTGAGAGA 


ACTTATTTTT 


TTAATGTCAA 


GGAAAATAGA 


864420 




ATTTTTTAAA 


TATTGTAGAG 


AGCAAAAGAA 


GTCCAAGTGG 


AGATTTTGAA 


364480 


AGACATTCTA 


TTTTTGTATA 


TGAAGAGAAT 


ATAAATGAGT 


TTGAATCCAA 


TTTGCTTAAG 


864540 


GCAATAGCGG 


TTATTAAGCA 


GAAAGTATCT 


ACGGGGTCCG 


TTGGCTCTTC 


TGCAAGGCAT 


364600 


AATAAAGGGT 


ATGGTGAATA 


TGGGGAGAGA 


TCTAAATTAG 


AC G ATTC T AG 


ATT T GAT AAG 


8 6 4 6 6 0 


AAATCTCATT 


TATCAGGCGG 


GCGATTTAAA 


AAGAAGGATT 


ATTAAATTTT 


ATTATTTTTA 


364720 
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TTTTTTAAAT 


TAGTTTAAAA 


TTTTTTCTAT 


GAAGGCTTAA 


GACCCCATAT 


TTCTTTATTG 


864780 


CGTTTTTATG 


TTCTTTTGTG 


GGGTATCCTT 


TATTTTTTTT 


GAGTAAATAC 


AATGGGTAAA 


864340 


TTTTATCATA 


TTTATCCATT 


AGTTTGTCTC 


TTTTAACTTT 


AGCAATAATT 


GAAGCAGCTT 


864900 


TTATTTCATC 


TATTATTGAA 


TCTCCTTTAA 


TTATTGCTTT 


AACATTTTTT 


GCTGTTATTT 


864960 


TGGGTACAAA 


TTTGCCATCT 


ACAAGTACTA 


AGCTGCAATT 


TAATTTTAGG 


TTTTCGTATG 


865020 


CAGTTTGCAT 


TGCAAGAAGG 


GATGCGTTGT 


GAATATTTAT 


TTTTTCTATT 


GTTATATTTG 


865080 


AAATTTCAGC 


AAATGCATAA 


TATGAGTTTT 


CAAGTATTAA 


TGAGGATAGG 


TACTCTCTTT 


865140 


TTTCTTTTTT 


TAGTTTTTTA 


GAATCATCCA 


ATTCTTTTAT 


AAAGCTGGGC 


TTTTTTTTGA 


865200 


AAACCACAGC 


AGCACTTAGA 


ATAGGTCCAA 


AAATACAACC 


CCTTCCGACT 


T CATC TAT TC 


865260 


CGCAAATCAT 


AATTGACCTT 


TTTTT AAAAT 


ATTTTTATTT 


ATTATAATAT 


GAAATTGTAG 


865320 


ATTTATCAGT 


AATTGGTTTT 


TAATTTTAAT 


TGGGAGTTAG 


TTTGGTTTTA 


AAAAAAATAG 


865330 


" TGCTTTTAGG 


GTTTAAATCT 


TTTCTAAATA 


GACAAGAGTT 


TGAAATAGGT 


GAAAATTTAA 


865440 


GTTTTATTGT 


GGGGCCTAAT 


GGATGTGGGA 


AGAGCAATCT 


TATTGATGCT 


GTACGTTTTT 


865500 


GTATGGGAGA 


AGATAATTTA 


AAATTTTTAA 


GGGTTGAAGA 


TATTTCTGAT 


TTAATTTCTG 


865560 


TTTCAAAATC 


AGGAAAATCA 


AATTTTGCCG 


AAATAACTCT 


TTTTTTTAGC 


AACATTAACT 


865620 


CTGAAAAATC 


GACTTTAAAG 


GAATTTAATG 


AAGATTTTTA 


TATTCGCAGG 


CGTCTTTATA 


865680 


AGGATGGTTC 


AAGTGAATAT 


TATTTTAATA 


AT AAAAT T T T 


GAATTTTCAA 


GATTATAATA 


865740 


GACTTTTGAA 


CAGTTTTAAG 


TTTAAAAAAT 


CGCCTTATAT 


GTTTATAACT 


CAAGGTAGGG 


865800 


TTGAGGACAT 


TTCTTTGGAA 


AGAAATGTAA 


ATCTCAAATC 


TTTGATTGAA 


CAAGCAAGCG 


865360 


GAATAGATAT 


TTTAAAAATG 


GAAGAAGAAG 


AGGCCTTGAA 


AAATTTTAAG 


CAATCTAGTC 


865920 


AAAATTTATC 


ATCTTTGTTG 


TCTCTGCAAG 


AAAATTTAAG 


GCAAAAGTAC 


GATAACATAA 


865980 


AAAATGTTTT 


CCTTTTGAGA 


AAAAAACATC 


AAGATTTAAG 


TCAAAAATTA 


GAAGCTTTAG 


866040 


AAAAAACAAT 


AACGTTAAAA 


AAGCTTTTCA 


ATATTAATTT 


TGATCTTAAT 


GTCTTGAAGA 


866100 


GCGAATTAAA 


TTTAGACGGT 


TTGAGTAAAT 


TTTTGTCTTC 


^ TGGTTTTAAA 


GAAAAGTTAG 


866160 


AATTTTATTC 


AT T T AG AG AA 


AAAAATGTTA 


TTAATAATAT 


TCAAGAATTA 


GAAAAAGATC 


. 866220 


TTGAGCTTAT 


GAAGTCTAAA 


ATTCTTGGGC 


TAGAGATTAA 


AATTCAAAAA 


TTAGAGCAAG 


866280 


AAAAGACGTT 


AAAGATGAAT 


TTGGAAGATA 


AGTTTGTCAA 


GAGCAAATCT 


GAGTCTGAAG 


356340 


AGAAAAAGAA 


TTCTATAAAT 


AATAATTTAT 


ATCAATTAAA 


TAGTTTGCTT 


- AAAGAAAAGA 


866400 


AAAAT GAT T T 


TTTTTCTTTA 


AGTGACGAGA 


TTAATAGGTA 


T AC T AAAAGT 


TTTTTTGAAC 


866460 
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TTGTTGATCT 


AATTTTGTCT 


GTATTAAGGA 


GTGCCAAATC 


AG AAG AGT TT 


GTTTTATTAA 


866520 


A AGAGG AT AT 


ATTAGACTCT 


CTTAAACTTT 


TTGAAGAATC 


ATTGAGTATA 


AAATATATTA 


866580 


a a r; A G A TT AG 


GGTAAATTTA 


ATCAAGTATA 


TAAGCAAAGA 


TGAGAATCTT 


TTGGCTTTAT 


866640 


i O'jHi.ww'W.fT. -L 


A ATTGAACCT 


ATTTTTGATC 


AAAATGTTAA 


TTTGAAAAAA 


TTTTTGCTTG 


866700 




TTTA A A ATGA 


AlATCTTGCTA 


AAG AG AT AAC 


AAATATCGAG 


AG AT T AAT C G 


866760 




TGTTG AATTA 

X V_. X X iul X X -CT. 


A_AT GAT G T AT 


TGGGTG AGC T 


TGAGTATATA 


GAGCTTTCTA 


866820 


7\ prprprpA a A A A 


TTTGGATGAA 


ATT AAAC TT A 


TAGATGGTAA 


TTTAGAATTT 


TTATTTGAAT 


866880 


L. 1 1 rtA^T 


GGTTGATGAA 


G AGC TT AAAG 


AC TT AT ATTT 


AAAGCTTGAA 


AATTT AAATT 


866940 




GGAT ATTCAG 


C TT AATTT AA 


GCAATCTTAT 


TGGTGCTTCA 


AAATTCAGTA 


867000 


1 Vjlt*A_T 1 W 1 1 1 


T A A GG AG AAA 


GAT T T T AATT 


CCTTAGTTTT 


TTTGAATGAT 


TTTAAAAAAA 


867060 




TnA AT AT AT A 


AAAAAAC AG A 


CAGAATACGA 


ATTTCTTTTA 


AATTCTAATG 


867120 




r 1 appna a at a 


nAAAATTTCA 


ATGTTTCTAA 


TGAAATGTCT 


GATAAATTTG 


867180 


AA i 1 G^x\Z\w\rt. 


.rtAjJ.rt. 1 w 1 1 ww.rv 


A GG AG AG AGT 


TGTTGCGCAA 


AGAGATAGAT 


GCAATCAAGC 


867240 


1 LjoLj 1 bA 1 1A 


rpriT' a r r r PTTTr > 

lulaJ. 1 1 1 lw 


A ATATTGATA 

riri x xi x x un x n 


AAGAGTTTGA 


TGAAACTAAG 


GAGCGTTTTG 


867300 


A A A A. A T 1 A. 


TTT AG A AGTA 


GAAGATTTAA 


AGCTTTCAAA 


ATATTCATTA 


CAAAAGCTTC 


867360 




A A A A A ATGAG 


ATTTATAAAA 


AAT T T AG AG A 


AT CAT T T G AT 


GAGATTAATA 


867420 


Jr\I\±\I\ 11 1 1 1 \- 


rprprp/—* rrirprprpryu-n 
lllwilxixx 


AAAAAAATTT 


TTAAAGGAAC 


CGCTAGTCTT 


TTTTATAATG 


867480 


aAaATAr*GGA 


TA ATGTTGAG 


ATTAGAATAA 


ATTTTTCAAA 


CAAGTTTGTC 


AAAAAC AAT A 


867540 


AtnluL 1 1 lw 


A GGGGGG GAG 


AGTACTTTGG 


TTAGTATGGC 


TTTTTTATTT 


GCACTTTATT 


867600 


A TT ATTGTGG 

£\ 1 1 1 ILL 


TGGTTGTTTT 

X X X \J X X X X 


TGCATGCTTG 


ATGAAATAGA 


TGCAGCTCTT 


GATTTTGAAA 


867660 


a T A rxc a A A A A 


AGTTTGTTTA 

fW- x x x v_ x x x 


C T T T T AAG AG 


AATTGGGTAA 


AAAGTTCCAA 


CTCTTAGTAA 


867720 




TGG AT ATGTT 

X Vjv^iTk X xi. X V_J X X 


TCTGAGGGTG 


GTGAAAATTT 


GATAGGTATT 


ACACTTGATA 


867780 


A TfZf-iTG A A AG 


GAGGGTGTTT 


AATATATAAT 


TAAGTTAGAT 


TTAAGGAAAT 


TAACATGCAA 


867840 


fATAGAAA HT 


TTAGTTTTAG 

x x n\j x x x x 


AAAATATTTT 


TTAATTTCAG 


TATTTTTGAT 


TTTTATTGTT 


867900 


TGTGGT ATT A 
x v_ x vjvj x n. x x 


CTTATTTCTA 


TTCAACACAA 


ATGTTGGAAA 


AATCTCAAAA 


GTGTGTTGAA 


867960 


GACAATTTAG 


ACGCTAAGGT 


TAAATTAGTT 


GATATGGAAG 


ATTTTTATTT 


TGATTTAAAT 


ODoUZU 


GAATGTCTAA 


ATATGGATGA 


TTTTTTTATT 


CCAAGACCTG 


ATTT TTT AAA 


TGAAAATTTA 


868080 


AATAAGAATT 


TAGTTGTTGA 


TGGATTGATT 


AAAAATAAAT 


TTCTTGATGA 


GAATTTTTTC 


868140 


AAGGATCTTT 


GGATTAAAAA 


GGAAAATTTA 


TTT AACGTTG 


AT AT TG AGAA 


GGAGAATGAA 


868200 


AAATTAATAG 


ATAAGATTTT 


AGAAATTTCC 


AAATGATTAG 


AAAATATTTG 


ATT TAT AT AA 


8 6 8260 



li;!! m IB .-s; u if- b w n 3 4 i, « \\ h: 



868980 
869040 
869100 
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GTTTGCTATT TATTGTTTTT GAAGTTTACT CTAAGCCAGC T777A7AAGT CAAGACGATT 86832 0 

CGTATGAGCT TGATTTTAGT AGTGGAGAGG TAGATATTAG TG7AAA7ACC AA_ 77 C AAAA.T 8 63 3 80 

TTAATCTTTC TTTTAAAGAT GAGTC TTGGA TTTATATCAA AAGCA77GAA AA7GAAGCTT 8 68 44 0 

TTATTAAGTT AATTGGAGAA TCTTATGATA ACGGTGC7GC T777AC77TT CAGACTTTTA 8 6350 0 

AAAAAGAAGG CAAAATTAAA TTGGTTTTCA CTTATCAAAA TG77AAA7AT TCAAGTGAA.T 8 63 5 60 

TTAATAAAAT AATTATCTTG AAAATTACAA AGAATTTTGA AG77GCAATT CCACAAGGCG 3 63 62 0 

TTGGTGGTGG CTCTAGCAGG GACAATAACA TTGAAAC7GG TAA7AA77TT GAA.CTTGGGG 8 63 68 0 

GGGGGAGTAT TAGCGGGGCA ACTTCTAAAG AGATTAT7G7 TAGG-GC77TA AA777GTCCT 8 6 37 40 

AC ATAAATGA TTACAAAGGA GCAATAGATT TGCTTAA7AA G7A7AA77TC AA7GACGATA 8 63 3 00 

AATATATTTT ATTGAAGGCG GAAATTCATT ATAAAAA.TGG TGAT7A-77TA AAA7C TTATG 8 638 60 

AAAATTATTT GAAATTGAAG AGTAAATATT TTCAAA.GCA.7 TG77TT7GAT CTAA7TAGGC 8 63920 
TTGCTATAGA ATTAAATATT AAAGAAGAGG TTTTAGAGAA CGC7A.GA7AT T T AG 7 T G AAA 
AGAATGTTGA TTTTTCTGAG AGCATTTATC TTGAGATCT7 TG.-_A7TC7TA GTAA.CAAGGG 
GAGAGCATGA GTTTGCTTTA AATTTTAGCT CTCTTTACTT TG Z 7 AA.G7AT AT7AATTCAA 

GCTTTTCAGA CAAATATAGT TATTTGTTGG GAAAACT7TA TGAG7C7GAG AGCAAGCATA 8 69160 

AAGATTTTTT AAAGGCTTTG CATTACTATA AATTGGT7A7 TGA7A.A77AC CC777TAGTT 869220 

AT TAT TAT G A GAGAGCCAAG ATAAGATATT TATTTTTAAA GCGG7T77TT TAGGAGACAT 3 692 8 0 

GATATGATAA GGAGAAAGCT TACTAAACAA CTTGAAA.TAA T AAAAG A.7 T A TC777GGGAT 8 69340 

ATGAAAGAAT GTGTGCTTAA GATTATCGAT GATTCTT7AA TAGGCT7AGA ATC7AAAGAT 8 6 9400 

AAAAATT TAG CCAAAAAAAT AATCAATGAA GATGAAAAAA T AA.7 AG A. 7G A TTA7CAGTAC 86 9460 

GATATTGAAG ATTTGTGCGG AAGAATAATT GCAACTGAGC A7CG7G77GC TACAGAGCTT 8 69520 

AGAGAAATTT TAGCAATTAT TAAAATAATA AGCTCTCTTG AAAGGATTGC AGATCATGCT 8 6 9580 

ACTAAGATTG TAAAGGTTGT TCTTCTACTT GAATCAGAT? TGGA7GA7TT TGA7TTTCTT 8 69 640 

AATTTATATT TTAAACCTTT AAGAGAAATG GCCGATACAG C 7 AAAGAAAT GTCGTCTGAT 8 6 9700 

ATTTTTGACG CATATTTTGA TGGAGATTTT ACCAAAATAT TAAAGATAGT TAAGTATGAC 8 6 9760 

AATATAATAG ATAAATTATT TTCAAAGCAG AAAAGTATTG T7A7TGA7GC AA.7GAA-AAAA 86 9320 

AATCCTGAAA ATTTGGATTA TCTTTTAAAT ATATTA7TTT TGAA.TAGTTT TT7A.GAAA.GA 3698 80 

GTAGGCGATC ATGTAGCAAC AATTGGTGAA TTGCTCTATT T7A.TTAGAAT" AGGTGAAAAA 8 6 9940 

GTAAACTTAA CTTAGCAGTA TTATTTTTAG ACCTTTTAAG C7AAATAAAT TT7GCATAAT 87 00 0 0 
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AGAAAATTTA TTATAAAAAG AATTGATGCG CATAAGCATT AATTCTTTTT ATAGGTGGCA 87 00 60 

GGCATTATGT ATTCAAGATT TTTGTTTCCT CTGATTGTTT CTGAATGTCC AATTAAAAGA 37 012 0 

TAAGAATCCT TTTTAAGGTA GGAGTTGAAT TTATTGGCAA GGTTATTCCT AGTTTTTTCA 87 0130 

TCAAAATAGA TCATGACATT TCTGCAAAAT ATTAGGTCAA ATTTTTTGCT AAATGGAAAT 87 02 40 

'TTCTCATCCA TTAAATTTAA TTTTTTAAAG TAAACCATTT TTTTTAAAAT TTCTTTAACT 87 03 00 

TGAAATTTAT CATCTTGAAG TTGATTTAAA TATTTAATTT TTAAATATTT GGGCAAATTT 87 03 6 0 

ATTATGCGAT CTTCAGGATA AATCCCTTCA CGAGCCTCAT TTAGAACGCT AATTGAAATG 87 0 42 0 

TCTGTTGCTA AGATTTTGAC TTTAAAATTT ACTCTATTAT GTTCCA.TATA TTCTTTTAGC 3704 8 0 

ATCATTGCAA TTGTATAAGG CTCTTCACCA CTTGAACAGC CAGCTGACCA TATTCTAATT 870540 

* TCTGAGTTTT CTGAGTTTAA TATTTTTTCA GTAAGTTTGG GTAATATTTT ATTATTTAAA 8 70 6 00 

AAATCAAAAT GCTTAGATTC TCTGAAAAAA TAGGTATGAT TTGTTGATAT TTTGTCTATT 8706 60 

AATTCGATTA ATTGAATATT TCCAGTGCTT TTTTCTAAAA AGTTGATGTA TTCAGTAAAA 87 07 2 0 

TTTTTAAAAC CTTTAACTTT CAGAAGAGAT GATAATCTGC TTTCAATTAG CAGCTTTTTT 8 7 0780 

TTTTCGCTGA GATTGATTCC AAAATTATTG TAAACTATTT TTATTAATCT TGAAAGTTCG 87 0 8 40 

TCCTTAGTTA TATTTATATT AAGGTTGAAT TTGTTTTGAT TCGTGTTCAT AT AC TTTTGA 87 0 9 00 

' TCTCATTCTC CTTTTTTATC CATAGCGATT CGTTTTCATA GTAGAAATGT AAAATTTTTT 8 7 09 60 

TAGTTCTATA ATACTTAAGC GTATAGCTTA AGTTAGATAT TTCAATTGCA ATAATTTTTC 8710 2 0 

AATTG T GAT A ATTTAGTAGT TAAATTATTA GTATGCTTAC TTATTAAAGG TTGTTTTATG 8 710 80 

CGAAAAAGAA GTAGAAAAGT CAAAAATGAT TTAGTTGTGC TTGAATCTAA AGAAAAAAAA 871140 

GTTGGTATGT GGGGTATTTT TGCTCTTATT TTGATTGTTT TCGGATTTAT TATTGCACCT 8712 0 0 

TTACTTCCAG GG AT AT T T G A TAATGC TC AT TCATCTGGTT TAAAATTTGG TTCTTATAAA 3712 60 

GGTCAACCTA TTTACTATAA AAAAG AT AGT AAGTTTGCCA AGTATGTTAA TTATTATTCA 8713 2 0 

AATCTTTATT ' CTAGATTGCA GGGTAATGCT AAAAAT AT T A ATACAGATTA TAATGC CTGG 8713 80 

TATTTGGCAT TTATGAAATA TGTTGAGGAT GTTGCTTTTT TGGACCTAGT AAAAAAATAT 871440 

AATTTTTATA TTTCTAAAGA AATGTTGAAT AAAAATTTAC TTAAATCTCC AGAATATTTA 8715 00 

GACTCTAGTG GAAATTTCAG TTCTAAAAGA TATAATAAAG CTTCTGATTA TCAAAAAGTT 8715 60 

AAAATTTATG ATGATATGGT AGAAAATATA TTGTTTTCTA ATGTTAAAAT TTTTTTAAAT 871620 

AGTAATTTGA TATTTCCCGA CTCTCTTTTT GATATGATTA AAAAT AT G AG TACTGTGGAA 871630 

AGGCATATTT CATATCTTTC TCTTTCCTAT CAAGATTTTT CTAATAAAGA GGTAATATCT 8717 40 

TATGCTGAGA AG AAT TT AAA TTTATTCAAA CGTTTATCGC TTGCATCTAT TCGTTTTAAA 8718 00 
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AATATGAATG 


ATGCTCGGAC 


TGCTCATGAT 


AAGCTATTAA 


ACAAAACTCC 


ATTCGAGGAG 


871360 


CTTGCTAAGC 


TTTATTCAGA 


TGATATAGCC 


AATTTCAAGG 


GAGTTGTTTC 


TTTGGATAAG 


871920 


TATTATTTTG 


ATTTAGATCT 


TAATGTTGAA 


AAGAAAGAAG 


ATCTAAATTC 


CATTTTTTCT 


871980 


TTAAGAGAAG 


GTGAATTTAG 


TAAGCCTATT 


AAGATTAAAA 


ATAAAAATGA 


ATATCAAATA 


872040 


TATAAGGCAT 


TTAGTAATGT 


TCATGATTTT 


GATAAAAATT 


CAGATCGTGA 


TATTAGTTCT 


S72100 


GTTAAAAATT 


ACATTGAAAC 


TTATGAACCA 


AGTGTTATTG 


AAGGTTATTT 


GGAAAATAAG 


872160 


CTATCTGATT 


TTC TTGGTGA 


TGTTAAATTT 


AGCAGTTTAA 


GCCAAGTTCT 


TGAAAAATAT 


872220 


CAGCTTAGCT 


TAAAAGAAGA 


AATTGTTAAT 


TTGTCTTATA 


ATATTAATGT 


TTACCCCAAT 


872280 


ACTTTAAAGG 


AGTTGiGTTGA 


GTTTAATAAT 


AGCAAGTCTT 


T T T AT GAT AT 


TATTTTTGGG 


872340 


TT AAAGG AAA 


ATTCTTGGTC 


TAAGCCTTTT 


GTGGCAAATA 


AAAAAGTTTA 


TTTATTTTTT 


872400 


CTCAATTCAG 


TTAAAAAAAG 


ATCTAATCAG 


CTCAAAGACG 


AG AT C AAAAA 


TGAAAAAATT 


872460 


CTTGACAATT 


TTAACATTGC 


AAATAGTGGT 


T T G AT T AC AG 


ATTTTTTACT 


GAATAAAAAA 


872520 


GATTTTGTTA 


ATAATTTTAA 


TGAGTCGTTT 


TTTGCTTTGC 


AAAAG T T TAG 


TCAAAATTAA 


872580 


GAAATAAATG 


TTATGACAAA 


GGTTTTGGTT 


GTTAGTGCGA 


TTGCTCTTCT 


GAGTAAGGAT 


872640 


AAAGAATTAA 


TCCCATTTTA 


TAAATTTTTG 


TTTTTATTCT 


TTTTTTTTAC 


ATTACTTGCT 


872700 


- TGTTCCAAGG 


TAAGCAAAGA 


TTTTATTGTT 


TTTAACAAAG 


ATGTAAAGAC 


TTCTTCCAGG 


872760 


ATCGATAATC 


CAAATTCCAA 


TGTTTTAGAA 


GTTAATAAAA 


TGGAAGATTT 


TTTTGGAGAT 


372820 


ATTATAGATT 


TAAAAGGTTA 


TAAAATTCTT 


TCAGTTCAGC 


AGGAAAATTT 


AAATTTAGAT 


872380 


GTGTATTTTG 


AGCAGGTGGT 


TTTAGCTCAA 


AATTTTTCAA 


ATCTTAATGC 


ATATTTGTTT 


872940 


ATTATTGGTT 


TTGATCCTAA 


AATTAAAGCT 


GGAACGATTC 


TTTTTAAAAC 


TCAAATAGAT 


873000 


ATTGATCCAA 


AAAATTCTTA 


TAACATGTAT 


CTTGAAGATA 


TTACAGGTGA 


TTATGATTTT 


873060 


AATATAGTTA 


TTCAAGGATT 


TTTAAAAGAT 


AAATCTGTTT 


TGTATGTTTT 


TCAAAAATCT 


873120 


GTTTTAAATG 


ATGTGTCTTC 


TTATAGGCCT 


ATATTTTTTG 


ACAAAGTTAA 


TGGAACTGTT 


873130 


CTTATTAATA 


AGTATGCAAG 


ATCTTCAGCT 


TATGAAGAAA 


ACAGATCAAG 


AGAJVAGC TAT 


873240 


CCTATTTCTT 


TAGAAAAATA 


TGAAAAAGTG 


GGGGAAGATT 


TAATAATTAG 


CAAGATTGAA 


873300 


AAATATGAAT 


ATTCTAATGT 


TCAGGGTAGA 


TATTGTCTTT 


CTTCTGTGAG 


CGAAAAAGTT 


373360 


GGTAAAATTG 


ATAATAATAT 


TTATAAAACT 


TTAAAGAATT 


TAAGCAAAGA 


TGAAGTTTAT 


873420 


AAATTTTTGC 


ATGGAGTTTG 


GTATGATGTT 


CATGACTATA 


AT AAAATG C A 


TGTCAAAGAT 


873480 


ATTGATGAAG 


TTTTATTCTT 


GTCTTTTGAA 


AGGCAATCAA 


GCGAGATTAJV 


TCTTTTCAGG 


873540 
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AAAAATTCTC 


AAGAAGTTGC 


AAAGA.TTGAA 


TATATTTCAA 


AACCTGCTTA 


CAATACTCTT 


873600 


AAT GT T AGT G 


CAAAGTCTCT 


TTTTTCAGAT 


TTGATAGTTT 


ATAAXITTTTG 


GATCAAAATT 


873660 


GTAGATAAAG 


AAAAC AT T G A 


AATCAAAATT 


GACACTAGCA 


CAAATTCTTA 


T GAT AAT AGT 


873720 


X J. J. 1 ^_vjvj 


GT AC AT T T AA 


GAGGTTTGAT 


GAGAATGTCT 


TAAATGTTAA 


AAAAGGGAGT 


873780 


AL? 1 ^ri\ lnl 1 1 


ATTTTATTCP 

i\. X X X ln.1 i 


T AGT GGAAAT 


TACGTGTATA 


AGGATAAAAT 


TTATGATTTT 


873840 




ATTTA APTTA 


T ATT GAT GAG 


AATAAAATTT 


ATTATGGCAT 


TTTTAATATT 


873900 


rnrnrnr , r , rTirnm a A 
1 1 iLLl 1 1 Pu\ 


AAA AT A ATTT 


TGTTCTTGAA 


TATGAGATTG 


ACATGGGTAG 


TTACAAGCTT 


873960 


Lj 1 1 O'-rvrt. X ^ X X 


TTTTPPTTPA 
X x x x ^— x x \jn 


GCATAGCGAA 


AGAATTGTTC 


AAAAG CAAAA 


ATTTTCTACA 


874020 


ATP a TTTT A A 


ATCCTATTAA 


AATTTTAAAA 


GATGATGTAA 


G C T T AGT T AA 


AGGGCAAAAA 


874080' 


ipTfi A APPTTP 


AG C G AAT AG A 


AAAAATATGA 


TAATAGTTTT 


TATGAAAATA 


TTGAGAAGTA 


874140 


TT AT A AfTT A 
X X .rt. X jrvrt-v^ x x rt. 


TTTTAATGTT 


TTATTGTTTT 


TTTTGATTTT 


AATTTTTTTT 


TTATTTCCTT 


874200 


ttt apptppt 

i X X x x 


TTGT AAAA.TT 


TTTTTAATTG 


AACGTTATGT 


TGTTAGGCTT 


AGTTTCATTA 


874260 


X Ljjrx X vjt^- ^jijTV^J^ 


TTGCATTAAA 


ATTAGCTTAT 


GGCTTGCTGG 


AATTAAAATT 


ATTGTTACGG 


874320 


rTTPTHA AAA 


TATTPPTA A A 

x jt\ xxv— x nnjrv 


AAAAG C AATG 


TAATAATAAT 


GGGAAATCAT 


ATTGCGGCTA 


874380 


X vjrOi"V X L. X X X 


A ATTTTT ATT 

JTVrt. X X X X X JTi X X 


TATACTTTTG 


CCTGCCCATT 


TGTAATATTG 


GCAAAACATT 


874440 


^ X X Vjt^ X X rtu 


PATTPPTTTT 

X X v_. V — X X X X 


GTGAATATTG 


TTTTGATTGT 


TATGGGTGTT 


ATTTTTGTTA 


874500 


f \ X rt^rt_r\Vjt_j.£-\V_j 


p ATA AHATPT 


GCTGCTGCTG 


CTGAGGTTAA 


GGCAATAAAG 


GTTATGAGAG 


874560 


a a nriT a PA TP 

X rvun. X v— 


TATTPPAATT 

X ax X X Vjvjrxn. x x 


TTCCCCGAAG 


GAACTAGAAA 


TAGAGGGGGG 


GATACTAGAG 


874620 


TTTTT A A A A A 
X X X X X rtrtrvfvri. 


AGGTTCAATT 


AAGATGGCAT 


TAAAAACAGG 


AACATCAATT 


CTTCCTGTTA 


874680 


PTPTTT AT A A 
x ^ x x x r-v x .rtj-i. 


TAP T AAT AAC 


TTTTTTATTA 


AAAATATTAT 


TTTTAATTCT 


GGACTGTC TG 


874740 


TTTATATTP A 


TGTCCATCCT 


TTGATAGATG 


TTTTAAAATT 


AAGTGAGTAT 


GAAAAAGAGA 


874800 


ATCTCACTAG 


TAT TAT TAG A 


GATCAAATAG 


TTAAAAAGCT 


TGAAACTATT 


AAAAT TT AAT 


874860 


TT AT AAAGC A 


AGGATTTAGA 


TGAAGACTCA 


AAATTATGAT 


GAAAGTAAAA 


TAATCACTCT 


874920 


ATCTTCTCTT 


GAACATATTA 


GATTAAGATC 


TGGTATGTAT 


ATTGGACGTT 


TGGGAGATGG 


874980 


CTCTAATATT 


GATGATGGTA 


TTTATGTTTT 


AATTAAAGAG 


ATAATAGACA 


ATTCAATTGA 


875040 


TGAGTTTATT 


ATGGGTTACG 


GAAATGAAAT 


TTTTATAAAA 


AAAGAAAATA 


ATCTTATTTC 


d I b 1UU 


TATTAGGGAT 


TATGGAAGAG 


GAATTCCTCT 


TGGAAAAGTT 


ATTGAGAGTG 


TTTCAGTTAT 


875150 


TAATACTGGA 


GCCAAGTACA 


ATGACGATGT 


TTTTCAATTT 


TCTGTAGGGC 


TTAATGGGGT 


875220 


TGGAACTAAG 


GCAGTTAATG 


CCTTAAGTTC 


AAAATTTTTA 


GTAAGATCAA 


CAAGAAATGG 


875230 


CAAATCTTTT 


GAGGCTTTGT 


TTTCTAAGGG 


AAAATTATTG 


GAATCTAGAG 


AAAT AAAAT C 


875340 
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TTC TGAT AAA GATGGTACTT ATGTTGAGTT TTTAGCAGAT TCAGAAATAT TCGGAAAATA 87 540 0 

TTCTTATAGT GAAGATTTTC TCAAAAGAAG ATT T TTC CAT T ATGC TTGTT TGAATAAGGG 875460 

AC TT ATAATA AACTATAATG ATCAAATTTT TGAATCTAAA AATGGTCTTT TAGATTTTTT 875520 

GAATTCAGAA ATTAAAAGTG ATGATTTGCT TTATGATATT GTTTACTATT CTAGTAAAAC 37 55 80 

TTTAGAATTT GCTTTTTCCC ATACAAATAA TTATGGGGAG ACTTATTTTT CATTTGTTAA 87 5 6 40 

TGGTCAATAT ACTAATGATG GAGGTACCCA TCAGACTGGT TTTAGAGAGG GCTTTGTAAG 8 7 5700 

AGCTATTAAC GATTTTCTTA AAAAAACATA TTCCTCTACG GATATTAGGG AAGGGCTTGT 87 57 6 0 

TGCAACTCTT TCTGTTAAAA TTAAAGATCC AATATTTGAA AGTCAAACTA AGAATAAGCT 37582 0 

TGGAAATATT G AAAC TAG AG GCAATGTTGC AAAGGAAGTG CAGAAGATAA TTTCTGAAAT 8758 8 0 

TTTATATAAA GAT AAAAT AC TTGCAAAATT GATTGAGAAA AAAGTAGTTG ACAATGAACG 87 5 9 40 

ACTCAGAAAA GAATTAAGTA GCGTAAGAAA AGAAGCAAGA GAGAGAGCAA AAAAAATATC 87 600 0 

TTTTAAAATC CCTAAGCTTA AGGATTGCAA ATTTCATTTT AATGACAGCA GCAAGCAGTC 87 60 6 0 

AGAACAAACT ATGATCTTCT TAACAGAGGG GGATTCTGCA ACAGGTTCAA TGGTATCTTG 87 612 0 

TAGAGATGTT TATACTCAGG CTATATTTTC TCTTAGAGGA AAACCTCAAA ATATGTTTGA 87 618 0 

AAAGAATAAA TCTGAAATAT ACAAAAATGA AGAACTTTAT AATATGATGG TAGCTCTTGG 87 62 4 0 

CATTGAAGAA TCAATTGAAA ATTTAAGGTA CAATAAGGTT GTAATAGCAA CCGATGCAGA 87 63 0 0 

TTTTGATGGA TTTCATATTA GAAATTTATT GTTAACTTTT TTCTTAACTT TTTTTGAGGA 87 63 6 0 

• TTTAATTTTA AATGGGCATA TGTATATTTT AGAAACTCCT CTTTTTAGGG TTAGGAACAA 87 642 0 

AAAAATCACG ACCTATTGTT ATTCTGAGGA AGAAAAGCAA AAAGCCATTC TTGAGCTTAA 87 64 8 0 

GGGGGGATGT GAAGTAACAA GGTTTAAAGG CCTTGGTGAA ATTTCTCCAA ATGAATTTAA 87 654 0 

AGGCTTTATT GATATTAATA GCATTAAGCT TACAAAGGTG GACCTTTTTA ATATTAAAGA 87 6 60 0 

AATAAAAGAG AAATTGGGTT TTTATATGGG GC AAAAT ACT CCTGAGAGGC GGAATTTTAT 87 6 66 0 

TATGGAGAAT TTGATTTAAT GG AT AT TAG A ACTGTACTTA AAGATAATTT TTTGCAATAT 8 7 6720 

TCATCTTATG TTATTAAAGA TCGTGCTATT GCTAGTGTTG TTGATGGGTT TAAACCAGTT 87 6780 

CAAAGGAGAA TTATACATTC TCTTTTTGAA ATGCATGATG GCAACTTTCA TAAAGTTGCA 87 6 84 0 

AATGTTGTTG GTAATACAAT GAAATATCAT CCCCACGGCG ATACGTCAAT TTATGAGGCT 87690 0 

CTTGTTAATA TTGCCAATAA GGATCTATTT ATTGAAAAGC AGGGCAATTT TGGCAATTTA 87 696 0 

TTCACAGGTG ATCCTGCTTC TGCTTCTAGA TATATTGAAT GTAGGCTAAC- TCCCTTAGCC 87702 0 

TTTGATGTTC TTTACAGCAA AGAGAT^AACA ATTTATGAAT CTTCTTATGA TGGAAGAAAT 8770 8 0 
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AATGAACCTT TGCTTTATCC TGCCAAAATT CCTGTTATTT TAATTCAAGG AAGTGAGGGA 377140 _ 

ATTGCTGTTG GAATGGCAGC TAAAATATTG CCTCACAATT TTAATGAGAT TTTAAATGCA 8 77 2 00 

GTAAAGAGCG AGCTTCTTGG AG AG AGT T AT GATATTTATC CTGATTTTCC AACGGGAGGA 8 77 2 60 

ATAGTTGATG TTAACGAATA CGCTGATGGT AACGGTAAAG TTTTAGTTAG AGCTAAGATT 8773 2 0 

GAAACCATAG ATGAAAAAAC AATTGTAATA AGGGAATTAC CCTTTGGTGA GACTACTGAG 8 773 80 

AGCTTAATAT CTTCGATTGA GAAAGCAATT AGAAAAAATT ATATTAAAGT TTCAAGCATT 877440 

AATGACTTTA CTGCTGAAAA TGTGGCCATA GAGCTATCTT TGCCTAGGGG TGTTTATGCA 8 77 5 00 

AGCGAAGTGA TTGAAAAGTT GTATCATTAT ACAAATTGTC AGATATCAAT TTCTGTTAAT 8 77 5 60 

TTATTATTGC TTAGCGAGAG ATATCCTGTT GTTTATACTA TTAAAGATCT TATCAAGTTT 8 77 6 20 

CATGCAGCCC ATCTTCAAAA AATTTTAAAA ATGGAACTTG AATTACAAAA AAGCAAGATT 877 6 30 

CTTGAAAAAA TATTTTATAA AACACTCGAG CAAATTTTTA TTGAAAAAAA GATTTATAAA 8 777 40 

CTTCTTGAAA CAATTTCTAA AGAAGAAAAT ATTCTAAGTA TAATATTGTC AGAGGTTTTA 8 77 8 00 

AGGCACAAAG AATCTTTTTC AAGGGAAGTT TTAAAAGAAG ATGTTGAAAA TTTGCTTAAA 877 8 60 

ATTCCAATTA GAAAAATAAG TCTTTTTGAT ATTGATAAGA ATTCTAAGGA TATTAAAATT 8 77 920 

TTAAATAAAG AATTAAAGAG TATAAATAGC AATATTTCTT CAATAAGAGG TTATTCAATA 877 9 80 

AATTTTATTG ATTTATTGCT TGCAAAGTAT TCTAAAGAGC AT C AAAG AAA GACTAAAATT 87 8 040 

TCTTTAATCA AATCAAAGAA TGTAAAAGAA ATAGCTACAA AGAATATGAA AGTTTATTTG 87 8100 

AACTTGGCAG AAGGCTTTGC AGGAACAAGT CTTTTTGATG GTGAATTTAT TGGAAATGCT 87 8160 

AGTTATTATG ATAAAATATT AGTTTTTAGA GAAAATAGTT ATGTTCTTAA AAATATTGAA 87 8220 
■GACAAGACAT TTATAGATAA AAAGAATGTA TGTGCTTTAG TTTATGATAT AAATAATTCA ' 87 82 8 0 

AAAG AG C AAA TATTTTCAAT AATTTATTTT AACAGGCTTG ACAATTTTTA TTATGTTAAA 87 8 3 40 

AGGTTTAAAA TAGATAAATT TATTACAGAT AAGGTTTATG AATTCTTGGG AGAAAATGAT 37 8 400 

GAATTTGTCG ATTTTTCATT GAATCCAGAA TTTGTAGAAT TTTCTACAAA T AAAG AC ATT 8 7 84 60 

GTTAAAAGAA TTGAAATTGA TAATTTTATG GTCAAATCAA GAAGCTCTAT TGGGAAGCGA 37 85 2 0 

ATTTCAAGCA ATAATTTGAA AAAAGTTAAA TTTAAATAAC TTTAAAAACC TTTTTTAAAT 87 85 80 

TTCATTAATA TGCTACCATA GTACCAGTTT TAATAAAGGG GTTTTTATGA ATAAACTTTT 87 8 5 40 

AATTTTTGTT TTGGCAACCT TTTGTGTTTT TTCTAGCTTT GCTCAAGCTA ATGATTCTAA 37 3700 

AAATGGTGCG TTTGGGATGA GTGCTGGAGA AAAAC TTTTG GTTTATGAAA CTAGCAAGCA 37 8 7 60 

AGATCCTATT GTACCATTTT TATTGAACCT TTTTTTAGGG TTTGGAATAG GCTCCTTTGC 8 7 382 0 

TCAAGGAGAT ATTCTTGGAG GTTCTCTTAT TCTTGGATTT GATGCGGTTG GTATAGGGCT 87 38 3 0 



654 

TATACTTGCG GGGGCTTATT' TGGATATCAA AGCGCTTGAT GGTATTACTA AAAAAGCTGC 87 8 940 

TTTTCAATGG ACTTGGGGTA AGGGAGTTAT GTTAGCAGGT GTGGTTACTA TGGCTGTGAC 87 900 0 

AAGATTAACA GAAATTATTC TTCCATTTAC ATTTGCTAAT AGTTATAATA GGAAGCTAAA 87 90 6 0 

AAATAGCCTT AATGTAGCTT TAGGAGGATT TGAACCTAGT TTTGATGTTG CAATGGGCCA 87 912 0 

ATCCAGTGCT CTTGGGTTTG AACTGTCTTT CAAAAAAAGC TATTAATTTT ATT T ATT AC A 87 918 0 

AAAATGGGTG ATTGCAATTC TGTATTGCAA TTGCTCAATT GTAATTAAAA GAGCTTTTAC 87 92 40 

TTGTATTTTA TTTCTCTACT AAGATCTTTT TTTATGCTTT TTTGCTTTAA TATTTCTCTT 87 93 00 

TTATCATACA, ACTTTTTTGC TTTACATATT CCAACTTCTA CTTTAATTAT TGATTTTTTT 87 93 60 

AAATAAAAAC TAATAGGAAT TAAAGTATAT CCCTCTTTTT CTTTAAATTT TTTTAGTCTT 87 942 0 

TGCAATTCTC TTTTTTTGAT TAAAAGTTTT CTGGGCCTTA ATTCATCATG ATTGAAGATA 37 9 48 0 ^ 

TTACCTTCTT TATATTTTGA TACGTGCAAG TTTTCAAGCC ACAATTCTTC TTTTTTTATG 879 5 40 

CTTGCAAAGC TATTGTTAAA TGATAATTTT TTTGCCTTTA TTGATTTTAC CTCAGTTCCT 87 9 60 0 

TTTAGCACTA TTCCACAACT TATTTTCTCT TCAATAAAGT AATTAAATTT TGCTTTTTTG 8796 60 

TTTTCAAGAA GCAAATTGTT TGTGTTCAAA TCTATTCCTT TTATTCCTTT GATACAATCA 8 7 9720 

ACCTAAAGCC AATGTTTGGA GAACTCCAGT TTTTCAAAAA AGAGGCTTTG GTTGATGCAT 87 97 8 0 

TGAGTAAATT ATTATTTTGC TGGGAATATG TTCTAATTTC TGTTATCAAT GAG T AAAAAT 37 98 40 

TTGAATTTTC GCTATAAAAA TTTTTTTCAT TTTTAAATAT TGCGATTTCA TTAAAAGATG 879 90 0 

AATTTTGCAT TAAATTCCAA AATCCAACTT TTTTTGATAT TTCATTAATA TTTAATGGGT 87 99 60 

TTTTGTTTGG TTCTTTTTGG TACAATTCCC ATTCTTGTGA TATAGGCAGT CTTGCTTTGA 8 8 002 0 

ACCCTGTGGG AAGTTTTTTA GAGTACCAGT TGGCGTATTC TATTGCTGAG AAATAAGATA 8 8 00 80 

TTCCAGTGAT GGCTTCATTT AAGCCTATTT GATTAAAATT TTTAAGATAA TTTTCATCTA 8 80140 

CAAGTTGTTC TTTAATTAAA TTTTCTTTAT TATTTAATGC CCATTTTGGA TTTTCTTTTA 8 8 02 00 

AAAAATCTTG ATACTCGTAT TTTGTAACAT TTTGTTCTTG AATAAGAAAT TCTTTTACGT 8 8 02 60 

TATAGGTAGA TTTTAGTGAA ATGTTTTTTG AATCTAATGA ATTTAATTCA TAATTTTGAA 88 03 2 0 

TTTTTTCGAT TTTATTTGAA TTTATTTTTT TAAATCCAGG TAATTTTATA TTGATTTTTT 8 8 03 80 

CATTTTTAGA AATTAATTGA ATATTTTCAT TGTCTAGAGT TTTGGCTAAT GTTTTAACCC 83 0440 

AAGGCGCATT TTTTGTTAGT ATTTTTAAAT CTTTATCTAA ATTTTCTAAA AACCAAAAGA 8 305 00 

TGGCTCTATT TTCTAAATCA AAATTTGTTT TTAAAGAGTT CCATATTTCT- TCTTGATTGC 83 0 5 60 

TGTTGTCTTG GTCTATTGAA TATATAGCTT TATATGAATT TAGAAAATCT TTAAACATTT 830 620 
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CGGTTGAATT TAAGTAAGGT ATAGAATCTT TTAGAAATTT TTTAATGTAT TTGGGATGTT 8 80 63 0 

CTTTAAGTTC GCTAGATATT AATGAAAAAA CAGGAATTAG TTTTGTATTT TCATTAATAT 8 8 0740 

TTTTTATTTT CACCATTATA GAG AG C T C TT TTTGTCTTTG TTTAATGATC TTTTCAGGAT 8808 00 

CAACCAGTTC TAAATTTATT TGCAAACTGT AGTTTCCAAA AAATTTGTTG TGAATTTTTA 8 80 8 60 

TCCTTTGTTC GTAAGTTTTA AATCCCATTC TCTTTGCTCT AAGAACTCCT TCGGTGGCAT 88 0920 

TT AT ATAT TT GTTAAGTGGG GTTCTACCGA TATATTTTTC GTTTAJ\ATAT ATGTAA.GTGT 88 09 80 

TTTCAATATT GGAATTTATT TTTAAATATG CTCCTGGATT TTTAAATTTA GGTATGATTA 8 810 40 

TTAAAGTTGA TATTAAACTT AAAAGCAATA TTATTGTTGT AAGAAATACG T AAAC C T TAG 8 8110 0 

GCTCTATTCC TAGGATTGGC TTTAATTTAA CTTCAAAAAG CTCAACATTT GAATTCTCGT 8 81160 

CAACCTCTTT CATCTTTTAA AGTATAGAAA AG TAT T T AAA TAAGTGTCAA TATTTTGTAT 8 812 2 0 

TATTTAATTC TTGAGGTTAG GTTATGTATT TAAGAAGATT GGATAAATTT GCATCTTTTT 8 812 3 0 

TGGTACACAT TGTTGAGAAA TATTTGACAT ATAGAAAAAG AAAGAAATAT TTTTGCAAAT 8 813 40 

TAAGGGCTAA G AAAC G AGG A TTTTTGCTTA ACTTTTTATT TGATTTTGTA GCAGCGGCAA 8 8140 0 

TTTTTGTATT GGTGATAAAT CAATATTTTG TTCAAGCTTA T AAAAT AC C A TCAGGATCAA 8 814 60 

TGGAAAATAC TCTTCAAATA GGGGATTTTT TATTTGTAGA TAAATTTTCT TACGGTCCTG 8 8152 0 

AGCTTTTACC AGGGTTATTT AAAAT TAAT G GTTTTAAAGC CCCAGAAGAA TCCGATATTA 8815 8 0 

. TTATTTTTGA AAATCCAGAG TATAAATCAA AGGGTGTTTT TTTTGATATC TTTCAAAGAA 881640 

TACTTTACAT GTTAACATTA TCTTTTATTG ATCTTGATAG AGATGAATAT GGCAATCCCA 8 817 0 0 

ATGTTAGATT TCTTGTGAAA AGAGGTGCGT TTGCAGATGG TAAAATTGTT AGATTTAATA 8 817 60 

ACGGTAAAGC TTATATTAAA AGAGAAGGCG AGGAAAATTT TATTTTAGAA GATTCTTATT 8 8182 0 

GGGATTTGGT TGATAAAAAT TTTAAAATTA AAAAAATTGT GGCAAATGAG G AC T ATGGG A 8 818 8 0 

TTTATGGTGA TTTTGCTATG TTTGTTGCTC TTAGCCAGTT AAATATAAAT TTAAGTAGCA 3 31940 

CTCCCGATTT TTCATTTTTT GATGTTAGAA TGATTGATAG GTTTGAGTTT GAAAGATTGG 88 2000 

AATATAAGTA TTTATCTGCT TTTATGCCTT ATGTGGATTA TTATATGGAA AAAGCTATAA 8 82 0 60 

TGAGAGATTA TGGTATTTAT GTTCCTGATG GATATATTTT GCCAATTGGA GATAATAGAG 8 8212 0 

ACAATTCTCA TGATGGTCGG TTTTTTGGAG TAATCAATAA GAATAAAGTA. CTTGGAAGAA 8 8 218 0 

CCTTGATAAT ATATCTTCCA TTTTCTAGAG TAGGATTTAT TTAAAGTGGC CCCATATTTA 8 82 2 40 

ACTTTCGAAC AAAGGCTTTT AAGGAAAAGA CAAAGAAAAG TTTTTTTTAA ATATTTTTTA 8823 00 

ACATTTTTAA TTTTAAATTT TTTTTTCACA AAGTTTGTTT TGCAAATTTT TATGATTAAA 3 82 3 60 

AGTAATGAGA TGTTACCAAC AATAACAAAA AATGCCAGTT TATTTTTTGT AGCAACACAC 8 32 42 0 
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ATAACTTCTT TTTTTATTCC TTTGAAAATG AATGATATTG TTCTTTATGA GGATTTTAGG 8 82480 

TTAAGTAATA ATTTTTTGTT AACTTTAATA AAAGATTTCT TTTTTTTAAA TAAAATTTTT 8 82 5 40 

AAAAGAGCAA GCTATAAAGT ATCAAGAATA GCAGCTGTTC AGGGCGATTC TGTTTATGTT 882 600 

AGAGGTTTGA ATGTCCTGGT AAATAAAAAG GATACAAATT TTTTTTATTT GAATGGCAAT 8 82 6 60 

TTGGTTAGCT ATTACAAGTT GAATGATTTT TTTAATACAG ACGAAGTGAT TAAATGTTTT 8 8 2720 

ACTTTGAAAA AAAATGAATT TTTTTTATTA AATGACAATT TAAGCGTTTT AAATGATTCT 8 827 3 0 

AGAATATTTG GACCCATTAA TAAAAATGCT ATTGTTTCTT TTTTGGTTCT TAAGGTAGTG 8 82 8 40 

GACTATAAGA TTGTTAAGTA AAATTTTTGT TGATGCTGAT TCTTGTAATT TTAAGATAAT 8 82900 

' AAAATTTTTA CAAAAATTTA TATTGCACAA TAAATCAAAA CTCATTGTAG TTTCTAATAA 8 82 9 60 

GTTTTTCAQT CTGGAAATAA CAGAAAATGT TGCTTTGGAA GTGGTAGACA ATGTTGATTC 88 3 020 

ATTTATTTTG AATTTAGCAG ATAGATATAG CCTTGTGATT ACTCGAGATA TTTTTTTTGC 883080 

CAAGCTTCTT TTAGATCTTG GGGTTAAGGT TATGAATGAT GAAGGTCGAA TTTTTGATAT 88 3140 

AAATAATATA AATTATTTAT ATTTTAGATC TAAGATTAAT TTCAATTTGA AAATTAAGAT 88 32 00 

TAAAAAATAT TAT GATGAAG ATTTTAATAA AT C TAG AT AT GAAAAATTTA TAACGAATTT 8832 60 

TTATTCTTTA TTCTTTAGTT AATTTTCTGT TTTCCAATTT CCACAAACCC TTGCCCTGAG 8833 20 

TTAATATGTA AATCGTGTTG T T T GAT AC AG G AAT AAT AT C ATTAAGGCCT GTTTTGCTTA 8833 80 

GCTGAGATCC GTTATAAGCT CCAGGTTCTA C AG AT T T TG A GGGTGCCCGT AGGGCAAAAA 8 83440 

TTCCTTCTTT ATTTTTTGTA AATTCTGCAA AT C CAT T ATT ACTTCCGATT AAT AT C G C AT 88 3500 

CATTAAATTC TCTTGCAAAG TAGCTGCTAA ATTCGCCTAC TTCGTCTTGA ATAAATATTG 88 3560 

GCGTTGTGTA ATTATTTGTA TTTGAGTAAA CTTTAAATTT TGTATCTAAA TTATTGTAAC 88 3620 

CACCAGTCAT TACTAAAACT TCAGAAGAGC CCCTAATGCT TGTTTTAATG ATAGGCATTA 88 3680 

TTTCTTTGGC CTGTTGATAG TCTATGTTTG TGTATGTATT GTTATTCATT TGCCATATTT 8 83 740 

TGAGTGAATT TCCTGTAATT AAGTTTTCTT CATTTGATAT TTGATAAAAT TTGTCATTTT 88 3 800 

CAGTAGCTTG TGGTGGTGTT TTGTCAGATC CTTGTAGATC AAAAATTTTC TCACGATTAT 88 3860 

TTTTATCTAT AGCTAAAATA TATGCTTCTT TTACGCCATC TCTTCCTACG GATTTTAAGA 88 3920 

ATTTATATGC TTTTAGCGGT TTTTTAAATT TTAATGTCCA ATCTTTTCCA TTTAGCTCGC 88 3980 

AAACTTCTAA TTCTTCTTCT TTGTTTTGCG C T AAAAG AT A GGTTTTTCCA GATATATTTA 8 84040 
CAATGTCGTT TATAAACTCA TAAGAATTGC TCAAATCAAT TTTTTCAATC TTGCCGTTTT ' 88 410 0 

CTTTTTTAAA TAAATGCATG GCTGCAATGT AG AG AGTTT C TCCTACTAGA GAAATTCCTC 8 3 416 0 
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TTGGACTTGA ACTGCCCAAA ATATTGTATT C ATGTTT T AT TTTTTGCAGA TTTCCTAATT 88 42 20 

GTGAAAATAT GGATTCGCTT GAGCATGCTA GTAGTAAAAA TATTAATAGG TTTAAAATTA 8 3 4230 

ATCTTTTTTT AAAATAGTTT TCGTATTTTT GTTTCATTTT TATCCTACAA TTTATTTACA 8343 40 

TTCACTGTAA CTGATAATGA TACAAGTGCA AAATGTGCCA TTTTAGCAGA ATTTCCAAAT 8 8 4400 

TCAAACATCA TCCACCAAGA TGCTGTTGCT CCAAAAGCCC ATTTATAGTT AAAGTTC C AT 8 8 4460 

AAAATTC C AG ATCCAAAAGA GATTGTAGGG AGTGCATCAA AAGTTCTTAA ATTTGTAATA 8 8 4520 

■ TTGTTGTTTC TATCTCCATA TGTATTAAGA GAAAACCCTA TATTTGTGAA GACTGGAATT 3 8 4580 

TGAAATAATT CTCCTATATC AAATATATAA TTTATTGAAA ATGTAATAGG CACGCTATAA 834640 

AAAATTTTAC CTACACTTGA ATCTGGATTT AATATATTAA AAGAATGGTT AATATCAAAG 8 8 4700 

TTAAACATAT AC C TTAGTTC AAGTCCAATT GCTAAATTGT TTAAAATATG GTACTGGTAT 8 3 4760 

TTTATTGCCC CAATACCTCC TGGATATAAA TTGGTAGGAT AAGCTTTTGA TAAGTCGTTG 88 4820 

TAAAAAATAG GGATTCCTAC ACTTAAATCT ATTCCTAAAG TGGAGTTTGT ATGCCTATCA 8 348 80 

AT ATTGGC TG CGGCCGCAAT TTTTTTTATG TTTACACCAA TTAGCAAGAC TGCAATTAGT 8349 40 

ATTATAAAAA TATACTTTCT CATTATTCTC CATTCTTTTA AAATTATTAT CCTTGTTTAT 8 85000 

TATAGTTTAA AATAAATTTA ATTACAATTT GAAATTTGGT CGTTTGACTT TCCTTATATT 88 50 60 

GACAATCTAA GTATAATATT AAGGTAATCT TATTGGGGTT TAAGGGGTAT ATTTTGAGTA 83 5120 

TTGTGTTTAA TGGGAAAGAT TTTGCGAATA AGTATTATTT AATGCTCAAA GAATTCTTAA 8 85180 

AACAGCATAA CTTGAGAGAT AAAATTGCAT TAAAAGTTGT TTTAGCAAAT GATGAGCCTG 8 852 40 

CAAGCAATCT TTATGTTTCA ATTAAGAGTC GAGTTGCAAA AGAG ATTGGC TTGAATGTTG 8853 00 

AAGTAATTAA ATTTTCTGCA AACTCTGTTC AAAGCGATAT TTTAGAAGTA ATTGATAGAG 8 853 60 

AAAATAAAAA TTTAAGTACA GATGGAATTA TTGTGCAATT ACCCCTTTTG AAAGGTATGG 8 85 42 0 

ATTTAAATTC TATTTTAAAT AGCATAGTTT ATTCAAAAGA TGTTGATGGC TTATCTTTTG 885480 

TTAATTTGGG AAAAATGATT TTGGGCGATA AAAAAGGGTT TATTCCTTGT ACAGCTCTTG 8 85 5 40 

CTGTATTAAA GATCTTGCGA GATGAAGGGA TAAAAACATT GGGAAAAACG GTTGTTGTGG 8 85 600 

TTGGTAGAAG TCCTCTTGTA GGAAGGCCTA TTTCAATATT GCTTTCATCA AAACCTTACG 885 6 60 

ATGCAACTGT TATTGTTTGT CACAGCAAGA GCATTTATTT AGATGTTTAT TTAAGACAGG 8 8 5720 

CAGATATTGT TATTTCTGCT GTTGGTAAGC CTAGATTAAT AGATAAAAGC ATGTTGTGCG 8857 80 

GAAAGCCTTA TGTGATTGAT ATTGGCATTT CTGAAATTGA GACTGACAAC GGGAAAATTC 8 858 40 

TCTCAGGCGA TACAGATTTT- GACAATATTA AAGAGTGCGT TAAATTTATT ACTCCTGTTA 885 900 

AGGGGGGGAT AGGTCCTGTT ACGGTTCTTA TGTTAATGTT TAATACAATT AAAGCTCATT 8 35 9 60 
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TGATTAATAA 
TGTCTGGTCA 
GTAATAAAAT 
GGGATATTGA 

■" TGCCAAAAGA 
AATATTTTGA 
GCTTAACGGA 
GAGGATCTCT 
TTTACAATTT 
C TGAAGAT AT 
ACAAAGTTTT 
TTCCTGAAAA 
AAAAGC TTGA 
AATTAAGTTA 

- TCATCTGTAA 
TTAGATTTGT 
GTTTTAGAAT 
GAGCCGTGTT 
" TAAAAGTGTA 
TTAGTGTTTT 

. TAGGGAAATC 
TTGTCTCCTA 
AAATCAAACC 
AAATTAATAC 
CCTATATTTA 
ATTTGAGAAT 
TGTGATTTTA 
ACAGAAGATA 
TTTGCTATGG 



TAGGATGTTT 
CAGTAAATGG 
TTTTACAAAG 
ATCTAATCCG 
TAATATTGAG 
AATAACTTAT 
TAATAAAAAC 
TGGTACCCCA 
AGAAAAATAT 
TTTAGTTTCA 
ATC TTTTTTG 
TAAAATTTCT 
AGATTTTGAT 
GTTTTATTTA 
AAAGAATTGA 
CGTGCTTTAA 
CAATGTCTAG 
CTGCTATGAA 
TTCCAAGTGG 
TGGGTGCTTT 
CAAAATGTTG 
ATCCGTCTTG 
CAACTGAGTT 
TAAGGATTAC 
CTATTAATTT 
TATTTTTTGG 
TGCTTTTATT 
TGTAGAGTTT 
TATAAATTTT 



GACGTTTTAA 
TCAACAATAA 
CTAATAAGAG 
AG AC T AAGGG 
AAGGCAATAA 
GAGGCTTATG 
AGAACCTCTA 
GGTTQAGTCT 
CTTGAAGATG 
AACAATGAGG 
AAAACCAAAT 
TTAAACAAAG 
GATGTTCAGG 
AATCTTTTCG 
ACCGTCATAA 
AAATCCATAT 
TGTTGTTATT 
TAATTTATTT 
AGCTACATGT 
GTTATAAAAA 
TTTATATTCG 
GCCATTGTCG 
TCTCACTCCA 
TGCTTCTTTT 
GTTATTTTTA 
CAAAAGTGCA 
AATTTCTTCT 
ATTATCCCAA 
TCTGTTTTTT 
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ATCGGTTGGA 
AGAGAAAAAA 
AAATAACTAT 
TAGCTGTTAA 
AAAAGGGTAT 
CTCCTTATGG 
GCGATGTGAA 
CATATATGTT 
AAATAATGGA 
CAGAGGTTAT 
TTA.AAGAAGA 
AT C AAGC AG A 
AAGTAATTCA 
TAGTAAACTC 
TATGTGATTA 
AAAAAAGTCT 
TTGTAGCCAA 
ATGTATTCTT 
GCGGGAAGTT 
CCGTAATTTT 
GTTATTACGT 
CTAAAATATA 
AAAGC T AC T A 
TTTGGGGGAA 
GAATCTACTT 
AAAATTTGCA 
TTTACATTTT 
TAATCAATAC 
GTTACAAAGT 



AAAATTGTTG 

AGGTGCTCTT 

TGCAGCTAAA 

TAAGGCTAAG 

TGGTGGTAAT 

AGTGGCTCTA 

AAGTGTTCTT 

TTACAGAAAG 

ATTTGCATTA 

AACAAGTCCT 

GGTGGCAGAG 

AAAAATAATT 

TAATTTGGAG 

TGTATATTTT 

TATCAACAGG 

TGTAATTTCT 

CAGGAGAAGA 

TTGGAAAGTT 

CGTAAATAGA 

TTTGATTTTT 

TTATTTCATC 

TTTCATTGCT 

TTTCTTCTTT 

TTTTAACATT 

TAATGTAACG 

TTTTCCATGT 

TAACTACATA 

C AATAGGTTT ■ 

ATGCAAAAGT 



GAGGTGTAAA 
GATGC AAAGC 
ATAGGGGGTG 
GTTGCCAATA 
GAAGGGGTTG 
ATGATTAAAT 
GCAAAAGGTG 
GGTCTTATTG 
GAAGTTGGTG 
GATGATTTTG 
ATAGCTTTAA 
CTTCTTGTTG 
ATCCCAGAAG 
ATTTCCAAAG 
GCGTCCAAAT 
TGCTGTTCTG 
TCTGTTCCAC 
ATTTCCCCGG 
TGGGATAAAC 
TCCAAACACA 
TGGGGGAATG 
AATTGGGTGA 
TTTTGTTTTT 
GTGCTGGGAT 
TCCTGAGTGC 
ATAGTCTTTA 
TATTTTATCG 
TTGCAGGGTT 
GCTTCCAGAT 



886020 
886080 
886140 
886200 
886260 
886320 
886380 
886440 
886500 
886560 
836620 
886680 
886740 
886800 
886860 
886920 
886980 
887040 
887100 
887160 
887220 
887280 
887340 
887400 
887460 
837520 
887530 
887640 
337700 



659 

CCTATGAATA TATTTCCATC TTGATCGCTT GTGATTCCTC TAGGTTTTTC AATTGTATTG 8 8 7760 

TTTAAAAAAA TTTCGACTTT AAATCCATTA GGAACTTTTA GTGTGCTTGT TATTTCTTCT 887820 

GCTGCAATAG TTATAGATGA GATTAAGAAA ATAGTTGTAA TTAATTGAAA ATAGCTATTT 887880 

AAAAATTGAT TTTTCATTTA GTGTCCTTTT TTTACTTAAG GCTTTTGCTT TAAATTGTTG 8 37 940 

AATGTTTCTG TGTAATATAA TTTA.TAATTT AATTATATGA TAAATAAGAT TCATGGTAAA 88 8000 

G T TAT AG AAA AAAAAGAATC TAGTTTAGTT TTAATGACTA CTGTTTTTGA ATTTGAACTT 88 8060 

TTAGTTAGTG CATTTTGCCT TGCTAATTTT AATTTGTCAG ACAAAGTTGA G T TAT TT AC T 88 312 0 

TATCTTTATA CTAGAGAAAA TGAATTAAAA CTTTTTGGAT TTTTGAATTC AGATGAAAGA 88 8180 

GAGATCTTTA AGGAGCTTAT TGGAGTAAGC GGAGTAGGCC CAAGGGCCGC TTTAAGAGTG 88 8 240 

TTATCCAATA TAAGGTATAA TGAGTTTAAG GAGGCTATTG ACAAAGAGGA TATTGAACTT 83 33C0 

GTCTCTAAAA TCAAAGGCAT TGGCAAAAAA ATGGC TGGT A AAATGTTTTT ACATCTTCAA 38 33 60 

GGTAAGCTTT TGATTAATAG CGAGCTTGAA TCCACTGGTC TTTTTAGATT TAAAGAATTA 88 8 42 0 

GAAGAAT C AA TTGTTAGTAT GGGATTTGAT AGAAAAATTG TTAATAGCAA GATTAGAGAG 88 8 48 0 

GCTTTCAATT TAGCTGAATT TGCAAATTTA AAAGATTCTG AAAAGGAGCA GTTTTTATTT 38 3540 

AAGGAGGTTT TAAAAAGAAT ATCGAATTAA TTATTAGTTT TTTATAGTTA TAAAATAGTT 88 8600 

TTTAAGGAAT ATTTATGAAA G AC G AAAAT A GTATAAGCTT TTTAAGCTCT AATGAAAATT 88 8 6 60 

ATTTATATGA TAAGAGTGAA AATGAGCTTA GGCCTAAAGT TTTTGAAGAT TTTAAAGGTC 8 8 872 0 

AGGTTAATGT TAAAGAAACC CTTAGTATTT TCATAAGAGC TTCTAAAGAG AGA.GATGAGG 8 8 3780 

CTCTAGATCA TGTGTTTTTA AGTGGCCCAC CGGGTCTTGG GAAAACCACT CTTGCAAGTA 88 8340 

TTATTGCCTT TGAGATGAAT GCTTCTATTA AGATTACTTC AGCTCCGGCT TTTGACAAAC 88 8 90 0 

CAAAAGATAT TATTGGAATT TTAACAGGTC TTGATGAGAA GAGTGTTTTA TTTATTGATG 88 89 60 

AAAT AC AT AG GCTCAGACCA ATAATAGAAG AAATGCTTTG CATTGCCATG GAAGATTATG 88 9 020 

' AGCTGGATTG GGTAATAGGG CAAGGAGCCA ATGCAAGAAC TGTTCGAATG CCACTTCCAA 8 8 9080 

AATTCACATT GATTGGAGCT ACTACTAAAC CAGGAAAAGT AACATCTCCA CTTTATGCGA 88 9140 

GATTTGGAAT TACTGCAAGA TTTGAACTTT ACAGTGAAAT AGAGCTTGTT GAGATAATAA 88 9 2 00 

AGAGAAATTC TCTTATTTTA AATATTGAAA TAGAAGAGGA TGCTGCTTTT CTTCTTGCAA 8 8 92 60 

GAAGCTCAAG AGGGACTCCT CGTATAGCAA ATAGACTTTT AAGACGAATA AG AG AT AT T G 8 8 9320 

CTCAGGTAAC TGGAAGTTTG GTTATTACAA GTGATATTGT TTCAATTGGG CTTGAAATGC 88 93 30 

TTAGAATTGA TGGGGAAGGC CTTGATGAGC AAGATAGAAA TATTTTAAGA AGTTTAATAT 88 944 0 

TG AAAT TT AA TGGAGGACCT GTAGGTGTTG ATACTTTAGC TATTTCTGTA GGAGAAACAG 33 9 5 00 
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CAGATTCTCT TGAAGACTTT TATGAGCCTT ATTTAATTAT GAAAGGATTT ATCAGTAGAA 88 9 5 60 

CTCACAGAGG TCGTAAAGCT ACTGAGTTTG CATACCTTCA CTTAAACTTA GAG AT G AAAG 38 9 620 

AGGATGGTCT TAATGAAAAC CAAAGAGTTT CATTTTAATT TATCCCATTC TTTAATAGAG 88 9 6 80 

CAATATCCAA- GTGAAAAAAG AGGATCTTCA AGGTTAATCG TGCTAGATCC TCAATTGCAA 88 97 40 

AAAATTTACC ATAAAAATTC TGTAAACAAT ATTTTAAAAT ATATAAATAG TAATATTTTT 88 9 8 00 

AATAACTCAA AAG C TAG AAA AT C AAGAAT A TATGCAGAAT CAGAGATGAG CAGTAATGTT 88 98 60 

GAATTTTTAA TTTTGGATAG AATTGACACT AATTTATTCA CTGCGTTAGT TTCTAAGTCA 8 89 92 0 

AAAAAGCAAA TTATTGGCAA TTTTTACAAA TTCCCCGAAG GATTAATGGA TGAAATTTTG 88 99 80 

TCAAAAAATA GTAGTGAGGT TGTTTTAAAA TTTAACAATA ATGTTGGTGA AGATTATTTT 8 90 0 40 

GAAAAACATT GTTTTGTGCC TTTGCCCTCT TACATTAAAA GAGATTATGA TAAGATAGAT 8 9 0100 

GAAGATCGAT ATCAAACTAT TTATTCTAAA TATGTTGGAT CTACAGCTTC TGCAACTGCA 8 90160 

GGGTTACATT TTAGCAGAGA TTTGTTTTCT GCCTTTGAAA ATAACAATAT TGAATATGAT 8 9 0220 

TTTATCACTC TTCATGTGGG GGCTTGGGAC TTTTCTTCCT GTAAGATCTA AAAAGGTTGA 8 9 0280 

AGAACATAAT ATGCATTTTG AAACTTTTTT AATAAAAGAT TTTGTGGCTG TGAGATTGCA 89 03 40 

GAATGCAAAA- CTTCTTGGTA AAAGAATTTT GTCAATTGTT ACCACAACGC TTAGGGCTTT 8 90400 

AGAGTCATCT TATGATAATA ACCTTAAGAA AT T T AAAAC A GGTCAGCAAA GTACAAATCT 89 0460 

TTTTATTTAT CCTGGCAAGA ACTATTGTTT TAAGTTTGTT GACATGCTTT TTACAAATTT 8 90 52 0 

TCACACACCT CAATCTACTC TTTTGATGCT CGTTTCTTCA TTTGCAGGCA AAGATTTTGT 8 9 0580 

GTTTAGTTTT TAT G AAG AAG CTATAAATAA AGGTTATAAA TTTTTTTCTT ATGGTGATGC 8 90 640 

TATGTTAATT CTAAATAATA TATAGATATT AGTTGTGAAT TATTTTAATA TTTAATTTAT 8 907 0 0 

G AT AAAGGC T TATTTAATTA ATTAGGAGGA AAATGTATGA ATACTTCTCT TTTTAAGCAG 8 907 60 

GAAAGGCAAA AGTATATTCC CAAATTGCCA AATATTTTAA AAAAAGATTT TAATAATATT 8 908 2 0 

AGTTTAGTTT ATGGAGAAAA TACTGAAGCA ATTCAAGATA GACAGGCTTT AAAAGAATTT 8 90 8 30 

TTTAAGAATA CTTATGGATT GCCAATTATA AGTTTTACCG AAGGTGAGTC AAGTTTATCT 8 9 0940 

TTTTCAAAAG CTTTAAATAT TGGAATTATT CTTTCTGGAG GACCTGCTCC TGGAGGGCAT 8 910 00' 

AATGTTATAT CTGGTGTTTT TGATGCAATA AAAAAATTTA ATCCAAATTC AAAGCTTTTT 8 910 60 

GGATTCAAGG GAGGCCCTTT AGGCCTTTTG GAGAATGACA AAATTGAACT TACCGAGAGT 8 9112 0 

TTAATAAATT CTTACAGAAA TACTGGGGGT TTTGATATTG TATCTTCTGG- AAGAACAAAA 8 9118 0 

ATAGAAACTG AAGAACATTA TAACAAAGCC TTATTTGTTG CTAAAGAAAA CAATCTTAAT 3 912 40 
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AATACCAATG 


CTGCTATTCT 


TGCAGAGTAT 


391300 


TTCAAAAAGA 


ATGGGGAAAA 


TATTCAAGTT 


ATTGGAGTTC 


CAAAGACAAT 


TGATGCTGAT 


891360 


CTAAGAAATG 


ATCATATTGA 


AATTTCATTT 


GGTTTTGATT 


CTGCTACAAA 


AATTTATTCT 


891420 


GAGTTGATAG 


GTAATTTGTG 


CAGAGATGCT 


ATGTCTACTA 


AAAAATATTG 


GCATTTTGTC 


891480 


AAACTTATGG 


GCAGGAGCGC 


ATCTCATGTT 


GCTTTGGAAT 


GTGCTTTAAA 


AACTCATCCA 


891540 


AACATTTGCA 


TTGTATCTGA 


AGAGGTTTTA 


GCCAAAAAGA 


AGACTTTGTC 


TGAGATTATC 


891600 


GATGAAATGG 


TGTCTGTTAT 


TTTAAAGAGA 


TCTTTAAATG 


GAGATAATTT 


TGGAGTAGTT 


891660 


ATAGTTCCTG 


AAGGTTTAAT 


TGAGTTTATT 


CCAGAAGTTA 


AGTCCTTAAT 


GCTTGAATTA 


891720 


TGTGATATTT 


TTGATAAAAA 


TGAAGGTGAG 


TTTAAGGGGC 


TTAAT AT TG A 


AAAAATGAAA 


891780 


GAAATTTTTG 


TTGCCAAGCT 


TAGTGATTAT 


ATGAAGGGAG 


TTTATCTGTC 


TTTGCCTTTG 


891840 


TTTATTCAAT 


TTGAACTTAT 


AAAATCAATT 


' TTAGAAAGAG 


ATCCTCATGG 


GAATTTTAAT 


891900 


GTTTCAAGAG 


TTCCTACTGA 


AAAATTGTTT 


ATTGAGATGA 


TTCAATCAAG 


ATTAAATGAC 


891960 


ATGAAGAAAA 


GGGGAGAATA 


TAAGGGAAGT 


TTTACTCCGG 


TTGATCATTT 


TTTTGGCTAT 


892020 


GAAGGCAGAA 


GCGCTTTTCC 


TTCTAATTTT 


GATAGTGATT 


ATTGTTATAG 


CTTAGGGTAT 


892080 


AATGCTGTTG 


TTCTTATTTT 


AAATGGGCTA 


ACAGGCTATA 


TGTCTTGTAT 


AAAAAATCTA 


892140 


AATTTAAAAC 


CAACAGATTG 


GATTGCAGGG 


GGAGTGCCTC 


TAACAATGTT 


GATGAATATG 


892200 


GAAGAGAGGT 


ATGGAGAGAA 


AAAGCCTGTT 


ATAAAAAAAG 


CTyTAGTTGA 


TTTAGAAGGA 


892260 


AGACCATTTA 


AAGAGTTTGT 


TAAAAATCGT 


GATAAGTGGG 


CTTTAAATAA 


TTTGTATTTA 


892320 


TATCCAGGGC 


CTGTACAGTA 


TTTTGGTTCT 


TGTGAGATTG 


TTGATGAGAT 


AACTGAGACT 


892380 


TTAAAGTTAG 


AATTATTTAA 


GTAGTAAATT 


TATGTTTATT 


GTAAGCCTGT 


TGTTGCTTTT 


4 892440 


TAGTGTTTTA 


AATGTTTATT 


CAAATTCACT 


TGATTATTTC 


AAGTCCAATT 


TTAATTATTT 


892500 


AAAGTTAAGT 


GATGCTAAAA 


GTTTGCCATT 


GCAAGACAAA 


TCGACTTCCA 


GTGGCAATTT 


892560 


TGTTTCTCAT 


AAAAAAAATA 


ATAATATGTC 


TGTTGCTGAT 


AATGACGATT 


CTTTTCTTTA 


892 62 0 


TAAAAATATT 


CAAGAGAATA 


AGGCTTTGAA 


TCTTGAGAAT 


GATCTTGAGT 


CAAAATCAGC 


892680 


AAAAGATTTT 


TTTAGGTTTT 


CAGCTATTAG 


TATTGGATCT 


TTTCCAATAG 


TTTT-A rpr^rprprp 


892740 


GAGCTTATTT 


TTTTTTGATG 


TGAGTTACTA 


TTTTTATAGC 


GGAATGAATG 


CAAATTACGT 


892300 


TCCATATCCT 


TTTTCAAATG 


GTCCTAGTTT 


TTCAAAAGAT 


GAGATTTATA 


AAAAATTTAT 


892360 


TGTTTCAGCT 


TCTATTGGAG 


CAATAGTTGC 


ATTAACCATT 


GCCTTGCTTG 


ATTATTTTCT 


892920 


TTAATGATAT 


GATAAGAGTT 


AAGAGAGAAT 


TTACCGTTAA 


AGAAAATGCT 


TTAAGATTGG 


892980 


ATCTTTACCT 


ATCAGGCAAT 


TTTGAAGTTT 


TTACCAGAAG 


TCAGATCAAA 


AGAAGAAATG 


893040 
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TAGAAGCGTT 


TAAAAAGAGT 


AATGGTAAAT 


TTTTAAAGAT 


AAAATTATCC 


AAGCCTGTTT 


893100 


TTAAAGATGA 


TGAAATACTA 


ATTGAATTTG 


AC GAGG AG AG 


TAGTCAAATT 


GATTGCCTTA 


893160 


GGCCGAGTAA 


TATCCCTATT 


GCTATAATTT 


ATGAAGATTC 


CAATGTTATT 


GTTTTGAATA 


893220 


AACCACAAGG 


AATTTTGAGT 


CATCCTGGAA 


TATCACATTG 


GGATGAT AC T 


GTAGTGAATT 


8932 80 


TTCTTTTATA 


TCATATAAAA 


AGCTTGAAAA 


TTAATTTTAA 


TGAAGAAAAA 


AT TAG AC C C G 


893 3 40 


GAATTGTTCA 


TAGATTAGAT 


AAAGATACCT 


CTGGAGTTCT 


AATTTGTGCA 


AAAAACATTA 


893400 


GCACCTTAAG 


ATTTTTAGCT 


CAGCAGTTTA 


AAGATAAAAG 


AACAAATAAA 


GTTTACATTG 


893460 


CAATTGTTAA 


GGGTAATTTT 


AATAGTTTTT 


TTGGAAGCAT 


TGAATCTTTT 


ATAGATAGAG 


893 520 


AT AAAC AC AA 


TAGGAAAAAA 


TTTAGTGTTT 


CTAAAGATAG 


AGGAAAAAAG 


GCATTAACAG 


8935 80 


AATATAGATT 


ACTGCTCAAT 


TTTGGGGAAT 


ATTCTCTTTT 


AGCTTTAAAG 


CCTAAAACCG 


893 6 40 


GCCGTACTCA 


TCAATTGAGA 


GTTCATATGA 


AATATCTTAA 


TTTTCCAATA 


TTGGGAGATG 


8 937 00 


AGGTTTATGG 


CAGAGTAGAT 


GGCAGTTTAA 


AAAAAATAAC 


GCTAATGCTT 


CATTCTTATA 


8937 60 


AGCTTGAAAT 


TGATGTTGGA 


AAAAATTCTT 


TTAAGAAATT 


TATTTCTGAA 


TTTCCCAAAA 


893820 


GATTTGTTAT 


TTTTTTGTCA 


AATTTTTACA 


AGAGTGATGA 


ATTAAATTTG 


ATTATTGATA 


8 93880 


ATTTGGTTCT 


TTTTTTAAGA 


GATTTTTAAT 


TTTAAATTTC 


TTGTTTTAAT 


GAGATTGGGT 


893940 


CAGTTATTAT 


TTTACCCCCA 


GTGATTTCAT 


TAGTGTTAAT 


AACGGTAATG 


AAACAATTTG 


894000 


GATCAACTTT 


TTGTGATATA 


TATTTAATTC 


T TG AT AAAC G 


CATTATTGGA 


ACTACTATAA 


8 940 60 


AT AC T AT AGT . 


TTTTTCTGTT 


CCTGCCCAAG 


CACCTTTTCC 


GTCTATTAAT 


GTAGCGGCTA 


89412 0 


ATTTTAACTT 


GTTTGTAAGA 


AGATAAGCAA 


TTTCTTTTCC 


TTTATCCGAA 


ATGATTAATA 


894180 


TTGCTTTTTG 


ATTGCCAAAT 


CCAGTACTTG 


TTTTATCTGT 


CATGATAGAT 


GTTACAAATG 


8 9 42 40 


ATGCTATTAG 


TGTATAAAGA 


GCGATTTCAA 


TATTAAAGAA 


AAAGGTTGCA 


AGTATTAATA 


8943 00 


CCACAAGATT 


AACTACGAAG 


TTTGTTGTTC 


CAATGCTAAT 


TGAATATTTT 


TCTTTAATGA 


8943 6 0 


TCATAGCAAT 


TATATCTGAT 


CCCCCTGAAG 


ATCCTTTGCC 


CTTAAATATT 


AGCCCAAGCC 


8 9442 0 


CAAGTCCAGA 


AATAAGTCCA 


GCTAGTATTG 


ATACAAGCAT 


CATATCATTA 


AGATGTATTT 


89 448 0 


TATT,TTGTAA 


AAACTGGGAG 


TGGTTTATGA 


TAATAGAATA 


TAATCCCATT 


GAAATCCAAC 


8 945 40 


TTTGAATTAT 


AAATGTTAGG 


TTTAAAAATT 


TTATTcCAAT 


AAGAAATAAT 


GGTATGTTTA 


894600 


ATGCAAATAT 


TGTcCATcCC 


AAATTGAAGC 


TTAATAGGTA 


ATGTAGCATT 


AATGAAATGC 


894660 


CCCCAATTcC 


CCCACTAAGA 


AGTCCATGAG 


GAAT AT AC AA 


AACATTGGTG 


GAAATTGCCA 


894720 


TTAGCGCAGA 


TCCTAAAGTT 


ATT TGTATTG 


TGCTATCAAA 


TATTAATTTA 


GGATTTTTAG 


894730 
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TTATAGTCTT TAATTTTTTT ATTAGTATTA GTAATAATAG TTTGAGTTTT TTTTTAATTC 8 94 8 40 

TACGACAACG TATCTTTTTT TTCTTTTTCA TCTTAATGTT AGAGCCACTT TTAAGCTACA 3 94 900 

AGCTAGTAAT TTACTTGAAT T C T AT AT T AA TTTTGCAAAA AAAACAATTT TATTCACTTT 894960 

TTTTATTTTT TTTGATATCA TGTTCATGAA ACTATGGCGA TGAATTATGC AAGATTTGCA 895020 

GTATTAATAG TTCTGCTTTT TTTTTATATT TGGTTTTTTA TTATCCTTAG GATGAAAAGA 8 95 0 80 

ACTAATCTGT TTTTGTTAGA AAAAATCCAA AATGGAGCAA AAATTTTGGA TATTCGGTCT 895140 

CCCAAAGAAT ATAGCAAGTC TCATTATTTG AAGTCAATTA ACATTCCTTT TAATAATTTA 8 95 2 00 

TTTGCTAAAA AGGATAAATT AGGTGATTTT GAGTCCCCAA TAATTGTTTA TGGTAAAAGT 8 952 60 

TTTAATAAGT CTTACGAGGC TAAAAAAGTT TTAAAAAGCA TGGGATTTAA GAATGTGTTT 895320 

GTTGCTGGAA CCTTGAAAGA CATGCCACAA GCAAAAAAAG AAGTTGGTTG ATGGCTAAGA 3 953 80 

TTATTGGGAT ATCTGGTGGT TCTGGAAGCG GAAAAACTAC AGTTGTAAGC AAGATTAGTG 8 95 440 

AGTTTATTCC AGAATTTGTC CTTATTTCTC AAGATAATTA CTATAAGAGT GTAGGCGATT 89 5 5 00 

ATGAACATGA ATTTTCTAAG GTAAATTTTG ATGATCCGGA TGCTTTTGAT AATAATTTGT 8 95 560 

TTTATGAACA TTTAAAAAAT TTAAAAAAAA ATAGTCCAAT AGATATGCCC CTTTACGATT 8 95 620 

TTATTAATCA TAAAAGACAA CTTAAAACGG TTTTGGTTGT TCCAACTCCT GTTGTTATTG 8 95 680 

TTGAGGGTAT TATGATTTTT GTTGAAGAGA GAGTAAGAAA TTTAATAGAT CTTAAAATAT 8 957 40 

ATATTGACAC CCCAAATGAT ATTAGATTTA TTAGGCGTTT AAGAAGAGAT ATTTCCAAAA 8 95800 

GAGGACGTAC TGTAGAATCG GTGATTGATC AGTATTTAAA TACCACTAGA TGGGGTTATT 8 958 60 

ATAGATTTAT TGAGCCTACC AAAGAATATG CTGATCTTAT TATTCCCGAG GGAGGTCATA 8 9 592 0 

ATGATAAAGC GCTTTATGTG CTTTCAACGT TTCTTAAGTC TTTAAGTAAA GAAGGGTTAG 8 95980 

ATTTTACCTA AATTAATGAT ATTGGGTAAT AATCTATCTC AATATAAACA GTGCTTGTCA 8 96040 

TTTTTACCTT TTCTTTTGTC TTGTTAACTA GTTTTTCAAG CAGGCTGTAG GATTTTGACA 8 96100 

AGTATATTAT ATTGTATCTG T AATTTTT AG r ATATTTTCTT CATAATAGCT TCTGATGGGC 8 96160 

CTAAGTGTTC AATTTCTTCT TGCAAAAATT CTTTAGATTT TTCAAAAAAT TCCCAACATT 8 9 62 20 

TTTGTTTAGC AGATTCTTCA TTTTTGCTTC TAAATATTAT TCTAATAATT TTGTTAAACG 8 962 80 

- GAGGATAGTT CAATTTTTTT CGTATATCTA GTTCTTCTTC GTAAAATTGT TCATATTGAT 8 9 63 40 

TCTTATAAGC ATATTTTATG GCATAATAAT TGGGATTTTT TGTTTGTATA ATAATTATGT 8 9 6400 

TGTCATCCTT GAATCGTGCG GCTCTTCCCA TAATTTGTGA GAGTGTTGTA AAAATTCTTT 8 9 64 60 

CACCACTTCT AAAATCAGGC AGTCCCATTC CAATGTCAGC GTTGATTATA CCCAGTGTTT 8 96520 

TTATATTTTC AAAATTAAAT CCTTTTGCAA TGATTTGTGT CCCGATAAGT ATGTCTATTT 3 96 580 
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CTTTATTTTC GAACTTATTT ATTGAATCTA TATTTTCTAT TTTTGTAATA TCAGAATCTA 89 6 6 40 

TTCTTGCAAT TTTTGCATTT GGTAAAAATT TTTTTAGTTC TTTTTGAACA AGCTGAATTC 8 9 6700 

CATAAGTTTT GTATTTAATA TCTTTTGATT CGCATTGAGG GGAATGGCTT GCTGTTTTTG 89 67 60 

TTTTATAACT ACAATAGTGG ~ CATAAAAGTT TGTTTTCTTT TTTATGGTAA ATCAAACCAA 8 9 6820 

ATGAGCAATT TGGACAACAA ATTATATGCC CACATTCGTT GCATTCGAGA TTTTTTAGAT 89 6 880 

ATCCTCTTTT ATTAATGAAA ATCAAAGATT GTCTTTTTTC ATTTAAACTT TTTTGTATAC 89 6 9 40 

■ TGTATAATAG TTCTGATGAA ATTGTGCTAG GTTCTTTTTT CATATTTATT ATTTTTATAT 8 97 000 

CTTCTATTTT GCTTTGAGAG AATTTGTTTT GCATTATTAT TTTTTTTATT TGGTTATTTT 8 97 0 60 

TCATTGCGTG GTATGCTTCA AGAGAAGGTG TTGCGCTTCC CATTACAAAT TTAGCATTAA 8 9712 0 

ATTTTTTTTG TAAAAAAAAT GATATATGTC TTGAGTGAAA TCTTGGAATG TTTTCAGATT 897180 

TGTATGTAGT TTCGTGTTCT TCGTCCATAA TTATTAATTT CAATTTGGTG AAGGGCAGCA 8 97 2 40 

TTAAAACGCT TTTGATGCCA ATGACAACCA GGCTTTCTCC ATTTTTAACT TTATTCCATA 8 97 3 00 

TTAAATTTTT ATCAGAATTT GGAACTTTGG AGTTATATTC ATAAATTTTA TGGTGCATAT 8 97 3 60 

TTAATGCATA TTTTATTCTT TTTATTATTT GATATCCTAA TGATATTTCG GGAATCAAAA 89 7 42 0 

AAAGCACTTG TTGTTCTAGT GCTAAATAGT ATTCACACAA TTTGATAAAT ATTTCAGTTT 897 4 80 

TTCCAGATCC AGGTATTCCA AAAAGGTAAA AAACATTGGT TTTTTCTGAC CCGATAATTT 89 7 540 

- CTTTGTAAAT ATTTTGTTGT TCGTTGTTTA GCTCAAGGCA TTTTTTATGA TCCGGATGCT 8 97 6 00 

CATTTATTGA AGGTAATGTT TGATTTTTTT TAGCTTTTGA ATTTTGGGGC AACGCAAAGA 89 7 6 60 

ATAAAGTTTC TCCAAATCCC GAAAATGTTT TTTTACTAAT CCAATGTGCT AAATCAATGT 8 977 2 0 

TATGTTCTGT TATTATTTTA GTTGTATCTA TTATTTTAAT AATTTCTTTT ATTTTAAATT 3 9 7780 

CAAATTTTTC TTTAAATTCG TTTTCAAAAT ATTTTTTAAT AATTATTCCA ATTTTATTGG 8 97 8 40 

AG C CAT T AAA ATT AAC C AT T ACTCTTATTC CAATTTCTAG GTTTAAGTTA AATTTGTAAA 8 97 900 

AAAAAAGTTT ATTTAAAGGA ATATTTATTG CTATTTCATA GTAATAAGTT GAATGATAAT 8 97 9 60 

GCTCAACCAT ATTTTATTAT GCCTTTTATT ATTTTTAAAT CTTGCCATAT TTCTTTTTTT 89 8020 

AATTCTGGAT TTTTTATTTG ATTTGTAGGA AGATATGTAA AAACTAATGG AATGCCTTTA 89 8080 

AATCTCAGCT CTATTCCTCT TACAATGTGA ATTCTTAGCG GTTGATTTAA GAAAAAATCT 8 9 8140 

ATTTCTTCGC AAGATAAAAT TGCTTTAGGA TTTTTGTTGC TGATTTCTAA GTTAAGTGAT 8 98 2 00 

TCAATAGTAT CTATTATTTT " ATAATTGTAT ATGTTTATGC TTTTGCACCA TTTTGTTATA 89 82 6 0 

ATATCCCTTG' AAGGTTCGTT AAGATAGTTT TTGTTTACAT ATATTATGAT TTGATCGTTG 89 83 2 0 
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ATACCTTTTT CTTGTAAGCT ATTATTTAAT AATATGTTTT TTGAATTTTG GTTTTCCAAA 898 3 80 

GGTAATTTTG CAGGTTCTTT GCTATTTTCG TTTTTTTGAT AAATTTTAGT GTTTTTAGCT 8 9 8440 

TTTTCTATTT TTTGTTTAAT TTCATTGTCT ATTTCTTCAA AATTTTCGGT AATTTTGCCT 8 98 500 

TCTATATTAT TTGTCAATAT TTTAAGTAAA AAAAGTTTTT TAGTTAAAAC GC TAT TAT T C 898 5 60 

ATAGTAAACT CTTTCTAAAA ATAAAGCATT TGCAGGTGCA GTTGTTCTTG CAAGGTTTGT 8 98 62 0 

ATTTTTTGAT TTTAATATTG TTTCAAAAGT AGAAATTGAT TCGTTTTTTA TTTCAATGTC 8 98 680 

CAGCATTGTG CCTATTATTG ATCTTACCAT TTTCCACAAA AAAGAAGATC CTATTATTTC 8 9 87 40 

AAAAATAATA TATTTTCCTC TTTTTTTAAA TTTGGCAAAA TATATATGCC TAAATTTAGA 8 98 800 

TTTGCTTTTA TCTTTTATGC ATGAAAATGT GGTAAAATCA TGTTTTCCAA TCAATGTTTT 8 988 60 

GGCCATTTGG TTTAAATTGC TTATGCTTAG TTTTTTATTT AC AT AGT G AG CTTGATAACC 89892 0 

TTCCCAGGGA TAGTAGTTAT CGCTGTTTAA TATACAATAG CTATATTTTC TTTTTTGAGC 89898 0 

GCTAAAACGT GGATGAAATG AATTTTTTAC ATACCTGAGC TTTAGTATTT TTATGCTGTT 8 9904 0 

TTTTAATAAT ATTGCATTTA AAGCTTTTTT TAGATTGTTT AGCTGAATAT TGATTTTTAT 8 9910 0 

AT C AAAAGT T ATTATTTGCT TTTTTGCATG AACGCCTTTA TCTGTTCTTC CGGATGAATG 89916 0 

AATTTTTACT TTTTTTTTAT TGATCTTCAT TAGAGCTTTT TCAATTTCTC CTTGAACTGT 8 9 9220 

AGGCTTTGTT GGTTGTATTT G AAAT C CAT G GTATATGGAT CCGTCATAAG CGATTTCAGC 8 992 8 0' 

TAATATTTTT TTCATTTATT TAAGATTTTT CATTTCCTTT GATATTTTAA AGTAAACTTC 8 9 9340 

TTTGATTTTA TCTAAAAGTA TTGAAGGCTT TTCTTTTGAA AATTTACCCA TGCCTGCTAT 8 9 940 0 

TTTAGAAAGA GTGGTTTTTA TGTCGTTTAA TT.GTTTATAT CTATATTCTT TATTGTCTTT 8 9 9460 

ATTTCCATAA AAGTATTCTA GAAGGCCTGA TAAGTATAGC ACACTATCAT AGCCATAATT 8 9 952 0 

TTTGTCTGTA TCTGGGCCAA ACATGGTTGA TGCACTAACA GGTTCTGAAT TGTCTTTATC 8 995 8 0 

TTTTTCAATA AC T AGTTT AT AAAGGTATGC AGCTTTGTGG TAAAATATTT TTTGAAGATA 8 99 64 0 

ATTATAGTTT TTGTTTGGTT CTTCTTTTTC AAGGTCTTCG AATGTCCAAG CGGCTCTTAT 8 9 970 0 

TGCTGACTTT GCTTGATTTA ATGTGGGGTT ATAATTCTTT TCCAGATGCT CATAAGACAG 8 997 6 0 

CATGGCAAGA ATATAGCTTG CAGCTCCTTC TTTTAATGTC CTAGGTTTAC TGAAGTTGAG 89982 0 

■CATGTTGTCA AAAATTGTAT TTATTTTTTT TCTTTCGTAT TTTTTGTTTT GCAAAATTTC 89988 0 

TTTCTTGTTT TTAGGGATTG AATTAAATTC GCTTGGGAAT GCTGCAAAGT AGCATTTTGG 89994 0 

ACATACTGTT ATAGAATATA TTCTAGGATA ,AATGTTGCCA TATTTGTCGT TTTTTA1?ATA 90000 0 

TTCTCTTTTT AGATCAATTT TTAACTCTCC GGCTATTAAT CTACTACTTC CGGTCAAAAA 900 0 60 

TTCTTCTTTT T G AAAT T T AA AAGAGCATAC AGGACACTCA ATTTTTTCTT TTGTAAAATA 90012 0 



TGATATTTTT 


TTCATGAATT 


AATTTTCTAC 


TATTACAAAT 


GCAATAGCGT 


ACTCCTTTTC 


900180 


ATGGGATATT 


GTTAGGTATA 


GCTTTAAATT 


CATTTTTATT 


GCAAATTTTT 


CAACTTCATT 


900240 


ATGCAAACAA 


AACTCCGCAT 


TTCCTTTTAA 


AGATTTTATT 


ACCTCAATAT 


CTTTAAGGGT 


900300 


ATAATTTATT 


TTATATTGCA 


ACAGTGGACT 


TAATGCTTTA 


ATTAAAGATT 


CTTTAGCTGC 


900360 


AAATTTTCCA 


GCTAAACTTT 


CTATAATGCT 


ACCCCCTTTT 


AATTTAAAAT 


TTTCAATTTC 


900420 


TTTATGTGTA 


AAGAACCTCT 


CCATTTTTTT 


CTTATTTTCT 


AAAAAATTTT 


TAAATC TTT C 


9004S0 


TACTTTTATT 


ATATCACATC 


CTATTGACTT 


CATGGTTTGA 


TCTCTGAGCT 


TTCAATTATT 


900540 


TCTAGTTTTA 


TTTTTTTGGG 


TTCATAATCA 


TATATTTCTG 


TTTCATTGAT 


ATTCTCTTTA 


900600 


AGAATTATAT 


TTGCAGCAAT 


GTTATAAATC 


CCGGGAGTTT 


TTATATCTGC 


TAAATCAAAA 


■ 900660 


GCAAGGCTTA 


TATTTTGATT 


GTTTATATGA 


GCTTTAATTT 


GTTTTTCAGA 


AAGTCTTGTT 


900720 


TTTATTTTTA 


CGAACATTTT 


ATTTTCTGAG 


TTTATTATTT 


TTTCTTTATC 


TTTAATTTCA 


900780 


AGGCCATTTT 


TAAGATTATT 


AAAAATAAGA 


TTAGGAGATT 


TTATTGTTGT 


GTTTGAATAT 


900840 


TTTTTGTTTA 


AATAAATATT 


GACTACCACG 


TGACTTTTTT 


CAAACATAAC 


TAGAGGATTT 


900900 


GGTGGAACTA 


CTTCAAGATA 


ATCTGATACA 


AATAGAGTTC 


TTGTGTCAAA 


CTCTTTTACG 


900960 


TTGGTTTGAA 


TGGTGTTTAT 


TTTTTTGAGC 


TCTTGCTCAG 


GT C C AT AT AC 


TAATAAATTC 


901020 


TCAGGTAATA 


TATTGTATTT 


TGCAATAAAA 


TATTCTCCCT 


TGCCATCTTT 


TTCTATAAGT ^ 


901080 


TT AAAC TTGG 


GTTCTATTTT 


AACTAATTTA 


GAGACTTTGT 


TATCAAGATT 


TAGCAACACA 


901140 


TTTGTTTTTG 


AAAGCTTATA 


TTCTGCAATG 


TGTATTGAAT 


TAAGATTTTT 


TATTTTTATT 


901200 


GGTAGCTTAT 


AGCTTCCAGG 


AATCTTTATG 


CTTGATGCTT 


CAATAAATAA 


TATTATTTTA 


901260 


TTAAGATCAA 


GGTATTTTAA 


GTCATCTTTG 


TTGACTTTTA 


TTGTAATCTT 


GATTTTGCTA 


901320 


AAGTCTGGTA 


TTTTTCCAAG 


AGCTATTTGA 


TCATTCAAGA 


TAATTTTGAA 


TTCTTTTTCA 


901380 


GTTGTTATTG 


ATTCTATTTT 


ATTAAAGTTA 


AATGCTACAA 


' ACATTAAAAT 


AGCTATTAAA 


901440 


ATGGAAATAG 


CTTTGTTTTG 


CCAATCATCA 


AATAGCAACT 


TT ATT AT ATT 


TATTATTTTT 


901500 


TTGCCTATTT 


CCATTATTTT 


ACTCTATTAG 


CTCTAGATTT 


AACTTATTTC 


TAATTTCACT 


901560 


TAAGCTTAAA 


TTGTATTCCA 


ATTTTGCATT 


GATTGTAATA 


GAAATAGATC 


CAGTCTCTTC 


901620 


GGAGGTTATT 


ATTGTTATTG 


CATCAGAATT 


TTCAGAAATC 


CCAAGTCCTG 


CTCTATGTCT 


901680 


TGTTCCAAAT 


GCTTTGCTAA 


TAGAATCAAC 


ATTAGATAAT 


GGTAAAAATG 


AGCCTGCGTA 


901740 


TTTTAATTTA 


TTCTTGCTAA 


TTATTACAGC 


TCCATCGTGA 


AGAGGAGTTT 


CGCGCTCAAA 


901800 


TAGTGATATT 


AGCAGTTCAC 


T AG AT AT TAG 


CGCATCAATT 


TTAGTTCCTT 


TGTTTATTAT 


901860 
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TTGCTCCAAC TGTATTTTTT TTTCAATGCA TATCAAGCTG CCGGATTTGT TTTCAGATAG 9 0192 0 

GTGTTTGACT GCTTTTAGGA TTTCAGAAAT AACTTTTAAA GTTTCTTCTT TTTTATTTGA 9 019 3 0 

AAGCTTAAAG GCCAAATTGA AATTTCCAAT TTGCATTATT ATTTTTTTTA TTTCTTGATT 9 02 04 0 

AAAAAGTATG ACTATTGCTA TTGGTAATAT ATTGGCTATA TAATTTAACA GCCAACTAAT 9 0210 0 

AGTATAGAGA TTTAAATAAT ATGAGATAAT TCCTACAGAG ATAATGATCA ACATTCCTTT 902160 

TAATAGATTT GTAGAATAAG AATTGATTAC GTTTTTATAT ATGTAGTATA CTAGGATGCT 90222 0 

AATTAAGCTT AGATCTAAGA TTCTTGAAAA AGTATCTTTT ATTTGATTTA AATCATTTAT 9022 3 0 

GTCTATCATA AATTTTCTAC TCAATGTGAA AACACTGTAC TTATTAACCT ATATTAGTAT 9 023 4 0 

AATATAAAAT ATATAAATAA GCACAGTTTG TAATTATTAA ATTAAATTGT TTTTGAATTT 9 02 40 0 

ATGAATGAAA GAGAAAATAT TATAGCTTTA ATATTTGATT TTGATAATAC TCTTATTTAT 90246 0 

GGCAATATGC AGCAAGTACT GTTTGATGAG TATTGTGTTG ATTCTTGTTC TTTTTGGAGA 902 52 0 

GAAGTTGAAG GTTTAGAGTA TGTTTATAAG CAAAACGGTT ATAATATAAT TTCTAATGAA 9025 8 0 

ATGATATATT TATCCCATTT TTTAACCTAC GTAAGGGAAG GGTTTTTTGA AAGTCTGGAT 9 02 64 0 

AATAGAGCAT TATTTAATTT GGGTGCTAAG TTAAGATTTT TTGAAGGGGT TATTGGCTTA 9 0270 0 

TTTGATGAGA TAT C TGAAAT AAATAAGAAG TTGGAAAATA GCAAGTCTCA GATTAAAATT 9 027 6 0 

TACATTGTTT CAAGTGGGTT TAGACAAATG ATTTTGGGAA GTAAAATTGC CCCTTATGTG 902 82 0 

AGTAAAGTGT GGGCATGTGA GTTTATAGAT TCTTATTTAA TGCCTTTTTA CGAACTCAGA 9 02 88 0 

GATGAT AAAT TTTCTAAAAA TAAGATTTTA AGCAGTGTTT GCTACTTTGT AGATCATACA 90294 0 

ATAAAAACCA GAGTTATTTT TGAAATCAAT AAAGGGTCTT ATGAGAAGAT TAATGAGAGA 90 3 00 0 

GTGCCAAAGA GCAAAAGACA AATTCCTTTT AAAAATATAT TTTACATTGC AGATGGATTT 903060 

AGCGATGTTC CGGCATTTGA AATC TTGAAT AATATTTTGA AACATTGTAG AAAT AC TTTG 9 0312 0 

ACAGTGTATC AT GGAAATGA TAAGAATGCA AAAAAATTGT TTTATGAGAA TAGAGTTGGA 9 0318 0 

GATTTTGCTG AGGCCAATTA TACTAAGGGT ACTAAATTGT ATAATTGGAT AATGGAGAAA 9 03 24 0 

ATTTGCTTGA GCGTATGATT CATGTAACTT ACTTTTGTTT AGTTGATAAA AGCAGTAAAA 903 3 00 

AAACGAAAAG AGGGGAATAT GCTTAAAGAT T T AAAT AC AA ATCAAGGGTT AAAGCCTTGG 903 3 60 

AGAGTGGAAT CTGTTTTTTA TTGTATTGTT ATAGTTTTAA TATTTATTGG GGCCTTTAAA 903 42 0 

ATAGCAGAAG CCGTATTTAA ACCTTTGGCT ATTTCCATAG TGTTGGGATT TTTAGTTTAT 9 03 43 0 

CCTGTTTATA CTTTTTTAGC AAGATTCAAA GTCCCAAAAT TTTTAATAGT TTTTATTATA 903 540 

TTTTTTTTAT TATTTTCTTT TTCTTATTTG ATTTTTAGTT TTGTTTATTA CAGCGTTACT 903 60 0 

GTTTTAATGA AGCAATTGCC ATACTATCAA AACCAATTAG CATTTATCAT GAAAGATGTG 903 6 60 
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CTTAGTCGAT ATAAAGTTGA TAGTTCTGTT ATTAATGATG TGAATTTTTC TGGTTACATT 903720 

TATCCTTTTT TAACAAGAGC TTATAATGAA ATTATTGGAT TTACAAGCAG TTTGGTAGTA 9 03 7 80 

GTTTTTTTGC TGTTGTATTT TTTGCTTTCA G AAAT AC AT G TTTTTGAAAT GAAGCTTGAT 9 03 8 40 

AAAGCTTTTA AAAAGCCGAT AT C T AC TAG A TTTATTGGGG C T T TAG AT AC CATTAATAAT 9 03 9 00 

CAAATTGGCA AATATTTGGG AATAAAAATT CTTGTTAGTT GCTTAACGGG CATTTTAGTG 903 9 60 

TTTATTGGAT TAACTTTGTT TGGGCAAGAT TTTCCTCTTG TTTGGGCAGT TCTTTCCTTT 9 040 20 

GTTTTCAATT TTATTCCCAG CATTGGATCC ATATTAGCTG TGTTTTTTAT TGTAATAACA 9 04080 

' TCTTTAATTC AATTTTATCC AAATTTAAAC ATAGTGCTTT ATGTTTTTAT ATATAATACT 904140 

TCTATTCAAA TGTTGATTGG AAATATTCTT GAG C C AAAAA TGCAGGGGAA AAGACTTGAT 904200 

ATTTCACCAT TTTTAC TTTT ATGTTTTTTG TTTTTTTGGG GATGGC TTTG GGGTATCGTA 9 04260 

GGTCTTTTAA TATCTTATCC TTTCACTGTG ATTGTAAAGG TAATAGTTGA TAATGTGAGT 9043 2 0 

TGGCTTAAGT CTTTTTCTGT ATTTTTGGGT GGCTCTGAGA TTTTAAGTAA T ATT AGC CAT 904380 

ATTTCAAGTA AAGATAAGGA GATTTGATTT TGAAAAGAAA GGTTATGCTT AC GGG AG AT A 904440 

GGCCTACTGG CGCTCTTCAT TTGGGGCACT ATGTGGGGTC TGTAGTAAAT CGGTTAAAAT 9 045 0 0 

TTCAAGAAGA GTATGAAACA TATTTTATTA TAGCCGATTT AC AT AC TTTG AC T AC AAAGC 9 045 60 

CTGACTTGAA GAGCATCAAT AC AATAC CTT CTAATGTTAG AGAAATGGTT T TAG AT TAT C 9 0462 0 

TTGCTTGTGG AATTAATCCT GATAAGGTTA GTATATATCT GCAATCAGCC ATACCCGAGC 9 046 8 0 

TTTTTGAGCT - TCATTTAATA TTTTCAATGA TTGTTACTGT TGCGCGCTTG CAAAGGATTC 9 04740 

CAAGTATAAA AGACATGAGC ATTGCAGCTG GACTTAAAGA GATTCCTTAT GGCCTTTTGG 9 048 00 

GGTATCCTGT TCTTATGAGT GCAGATATTT TAATGACAAA AGC AAAT TT A GTTCCCGTTG 9 048 60 

GGCGTGATAA TGAATCTCAT ATTGAATTTG CAAGAGAGCT TGCACGAAGG TTTAACCATT 90 4920 

TGTACAAAAA TAATTTTTTC CCAATACCCG AATCTGTTTT CACAGATTCT CGTCCTTTGG 904980 

TGGGTATTTA TGGCAAAAAT AAAAT G AGC A AGAGCCTTGA - TAATGCAATT TTTTTAAACG 9 0 50 40 

" ACGATGAAAA TTTATTAGAA AAAAAAATTA TGTCTATGTA TACAGATCCA AATAGGATAA 9 05100 

GGGCAGATAT TCCTGGCAAT GTTGAAGGTA ATCCCATTTT TATTTATCAC AGTTTTTTTA 9 0 5160 

ATAGTAATCA TGAAGAAGTT GAGGATCTTA AAAGTAGGTA TAAGAAGGGT AAAGTAGGTG 9 0 5220 

ATGTTGAGGT TAAGAAAAAA TTGTTTTTAG CTTTGAATAG TTTTTTAAAG CCAATAAGAG 9 0 5280 

ATAAAAGAAG TTTTTATGAA GCCAAAAAAA AAGATTACAT TGATGAAATT' ATTTTTGATG 9 0 53 40 

GTACAAGCAA GGC GAGGTTT ATTGCAAATA AAGT AG T AAA AGATGTTAAG GATTTAATAG 90 5400 
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GGCTTTCAAA AACTTGGAAT GGAATAAAAT ATAGCGCTGA GAAAAAATTA AAAAATGAAG 905 460 

AATGAAAATT ATTGATTTTA TGCTAGACTT ATATTAGTAA* TTAACTTATT ATTTAAATCA 905 520 

AACAATATTA ATTATTAGGT AGATTTGCCT TTTTTATTAA TTTTTTGTTA AATTCTAGTA 905 580 

GCTTGAATAA AATGTTTCTT TTTGTGTAAA TAACTTCGCT GAGCACTCTT GTTACTGGTT 90 5 640 

CTGTCTTTGA GATTCTGATC CATAAGGTTG CAACAATTTC TTTATTAGTT TTTAACAATA 9 0 57 00 

CCTTTAATCC TCCCGAAGAA TCTCCTGTTC TAATCTTAGA TTGTCTTTTG CCTTCATAGT 905 7 60 

TAATGATTTC ATAATCAACT ACTGATAATT CTTGAAATAA CTTATTACTT TTTATCTCTT 905 32 0 

TAATCAATAG ATTTTCATAA TTGCTTTTTA AAATTTCTTG ATTTTCTATT TTTAGATTTG 905 8 80 

TTAAATTGGC TTTTTTGGAT GATACTATTA CATTACTATA AAAATTTGTT GTATTTAAAA 90 5 9 40 

TATCTTTTAA GTCGTACTTT TCTTTATAGT GGTTTTTAGA CAATTTACAC CATATTTGGT 90 6 000 

AAAGTTCTTT CATTTTTAAT AATTTTACGA TACTAAGTAA AGTAGTAATT GGGTCTCTTA 906 0 60 

CCCTTGAAGG ATGAATTATG CATCCCCCAT TTGATCCCTC TCCTGAGATT TTTACAATCA 906120 

ATCCCTGGGC TCTTAAATCA TCTGCCATCT CTGTTAAATT AGCTTCTCCA ACCTCTACTC 90 6180 

TATAAACTTT GGCGTTGAAA AAATTTGCAA TTTTTTCAAT AT TT AG AG AT GTTGCATCAT 9 0 62 40 

TGGTTACTAT TGCTATGTTA TTTTTTATTC CTGTATAATA AAGATAGCTA AGTTCTGAAA 9 0 63 00 

TGACTACAAG TGCAAATATT TTTTGTGCTT CGATGATATT TGCAGTGTTT GTGGCTTTAT 9 0 63 60 

CTATAAACAC C AG AT T GC C C CTATCTCCAT CACAATCTGG T AC GT AT C C T AGCTCAAAAG 9 0 6420 

AATTGTCTTG TATATATTTA TTTTGTAGCA ACTTTTTACA TTCATTTAAG GATTTTCCTT 90 643 0 

CAGGAATAAT ACTGTGCTTA AAAATACCTA TTTCGTCATT ATATAATTTT ACTTTCAATC 90 6 5 40 

CCAAAGATTC TATCAATTCT TTATCTATCG AATTGATTCG GGAGCTTCCG TTCATCTCTG 90 6 600 

CTATTATTCC AATTGGATTT TTTAGTATTC TTTTCTTTAA AATTTCGATA TTTTTATTGT 90 6 6 60 

TAATATCGTT TTCATATGCT ATTTCATGTA TTAATGATTT ATATGCTTCA TAAGATTGGT 9 067 2 0 

, TTTTATTTTT TCTTTCTAAT TTTATTATTT TATTATAATA TTCTAAATTG GATTTATCTT 9 0 67 80 

CATCAAATTT GTTTAGAGTG TTAATTAAAT GGCTTATTAG CTTTTCATTT TGGCTATTTT 90 6 3 40 

TTTTAATTTG CTGTATTATT TCATTAGCTT TTGCGGAATT TAGTACGCCA CCATCGTTTA 9 06 9 00 

ACCCTATTTT TATCCCATTG TATCCTATTG GATTATGGCT TGC GGAAATA TAAA.TAAAGC 906 960 

CCTTTGAATC TTTGCTGTTT TTTGTATAAG CTAAAATTTC AGTTATTGGA AGTATTCCAA 907 02 0 

AAAATC TAAT CTTTTCTTTG TTTGTTATTA ATATTTTTAT TGTTATTTCT GCAATAATGT 907 08 0 

TGCCAGTTGG TCTTGAA.TCT AATCCCAATC CAATATAGGG CTTAGATTCA TTTTTAAAAT - 9 0714 0 

AATTTGATAT TGTGAAGATT ATTAGTGCTA 'TTAGTGCTTT ATCTTTATTG TTTATTTCAT 9072 0 0 
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TTTCTGTTGA 
AT AT C AT C T C 
TGTAAATTTC 
GTATAGCCAC 
.TTCTTTAAGG 
TGAT AC TTGA 
ATTTTCCTTG 
GTTCAACAAA 
TTTGCAATCA 
TCTAATGCTT 
TTTTGATTTA 
AATACTTGAA 
TAACAAAGAT 
GGTTGC T AAA 
GACTA.GTTGC 
CTTGA'TTAAA 
ACCTTTAGTT 
AGATAATAAA 
AATTTTAAAA 
TAATGTTGAT 
TAATTGTTCT 
ATTGGCAGTA 
AGAGATTGTG 
ACTTTTTAAT 
TAGAATTATA 
GGAAGTGTTA 
CCTTCCTGCA. 
ATATTGTTGT 
GTTATCAAAA 



ATCTTCA.TTT 
AT C AAAAGC T 
TTCTCATTGA 
TT A.TGTTA.TT 
GTTTTGGTTT 
AAAACTTAAT 
CGATACCATG 
GGCTTGGTTG 
G AAG AAGG TG 
TTCCCATACC 
GCTAAAAATA 
TTTAAAGAAA 
GGTAGTTTTG 
A.GATATGAA.T 
AAAACGGATG 
A.GTGTA_AATT 
TATTGT'TATG 
AATGCTAATT 
GATATTTATT 
AATATGGGCT 
T.CTGGGTTTG 
AATGGTGAAA 
CAAGAGTTTG 
TTAGAGTATT 
GAGCAAGATA 
AAATTAATAG 
AAGT T ATT T A 
AAAAAGGGGA 
GATTATGGTT 



TT 1 T G ATT T T G 
TTTTTAAAAT 
TATTCTAGTC 
ATACTTAAAA 
TAACTTATGA 
TCTGGCAAGA 
AAAAT AT T T T 
AAGATAATTT 
A.TTGTTATAT 
TTTCTTTTGG 
GGGCGTTAAA 
AATTTGGAGA 
GATTTTCATT 
CTTTTTGTGG 
AATTTATTTC 
TTTGCAATCT 
A-AAAAC T G AA 
CTATTTTGGC 
TAAAGCTTTA 
TTACAATTAA 
AATTTAGTTT 
A.TCGTTTAAC 
AAAATAAGGG 
TGATAAAAAA 
AAGAAATTGG 
AAAATCCATT 
TTAACATGTT 
TGGATAATTC 
TGCTTTGTGG 
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CAAAAATTTT 
TTTTCA.TGTT 
ATATTA.TTGC 
ATTTGTTTTT 
ATGTTAAAGT 
TTTGTCCTAA 
TAATATTTCG 
AAAAAAATAT 
TTTTTCTTCT 
AATCTTAAAT 
TG AAG AT T T A 
ATTTCCAAAG 
TTTGGCTTTG 
CAAAATGATC 
AAAATCTTTG 
CAAAAAAGAA 
TAGCTCCAAT 
TTTGCCTGCC 
TGAATCTGGT 
TTTTAAAGCA 
T AAAAGC AAA 
TTGTGTTGAT 
TAATAGACTG 
TATTGATGAA 
TAAJVTATATT 
AATTTTAACG 
GCTTAATA.GT 
TGCTAAGAAT 
GCTATATAAA 



TCTAAA.TCCT 
AAGTGAATAT 
TATAA'^TTTA 
TTGC TTAT AT 
TGATAAAATT 
TACTCTTGAA 
GATGAAATTT 
TTTCATGATT 
TGTGATCTTG 
GGTGGCTCTG 
TATA'TGTTAT 
GGGATAACAC 
AAAATTAGGC 
AAGCCCTCAA 
GAC GAT TTAT 
GATGTTTTCA 
TATCAATATT 
GGTCATGGTC 
AAAAG ATT T A 
CTTGCTTTAA 
GCGGAJTTTTA 
ATTGGCGGGG 
CTGTTTAATT 
AT AA TAG AAA 
TCGGTTGAGC 
GT T GAT AG AA 
AATCTTGAAG 
TTTAGCGCTC- 
TGGACTTTTT 



GAAGGAGAAA 
TGTTTAAGCA 
ATAATCAATA 
TAATAAGCTT 
TTTTCTGAAA 
TCCATTAAAT 
TGAGGTTTAA 
TTTCTAAATT 
AAAATTTGGG 
C AAC AAGT T A 
ATGAATCTAA 
CAGCTTATAT 
ATCTTTTAAT 
TATTTCAAAT 
TTGCAGATGA 
CAGCTGTTCA 
TTACTCTCAA 
AAAATTTTAA 
TATATATTGG 
TGGCTTTGAC 
AGGGAGGGAT 
GGATTTCTTC 
GTGCAACTGG 
AAATGCCCAT 
AAATAACGTG 
ATAGAAGATT, 
ATATATGTGG 
TTCCTGATTT 
AAAAACCTTT 



907260 
907320 
907380 
907440 
907500 
907560 
907620 
907630 
907740 
907300 
907860 
907920 
907980 
908040 
908100 
908160 
908220 
908280 
908-340 
908400 
908460 
908520 
908580 
908640 
908700 
908760 
908820 
908830 
908940 
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TCTTTTTTGT TTTTTAGCTT TTTTTGCTTA AATTTAATTG CGATAGAATC TTTACCAGAA 90 9000 

ATAGATTATG AATATTTTAA CAAGGATAAA TCAGATCTTG TAGATTTGAT AAAATTCTTA 90 90 6 0 

GGTGAATTAG ATTTTCAAAC TATTTTAAAA GATAGAAATT TAT T TAT T GG GATTAGAAAT 90 912 0 

TTAACAAATT TTAAGAATGT TCAAGAGCTT AATATCGATG ATATTAATAG AATAAAAAAG 9 0 913 0 

ATTAATCCAA TTGGTATAAT TTTATTTAGA GAAAATTTAA AAGATGCGGA GCAGACAAAG 9 0 9240 

GGATTGATTA ATGCAATAAA GAGTCATATT GGACATGATA TTTTTATTGC TATTGATGAA 90 93 0 0 

GAGGGGGGAA TAGTTAGTAG AGCTAGTGAA AATAAAAAAA TGGGGGTTTA TAATTTTCCG 9 0 9360 

GCCATGGAGC ATGTGGGGGG TGTTAAAGAT TTGCATCTTA TTTATAAAAT TGGTGAAGTT 9 0 942 0 

CTTGCTAAAC AATTGCGTAG ATTGGGTATT AATTTAAATA TGGCTCCAGT TGC CGAT AT A 90 943 0 

AAATTTGCAC CACATACTCC TTTATTAAAT AGGACATTTG GAGGATATTC CGCTTATAAT 909540 

ATTGGACTTA TGGTAGAAGC TTTTATTGAT GGTATGCAGA ATAATGGAGT ATTTTCGGCA 90 9 60 0 

ATCAAACATT TTCCTGGATT AGGGGGAACA ACTACAGATA CACATAAATA TTTAGCATTT 909 660 

TTGCCTTATA GTAAAAGCTT TTTAATGTTA AATAATTTTG TTCCATTTGT TTTTGGTAGA 9 0972 0 

GCTGCTAAAT TTATTATGAT TGGTCATGTA AATGTTCCTA AAATTTCTAA AGATATAACT 9 0 9780 

AGCATGTCTA AAAGTATTGT T AAT AT T AT A AGGGAAAATT TAAATATTAC TAGTATTATG 90 98 40 

ATGACAGATT CTTATGATAT GGGAGCAATT ACAAGAAGTT TTTCTAATAT TGAAAATGCT 90 99 0 0 

ATTAAAAAGT CTTTGAGTTC GGGTGTCAAT ATAGTACTCA TTCCTTAGTG AAATTGTTTT 90 99 6 0 

GAAAATTTGT TTTTGGTCTT TTTACAATTT GTGTTAAATA ATTT AT AC C A TAAAAAAAGT 91002 0 

TCTATAATAA AAAAAGGATT ATATAAATAT AGAAATTCCT AG AT C T AAAA GGATAAATTC 9100 8 0 

TTTAAAAGAA GTCGATAATT TATAGTAAAT ACTATAGTTA TTAGGTATGA AATCAATTTG 910140 

AAAT T T G AAG GTAATTATGG GAAGAATTGG AT AG AG AAAT GCATGAGTTG TTTTTCCTGT 9102 0 0 

AAATATAGTA GTTCTCAGAG TTAAATCGAT TTGGGTTCCA ATAAAAAATT T T AT AG C AAG 910260 

TGTATCAGTT AAAATTGAAT ACTTGGTAAT GTAAATAGTG AAAGCTAAAT TGAAATAAGT 9103 2 0 

ATTTGAAATA AAATCTTTAT TTGTTGGGAT AGTAAAAAAA TTTATGGGGC TAAATTGTAT 9103 8 0 

TTCAATCCAT TC ATT AT AAG ATGTCAATAT TCCGATAAAG GCAATGTATT TATAATTTTC 910440 

ATTGTAAAAG ATAGAATTTA TGTAATTATG GTAAATTATG CCTATTTTTA TTTTTTTTTT 910 5 00 

AATTAAATCT TCTTTAGGGA ATTCCCATCG AGAAGTAGTT AATTTATTTT GAAAACAAAA 910560 

TAAATTAACG CTACATATTA AT AAAAT AG C ACT AT AC T T C ATTAGTATCA TAGTAGTTGC 910 62 0 

TTAATATTAT ATATAATAAT ATTATATTAT ACAAACAGTT" TTTTAAACTA TTATTAATTT 910680 

GATTTAATTT TTTTTATACT ATTAAATTAT ATTTA 910715 
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(2) INFORMATION FOR SEQ ID NO : 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 116217 base pairs 
(3) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

TAAATCCAAA CACTACAAGA TTCCATATAA CAAAAAAAAA TTTCAAAAAG AATGCTTTAA 6 0 

AATTAAGATT TTCTGACTTC TTAAAATCAA AAATTCAAAA TGGAAAAATT ATAAAAGCTT 12 0 

TCCAAATGAA AAATGAAAGA ATCATTTCTC TTGAGATTTT G C AAAAAG AT ATGATTATCT 13 0 

TATTTATTAA ATTGTGGCCA TCCTCGCCCA ATATAATAGC TACAAATTCA AACTTTAAAA 2 40 

TACTAGATGC ATATTACAGA AGGCCAAAAA TAAAAGAAAC AACAGGTGAA ATCTTTTTAA 3 00 

AAGCTAAAGA AATACATGAA AGCAATAAAA TGTCTGATAA AAAAAT T AT G GAAC T AAAGG 3 60 

AAGAATATAA TAATACCAGC TATACATCTT ATTCTGAATT TCTTGAAAAT TACTACGAAT 42 0 

CGCTTAATGA TCAAATTAAA AAAACCAATA TAAAAGAATT GCTTATTGAA AAATATAAAA 48 0 

AAGAGTTAAT TGTTTTAGAA AAAAGAATAG ACTCTTTAAA ACAACAAATT AAACTGCTTG 54 0 

AAAACATTGA AAACGAAAAG GAAAAAGGCG AATTGATTTT ATTAAATATT AACAAAATAC 60 0 

AAAAAGGGAT TAAAGAAATA AACCTCTTAA ATTATAAAGA AGAAAAAATT AAAATATCCT 6 60 

TAAACCAATC ATTATCACCA AAAGAAAATG CCTTGCAATA TTTTAAAGCA TATAAAAAGG 72 0 

GCAAAAATTC TTTCAAAACC ATACAAAATC AATTAAAAGA T AAT C TAG AT AAATTTAATT 78 0 

TAATTCAATC AAAAAT AAC A ATGTTAAAAG TCGAAAATTT AATTCCGGAA GAAGAATATA 84 0 

ATCAAGAAAA AACTGCTATT AAAGAAAAAG AAAAAACGCC AAAAAT AGGC TTGCATTTTA 90 0 

CCTATTGTGG ATTTGAAATT CTTATTGGAA G AAAC G C AAA AG AAAAC GAT AAACTTTTAA 9 60 

GACATTGCGT T AAAGG AAAT GACTATTGGC TTCATACAAG AGATTATCCT GGAGCTTATG 102 0 

TTTTTATTAA AAATCAAAAA AAT AAAAC T C CTAGCCTTGA TGTCCTTTTA GGTGCTGGTA 108 0 

ATTTATGCGT ATTTTACACA AAATTAGCAA AAAAAT C GGG AAAAGC C GAT C TTTAC T AC A 1140 

CTCAAGTTAA AAATTTAAGA AGAGTTAAAA ATAAAAAGCT GGGCCTTGTA ATTCCAAAAG 12 00 

CAGAAAAAAA TTTACATATT AAGCTAGATG AAAA.T C T AAT AAAAAAAATA AAAAAT C AAA 12 6 0 

CCTAAACACT GCTTATAGCA AAGTAAAGTT TTGAATTTTT TACAAAATAT- TGTTATTCAA 13 2 0 

TGACAAAAAG CATAAAATTT ATAAAAGTGG AGGAAGAACT TTATGATTTC AAAGTTAACA 13S0 
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AAAATTGTAG CAACAATATC TGATCTTAGA TGCGAACCAG AAC AT AT AAA AGATTTACAC 1440 

GATGCAGGGG TAAATGTTAT AAG AC T AAAT ACTGCTCATC AATCACACGA AGATACAATA 15 0 0 

AAAGTAATAG ACAATGTTAG AAAAATTTCA AATAAAATAG CTTTAATGAT TGATACAAAA 15 60 

GGACCAGAAG TTAGAACAGC AAATATTGAA AATCCTATTA TTGTAAAAAC TGGAGACAAG 162 0 

GTAATCATTT CAACCTCGCC TATTAATGAG CCTAATAACT TTCAAACCAA TTATGATGGA 168 0 

TTTGTTAAAG AAGTACCCCA AGG AT C T AAA GTGCTAATTG ATGACGGTGA ACTTGAAATG 17 40 

ACTGTTGTTG CCAAATTGCC TGACAGATTA ATTTGTGAAA TTAAAAATGA CGGCCAAATT 18 00 

AAAAATAAAA AATCAATCAA TACCCCCGGA ATTTCTCTTA AGCTACAATC AGTAACCGAA 18 60 

AAAGACAAAG GATTTATTGA GCTTGCAGCA AAATATAATG TTGATTTTAT TGCCCATTCG 192 0 

T T T G T AAG AC ATTCCAAAGA CGTTCAAGAT GTTCAAGAAA TTTTAACTGC CTCTGGAAAT 19 8 0 

CCTGATGTAA AAAT TAT ATC CAAAATCGAA AATCAAGAGG GAATTGACAA CATTGAAGAA 2 040 

ATTGCAAAAG CTTCTTACGG AATAATGGTT GCAAGGGGAG ACATGGGAGT TGAAATTCCT 2100 

GCAGAAGATG TACCCATTGC TCAACTTAAA ATAACACAAA CCTGTATAAA GTATGGAATA 2160 

CCCGTGATTA CAGCAACTCA AATGC TTC AT ACAATGATTG AAAATCCAAG ACCTACTAGA ' 2220 

G C AG AAG T GT CTGACATCGC TAACGCTATT TTAAACGGCA CAGACGCAAT TATGTTATCC 2 2 80 

GGAGAAACCG CCTACGGGAA ATATCCAATT GAAGCTGTAA AAAT GAT G AC AAGCATTGCT 2 3 40 

AAAAAAGTTG AAAAAC AC AG AAAAATGAC C T T AT AT AAGG ATGAACTTTT TT AC GAT AAA 2 400 

AGTATCACAA G AAAC TAT AT TATCAAATGT GCAATTGATG CCACAAAACT TATGGACATA 2 460 

AAAGCAATTA TTGTAGATTC TCTAAAAGGC AAAACCGCAA GAATAATGGC AACCTACAGA 2 520 

GCAAGTGTTC CATTATTCAT TACAACAAAT AGCGAAAGAC TAGCAAGAGA ATTAGCATTA 2 580 

TCTTACGGGG TTTATTCTAA TCTTGTAGAC AATAATTTCA AAAGAAC T AC CGAATTTGTA 2 640 

GTAACTTCTC TTAAAATGTT AAAAGAACAA GGTGTTGTTA ATG AC AAAG A TACTGTAATA 27 00 

ATTATTTCTG GAAATCCAAA TAGAAATATT GAAAAAGGAA CAGAATTTAT GGAAATAAAC 2 7 60 

ACAGTAGAAG ATGCAATCAA AGG AC G AAAT ATATAAAGCA AGC TAG AAAC TCCTTGGTTG 2 82 0 

AAAACATATT TTATTCAGAT AATACAAACG ACTTGTCATT TAAGTTGGAA GAAAAAAAAA 2 3 80 

CTCACAJVAGC CCTCCTAACA AGTTATGGGA GCTATGAGTT TTTTTTAAAA AATGAATGCT 2 940 

TGTTTAAAAA AATAATATCA AATCAAACTA ATAATGTATT TATAATCTCT G AGG C C AAA A 3 00 0 

GCAATTTTTT AATTAATATA TCCAATCACA ATGTGTGGAA AATTTTTAAT AAAAATATTA 3 0 60 

AAGTAAACCT AAAG AT ATT A AAAT TAT TAA AAACCTTAAA TTTTATTAAT AT AG AC GAT A 312 0 

AATTAATCGA AAATGATCAT AAAAT T G AAA TTACATTGAA TTTTATTAGC AACATAAAGG 318 0 
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AAAACATAAA AATAATTCCA ATAATTTTTG GAAAAACTTG CAATAAACAT TTACTAAAAT 3 2 40 

TTTGCGAGTT TTTAAAACCT TTTATAAACA GAGAAGAAAA TTCATTTATT TTTCTATCTT 33 00 

GCTTTATTTC AAAATCTACA AATATAAAAA AAGCCTTAAA GTTTGAAGAA AATTTAAAGC 3 3 60 

ATATCCTTCT TGAAAAAAAA TTGCCTAATC TTAACCTAAT ACTAGAAAAC TATAAATCAA 3 42 0 

AAAAAATATT TCCGGAAAAT ATAAATGCAA TC ATGAC CAT TTCAAGCCTT TTTAAACATT 3 48 0 

TCGAATTTAC AGACTCAAAA ATAACATTTA ACTCCCCAGA ATACTTGATA TCAAACAGTA 3 5 40 

TTCTAATAAG ATAAAATTAT CAAAACTAAA ATTTATAAAA AGTTTTCTAT TTTTTTGCAG 3 600 

TTTTTCTTTA AAAAAGCATC AAGCCCTATC TTTGAAATAC TTCTTAGCGC ATTAGCAGAA 3 660 

ACCTTAATAC TAACACTTCT TCCAAGATTT GGAATAAAAA ATTTTTTATT TATTAAATTA 3 72 0 

ACCTTAAAGG TTCTTTTGGT TTTTACTCCA ATATGTTGTC CAGCTCCACC TTTTTTCTTG 37 30 

GCAAGCCCTT TCCTTGGAAC ATTGTTTCCA AACATAGTTT TTTTTCCTGT TATCTCACAC 3 8 40 

TTCCTAGCCA TTTTAACACT CCTTCAAATT AAGATTTTTT CTCCAAATAT AAATCCATTA 3 9 00 

ACTTTAAAAA T AAAGC T AAA CTACCCAAAA TATTTTTCAT CATACCTCCA AAGTTTAAAT 3 9 60 

TGTTTCCATA GCTTTTAGCA AGATC CAT AT CAAGCTCTTT CCAATTATAA ATCAGCTCTC 40 2 0 

TTTCCAAAGA GACTTTTGAA TAGTCTGAAA GACAATCTTG CAAACGCTGC TCAATAGAAT 40 8 0 

ATATTTTGGA ATAATATTCG CTTGATATAG CAAACGCCTT TTTATTAACA TCTGCTATTA 414 0 

TATTTAACAA CAATTTCTCC GAAGATTTAT CCCCCAAAGA AGCTCTGTGC AATAATGCAT 42 00 

TTATTCTATT GCCATAACCG CCTTGTTCCC CCAAATTAGA ATCAAAATCA ATAAGACTTG 42 60 

CATAAATATT AATCAAAGCA TGCATGTCGT TAGACATTTC TCTTGAAAGC TCTATAAGCT 43 2 0 

TCCATTGTCC TTTAATAATA AGTAAATTAA TAATATCATT AAGATCTTTT TTAACAAAAT 43 80 

AAATAGTATA TGTTCTCAAA TAAACTAAAA GTTCGCAATA AATATACCCC GTAGTGCTCA 44 40 

TAATTTTAGA TACAATCTTT ' TCATTCATTT TTTCATTATA ATT AT CC AAA TTTAAAAAAG 45 0 0 
ATATTCCTGG G AAAAGC TGC TCGGCTAATA TTTTAGATTT ATTATTTTTT TGCAAAACTT n 4 5 60 

TAATCTTTTC AATTTCAGTG GCAACATGCT TAGTAAGATC ATTAAAAAAC ATTCTTGCTA 4 62 0 

TTGGATTGGG TTTTTGCCCA ACAGAAATAG GGAAATAATC TGGATCCCCA CTAACATATC 46 8 0 

TTATTAGATA TAAAATTTCT TTACTCTTAT TTATATCCAA AATAGAAGAA ATAACCTTAA, 47 40 

TC CAT AC ATT AGACTTAATA GGAAAATCTT CTTTATTCCC ATAAATTTCT AAAATAATGT 48 00 

CATAAAGGTT TTTCCAAATA GAAATATTCT TAATGCAAGA AATACATTCT* AACAAATCTT 48 60 

TAAGATCATC TATAATAACT CCACAACCTA TAGAGCTGAA TCTAGGCCTA T AC AC AAAAT 49 2 0 
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CATCTCCTGG AAGCAAGCCG TCAAAATTTT TAAGAACCAA ATGATATTGA TATAAGACTA 4980 

AATCAJkA_-AA ATTATGCAAA GCTTCATAAG TTTCATCTAT CAATTTAATT TGTTCTTGAG 50 40 

TTATGTTTTT AAACAAATAA. GATAAATTAT TATGTAAGTT TTTAGGAAGA TCTGAGGCAA 5100 

AATTTATG7T ATCGCTTC-CA GAAAAAGAAT AAATATAATC TAAAGACTTC TTTTGGTTTT 5160 

CATTTAAGTA TTTTTCAACA ACAAAATGAA CAATTTTATT AGAATTTTTA TATCTTTGTG -5220 

CAAATGGCCT TAAGGGAGAA AAAATTTTAT AAAAATTATA AAG AAAT C T A GAAAATTGAG 52 80 

GTAAAGCCTG AATTTTTGAA GCATTAAAAA AATTACTTAC TCTGCCTAAA CTAACTTTAA 53 40 

CTTCTCTTAA CCTTTTTTGC TTTATTTGCT CAGAAGTAAG TTCTTTATTA ATACTAAACA 54 00 

TAGAAAGTAT AAAATCAAAT AAACCCAAAT TCATCATCCC CCTAAAAGCT CTTAAGCCAC 54 60 

CTTACCCTAA TTTCCAATTA AGCATGGAAA TTAATATAAC T AT AAAAAT T ATACATAATT 55 20 

TATTGTAAAA TAAAAGAAAA AACTTGAATA ATTTTATGAG AATAAAAAAT TTAATACTAA 55 80 

TAGCAATTTT AT T AATT AGC CCTAGCTGTT C AAC AAAT AA GAACATCGTT GTACTAACTG 5 6 40 

ACAATAAAAC AATACCATTT TATATAAATC AATTTAATAT AGAAAATAAA GCAAATTTTA 57 00 

T AAT T AAG T T TAGAAA.TAAT ATTGATCTGC AAACAATAGA AAAAGAAAAT GCACAAATAA 57 60 

TTATTTCTAA AAACA.TTGGT AACACAAATA TTGCTAACCA TTTTAAATCT G T AAAAAT C A 582 0 

AT TAT AAT C C AGATTATCCT ATCTTAAAGC ATATTTTCAA GCAATTTAAC TACAAAATTA 5 8 80 

TTCCATTGGG GTTTGACATT CCTATTTTAA TCTATAAAAA TACACATCAT ATTAAAAAAT 59 40 

AC AT AAAC AC TAAATATCTA AAAGAAGAAT ACGAAAATTT CATTAAAGAT GGAAAATTTT 60 00 
TTATAJTCGCC TTATGTTTCT GAAAATTTAT TTTATGTGAT TTCTCAAATA AATAATGTGA , 60 60 

GATTTTC TTT TGAAAAAAAT AAATTAAATT ATAATGAGAA TCAAATTTTA AAAATGCTAG 612 0 

AATATTTCTC ATCATTTTTA AATACAAAAC AAATGG AC TT GCAAAAAGAT TTCTTTAATA 6180 

AAT AC GGCT A CCTAAAGTTA AATAAAATAT TGCTTAATAA AAAATCTCTT T T AAT AG C AG 62 4 0 

GATTGAGCGA TAT AAC C TT C TACAATAGCT TAAGCGAACA AGAGAAGTCA CAAATAAAAT 63 00 

TTTCCTATTT AATAAACGAT AACAATGAAA TTGTTATCTC AAACCCAAAT TTTATTGGCA 6 3 60 

TTTTAGAAAC ATCTGTTTTA ACTAAAAAAT TTATCAACTG GATATTGTAT AAAAAAACTC 642 0 

AAAAAACCCT AATTGGATTT AAC AATC AAT CCCAATCAAA TATATGTTTT GGATTTGC C A 6 430 

ATGGTTTTAC CCCTTACAAA G AAT T AAAT T T AAAAAT AAA ACATTCAATT GATGGAATAT 6 540 

CTCCTTTTAT TATTGACGAA AC T C AAATC A ATAGCCATTC CTATGTATTA AGCAAAAAAA 6 60 0 

C AAT TG AAAA AG AAAAC TT A CTAATAAATG AATGGTTTTT CTCTAAAGCT AATAATCTAA 6 5 60 

AAAAAAATAA AAATTAAATA AGTCTTTCCT T GT AAT T C AA AGTAATTATT T T AAAAAT AA 67 2 0 
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GAAAAAACAA TAATGCAGAA AGAATAGCTA AAGATACGTA AACGCTATTA AAAACATATA 6 7 30 

TAAGAAGAGA GGTAAAAACA ATTAGAAAAT AATTTACAAA AAGACAAGTA ATCCCTGAGA 6 3 40 

AAATAGCTAT CATTAATGAA AC T AG AAAAAl TCATAGCCTT GGAATTGAAA TTAAATTCTA 6 9 00 

TTTTAGAAAA CAAAGAGATA AAAAATGCCC CTATTAAAAC TAGCGAAATA GGAGAAATCA 69 60 

GCAAAACCAA ACTTAAGGAA AAAGTATTAA TTAATTTCAA ATTTAATATA GCAACCCTAT 7 02 0 

GAAAAGCGCT TGGCAAATTT TGAATTTTTA AAAAAAATCC AAACTCAGTA AAATTTGAAA 7080 

ATAAAGCTAA ATTTTCTACA TTCTCATTAA TTTTGACAAC CTCTAAAACA TTTGTATCAA 7140 
AGCTATCCGT AG AC AC AAAG ACCTTGGTAA GAGTAATTTC GCTCTGCTCA TTGTCTTTAT - 7 2 00 

CTAAAATATT TTGATACACA GAATTACCCT TCAAAGTAGC AAATGGAATT TTAATATGTA 7 2 60 

ATATAACATT CCCTGTATTA TTAAATCTAA TAAGTTCAAA ATTTTTTATT ATTTTAGAAT 7 320 

GATTGTTAAA GGCCACAACT TTTTGCATAT AAATATAATC AT AAAAAC C T CTCTTAGAAT 73 30 

CTGGTTGCAA TAAAAATACA TCGTTTATTC CGTAATATTC AAAATATTTT TCAATCTCAT 7 440 

CAAAAAAAAG ATATCTTTTC CTAAGCTTTT CAAGAGATTT ATTTTTATAA TTCAAAATTT 7 50 0 

CATTATCGCT GGGCAATAAC TTATAAAGAT TCGAAAACCC GTAATAAGCT AATTTAAATT 7 5 60 

TTTCAGTATT AAGAAACAAA AAATTTTTTT GCTTTTCTTC GGAAATCAAC TGCATTTTTT 7 62 0 

CTTTTTCAAA ATTCCTGTTT TCATTAATAA ACTTTAAAGT CAAATTTAAA AGCACAACAA 7 68 0 

AATTATCGTC TTTTGTTGCA ACATAAGCAA TATAAGCAAA AT AATTGGC T GTATAATAAT 7 7 40 

CATTTTTAGA AATAAATTCA TTGACAATAT TAAAAAAATC TTGCTTTTTA AGACTTTGCA 7800 

AAGG AT AT T T TGAAAAAGTT TTTTTAACTT TTTCTAAATC AACGTCATAA CTTGGAATTT 7 8 60 

TACTATATTC AGATTTCACT AAATAATAAT TTGTTAAAAG CTCTTCATTA T T T AC AT AAA 7 92 0 

TAATTCGCAT TTTATCATAT ATTCTAATCA AATTTTCAAG ATGCTTTCTC TTTTGCTTCA 7 98 0 

TTGAATCTGT CAAATCAGAA GATAAAAAAA ATCTATTTGC AGCCAAACTT ATATCTATAT 8 0 40 

GTTTAATTTT AAG AG AT AT T TCATTTGCTT CACTTTCAAG AAG AT T AT AT CTATCATAAC 8100 

. T AAAC T TATA CTCATTTCTC TGAGCAATTA TATAAGGCAA AATTAAATTA AATATAAAAG 8160 

TAAAAAAGAG TCCTATAATA AAAAATAATA GTAAAAATGC ATAAAGCCTG GAAAATAAAT 8 22 0 

ATCCATTATG CGATTTTAAA TGAATCTTTA TTTCTTGCTG AACAAAAAAA GCAAAGTAAA 82 30 

TACAAACAAT AAAAATAAAA AACCCAAAAA AATACTTATA AAAAAG C AAA ATAGAATCAA 8 3 40 

AAAAAGTTGC TATTAATTTA TGCTTTTCTA AAAAATTTTC TCCAAAAAAA- TATGAATAAC 3 40 0 

T AAAG AGC AA ACCTAGAAAA AAAC AC AT AA AAATAATAAA ATTGCTCAAA AATGCATATA 8 46 0 
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TTTCTCTTTT CATAAGCTTT AAGAATTAAC TACCCTTATA TAAATTATTA TCCAAATCTT 85 2 0 

TGCTGATTTT AATATATTCT GAAACAAAAC CAAATAAATA GGTAGAAAAA AAAGTTAAAA 3 5 80 

CACAAAAAAT AAAAGGAATA AAATCAGAGA TCATGCTCTT TCCTATTATT ACATTGTAAA 8 640 

TCTTGGGAAA CTCAATTGAA TAAACATTAT AAATTTTTAA AAAAAGTATA ATAAAAATAG 87 0 0 

GATAAAGAAA TATTGCAAAA CTATTTGAAA AAATAAGATT AAAAACATAA GAAAAAGCAA 87 6 0 

ATAACAATAA AGAAATTCCC AATATATTAA AAATTAAATT TAAATAATTT AGCGAGAGTA 8820 

GAAAATTATT CAAAATTTTT AAATCTCTGA AAAGAAAATC AACAAAATTA TTATAAATCT 8 8 30 

TTTGCTCTAA AAAATTATTC TCAACAAAAT CAATCTTACT AGAATTGGAA ATATTTGATT 8 940 

GGTAAGAAAA ACCTTTATCC CCTTTGTCAT TCTCCGAAAC GATTAAAACT CCATTAAAAC 900 0 

CATAAATTCT AGGCCTATTA C T A.G AAAAT A TTATCTTATC ATTTAAAAAA TGCACAATCT 90 60 

CATCTTTAAG GATAAAATTA TCATTTCTAT TGCTATTAAT ATAGTAAGAA TGAAAACTAT 912 0 

GACTAACTAA AAATCCTAAA TAAGAAAACA AT AAAAT AAG AACAAAGATA ATACAATAAA 9180 

AATAGAAAGA CTCTCTAGAT GAATTTAAAA CTATTCCATA AAAGGGAGAA GATATTCTCA 92 40 

TAAAAGTAAC AACAAGGGAC AAAGGAAAAG AATAAATATA AGCATTGTAA T AAAG AC TAT 9 3 00 

AGCTAAAAAT AGAAAAATTA AAATACAAAA AC T T AT AT T T CAAAT AAAAT GTACATATAA 93 6 0 

ACATTAAAGA AAAAAGGCAA AATATTAAGA TAAACCTACA AATTATTAAA AAGATCAATC 9 42 0 

TTAAAGAATC AAACACAGCA AATCCTCCCC CCTCGAAAAT TGAAAAAACT TTAAGCCTTT 9 48 0 

TTGTTATCGA C C AAAAT ATT TTTAATCTTC TTTTTAGCCT CTTCAAAGCT AATTTGCAAA 95 4 0 

GCTAAGCTAA TCTCGTGCTC CAATATTAAC TCAAAATCAT TCAAAATCCT TTTTTCGTAA 9 60 0 

AAAGGAAGTT CTTTTTGAGT AGATTTTTTA TATAAAAACT TATATAACTT TGCTGTATCT 9 6 60 

AAAAT AT CGC TTTTTTTATA AAATTCATGA CCACCATCTT TTATTTTTTT TGAATCTATT 97 2 0 

TGCCCTTCAA ACTCTTTAAT AACATCAAAA ACTTCTTCTA CCTTTTCCCT GCTAACCAAA 97 80 

GCTCTAATTC CAAAATCATC AAC TTTAGC A ACAGGAACCA T AAAAAT CAT ATCATTAAAT 9 8 40 

GGAAAATGTA TTTCATAATA ATCAATAATC TC AC C ATT AA ACTCTTTAGT CCTAATATCC 99 00 

TTAATCGTAC CTACTCCATG CATTGGATAA ACTACTGATT GATTTAGCAA AAATGCCATA 9 9 60 

CTTACCTCAT AAAAT AT AGA TAGTTAAAAT TTAAAAGTTC ATAAAAAAAC ACTTAAATTG 100 2 0 

GTTCTAATAT TAAATTTATT TTC AT AAAAT AAATTTTCAA GATATCTATC ATTACAAAAG 10 0 30 

CTTATTATTA CACTAGGAGT AAGTTTATTA ATATTTGCAA AAAACATTTC TTTATTTCTC 10140 

TTTACAGCTT TTAAATCATA ATACCCAATA AAACTAATTT CTTTATGAGA TTCTTTCAAT 102 00 

CTTAAAAATT TTTTCTTTGA AATCACTTTA TCCTTGTCAA TAATATAACA TGTTTTATGG 10 2 60 
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GCATTTTCTA GTATTTCCAT TAAAATGAGA AGAACTGTAT TTGAATCATA ACAATCAATA 103 20 

TTAACTCTTT TAAAAATCCT ATAAAAAAAT CTTACAATTT TAGAATTTAA AAAAACAAGA 103 8 0 

GAAGAATTTT TAATGTGATT TCTAAACTTT TTAAAAATCA AAGCCTTTAG AAAAGCTTTA 10440 

AGCCCGATAA AAATTACTAT TGGAATGATA AGGATGCCCT GAAAGATAGA CAAATCTGCT 10500 

TATAAGCTGC TGCGACTATG AAAAAC AT C T ATAGGCACAC C T AAAAAAT A AAATCTGTCT 105 60 

GGTTTTGAAT ATATGTCTTT TAAATTAGCC ATTATAATCC TCTAACAATG CCTTAAAATA 10 62 0 

AGCAAGCGAA TAAATAATAG CCGTATCTGG TCGTAAAATT GGAGTGTTAA ACCTTACAAA 10680 

ATTAAAGCCT TTCTCCTTGA AAAAG AC AAT TTCGGACTCC GAAAAGCATC CTTCAGGACC 107 40 

TATTATAATT CCAATTTTGC CAAAATTGTC AAAACTTTCA TTCTTGCTTA AAATCATTCC 10 8 00 

ACTTGGATGA GCAACATAAT ATCTGGTAGT ACAAAAAGAA TAAGGTAAAT AAAAAAAATT 108 60 
ATTATAAAAA TTAATTTTAG GAAGAATTTT ATTACCACTT TGCTTTAAGG CCTCATCTAT - 10920 

TATTTTTGAA AATCTTAAAA TTTTGGCAGA TGCATTGTTT ATATCTATTT TCGACAGAGA 10980 

ACGATCCGCA TT AAT AAT AT TGATTTCTGA AACTCCAATC TCAACAACCT GTCTTAACAC 110 40 

CAAATCTATT TTTCTGCCCT TTAAACTAGA AATAAAAATA CTTATCTCAA AATTATTTTT 1110 0 

TTCAATTTTA TCTATTTTAT TGGTAGTAAA CTTAATAAAA TTACTACCAA TCTTTACTAT 11160 

TTCTGAGGCC CTTAATTCTT TATCTTTTAA AAGAATGTTC AGCTTATCAC CCTTTTTAAG 112 2 0 

TCGTCTTACA TTAACAAGAT GGTGATATAT TTTTGCATCT TTAACAATAA T AAAATT AC C 112 8 0 

TGCTAAACAA TTCTCATCCA AAACAATTTG CTTCACAATT TAATTACCTA ATTTAGACAA 113 40 

ATACTCACAA GCTGTTTTTA AAACTTTGTC ATAATGTAGA TTATAAATTG GCAATTCTTT 11400 

ATTATTGTCC T GAT AG T AAT TAAAAAACAC ATACTTGCCT AAAAATTCTT TATCAATTTT 11460 

ATATTTTGGA TTTTCTTTTA CAAGATTCTC AACAAAAAAA TCAATCTCTT GTTCGGTAAT 1152 0 

GAATTTTTTA CCCTTCAAAA AACCTTCTAT CAGCTTTTTA TCAAAAATTT CTTTATATAT 115 3 0 

TAATGCCTCC TCCTCAGAAA AATC TGGAGA TTTTATTTCC AAATCAGGCT CAATTCCAAC 11640 

CTTATGAATA CTCTTTCCAG ATGGAGTATA ATACTTTGAG CTTGTAATTT TAAATCCACC 117 00 

AGTATAAAAA GGAACTACAT GCTGAATAAG CCCCTTGCCA TAAGACTTTT C C C C TAT AAT 117 60 

GTATGCTCTC TTATTGTCTT TTAAGGCTCC T AC AAAAAC C TCTGATGCTG AGGCTGATGA 1132 0 

TCTGTCTATT AAAGCAACAA TTTTTATATT T GAAGGC AAA ACTTGTTTTG AGCTTGCCTT 113 8 0 

ATAATCAATA GGCTTGCTAG AATTTCTTGA TTTTGTGGAA AC AAT AAT TG CTTTAGATAA 119 40 

AATATCATCC GCCATTTTTA TAGCTGCCTG AAAATATCCT CCGGTATTAA GCCTTAAATC 12000 
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TAAAATTAAA GATTTAATAT TTTTATTCTT AAGATTATCT AAAGCTTTTC TAAAATCTAC 12 0 60 

AGAGGTGTGT GGATTAAAGC TTACTATTCT TATATAGCCA ATATCTGAAT TAATAACGTC 1212 0 

ATACTTGATT -GTTTGTATTT CTATCTTCTC TCTTGTAAGT TCAAAATCCA ATGTTAAATT 1218 0 

TTTTCCCCTA AGAATAGATA CTTTAACTTT TGTGCCTTCT TTACCTTTTA AAAGATCAAC 12 2 40 

AACTTGATCT ACTTCCATAG AATAAACACT CTTGCCATCA ACAGCGGTAA TACAATCTCC 12 3 00 

AGATTTAATT CCAGCCTTAT AAGCCGGACC TCCTTCAAAA GGCGTAACAA TAGAAACACA 123 6 0 

AGCACTATTA GGATCAAAAT CTTTTGCCTT GTCTTGCTTA TCTTGGGAAT GCATTTTTTT 12 42 0 

TAT TAT AG AA ATTCCAATGC CAACATAATC TCCTACTGTT GTTTTTGAAA TTTCTTCTAA 12 48 0 

ATCTTTTTTT GTCAAATATT GAGAATAAGG ATCGCCTAGG GATTGAAATA TTCCTTTTAA 12 5 40 

AGCACCTTCA AAAATT AC TT CATCACTTAC AGGATCAACA TAATTTTCTT TTACAAATTC 12 6 00 

AAAAGCTTGA ATCATCATCT , GCTCATAATT TGATCTTGAT AACTTATTAT TAGATT CATC 12 6 60 

AAAAGCAAAA ATAGATTCAA CAATTACTAA AGAGCTTATA CCCAGAGTCA ATAAAAAATA 12 72 0 

TACACATATT AAAAATTTAT TTTTCATTTA TTCATTCCTA ATGCAAAAAT TAAAACTTGA 127 80 

TTTTATTTCC ATAATATAAT ATTTTAAAAC TATGTTAAAC TCACATCCTA AAAAAACACA 12 8 40 

AAGCCTTTAC AGAGCAGGAC TTGTTGTTTT ACAAATTACT GAAAGCCTTT TAATCTTAGC 12 9 00 

CTTATTATAT CAAGCCATTA ATAAATTAAT TTTCATTAAT AATTACTCCA TAAAGTTTAT 12 9 60 

GTTAACATTT AT C TT AT AC T CACCTGAATT TTTCATGGCC AATTTAACAA CCTATTACTT 130 20 

TAT C T AC G AA AAATTTAAAA TTCTTCACAG CATTATAGTA ATAACTAAAT TATTCCAAAT 13 0 80 

AATATTAACA TTATTATTAT TCATCTTGGG ATTTATTTTT AAAATATACG TCTATCAAAC 13140 

CTCTCTAGCC ATAATTTTAG GAATTACAGT AGTTTAC CT A GTATTTAATG TAACAATATT 13 2 00 

AGTGCTAATT AAAGCAAAAA TAAAAAACCT GGAGTAAAGC TTGATTATTA TTCCTGTAGC 132 60 
C AG T GG T AAG GGGGGAGTTG GCAAATCTCT TTTTTCAACA AACATAGCAA TTTGCCTGGC 1 133 20 

AAACGAAGGA AAAAGCGTAT TGCTTGTTGA TCTTGACCTC GGAGCATCTA ATTTGCACTC 13 3 80 

AATGTTAAAC ATTATACCTA AAAAAAGTAT AGGAACATTT TTAAAAACAA GGATTAATTT 13 440 

CTCAGACATC ATTATTCAAT CTGGAATTAA AAATC TAAAC TTCATTGCAG GAGATTCTGA 13 5 00 

CATTCCAGAA CTTGCTAATA TAGCTGCTTC CCAAAAAAAA ATCATAATAA AAAATTTAAA 13 5 60 

ATCTTTAAAA TATGATTACT TAGTGATTGA TCTTGGAGCA GGAACAGCTT TTAATATTAT 13 62 0 

AGACTTTTTT TTAATGTCAA AAAGAGGAGT AATAGTAACA AC AC C AAC AG TAACAGCTAC 13 6 80 

AATGAATGCA TATTTATTTC TTAJ\AAATAT AATATTTAGA TTGTTATCAA GTGTGTTTA^A 13 7 40 

AAGAGGAACA AAAGGAAATG AAATTCTCAG AACAATAAAA CAAAATTCAA TCGATCTTCA 13 300 
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AAGGGTTTAT ATACCTAATT TGTTGTTAAA ACTTGAAAGC GAAGATCCTG AAAATTATTC 13 8 60 

TAAATTTAAC AAATTGTTTA GGACAATTAG CCCTTTCATG ATATTTAATA TGCTCAAAGC 13 92 0 
TCCCAAAGAC ATTGAAAAAA CCGAAAAAAT AATAAAATCA GCAAAAAACT ATTTAAGCAT • 13 9 80 

AAATTTACAA AG T AT TGG AG CAATCTATAA AGATGAAATA GTTGATCAGG CTTTAAACAG 140 40 

CAAAATACCC AT C AC TAT AT ACAAACCTAC AAGCTCAACT TCTAAAAGTA TAAAAAAAAT 1410 0 

TGCAAAAAAA TTAATCGAAA TTGAAGATTT AACAAATGAT GCCGAGCTTT TAAACGAAGA 1416 0 

AGATTTAAAT GAAAGTTATG ATTTTGTACT AAGAGAGGCT CAAGAAGAAT AT AT TGAAAA 14220 

AATTGAATAC CTTGAATCAT T G AT AAAAAA CAAAACAATA GAAAGTAGTG AAATTATTGA 142 8 0 

TATAATAAAA T.CTCAGAAAA GAGAAATCGA AACCTTAAGA AAGCAAAATA TGTTATTTAA 143 40 

AAAAAAGCTT GTTGAAAAGC TTGAAAAGGC TAAGGAGGTC TAATGCCAAA TTACATAAAT 144 00 

TACCCAAGTT GGTTACATCC TGAAGTAATT CAAGGTATAC CAATTACATG GTATAGCCTA 144 60 

TCTTATATTT TAATCATACT AATCTCTTAT AAGTTTATTT GGTATCAAAT AC AAT C AG AC 14 52 0 

AACGTTGATA TTAAAAAAGA AGATTATGAA ATATTCATGT TCTCACTTGT ACTTGGAGCA 14580 

ATTTTAGGAG GCAGACTAGC ATCTACCTTA GTTTACGACA AATCGGGAAT TTATTATTCT 14 6 40 

AATCCCTGGC TAATCCTTTT GCCATTCGAC CAGCATTGGA ATTTTACAGG CTTTAGAGGT 147 00 

ATGGCCATCC ATGGTGGTTT TTTGGGGGCA ATAATTGCTC CTTTAATAAC AATAAATACA 147 60 

AATCTCAAAA ATACAAATGT TCAAAAATAT TTTCTAAAAC T AAC AG AC T A TGGATCAATA 148 20 

GCTTTTTCTT CTGGCTACAT AC TTGG AAGA CTTGCTAATT TCGCAAATGC AG AAC TTT AT 148 8 0 

GGAAGAGTAA TGAAAGGGGG AATAATATTC CCTAATGCAG AACCATTTGA CACAAATATA 149 40 

CCGGGTGTAA AAGAATTTGC ATCATCAGTA GGGCTTGAAA TTTCGCCTCA TGACCTGCTA 150 00 

ATCAACCTTC CAAGAATACC TTCTCAACTT ATTGAAGGAT TTTTCGAAGG ACCTGTAACT 15 0 60 

TTTC TGTTAC TATGGTTTTT ATTTAAAAAA ATCAAAAAAT ATGATGGATT TATTTTTGGT 1512 0 

GTATATGTAA TGCTTTACGC TTTTTTCAGA TTCTTTATTG AATATTTAAG AGAACCGGAC 15180 

AAAGAACTTG GAT TT AT AAT AACCTACAAG CCAATTACAA GCCTGTCCGA ATTTTCTTTT 152 40 

TTAAACATAT CAATGGGACA AATTCTCTCG CTAACGCTGA TGCTCTCAGG ATTAATCTGG 153 00 

ATAATAGTCA CTAAAAAAAT TGCAGATAAA AAAATAAAAA ATAACACCAA CTTGGCATAC 15 3 60 

AAAAATTAAA ATAAGAGCAA GCCAATAAAA TGAACAAAGT CAATAATTAT CAAAATATAA 154 2 0 

ATTCAGTTAT AATCTCTAAA AAAGAAGTTG GAC TTAGAGA TCTCATAAAG" CTTAAATCTA 154 80 

TTTTTAACTT AATTCAAATC GTAAAATCTG AAAAAGC TTT ATACAGCGAA TATGTAAAAC 155 40 
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AAAATAATAT TAAATTCGCT ATTATTTATA AT TAT G AAAA AC C AAT AG AT TTTTCAATAA 15 600 

ACATTGCAAA C G AAT T AAAA AATGCAAACA AAATCCATTC TATCATAATT AGCA.AAGAAA 15 6 60 

AATTTGATGA GGAATATTTA AAACTTGATC ACATAGAAAT AATAAAAGAT AT AAGC G AAT 1572 0 

TAGAATATAA GCAAAGCTTA AT AC AT C AAA AAAAATTATT TTGCGACAAT AAAAACACAA 157 SO 

CTCTGGATTT CTTTTTAAAT TTATCAGAAC TCATAAAAGA AATAGTAATC ATCACAAACA 15 3 40 

CTAAAAATGA AATTATTTAT ATCAATGAAA AAGGTAGTAA AAATCTTAAT CTTCCAATGA 15 9 00 

AAACCTCTGG AAATATAATC AAAGTAACCG ACATAGATAT CAGAGATTGG GAAAAGCTAG 15 960 

AAAAAATAAA TTTAAGTTAT CACACAAATT CTATTCCTGA ATTTAAAAAT ATATTAATAA 16 020 

CTGATTGTCT TTTAACTTTA AAAAAT AAT A AAAAACTACA TGTGGATATA TTTATTAGCA 16080 

CAATTGCTCA AAACAATATC GATAAATTAA TAACAATTAA AGAAATATCA AACTCTAATA 16140 

AAATAGAAAA C T AT AAAT AT CTAGAAATTA TTGATTCGCA AGACGAGATT CAAAATGCCA 162 00 

AAGAAATTGA AAAATTACTA GT AAAC CAT A TGGATATTTA CAAAAAAAAA AGCATATATT 162 60 

TACTTAATTT AGACGTATCC CTAACAGCAG AATATGAATA CAAAGAAGAT CAAGAAAAAC 16320 

TTAATGCAAA AAT AC TT AAA ATAATGTATT C AAAAAT AAT GTCATTATAC TCTGAATATA 163 80 

TTTTTAAGTT AAAAC AC AAC AATT T AAT AG TAATCATAJVG CACAAGTGGC GGAGAAAAGC 16440 

GAATAATCTC AATTGCCAAA AAAAT C AAAA AAACAATTGC TCTGGCATTT AAAAAAGAAG 165 00 

ATATTATTAT ATTCAAGTTC AACATTGGAA TAATAGAGGT AAAT TT AAAA G AAAAC TT AG 165 60 

AATTC AAAAT CCCCAAATTA ATGATGGCTA CAAAAATATC ATCGGAATAC AAAGAATCTA 16 620 

ATCCCACTAT ATACAAAGAA GAACTACCAG AAGCGGTGAT TTTAAAAAAT CAAAACAAAA 16 680 

TTTTTCAATA TAT AC TC AAA GCAATAAAAA ATGATTTTTT TACTCTTTAT TATCAAAAAA 167 40 

TAAATCCTCT TAAAAAGAAC TTAAAGCCCA AAATAGAAAT CTTGACAAGA CTTTTTGACC 16800 

ACATGGGCAA ACCAATTCCA AACAATCAAA TTTTTAACTT AATAGACAAA TATAATTTAA 168 60 

CTGTTGAGGT TGATACATTG GTGGTTAAAA AGGCTTTAAG AGAATACAAA AGCTTTGTAT 16920 

C AAAAAAT GG AATTCACATT TTCTCAATTA ACATATCTCC TTATTCACTA AAAT CCC AAA 169 80 

ACTTTCGAAT CTTTTTAAGA GATACTTTAT TGAAAAGC C A AATCCCACTT CAAAATATAT 17 0 40 

GCTTGGAAAT AACAGAJVACT GGAATTCTTG AAAAC TTTGA GAT AAT AAAC AAATATTTTC 1710 0 

AAGAATTAAA AAGTTTTGGA ATC AAGC TAG CACTTGATGA CTTTGGAAGC GG AC AT AC AT 17160 

CACTCTCATA TATTAAAACA C T AC C AAT AG ACTTACTTAA AATA.GACGGA TCTTTCATAA 17 22 0 
AAGC AAT AAA CTCTAGTGAA ATAGATTTTG T AAT AAT AAA AT CT ATT AAA AAAAT AGCAG ' 172 8 0 

AT AC AAAAAA TATAAAAATT ATTGCCGAAT TTGTGTATAA TGAGGAAATA TTAAAAAAAA 17 3 40 
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TAATTGAACT AGAAATAGAC TATGGGCAAG GATTTTTATG GCACAAACCA GAACCAATAT 17 400 

AAATTCTAAA AAAGTGAAAT CTAAAAATAT ACTTATGCCT AAATTTTATT AAATTTCAAC 17 4 60 

AAAAATTATT TTACATTGAA AAAGGAATAA AATTAATGGA AAAAAAAATA GCATTAATTG 17 520 

CACA.CGATAA AAAAAAGGAA GATTTGGTAA ATTTTGTCAA AC AAAAC TAT CTCTTCTTAT 17 5 80 

CTAAATTCAA GCTTATTGCA AC AGG AAC AA CGGGGTCTAA AATCCAACAA GC T AC C GAT C 17 640 

TTACGATTTT TAAATATAAA TCAGGCCCTA TGGGAGGAGA TCAACAAATT GGAGCTGAAG 17 7 00 

TAGCTGAAGG AAATATCTTA GCTATATTTT TCTTTAGGGA TCCCCTAACA AGCCAGCCTC 17 7 60 

ACGAACCAGA TGTGTCAGCT CTTATTAGGC TTTGCGATGT ACATAAAATA CCGCTTGCAA 17 8 20 

CCAACGTAAA AACAGCAGAA ATTTTAATAA AAGGACTTGA GAGCTTGATT TTTTAAAATA 17 880 

GGCTTTAATT TAGATTAAAG CCTATAAAAT CAAAAATATA AATTAATTCG TTAACATAGG 17 940 

TGAAATTTTT TCAACGCCGT CGATAATGTA ATTAACAGAT TCAAGGAAGG TCTTGGCATC 18 0 00 

TGAATTATTC TCATCAACTG TAATTTCCAA TTTTGAATTT TTAATATTAA GATCTTTAAA 18 0 60 

AG T AC C AAT A AGATCACTTT TAGCGCCATG T AAAT T G C T A TTTATAATCT TTTTAAAGTC 1812 0 

AGGGGTAATC CCAACAAAAA TAAAGGCTTC TTTTCCAGAG AT AC T AAT TG GAGCCTCTCC 18180 

TGCATAAACA TTGTCATAAA AATAAACTAT TAACTTTGCA TTCTCTTTTG AGGGTATTGT 18 240 

TTGAAAATGT CCATCTTCTT CAGAAAAATA AAAAACCTTT ATATTTTTCC CCAAACTTTT 18300 

. TCGATCCTTT TTTGAATGAA CTACTCCCAT AGCGTGAAAA ACGTGCCCAA TAGTATGTTC 183 60 

ATCTATTTTA G AAT CATC AG GCTTAGAAGA GTTCTCCGCT TCTTGCTCCT C AAC AT ATT C 18 420 

ATTTGAGCTA TCTTTTGAAG TACAAGCAAT T AC T AAAAAA ATTAAAAACA ATGACAAATA 18480 

GTTTTTAAAA AAACCATTTT TATACATAAA AATTCTCCCT TATAATTTAT TAATCATATT 18540 

AAAATTAAAA GTAAGTTTAC AAT AAAT AAT TTATTTTGTA CACACTTTAA AAACAATTAA 18 600 

AATGTTAAAA TGAAACAGGA GGTCTTATTA ATATGAAAAA ACAAAATCCA TGGATATATT 18 660 

TAAATGAAGA AGAAAAAAAT CAAATTTTAA ATTTTTCTGA AAGTTACAAA AAATTTATAA 187 2 0 

GCAAATTCAA AACAGAAAGA GAAGTTACAG CCTATGCCCT AGATAAAGCA AAAAAATTGG 18780 

GGTTTATTAA CGCTGAAGAG AAAAAAAATT TAATGCCAGG TGATAAAATT TTTTATACCT 18 840 

GTAGAGAAAA ATCTGTTGCT TTTGCTATTA TTGGCAAAAA TCCCATTGAA GATGGAATGA 18 900 

ATTTTATTGT TTCTCACACA GATTCACCAA GACTTGATGC AAAACCCTCA CCAATCTCTG 18 960 

AAGAAAATGA ACTTACATTT ATT AAAAC C A ACTATTATGG GGGAATAAAA- AAGTATCAGT 190 2 0 

GGTTATCTAC ACCCCTTTCA ATAAGAGGGG TGGTATTTTT AAAAAATGGA GAAA-AGGTTG 19030 
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AAATCAATAT TGGAGACAAT GAAAACGATC CTGTATTTGT AATTCCCGAC ATCTTGCCTC 19140 

ATCTTGATAG AAAAATACAA AGAAATAAAA AATCAGATGA AATTGTTGAA GGGGAAAATC 19 2 00 

TAAAAATTTT AATTGGAAGC CTGCCAATCG AAACAAAAGA AAAAAATAAA GTTAAACTGG 192 60 

CAACTTTGCA ACTAATAAAA G AAAAAT AC A AAATAGAAGA AGAGGACTTT GTATCATCAG 193 2 0 

AAATTGAAAT AGTGCCTGCA GGAACAGCAA AAGACGTTGG ATTTGACAAA GCGTTAATTG 193 3 0 

GGGCTTACGG ACAAGATGAC AAAATATGCG TCTTCACTTC ACTAGAATCC ATATTTGATC 19440 

TTGAAGAGAC TCCAAATAAA AC AG C C ATT T GCTTTCTTGT AGATAAAGAA GAAATTGGTT 19 5 00 

CAACAGGTTC AACCGGACTA GACTCAAGAT ATCTTGAATA TTTTGTTTCT GACATGATCT 19 5 60 

TCAAAATTAA AAAATC AG AA TACAACAATC TTCACGTCCA AAAAGCTTTG TGGAATTCAA 19 62 0 

AAAGCATTTC TGCTGATGTT TGTGCAGCAA TAAACCCACT ATTTAGTTCA GTTCATGACG 19 680 

AACAAAACGC TCCCCAACTT GGCTATGGAA TACCTATAAT GAAATACACA GGACATGGTG 19 7 40 

GAAAAAGTAT GGCAAGCGAT GCTGATGCTG AGCTTGTTTC TTATATTAGA CAATTATTAA 19 80 0 

ATAAAAACAA TATAGCCTGG CAAGTAGCAA CACTCGGAAA AGTAGAAGAA GGAGGAGGAG 198 60 

GAAC TGTTGC TAAATTCTTA GCTGGCTATG GAATAAGAAC AATAGACATG GGGCCTGCTG 19 92 0 

TTATAAGTAT GCATTCTCCA ATGGAAATAA CTTCTAAATT T GAT T TAT AC AATGCTTACT 19980 

TAGCATATAA AGCTTTCTAC AGAGAATAAA ATTACTATGG CAGATTTAGA AAAAAT AAAT 2 0 040 

AAAATTAAAG TAGCAGAGCA TATTGTAGAA TGCTTCGGGG GAATTAAAAA TATTAAAAAC 2 010 0 

ATAGACAAAG ACCTAACAAG AAT AAAAAT T TTAGTAGACA GCAATTCTTT AGTCAAAAGA 20160 

GACGATTTAA CAAAAAATGA CAACATAATA GG AAC T ATT A AAT C T AAT G A ACTTACAGAA 2 0 220 

GTTGTAATAA ATTTTGAAAT AATCGAGGAT GTTTATAATA AAATTTTATA TATGATGAAT 202 8 0 

GAGCAAAAAC AATAAAGCCT CTGCAGAGGC TTTATTTTAT TGTCTAACAT C TCTCATATA 203 40 

CTCAATAACA GATTTGGGCT CCAACTCTTT ATTCAAAATT TTATATATAA CGCTTAACAA 2 0400 

ACTATTAGGA TTGAGAT C AC GATTTAATTG TTTAAAAAAG AAAAAAATTG ATTTAGCAGC 2 046 0 

CAAAACTCCC TCTGGTAAAT ATCCAATTTT TTCAATATTA CTTATCAAGT CATCTATACT 2 0 520 

TAAAAAGCTT TCTAAAATGT TTTTGCTAAC AATTTCATTG CCAAATCGTC TATTTCTTCC 2 0 580 

AAACATGCTT C T AC AAG T AA CATCTAAATC GCCAGAACCA GACAAAAATA AAAACGTTTC 2 0 640 

AAT ATT T C T T CCCCCAAGCT CCATTGCAAT ATCTTTTATA TTATTTAAGG ATATTGAAAA 2 0 700 

TAAAAATGAT TCTGTATTAT TACCTATTAA ATTAGGATAA TTCAATTTAT AGGCATCCAA 2 0760 

AATTCCAAAT GCAATAGCAA ACACATTTTT TAAAGCTGCT GCTATTTGCA CCCCAAAAAC 2 0 820 

ATCGTTGCTA TAAAATAAAG AAATTGGGGT TTT ACT AAAT AAATTAATAA ACAAATATGC 2 0 880 
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ATTTTCTCTG TTATTACTAG CCGCAACAAG CCCTGTTATC ACACCAAGCC CAACTTCCTC 2 09 40 

AGCATGACTT GGACCAACAA TATAAGTAAT TTCGTCTTTA TATCCTTTCA TAATTCTCTC 210 00 

AGCAGCTTCA ATAACTGTCT GAGTTTTACC ATCAAAAGTA ATAAACCCTT TTGTAAGTAT 210 60 

TGCTAGCTTT GGTTTTATCT CCAGAAAATG TAAAAATTGA TCCAATTTTT TTAAAATATC 2112 0 

AACGGTAAAA AGAGAAGGTG TTGCAATGAA AATATAATCA GACATTGTTA CAACTTCAAA 2113 0 

TAAATCTGAA CTTGCAACTA AATTTTTTGG CAATTTAATT CCCTTTAAAT ATTTAGTATT 212 40 

AACATTATCA TTATTAATAT CATTCTTAAC ATCTTCTTCA AAGACCCATA AAAAAATATT 213 00 

AAAATCAAAT TTATCTGCCA AAGACTTTGA AATAGCTGTT CCCCAAGCAC CTGCCCCTAT 213 60 

TACTGATATT TTCATAAATA CTCCCCCTAT AACCTTATAA AAACTCATAT TTTATTGTTT 2142 0 

GATCTAAATA GATTTTTATT TTACCAGAAT TTTCAATTTT CTTAAAAAGA ATTTCATCTA 21480 

TTAAAAGCTT TCCCAATTCT TTGAATATAA ATTTTCTAAC ACTTTTTAAG CTGTACCCCT 21540 

TTCCATAAAT CTTTTCTCGA ATATAATCAA ' CAACACTTTT TTCAAAAAAA ACATCAAATT 2160 0 

TTCTATCTCT TAATATCCTT GCAAAATAAT TAAGTTCATT AAAAATGATT TTTTCAAAAT 21660 

CTAACTCATC AATAGATTTA AATACAAACA CATGATCTAT TAATTCTAAA AACTCATTGG 217 2 0 

GCAATCTCTT CTTTAATATA AAGTTAAAAT CATTTTCCCC CGCCATTTTA TTTCTAAAAC 217 8 0 

CAATGCTATT AAGCTCTTTG CTCTCAGCAT T GAT AC T T AT TACTATTAAA CTTTCTGATA 21840 

AGCTTACCTT TTTTCCAAGA CCATCAAAAA GTTTACCTGT TTTAAACCCC TCTAAAAAAA 219 0 0 

AATC TAAAAC CCTTTTATTA CATTTATCAA AATCTGATAG GAAAATAATA GAATTAGAAG 219 6 0 

ATTTGTTCAA AAATTTAAAA AATCTGGTAG ATTCATAATA TCCTTCATTA CTTAAAACAG 22020 

GCCCAATCAA TCTATCAAGA GAATTAAAAT CATTATACTC AC CC ATGTT A AGACTAAATT 2 2080 

TAGGAATTTT AAACTCTTCT GATAAAATAT CCATCAATTT GCATTTTCCT GACCCAGAAG 2 2140 

C AC C AAT AAA GGCAAATATT CCAATAGTAC TTCTATTGGC AAGCAAATTG AATTTTAATA 22200 

ATTTAATATT -T AAT AT C AAA TCAAGTACCA AGTTATCATG TATAATAAGT TCTTTTTTTA 2 22 60 

TTCTATTTTC TAAATTAATT AGCAATTCAC CATCATACTC TTCAAAATTA AAAATATTAG 223 20 
AACCAACAAT AGATTTAATC AGATCGCAAA CATCATCTTT TGTTATAATC CTTTTTATAT ' 2 23 80 
TTTCAAGCTT AAACTTAGAG CCTAATTCAT CTAAAATATC AAAAGCTTTG TCTGGAAGAA - 2 2 440 

ATCTATCTTT AATATATTTT TGAGACATGA GAATGCAAGC TTGTATTGCC TCGTCTGTAT 2 2 500 

ATTCCACATT ATGATACCTC TCGTAATCTT TTTTAATCTC CTGCAAAATA- TTATAAGCGT 22 5 60 

CTTCAAAATT AGGCTCTTTG AGCTCTATAC TCTGAAACCT TCTCATTAAG GCCTTATCTT 2 2 620 
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TTAAAAAAAA TTTTCTATAT TCATATTCTG TAGTAGCTCC AATAAATTTA ATTTTTCCTA 2 2 680 

AAGTGAGAAT GGGTTTTAAC AAATTGGAAA TATCCATACT GCCAAATGAA GTAGCCCCTG 2 27 40 

CCCCTACTAT CATATGGATT TCATCAATAA AAAGCATAAC TTTTTTTCTT GAGC TTAAAA 22 800 

AATCTAAAAC CCTATTCACC CTACTCTCAA GATCTCCCCT ATATTTAGTA CCCGAAACAA 22 8 60 

GCCTACCAAT ATCAAGAGAA TAGATTTCAT ACCCTATTAA ATCCTTTGGA ACATTCTCTA 2 29 20 

TTTTTATTTT ATATGCAAGA CCTTGGATTA ATACTGTTTT TCCAACACCA GGCTCTCCAA 2 2980 

AC AAAAT AG G ATTACTTTTA TGCTTCCTAA GTATCACCTG GATTAACCGA GATAATTCTT 2 3 040 

GACTTCTACC AATTAAAGGA TTGTATTTTA AATCCAAAGT ATCAATAACG TTTGTTAAAA 2 310 0 

AATTACCAAT AGAGTCTTTA CTTTCTAAGA AAATATTATT TTGATCCAAT TCATCACGCT 2 3160 

T AT CAT C AAA AATATGAAAG CCTCCTTTCC TTTTTGGCGC ATTATTATGA ATATATTCTG 23 22 0 

CAATTAATTC ACTGTCGCCT GAGGCAGATT TAGTATTTAC AGCTAAATAA TCATGAGCTT 2 32 80 

CAATAAGTTT AT C AAAAAT A GTCAAATTAA AACCCGAGCT AAGCAGCGCA TC TAAAAT AC 23 340 

TATTTTTTCT TTTTTTGACA AGCACCCACA AT AG AT C T T T TTCTTGTATT TTATAAGGTT 2 3 400 

TTTTATAAAA AAAAAGAACA CTAATTATAT CGTCATACAA ATAATCCATA C T AG AAAC AT 23 4 60 

AGTCTGGGAT ATAATTGCCT CTTAAGGGAA GTTTACTAAA AAATTCTTCT AGTTGTTTAT 2 3 520 

TAAGTTTATA AAAAT CAATT GCACACAAAT TAAGTAGTTC TTTAACTTTA TCACTTTTAA 2 3 580 

TAAGCCCATA AAAAATGTGC TCTTCTGTAA ACACAAGGTG CCTAGATTCC ATGAAAAACA 2 3 640 

AAAAGGTGTT AAAAAATAAA CAATTTAAAG CTCTTCTATC ATACATCCAA AATCAACTAT 2 37 00 

ATAACAATTC GTAAAAATTT TTTTTTACCT ACTCTTAATT CAACTTCATT GTTATTAAAA 2 37 60 

TCCTTTTTGG TAAGAAGGTG ACTCTGACTT TCTACCCTTT TACCATTAAT AT AAAC AC C T 2 3 820 

CCAGAATCAA TCAATCTTCT GCCTTCTGAT TTGCTGGGCA CAATTTTTGA ATCTAACATT 23 8 80 

AAATCAACC A ATAATATCTC TTCTTTTAGG C T AG AAAAGC TAAATTTAAA AAATGGAATA 2 3 940 

TTGCTCCTAT CTCCACTTCC CCTAAATGCG GCAAAAGATG CCTCTTGAAC TTTCAAGGCT 2 4000 

TCTGCCTCTC CGTGAACAAT TTTAGTTATC T C AAAAGC C A AAATCTCTTT GGCCTTATTT 2 40 60 

AAAGAATTCC CCTTAAAATT TGAAATTAAT TCAATCTCAT CTTCTTCTAA AAAAGTAAAA 2 412 0 

AGATATAAAA AAGTTTTCAC AT C AGAATC T GAAGTATTTC T AAAAT AC TG ATAAAAATCA 2 418 0 

TAAATACTAA AAAGATTAGA ATCAAGATAA ACAGCGCCTT TTTCTGATTT ACCCATCTTT 2 42 40 

TTTCCATCAC TTCTTGTAAT TAATGGAAAA GTAAGCCCAA AAGTTTCTGA TCCATTTTTT 2 43 00 

TTTCTAATTA GGTCAACCCC TGAAATAATA TTCCCCCATT GATCATCACC ACCAATTTGA 2 43 60 

AGTCGGCAAT TTTTAATTTT ATTAAGCATA TAATAATCAT AAGACTGCAA AAGTTGATAA - 2 4 420 
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TTAAACTCAA TAAATGAAAG TCCGAAATCC ATCCTTCTTT TATAAGTTTC AAAGCTTAAC 2 443 0 

ATACGATTAA CAGAAAAATG CATGCCAACA TCTCTTAAAA ATTCAATATA ATTGAGATTA 24540 

TCTAACCAAT TTGAATTATG AATAAAACAT TCTGAAGTAA ACTTAGTTAT TCTTTGAAGT 2 4 600 

TGATTTTTTA TCAACAAAGC ATTATTGCCA ATCTCTTCTG AAGATAAAAT CTTTCTCATC 2 46 60 

TCACTTTTTC CAGAAGGATC GCCTATTTTT GCTGTAGAAT CTCCAATCAA AACAATTGGC 2 472 0 

ATGTGCCCGT GTTGCCTAAG ATGCATCATT GCTAAAAAGG GAATCAAATG GCCAATATGA 2 4780 

AGAGAACTAG ATGTTGCATC AACTCCTGCA TAAAJVAACTA TTTTTTCCCT ATC C ATT AAA 2 48 40 

TCACTTAAAA CTTTTAAAGA TGTACATTGC TTTAAAAATC CGCGTTTATG TAAAAGACTT 2 4900 

AAAGCAAGAT TCATTTATTA AAATCCTCTT TGTAATTTAA AATCTCTGTT TTAATGTATG 2 49 60 

AATATAAATC ATTAATAAAA ATTCTCTTCT GAGTCATGCT ATTTCTTTCT CTAACAGTAA 2 5 020 

CTGTCTCATC CTCAATCGTA TTGTAATCTA TTGTTACGCA ATAAGGAGTT CCTATTTCGT 2 5080 

CTTGACGTCT ATACCTTTTA CCTATTGTTC CACTATCATC GTAAAATATA TGAAAATCAT 25140 

CGCAAAGCTC CATATAAATC CTTCTAGCAA TCTCAGTAAG CTCAACTTTT TTAACAAGAG 25200 

GAAATATAGC AATCTTGTAA GGAGCCAACT TGGGATGTAA GCGTAAAACA ATACGCTTGT 2 52 60 

CTCCATCTGA GAGCTCTTCC TCAGAATAAG CATCACAAAG AGTCATTAAA ACAGACCTTG 2 53 20 

TAAGACCAGC AGAAGTCTCA ATAACATAAG GCACATATTT CTCTTTTGTC AACAAATCAT 2 53 80 

GATACTCAAA T AC TTTGGGC TT AT TAG AAA ATTTAGCGTG CTGAGTTAAA TCATAATTAC 2 5 440 

CTCTATTGTG AATTCCTTCT ACTTCCTGAA ATCCAAACGG AAATTCATAC TCAATATCAA 2 5500 

ATGCAGCTTT TGCATAATGA GCAAGCTGCG TTGAATCATG CGCCTTAAAT CTTAATCTAT 2 55 60 

CGGGACTAAT TTTAAGAGTT TCTATAAAAA AATTCATTCT ATTTTGCTGC CAATAACAAA 2 5 620 

ACCACTCGTC TATTTGCTTG GGATGAACAA AAAACTGCAT TTCCATTTGC TCAAACTCAC 25 580 

AAGTTCTAAA TATAAAATTT TTAGTAACTA TCTCATTTCT AAACGCTTTA CCTACCTGAG 25 740 

CAATCCCAAA AGGAATCTTA AGCCTTGAAG AATCCAAAAC ATTTCTAAAA TTAACAAAAA 25 300 

TTCCTTGTGC TGTCTCAGGC C T T AAAT AAA CTTCACTAGA ACTATCCTCC ACTACTCCAA 25 8 60 

TGTGGGTCTT AAACATTAAA TTAAAACTTC TTGGGGAGGT AAAATTATTT CCAACTTTGC 25 92 0 

AATTCGGACA ATTTTTTGAC AAATCAATAA AATCAGCTCT AAATCTACTT TTACAATCTT 2 5 930 

TGCAATCAAC CATAGAATCC GAAAAAC CAT CAACATGACC AGATGCTCTC CAAATTTCAG 2 6 040 

GGCGCATAAA AATAGCACTA TCTAAACCTA CAATATTTTC ATGCAAGTAC ACCATGCTCT 2 6100 

TCCACCACTC TTTCTTTATA TTCTTTTTAA GCTCAACCCC CAAAGGACCA TAATCCCAAG 2 616 0 
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CTCCTGAAAG GCCCCCGTAA ACCTCTGAAG ACTGAAATAC AAATCCTTTT CTTTTTGCAA 2 6220 

GAGAAATAAT ATCTTCCATT CTAACCATAA AAATATCCTT AATAGCTATT CATTTATTCT 2 62 80 

TAAAAATTCC TGTGCTAATT TTATTCTTTC AAAAACTTTA GACTTGCCTA TCAATTTTAA 2 63 40 

AGAATCAAAA AGCGGCGGAG AGACTTTGCT ACCAAGCGCT GCAATTCTAA TAGGAAGAAG 2 6 400 
AATTTCTCCC AATTTAAAAC CATTACTCTC AGCAAAATCA TAAAAAATTT TATCATTTTC ' 2 64 60 

TTCTGATGAT CTTTTTTCAA ACCCTTCTAA AATAGGCTTT ATTAATTCTA AAATAGAACA 2 6520 

AACTTCTTTA GCTGTTTTTT TTCTACTTAA AAACTCATCT AAATTCCAAG ATTTAATGTC 2 6 580 

CTCATAAAAA AATTTAGTCA TATTTAAaGC ATCACTTAAT TTTTTAATTC T AC T C T TT AT 2 6 640 

AAGAGGAATT AATAACTTTA ATTTTTGATT TTCTTCCAAA GTACTAGGCT TAGAAACATA 2 6700 

CCCTTTTTTT TGGAAAAAAG GGAGTAAAAG ATTAAATAAA TCTTCATCTT TTTTTTCTCT 2 6760 

AATATAGTAG CTATTGAAAA AATCCAATTT ATGATAATCA AAAATAGCAG GAG ATT T ATT 2 6 820 

GATCTTCTCA ATTGAAAAAA ATTGCTCAAG ATCATTTTTT GAAAAAAATT CTCTCTTATC 2 688 0 

GTCGTAAGAC CAGCCAAGCA AAGTAACATA ATTAATAATA GCCTCTGGAA GATACCCATC 2 6 940 

TTCAATAAAC TGTCTTAAAG CTGTTGAGCC ATGTCTTTTG CTTAATTTTT GAC CATC ATT 2700 0 

TCCCATAACC ATTGGAAGGT GACAATAAAT AGGGGGTTTC CATTTAAAAG CCTTATAAAG 27060 

AAGTACGTGC AATGGACCTG AAGAAACCCA TTCTTGAGCC CTTAATACAT GGGTAATTTT 2 712 0 

CATTAAATAA TCATCAACAA CATTGGCAAG ATGATAAGTC GGCAATCCAT CTGACTTAAG 2718 0 

AATTACAGGA TCAGGACTAA TGTCTTTATT CGCCCATGTA ATCCTTCCAA GTAAAATATC 272 40 

ATCAAAGCTG GTATCTCCTT CTAAAGGAAT TTTAAATCTA ACAACAGGCT TGATTTTTTT 2730 0 

AATTAGTGCA TTCTCAACCT CTTCATTACT TAAATTCsTG CAATGCCTAT CATA.TCCAGG 27 3 60 

TGGCATCTTA TTAATATTTT GAATTTTCTT AATTCTTTCA AGCCTTTCGG GACTGCAATA 2 7 420 

AC AAT AAT AA GCATGCCCAG ATTCAATCAA ATATTTAGCA TATTGCTTAT ATATTGCACT 2 7 480 

TCTTTGAGAC TGAACATAAG GCGCATAATC ACCCCCTACA ACAGGGCCTT CATCAAAAGA 27 54 0 

AATGCCAAGC CATTTAAGAC TTGAATAAAG ATCATTTTCA GCTTCTGGAG AATACCTGCT 27 600 

CTGATCTGTA TCCTCAATTC TAAGCAAAAA TTTACCTCCG CAAGACTTTG CAAAAAAATA 2 7 660 

ATTAAACAAA GCTGTTCTAA TCCCGCCAAT ATGTTGTAAA CCCGTTGGAG AAGGCGCATA 2 772 0 

ACGAACTCTT GTACTCAAAA CACAACTCCT TTAATAAAAA ACATCTTTTT TAGAAAAATC 2 7730 

ATAAATATAA TAAAAAACAA CAAAAAATAA ATTCGAACCA AGTAGCTTTG TATGCTTAGA 2 7 840 

ATCTATCCTG TTTTTAAATT - TATAGTATCG " ATTTCTAATC TCAATTTTCT TGCTTTCAAG 2 7 900 

CAAATCAAAA GATGTTTTTG ATTTTCGCAA TAAATAATAA AAATAAATAG TAAAAATATC 2 7 960 
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ATTTTTCAAA AAAAAC T TAT CTAAAAAATT TACCAACTCT TTTAGCTTTG AGTGCTCTTC 28020 

AAATGACAAC ATACTAAGAG CCTCACAATA TTTCACCCAC TTATTTCTAC TGTACTTGTA 2 8080 

ATTTAAAATT AAACTAGAAG CCTTTTCTTT TTCTCTAAAG CTAATAAGAA CAGAATAAAG 2 3140 

CTCTATTATT GTTTTATGTC TTAATCTAGT GTCTTTTAAA TAAAAATAAA GCTCATCAAG 2 32 00 

GCTTTTTTTA TCTTGTTTTA TTAAAATAAA CCTAAGAAGA ATAGATATTT CAAAAACACT 2 82 60 

TTTAAGCTTT TTGCGAACCA TTTTAAGCTT CAAAAAAGTG AATGCATCTT CCATCCCATT 28320 

TAAAATAAAA TACAATCTTG GAAAAAAATA TTGGGAATAA ATAACATTAA AAAC AAT C AC 2 8380 

TAATAAAAAA T AAAC T AC AA TAAATTGGTA ATT AAAC AAA ATGAAGCTTA ATTTCATTTG 2 8 440 

AAATCTTAAA AT T GC C AG AA AATAAATAAA TAATCCAAGA AAAATAATAT TAAAACCTAA 2 8 500 

GCGTATTTTT TCTACCATAA AAATCTCTTC AAAAAAGCTT AATTCAAAAA TTGAGATATA 2 85 60 

ATAAATACAT TAT AC T AAT A GAT AG AC AAT TAATAAATAA TAT GAT AT AC ATGGTTAATA 2 3 620 

GAGCTTAATT TCAAGGGAAT AAATGCAAAA TTCTGAAAGC ATTATTAAAA AT AT AAAAAA 2 8 680 

TTCATCATAT TTAATAGACA AGGAATTTTT AGTTTGGCCT GAGAATGCAT TTATTGGAGA 2 8740 

CAAAAACATT GAGCTTATTG AAAAATGGAA TCTAAAGTCA T AC AT T AAAG AGAGAAAAAA 23 8 00 

TTTTTTCAGT GACGATTCTG TTAAAAAAGA ATATGAAGAA ATACACAAAA AATTCAACGA 2 88 60 

AGAGGCTATT TCCAGTTATC AT GT AAT AAT AAGCAATTTA GAAGAAATTT ATGAAAATTG 2 8 920 

CAAAAGAAAT AAAAAAATAT ATTACCAAGA TATTATGCCT ACTGTAAAAA AAGTAATAGA 2 8 93 0 

ATTTTACAAG AAACAGAAGA AAATTTTTAT CAAATATTTT AGAATTCCCA AGCTTTCTGC 2 90 40 

AAAC TAT C AC ATTATTCATT CGGTAAATAC AGCTATCCTA ACAGTAGCCC TTGGCAATGA 2 9100 

AATGGGACTA AAT AAC TATA AAACAGTAGA GCTTTGTAGT ATTGCTCTTT TACATAAAAT 2 9160 

AGGATTTTTA TTTATTCCAT CAAAAATCAG CGAAAAAAAA GAAGCATTAA CTGAGGAAGA 2 9220 

ACTAGAAATA ATAAAAAAAT ATCCCATAAT AAGCTACAAA ATAGCTTCAA CGAGTAACTT 2 9280 

ATCACGATCA ATATGTTTGA CACTTTTAAC ACATAAAGAA AATCTAGACG GAACTGGCTA 2 93 40 

TCCTAAAGGA TTAACAAGTG AAAAT AT C AG CATAGAATCA AAT AT AAT AG GCGCTGCTAG 2 9400 

TGCCTATTCT GCTATCATTT TAGATAAGGC ATACAAAAAA TCTTTTAATT CTGGAGCATC 2 9460 

TATTATTGAA TTAATC AAAG ATGCTGACAA AAAATTTGAC AAAAGGGTTT TGAAGCTAAT 2 9 520 

AAT C AATGC A ATATCTTCTT GTCCCTTAGA CTTTATTGTA GAACTTAATG ACAATTCTAT 2 9 530 

AGC C AAAAT A GTAGATATAG ATGAGTCTAA CCCAAATCTT CCATACATCA- ACT AC AT AAT 2 9 640 

AAAAAATGGA AAAGTTATAG ACAAAAATGA ACAATCTAGT GTTCAATCTA TACCAAATAC 2 9700 
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AAATACAGGA ATAAAAAAAA TACTCAATCA AAATGAAATA GAGCTAATTA AAAATAAATA 2 97 60 

TTCTTTAATA GATATTATAT AAG AC AC T T A AAAGGAGAAA AAATATGATT TTGATAATAT 2 9 820 

CAGCTATGCA AGAAGAATCA GAAGAAATAA AT AAAAT AC T T G AC AAC AAA GAAGAAATTG 29 88 0 

TATTAAACGA CTACTTAGAA AATAAAAAGA TTTATAAAGG AAAAATTCTA GGAAAAGATG 2 9 940" 

TAATATCTTT AACTACAGGA ATTGGAAAAG TTAACGCAGC AACTTGGAGT AGTCAAATTA 3 0000 

TCTCTAAGTA T AAAAT C AC T CACATAATAA ACTCTGGAAG TTCTGGGGGG ATAAAAGAAA 3 0060 

ACTCTAACCT T AAAAT AT T A GACATTATAG TATCCTCAGA AACAGCATAC TATGACTTTG 3 012 0 

ACTTAACTAA GTTTGGACAC AAAAT AGGAC AAGTCCCTAA TTTGCCACAA AAGTTTAAAG 3 018 0 

CAGATGAAGA GCTACTTAAA AAAGTGGCCA ATATTGTTGA CAACAAGCTT TTAAACATTG 3 0240 

ATATCCATAT TGGCTTAATA C T AAC AG GAG ATCAATTTGT TGACAATGAA AAAAATCTTG 30300 

AAACAATTAA AAAAAATTTC AAAGATGCTT TAGCTGTAGA TATGGAAGGA GCTGCAATAG 3 0360 

CTCAAGTAGC ACACATATTT AAAAT ACCAT TCATAATAAT TCGTTCAATT TCTGATCTAC 3 0 420 

CAAACAATAA AGACAACCAT ATAGACTTTA ATAAATTTTT AAAAACATCA TCAATAAATT 3 0 480 

CAAGCAAAAT GACAAAGGAA CTTATTAGGC TAATATGAAT AAAAT AATAG CAGCGAACCA 3 0540 

AACTTTAACT TCTGAGGCTG TATCTGAAGG ACATCCAGAC AAAATTGCAG ATCAAATCTC 3 0 600 

- TGATGCCATC CTTGATGAAA TACTAAAAGA AGATAAAAAT GCAAAAGTAG CTTGCGAGGT 30 660 

CATAATTGCA CAAAATTTAG TAG T AATAG C AGGAGAAATA AATAGTCCTG TAAAAAAAAA 3 0720 

CATAGATATA AAAGAGGTTG CTAAGAATAT CATCAAAGAT ATAGGCTATA CAAATATTGA 3 0780 

TTATGGGCTT GATTACAAAA CAATAACGGT AATAGACGCT ATTGGCAATC AATCACGTGA 3 0 840 

CATTATAAAC GCAATTGAAA AAAAGGGATC CAATGCCCTT GGAGCAGGGG ATCAGGGAAT 3 0 900 

AATATTTGGA TATGCCTGCG AT G AAAC AAA AAATTTTTTA CCTGCTCCTT AT G AAC T AG C 3 0960 

CAATTCAATT CTAAAAAAAG CTAGCAATCT T AGAAAAT C A GGAGCAATAA AATGGTTAAG 310 2 0 

GCCTGACTCA AAATCTCAAG TT AC CAT AG A ATACGATAAA AAC AG AAAC C CTGTAAAAAT 31080 

AAAAAAT AT T ATAGTCTCTC ATC AAC AC C A TCCAAACATC TCCCAAAAAC T AAT AC AAC A 31140 

AACAATAATT GAAGAAATCA TCAAGCCCAC TGTTCAAGAC AAGTCAATGC TTGATGAAAA 312 0 0 

TACTGCTTAT TGCATTAATC CTTCTGGAAA TTTTGTAATT GGAGGCCCTA CCGGAGACAC 312 6 0 

TGGGCTTACA GGAAGAAAAA TTATTGCAGA TAGCTATGGA GGATTTGCAA GACACGGAGG 313 2 0 

GGGAGCATAC AGCGGAAAAG ATGC C AC AAA AGTAGATAGA TCAGCTGCCT AC AT GGC AAG 313 80 

ATATATTGCA AAAAATATGG TGGCAGCCGG AATTTCTAAA GAATTTGAAC TACAGCTCGC 31440 

ATATGCAATT GGAATTGAAA AC C C AAT AT C TATTCAAATA ACTGGGGGAA TAAATGATCC 31500 
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TAAATATGCA AACAAAATAT TAAATTTTAT TGTTAATAAC TTCGATTTAA CTCCCAACGG 31560 

TATAATTGAA AAATTAAAAC T AAAAC AAC C CAT AT AT C T T AAAACTTGCA CTTATGGTCA 31620 

TTTTGGAAAA AATGAATTTG AATGGGAAAA ATTAGATTTT GTAAAAAAAA TACAAACAGC 31630 

GCTAAAAAAA TGAAAAAAAT AACAAGCTTT ACAATAGATC ATACAAAACT CAACCCTGGC 317 4 0 

AT AT ATGTC T CAAGAAAAGA TACCTTTGAA AATGTAATAT TTACTACAAT AGACATTAGA 318 0 0 

ATCAAAGCTC CCAACATCGA ACCAATAATT G AAAAC GC AG CAATACATAC AAT AGAGC AC 313 6 0 

ATAGGAGCTA CTTTACTTAG AAATAATGAA GTTTGGACCG AAAAAATAGT ATATTTTGGC 31920 

CCTATGGGAT GCAGAACTGG TTTTTACTTA ATAATTTTTG GAGACTATGA AAGTAAAGAT 3198 0 

CTTGTTGACT TAGTCTCATG GCTTTTTTCC GAAATCGTAA ATTTTTCAGA ACCTATCCCA 3 2 040 

GGCGCAAGTG ATAAGGAATG CGGAAATTAC AAAGAACATA ACCTTGATAT GGCTAAATAT 3 210 0 

GAATCTTCTA AAT AC TT AC A AATATTAAAC AATATTAAAG AAGAAAATTT AAAATATCCT 3 2160 

TAGCTCATAA AATTTACAAA ATAGAAAGTA TTTCGCTTTC ATTTTTTGTT GCTACATCAA 3 2 220 

ACTGAAAAAT AAATCCTAAT GTTATTTTAT GCATTTGATT TAAAAGTAAA GGTTTGTTGT 3 2230 

AAAAAATTGG AG AG AT TGT A TATTCCAAAA AAATAAAATC TACATTAATT CTAGCTCCAA 3 2340 

TGTCTATTCC C AAAAC AAAA T TAT C C AAT A ATACCCAATC ACGCGAATCT ACAAAACAAA 3 2 400 

TTTTTGCACC AATGTATGAA AATTTTAAAC CTGTAAAAAA GATTAAACTA AACATTGGGG 3 2 460 

TATAGGATAA AAAGAAATAA TTACCATACA TTCTCAGTGA AAATGAAACA TCTTTTATTA 3 2 520 

TGAAAT AAT T TAGAGAATGC TTCAAATATG CTTGATCATC CAACATAAAT ATAATCTCAT 3 2 580 

TGGTATAAGG AGTATGGCTT GGTAAAAATT T AAT AT C T AA ATTAAATTCT CC AC CAAATG 3 2 640 

CTAAATTTTG AGAAACATTA ACACCAACTC CACTGAAAAA TTGATACTTA AGTCTTTCAT 3 2700 

AAAAGAATAA ATCTTGAGTA AAATTGTCAA CACCAAGCCC AACTCCACTG TATACATTAA 3 2760 

GATAGCTAGG AAT T C C TG AA TAAATTCTAA ATGCATTAAG CATAAAAACA AAAAAGAATA 3 2 320 

AAAAGTTTCT TCTCATAAAG AATCCTTTTG GGCAAAATAA AATTAAATAT TCATACTTAT 32 88 0 

TTGCATAGAC AACTCTTTAA ATTTTTCAAC TTCAAGATTA AGTTTATTGC CTCTCTTAAA 3 2 940 

ACCAAAACCA TCGTTTTTAA ATCTTGGAAT TACATGAAAA TGAGTATGAA AAACCTCTTG 3 3 000 

CCCTGCGCCA GCCCCCAAAG CAGAATAAAT ATTTATTCCA CCATAAATGC TTGAGTTTAT 3 3 060 

TCTTTTTAAA GCATTTGAAA TTTTTTTACA TACCTTTAAA ACTCTCTCGT TAAATTTATC 3 312 0 

ATCCATGTTT AATAAACTCT CACTATGTTC TTTGGGAATA ACAAGAGTAT- GCCCAACAGT 3 318 0 

TAAAGGATTA AT AT C T AAAA ATGCT AAAAC TAAATCGTCC TCATAAACTT TATAACTAGG 332 40 
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AAGCTCTTTG TTTATTATTT TACAAAAAAT ACAATCATAC ATTAAAAATA TCCTATTATA 33300 

AAAAAATAGC AATCAACATA TTTAAATGAA ATTTAAACAG CATAGCTAAC TAAAACC CAT 333 60 

TTTGCTATAT TAAAATAAGC TATTAAAGTA ATAGCATCTG CAATTGTAGT GATTAAAGGG 3 3 420 

CCTGCCATAA GTGCTGGATC CAACTTTAAA AGTTTAGCAA CAATGGGTAA AAGACCTCCC 3 3 480 

AATATCTTTG CTACTGTCAA AC TT AC CATC AAGCAAGATG AAAC T AC AAA AGCTATTTTC 3 3 540 

AGCTTATCAG AATGGTGTGG AGCTACAAAA AAGACAATTC TTAAAAAATT AACACTAGCA 3 3 600 

AGAATTGCTC C C AC TAG AAT GCTAACACAT ATTTCCTTTA AAAACACTTT AAAAAAATCT 3 3 660 

TTTACCTTGA CAGTACCAAG AGCAAGCTCA CGAATTATTA GCGCAGATGC CTGAGAGCCG 3 3720 

GCATTGCCTG AAGTATCCAT TAAAAGGGGA ATAAAATTAG CTAAAACCAC TAAAGACAAC 3 37 80 

ATTAAATTTT GATAATTTGA AATAATTGTA GCTGTAAAAG TAGAAGACAC CATAAGAACT 3 3 840 

AAAAGC C AAA TTATTCTATT TTTTGTCATA ACTAAAATAG AAGTATCAAG ATAAGATGTA 3 3 900 

TCTAAAGGCT TAACAGCTGC AATCATTTGA AAATCTTCAG TATTTACAGA TTGAATAACC 33 9 60 

TCTAAAATGT CATCAATAAT AATAACCCCT ATCATTCTCC CCTCATTATC AACAACAGGA 34 020 

ACACTGGTAA TATCATGTTT TTGAAAAAGA AGTGCAACAT CTTCTTTCTC ATCATTAACC 3 408 0 

C C C AC AAT AT AAAACCCACT ACTTCTCATT ATTGACGAGA GAATAACATC ATCTTTAGCC 3 4140 

AATATTAAAT CTTCAATTTT TATAACTCCT TTTAAATGCT TTTCATCATC TGTAATATAA 3 4200 

TAAGTGTAAA TATCTTCTTT GGTTTTAGCT ACCCTTCTAA TATAATCAAG AGCTTTGCCA 3 42 60 

ACTGTGAAAT CTTCTTTAAG C T C AAC AT AC TCAATTGTTA CGATCGAACC TGCAGAATCA 3 4320 

TCACTGTAAG AC AAAAAT T T ATT AAT AAT T TCTCTATTCT CTTCTGTAGA ACTTGCCAAA 34380 

AATCTCTGAA CAACATTTGC AGG AAC C T C T TCCAAAAGGT CAATAACATC ATCAAGATTC 3 4440 

AGCTCATCAA TCATTTCACT TATTTCTTTA TTGGTAAAAG AATTTGC T AA TTTATTTTTT 3 4500 

GTAGATTGGT CAAAATTAGA AAAAGTTTCA ACTGCTATTT TTTTTGGCAA AAATCTGTAG 3 45 60 

AGTAAAATCA ATTCAGTTCC ATTAAGTCTT TTAAGAGCCT CAGCAATATC AAAGGAATCA 3 4 620 

TGCTTTAAAA ATTTTTCTTT AATTTTAGAA TAGCTCTTCT CTTTAAGAAA AATTCTCAAC 3 4 680 

TCATCAATAT CTATCATTAA AAGGCCTCCA AAAATTTAAA TTTTACAAGA CATTTAATGA 3 4740 

ATCTAATTCA TCAAAGCTTA TCCAATAACA TAGAACATCT TCCTGAGGGA ATAGGAAGGG 3 4800 

TTTTTTCTTT TTTATTTAAT ATATTTATTG TAAAATAATA AAGTTTTTCA GATTCCATTT 3 4860 

TTATTTCCCA ACCTCTTTTC CCCTTATTGC AAATTATTGT AGTTTGATTC TTTTTAAGAG '3 4920 

ATAAGCTTTC TATCCCCATA ATCTCAAGAG TGGGTATATT CC AAT AT AC A GTTTTATCAG 3 4930 

GCAAACTAAT TGTAAGCCCA ATAATATTTT CTATCATTAA GC T AAT AC T A AAAAGTGCAA 3 5040 
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GATAACAAAT AAGACCTTTC TCGGTATAAG TTTTTTTATT AGAATCAAAA TATGCAGGTC 3 510 0 

CTTCTTGCAT AGGTCTATAA GCTTCCCAAA TGTGCCCCTT AATTTTATTA AAAGGCATTA 3 5160 

AAGTGTCTAA TATATAATAC AAATGTCTTA TAGTAAATTC TCTTGCAATA TTTGCACGAC 3 522 0 

CACAA'TATTC AAGCCCTTTG AT T AC AAAAA AATTCATATA AGTATAAACT GAACCATAAT 35280 

ATCCATTGCC ATCCTCACTA AAACCTGGCT CACTAACAGA AAGTGTTGGA AAAGGATTTG 3 5340 

GAGTCCCAAA ATGATTAGTA CTTTTTAAAT AAAAAATCAT TCTTTCTATT CTGTCCTCAC 3 540 0 

TGGGAATCTC AGAAAGCATT GGGAAAAAAC CTACTATTGT CTTGATTTCA AGAATATTTT 3 54 60 

CATTAACATC AAGATCATAA TAAAATCCAT CTTTTTCGCT CCACATTAAA GAATTAATTT 3 5 520 

TGACCTTAAG GGAAAAAAAT CGTTTTTTGT ATTCAAGCGA TAAATTTTTA TCATTTAAAA 3 5580 

TGTCTGCCAA TTTAGAAATA. CAATATGCAT TATGAACTTG CAATGAATTA AAATCTATAG 3 5 640 

GATAGTACGC ATCTACTCTT GGGGAGTTCT TATAAAAAAT TTTATTTACA TCAATTGAAT 3 57 00 

AAAGACCATT TTCCTTTAAA AATTTGCTCT CTATCCATTT ATAATACTTA TCAAGAATTG 3 57 60 

GTAAAACTTC AGAAATTCTC TTTTTATTTC CTGTCTTATG ATATAAGTTG TATTCAGCCC 3 5 820 

ATGCAAAAAT AGGAAATCCA ATATTCTCTT CATTCTCATC AAGATCAATA ATAGCATTGT 3 58 80 

TATTGTCATA TCTAGCCCTG ATTGCACCAG ATTCTTCCTG CAATTGATAA AATTTATCAA 3 5 940 

TTGCAGATGT AGATGAATAT TCCCCATTAC T AT AG AC AAG AAAAAAGCTT GACATACAAG 3 60 00 

CTTGCATCTG ATCTATATAA TCACAATTTT CCGAATAATA ATTTTTATCT TTTTTGCCCC 3 60 60 

TATCAGCAAC TTTTTGCAAA AT C AC C T T AT CTTGAATCCA AGATAAACTT TTATTATAAA 3 612 0 

TAT C AAT AAA GTC TTGATC A TAATAGTAAA TTTTGGGAAA CATTTTTTTA TTCAATGCTA 3 6180 

AATCCTCTAA AACAACAGAA ATGTACTTCT ATTTATTATA AC AC AAT AAA TATAACATAA 3 6240 

TTAAAAAATT AAAAAC T GGA AAATTAAAAT CTTTCTATTT CAAAAGTTTA TAACTTTAAT 3 63 00 

ATTTGTTTTA TAAAAATTTC ATATTCCTCC TGATTGCAAG GAAC AATGAT CTCTTTATTG 3 63 60 

ATTATTTTTC TCTCAAGAAC TTTTATGTAT TCAAATTCAT TCGCATTAGG CAGCCCAATA 3 642 0 

ACACCATCTC TTAATCCCAT TTGAACAACT TTTCCACCTT CCCAAACATT ATTATTTTTA 3 6480 

ATATATTCGC CAGTAATCAA ATACAATGCG TCCCCAATGT TTTTTATAAC AGAAGTAATA 3 6540 

AAATTTTTAG GAGCAAGATA TGACTGATCC TGATCGGCTC CAATAACATA GTAACCATCG 3 5600 

CCAAGGTTTT TTGCTGTCTC AAT AAC AC C A ATTCCTGCTA AACCAGCTGC AAAATGAATT 3 66 60 

ACATCTATCC CTTTAGAATA CATTTTACTA GCTATGGTTC - TACCAATATC- AACATCGGAA 3 6720 

AAAG AAT T G G AATATTCACT TATAATCTCT ATATCTTTAT TAG C AT AC T T TGCTCCAGAT 3 6730 
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TCATAACCAT AGCGAAATGC ATCTACTATA TTACCCTTCA TTCCCCCTAT AAAACCTATT 3 6840 

TTGCCAGAAA AGCTTTTTTT GGCTGCAATA TAGCCAGCCA AAAAAG C AC C TTGGCTCTAC 3 6900 

TCTGAAAACA ACAGCAATCA AGTTTTCAGG AATCTGAACA TCATCACCAT AAATGGGATC 3 69 60 

TATTATTCCA TAGCTAATTT TTGGATTCTC CGATGAAACC AATAAAGATG CGTCCGTAAG 3 7 020 

CATGTACCCT ACAAGCCAAA TCAAGTCTGA GCCATTCCTT TTTAAATTAT CAAGATCTGA 37080 

AACATAACTA GAATAAACTC CAGAAATAGC ACAAGAAA^AA ACTTCTTCAA TATTTTCTGG 3 714 0 

AAAATCTTTT TTCAAGCGTA ATAAAGCCTC ATTAGCACTA GAATTAAAAG ATTTGTCGTC 3 7200 

AAGAACACCA TCTACCAACA T GG AT AT C TT AATTTTTTTT G AAC TAG ATT CTATTCCATT 3 7260 

TCTACTAAAG CAAGAAGTCA AC AAAAT AC C GAATATAAAA ATTACAATTC TCATATAAAG 373 2 0 

CACTTCTCCA TTTCAATTAT TCAAACAAAA CCAATGTGTT TTTTATACTT AAAAATAAAA 373 8 0 

TATATAAATT GATTCTTTAT TTAAATAAAT TCTTTAAGAA ACTTCTCATA ACTTTCTTTA 3 7 440 

TTAGATGGAA CAATAATTTC TTTGTTGATT ATTTTGCTAG AAAGATTGTC AATTTCTTTT 3 7500 

TCAAGTTCAA AGGAAATCAT TTTAGGATTT CTTACAAACC CCACAACTCC TTCTTTAAGG 3 75 60 

C C AT AATTT A TTAATTTGCC ACCTTCGAAA GTATTAGTTT TTAAATGGTT AGATGTAAAA 3 7 620 

ATATTTAAAG CTCTACCAAC ATCTTTAGTT GTAGATGTTA TTACATTGTC AGGAGCAAGA 37 680 

TATGCTTGAT CTT CATC AAC TCCAATAATG TAATGCCCAG AACCAAGTTC TTTTGCAACC 3 7 740 

TCAATAGCCC CAATTCCTCC AAGGCCTGCA GCATGATGAA TAATGTCTAT CTCATCAGAA 37800 

TACATCCTAG TTGCAACGCT TCTACCAGCT TCAAGGTCAG CAAAACTACC AATATACTGA 378 60 

GTAGATATCT TTATATCTTT ATTAGCATAC TTAGCACCAG CTTCATACCC AT AC C T AAAA 37920 

GCATCTACTA TCTCGCCTTC TATTCCCCCT AAAAATCCAA TTTTACCTGT TTTAGAAAGT 37 9 80 

TTTGCAGCAA TATAACCCGT TAAAAATGCA CCCTCTTGAG CTCTAAAGGT CATGCCCACC 3 8040 

AAATTTGCAG GAATAGGATC GTTAGAATAA ATAGGATCAA TAATTGCATA TTTCATATCG 3 8100 

GGATTTTGAA GAGCCGCAAC CTTGGCCACA TCGCTAAATC TATACCCAAT AAGCCAAATT 3 3160 

AAATCTGAGC CCGCATCCTT AAGCCCTTCA AGATCAGATA AATAAGAATT TGATGAGGAT 3 8220 

TCTTTTAAAA CAAGCTCAAT TTTAAATTCT TCTTTAACTT TTTTTACGCC ATTTAAAGCA 3 82 80 

CTCTCATTAA AAGATTTATC ATCAAAAGTT CCATCAATTA TTAAAGATAC CTTAGGAATT 3 83 40 

TCGCTCCCAA GACTACCTTT AC C AC T AC AA GATAAAAAAA CAATACTCTC AAGCAAAATC 3 8 400 

AAC AAC AAT A TTTTATTCAT AAACTATTTC CCCTTTACAA ACAAAGCTAT ATTTAAGTAG 3 84 60 

TTTATAACTT TGATTTAAAT AAATCAAATG CATATTCACT ATCAGGAACA ATAATTTCTC 3 85 20 

CACTTATTAT TTTATTTTCT AG ATC AAT AA CTTCATCAAC CAACCTATTG TTTAAAACAT 38580 
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CGGGATCCTT AACAATTTCT ATTACTCCTT CCTTTAACCC CCGATCAATA ATAATTCCAC 3 3640 

CCTTAAAAAC TCTATTATTA ATATACTCTG AT G AAAT AG A ATAAATAACC TTACCAATAT 3 8700 

CCTTAATTAT TGAAGTAATA ACATTTTGAG GCGCAATATA TGATTGATCT TGATTTAAAC 3 3760 

CAATAACATA ATATTTAGGT CCAAGCTCCT TAGCAGCGTC ATAAACTCCA AG AC C AGTTA 3 382 0 

TACCAGCTAT TGGAAAAATA ACGCCTACTT TATCTTCTTT AT AC AT GAAT AGAGCCATTG 3 8380 

CTTTGCCTTT CTCCTTATCA AAAAGAGAAG GTGCTTTTTT TGAAACTAAT CTTAATTTAG 3 8940 

GATTGGCATA AAAAATTCCA GCCTTAAAAC C AAAC TT AAA ATCTTTTACA TGCTCACTCA 3 9000 

TAGGACCTGT TAAAAATCCA ATCTTTTCTT TTCTGCTCAT CTTAGCAGCA ATATACCCAG 3 9060 

CTAAAAATGC AGCCTCTTCA TTTCTAAACT TAATAGCCAA GGAATTCTTA GGAACTTGAA 3 912 0 

TAT C AC CAT A ATCAAAAGCA TCTATAATAC CATAATAAAT ATCTGGACGT T C AT AGGAAA 3 913 0 

GCTTAACTGA CAAGTCAGAA AATCGGTATC CAATCAACCA AAAAAGATTT AAAGGATTTT 3 9240 

TTTGAACCTC ATAAGCATCC TCAGTCATTG CCTCATCAAC AGTAAGAAGT CTTTTACCCT 3 9300 

CAATAGGATA AGGTCTTAAA GATTT AGTTA TAAGCTTTAT TCCAAAATTA TCCCTAAGTT 3 9360 

TTACAACACC ATCATGAACG CTTTGATTAT AGCCTTTATC ATAAAAGCTA C CAT G AGC C A 3 9 420 

-AAAC AC C T AC AACAACTTTG TCAGATTTAA TAGACTTTTT ATTAGATTTA AAACAAGCAA 3 9480 

ATACTAATAA AGATAAAGTA ATAAAAATAA ATCTTTTAAA CAAAATTAAT CCTCTCCTTA 3 9 540 

TATTTTTTTT AAAAATTCTA AATTTTTTAA AAATTAAAAT ATTAACTTTA TTTTACTAAC 3 9 600 

AAGTAGTATT CTTTATTTAT AAAATAAAAT TTTAATAATC CCTTTTAAAA AAATACTTCT 3 9 660 

AGC ATT AAT A AAAACACAGT AGTAGGAAAA ATAATTTTTC CTACATCACC ATAATATCCA 3 9720 

AATTTAAACC CTTTTGCAAG ATTAATTTAA ATTCAAATTA CAACAATTAA AAAACCCTTT 3 9780 

AAAACATCTT T AAAGAAT T A AAAAGATTTT TCACAAATCA GCTCAATAAA AAT C AAATT A 3 9 340 

ATTTTCCATT TGCAAAACAA AGTTATCATA AG AT AC C T T G TCATAAGGCA CTTTTATTAT 3 9 900 

ACCATTCATT ATACTTTGCC CAATTTTCAA TGATTTGTTA TAAATCTCAG AATAATTTGA 3 99 60 

TTTTAAGTTT TCATTTAAAA CTAAACCAAG ACCATCTTCT TTAAGCCCTA AAAACATGGT 40 02 0 

CTTGCCACCA TCCAAAACTC CAGTTTCTAA ATACTTTTTT GTTAAACTAT ACATCAATGA 40 03 0 

ATCAACTTTT TTTACAGCAG AAACAATAAC ATTGTTAGGA GCAAGATATG ATTGATCCTG 40140 

ATCGACTCCA ATAATATAAT GATCGGGCCC CAACTCTTTT GCGGCCTCAA T T AC C C C TAT 40 2 00 
AC C AGAAAGC CCTGCAGCTG CAAATATGAT ATCAACCCCA TCTCGATACA TATTAGATGC - 402 6 0 

CGTTGAACGA CCAAGTCCAA AGTCTCCAAA TGTACCAACG TATTGAGAGA CCACTTTAAT 40 320 
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ATTAGAGTTT 


GC AT AC TT AG 


CACCAGCTTC 


ATATCCATAC 


ATAAAAGATT 


CTAAAACTTT 


40380 


TCCCCTCACT 


CCTCCAACAA 


ATCCAATCTT 


ACCCGTTTTA 


GAAGCCTTCG 


ACGCAAAGTA 


40440 


TCCTGCTAAA 


AAAGCCACCT 


CTTCGGATCT 


AAAACTAATA 


TTAAGAAGAT 


TTTTGGGTAT 


40500 


TTGAATTTCA 


TCATAAACCC 


CTTCTATGAT 


TGCATAATTA 


ACAGAAACAT 


TCTCGCTAGC 


40560 


TCTTTGAAAA 


AGAATGTCTG 


AC AAT C T AAA 


CCCAATTCCC 


CAAATCAAAT 


TTGAATTACC 


40620 


ATCTTCTAAG 


TTTGCAATAT 


CTCCTAAATA 


AGAATTGCCT 


GTAGATGCTT 


TTTCAATTAT 


40680 


ATTTATATTT 


AAATCTGCCT 


TTAATTTTCT 


TATCGCCTTA 


GAAGAACTTT 


CAT T AAAT C C 


40740 


TTTATCATCA 


AAAGCACCAT 


CAACTATAAG 


CGAAACTGTT 


TTTGCCTCCG 


ACTTGC CATC 


40800 


ATCAGAGCTA 


GAACAAGCAA 


CAATAAATAA 


AAAAATTAAA 


AAAT AAT AAA 


CTTTTTTTAA 


40860 


CATAAAAATA 


TCCTCCTTGC 


TTTTAATAAA 


AAAATACAAA 


AAATAGATCT 


CATAATACAC 


40920 


GGCATATAAA 


CAAAAAAAGA 


CACCTTAAAA 


AGGTGTCTTT 


TTACCATCTA 


TAA.TGAGTAA 


40980 


AAGCTTTATT 


TGCTTCAGCC 


ATT C TAT GAG 


TATCTTCTTT 


CTTCTTGAAA 


GCAGCTCCAG 


41040 


TAGAATTATA 


TGCATTTAAA 


AGTTCGTTTG 


ACAACTTTTC 


TTTCATAGAC 


CTACCGCTAG 


41100 


ACTTTCTAGC 


AGCAAAAATA 


ATCCACTTCA 


TAGCCAAGGC 


TTCTCTTCTC 


TCTTCTCTAA 


41160 


CTTCAACAGG 


AAC TTGAT AT 


GTAGCACCAC 


CCACTCGTCT 


ACTTCTTACT 


TCTACCAATG 


41220 


GCTTAATATT 


ATCTAAAGCT 


TTATAAAAAA 


CAGCCATCTT 


GTCGCTTTCT 


TCAAGCTTAT 


41280 


CGGCAAGCAA 


ATCAATTGAA 


CTATAAAGTA 


TACTCTCGCT 


TATTGATTTT 


TTTCCATCAT 


41340 


ACATCATTCT 


ATTTGCAAAC 


TTTGCAACAA 


TTCTAGAATT 


ATATCTGGTA 


TCAACAAAAA 


41400 


CTTTCTTTTT 


GATTTTTTTA 


TTTTTTCTTG 


ACATATTTAA 


TATTAACCCA 


CCTTTCAGTT 


41460 


AAGCTTTAGG 


CTTTTTTGTT 


C C AT AC T TAG 


ATCTACCCTT 


TTTCCTATTA 


TTAACGCCAA 


41520 


GGGTATCCTT 


AGCTCCTCTA 


ACAATATGGT 


ACCTTACTCC 


AGGCAAATCT 


TTAACTCGAC 


41580 


CACCTCTAAT 


TAGAACCACA 


GAGTGTTCTT 


GTAAATTGTG 


TCCAATTCCT 


GG AAT AT AT G 


41640 


CTGTTACTTC 


AAATCCATTT 


GAAAGTCTAA 


CACGCGCTAC 


TTTTCTTAAA 


GCTGAATTAG 


41700 


GCTTTTTGGG 


AGTTACGGTC 


ATTACACGCG 


TACAAATTCC 


TCTTCTTTGA. 


GGACAATTTT 


41760 


GAAGCGCAGG 


AGATGCGGTC 


TTCTCCGTTT 


GACTTTTTCT 


AGGCTTTCTA 


ATTAAC TGAT 


41820 


TAATTGTAGG 


CATTTATCAA 


CGCTCTCC TT 




rn a Tup A A T A A A 




41880 


ATATATCACT 


TATTTTCAAG 


TTAAACTTCA 


GAATC GATAT 


TTTCACTAAC 


TTTAATTTTT 


41940 


TTATAAAGAC 


C CAT AC C AG T 


TCCAGTAGGA 


ATTAAATGTC 


CAATTACAAC 


ATTTTCTTTT 


42000 


AATCCCCTAA 


GAT CAT C TAT 


TTTTCCAGCA 


ATAGAAGCAT 


CTGTTAATAC 


TTTTGTTGTT 


42060 


TCCTGGAAAG 


AAGCTGCGGA 


AATAAAAGAA 


TCTATATTAA 


GAG AC GTTTT 


AGTTACTCCT 


42120 
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ATAAGAATTG GACTTGCTAT TGCTGGCTCA CCACCTTGTT CGATTACTTT TCTATTTTGC 4213 0 

TCATAAAAAG TGTGCTTATC TACCTTTTGC CCATAAACAA AATTAGTATC ACCAACTGCA 42 2 40 

ACAATCTTAA CTTTTTTCAT CATTTGCTTG ATTATCACAC CAATATGTTT GTCATTAATG 42 3 00 

CTAACACCCT GTTTTCGATA AACATCCTGA ATTTCTGCCA ACAGAAATTC TTGTAAACTA 423 6 0 

ATCCCACCTA AAATTTCAAG CACATCATGA GGATTAATTC T AC C AT C AC A. AAGCATATCT 42 42 0 

CCTGCTTTTA CAACATCTCC ATCTCTAACC AAAAGATGTT TTCCAGCTGG AATATAATGC 42 43 0 

TTATGTTCAA CCCCATACTC AT C T AAAAT A TTAATAAGCC TTTTACCTTT TTGAATTGAT 42 540 

TTAAATTGTA CAATTCCGCT TACTTTAGCC ATTTCAGTTA AATTCTTAGG AATTCTTGTC 42 600 

T C AAAAAG AT CATTAACACG AGGCAATCCC CCTGTAATAT CTTGAGTTTT TTCAGAACCT 42 660 

TTAGAAAGTT TCGCAATAAT ATCTCCTATG TTAATACTCT GGCCATCTTC AACTTGAAGA 427 2 0 

TAAGCATCAC CTGGTAATAC ATAAGATGCA ACCTCCATAC CACTACTATC AATAATAAAA 427 8 0 

ATTCTAGGAT CAAGAGATTC AAAAACATTA TCTGTAATTC TTTTTTCAAC ATTGCCTGTT 42 8 40 

TCAGTATTTA TTTCCTCTTT AAGAGTAGTT CCTAAAATAA TATCCTTAAA TTTAATTTTA 42 900 

CCCTTAACCT CTGCAATAAT AGGCTCTGCA AATGGATCAA ATGTACCAAT AACTTTGCCT 42 9 60 

GATTCAACAT AATCACCAAC CTCTATTTCA AGCTTTGTAC CCGCTTTCAA GGAAACTTCT 43 02 0 

TGCTCTTCTG AC ACT ATG AA AAAAT TATCG TCTCTTAATT TAACATAACC AATGTAAGAA 43 0 80 

GAGAGAATCT CTGAGCCCTT TTTATCAATA AACAAAGGAA TTCCTTTTAT TACTCTTTGA 43140 

GAATCTAAAA CTTTAATCTC TTTTATGTTC TTAATTTTTT CCTCATAAAA AACATTGATT 43 2 00 

ATTTTTAAAG TTCCTTTTCT TGTGAAAAGA ATTCCATTAT CAACTCTAAC ATTAAAACCT 432 60 

TCTATGCCAT TAAGTATGAA GGCATTCTTT AAAGATATTT TATCATCCTC ACTGCCAGCC 433 20 

TGAGCAACTC CACCAATATG AAAAGTTCTC ATGGTTAATT GAGTACCCGG TTGACCTATG 433 80 

GAC TGAGC AG CAATTATTCC CACAGCCTCC CCAATATTAA CAGGTTTGTT C T T AG AAAAG 43 440 

TCTCTACCAT AACATTTTTG ACAAACGCCA TGCTCAGCTT CACACGTTAA AACAGATCTA 43 5 00 

ATAACAAGTT TTTCAATACC AATTTTCTCT AAT AATTC T A TTTTAGCTTC TGAGATTTCT 43 5 60 

TCATTTGCAT CTAAAACAAT CTCGCCAGTA ATTGGATTTT TTATTCTTTC AATAGAATAA 43 62 0 

CTCCCAACAG CTTTTTCTTT CAAAGATTCT AATATTTCTT CACCATTTTT TACAGTCTCA 43 680 
ACTTTTATTC CATTTATAGT TCCACAATCC TCTATTCTAA CAACAACATC TTGAGCAATG ' 43 7 40 

TCTA.CTAATC TTCGAGTTAA AT AT C C AG C A TCAGCGGTCT TAAGAGCAGT ATCTGC'TAGA 43 8 00 

CCTTTTCTTG CTCCATTTGT AGATATAAAA AACTCTATCA C AGAAAG AC C TTCTTTAAAG 43 3 60 
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TTAGAAATAA TTGGAAGCTC AATAATATCC CCAGAAGTTT TTGCCATCAA TCCTCTCATA 43 92 0 

CCAGCAAGCT GTCTTATTTG ATTCCTACTA CCCCTAGCAC CAGAATCTGC C ATC AT AT AT 43 93 0 

ATAACATTAA ATCCATCTCT ATCTTTCTTT AAAATTTCCA TCATCTTATT AGTAAGTTCT 44040 

TCATTGGTCT TTAACCAAAC AGAAACTACA TTGTTATAAC GCTCTTCGCC AGTAATAACA 4410 0 

CCTTTAGCAT AATCATTTTG AATCTTAGCA ATCTCTTTAT TGGCCCTTTC TACATAAGTT 4416 0 

CTTTTTTCAT CAGGAACAAT AATATCGCTC ATACTAATTG TGCATCCAAA CTTAGTGGCA 4422 0 

TACCTAAAAC CAAGTTCCTT GATGATGTCA AGCATTTCAA TT AC GAT AG A AG AAC CAT G A 442 8 0 

ACT AC AT AAA CTTTTGATAT TAAAATTTGT AGCTC C AAAT CACTAAGGGT TTTATTTACA 443 40 

AATTCAATTC CCTTGGGCAA AGCCTCATTA AATATAACCC TACCGGCCGT AGTTTTTTTG 444 0 0 

TACTCACCAT GAATTTTTAC ATAAATAGAA GCATTGTAAT CCAGACTCCT ATTATTTATG 44460 

GCAAGAATAJV CATTGTTAAA GTTTAAAAAC TTTTTACCTT CTCCAACAAC ATTCTTTTTT 4452 0 

TCCATAGTTA AATAATATAG GCCCAAAACA ATATCTTGGG ATGGAAAAAC AATAGGATGC 445 3 0 

CCATTGGCAG GATTTAAAAG ATTATTTGTT GAAAGCATTA AAGCCCAACT TTCAGCTTGT 44 640 

GCTGCCGGAG TAAGAGGCAC ATGTACCGCC ATTTGATCAC CATCAAAATC GGCATTGTAT 447 0 0 

GCATGACAAA CAAGAGGATG TAATTTTATT GCCTTACCCT CAACTAACAC AGGTTCAAAA 447 6 0 

GCTTGAATTC CAAGTCTATG AAGAGTGGGT GCCCTATTTA AAAGAATAGG ATGCTCTTTG 44 82 0 

ATAACAAGAT CTAAAATTTG CCACACCTCA TCTACTTCTT GCTCTATTAA ATTCTTTGCT 44880 

CTTTTGATAT TAAAAACAGC TTCACTCTCA ATCAGTCTTC TTATCACAAA AGGCTTAAAA 449 4 0 

AGCTC AAGGG CCATTTTTGC AGGCAATCCA C AT T GAT GT A GCTTAAGCTC AGGTCCAACA 450 0 0 

ACAATAACAG AACGACCAGA ATAATCTACT CTTTTACCAA GAAGATTTTG CCTAAACCTT 450 60 

CCCTGCTTAC CTTTTAATGC ATC GGAAAGC GAC TTGAGAG GCCTACTAGA TGAACCTTTG 4512 0 

ACAACCTTTC TTTTATGAGA ATTGTCAAAA AGAGAGTCTA CTGATTCTTG AAGCATTCTT 45180 

TTTTCGTTTC TCACAATAAT CTCTGGCGCA TTAAGAAGAA GCAACTTTCT TAAACGATTA 45 2 40 

TTTCTATTTA TGACTCTTCT ATAAAGATCA TTAAGATCAG ATGTTGCAAA GCGCCCCCCA 45 3 00 

TCAAGCTGAA CCATTGGCCT AATCTCTGGG GGAATAACAG GAAGAACTTC CATAATCATC 45 3 60 

CACTCTGGCT TATTGCCAGA AATTTTAAAA TTCTCAATAA TTTCAAGACG TCTTAAGAGT 45 42 0 

TTCTTATCAG TTTTATCATC TTTATCTATC ATTTGAATTC TAAGCTTAGA CGAAAGCTCA 45 4 80 

TCAAGATCAA GATTTTCAAG AAGAGTTTTA ATAGCCTCAG CCCCCATTGA AGCATTAAAA 45 5 40 

GAC AT AC CAT ATCGCTCTCT AGCTTCTATG TACTCATCTT CATTTAAAAG CTGCATTTTT 45 600 

TTAAGATCAG TATCGCCCGG TTCAATTACT ACATATTTTT CATAATAAAG AATAGAATTC 45 660 
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AAACTAGATG 


CTGTAATATC 


AAGCAAAAGC 


CCAATCCTAG 


AGGGTATATA 


TTTGTAATAC 


45720 


CAAATATGAG 


CAACTGGGGC 


TGCTAGCTCA 


ATATGCCCCA 


TTCTTTCACG 


TCTAACCTTA 


45780 


AAATGGGTAA 


CCTCTACATT 


ACAACGATCA 


CAAATAATAC 


CTTTATATCT 


GAC CGATTTA 


45840 


AATTTACCAC 


AATAACATTC 


CCATTCCTTT 


GTAGTACCAA 


AAATCCTTTC 


ACAAAAAAGC 


45900 


CCATCTTTTT 


CGGGTCTTAA 


AGTTCTATAA 


TTAATAGTTT 


CGGACTTTTT 


AACCTCTCCA 


45960 


TAAGACCAAT 


TTCTAATTTG 


ATCGGGAGAC 


GCTATTTTAA 


TTTTTATTCT 


TTCAAAATCT 


46020 


TTTATCTCTT 


T C AT AAAAAC 


TCCAAAAACC 


TAGCTTTTAT 


TAATCAATTC 


TTCTTCTTTT 


46080 


TCTGTCAAAG 


GAACCTGATT 


CCCAGCATCA 


TCATAAATTG 


ACAAATCAAG 


TCCAAGCCCT 


46140 


CTAAGCTCTT 


GCATTAGCAC 


ATTAAAAGAC 


TCAGGAATCC 


CTGATACATT 


AGTAGGAACG 


46200 


-CCTTTTACTA 


TATTTTCATA 


TATTTTAACT 


CTGCCTGACA 


TATCATCAGA 


TTTAACTGTT 


46260 


AAAAGTTCTT 


GAAGGGTGTG 


CGCCGCACCA 


TAAGCTTCAA 


GA.GCCCAAAC 


CTCCATTTCT 


46320 


CCAAGTCTTT 


GCCCACCAAA 


TTGAGCCTTT 


CCTCCAAGAG 


GTTGCTGAGA 


AACAAGAGAA 


46380 


TATGGGCCTG 


TTGATCTTGC 


GTGCATTTTA 


TCATCAACAA 


GATGGTGTAG 


TTTAAGCATG 


46440 


TAAATCACCC 


C AAC C AT T AC 


TTCATTTTCG 


AACGGCTCTC 


CTGTATAACC 


AT CAT AT AAA 


46500 


ATTTC TTT AG 


AAGTTGGATT 


AAATCCAGCA 


GTTTTTAATT 


TTTCCTGAAT 


TTGTTCATTT 


46560 


GTAGCAGATT 


CAAAAACAGG 


AACATTATAA 


G ATT C AC C AA 


GATATTTACC 


AGCAAGGCCT 


46620 


AATTGAGATT 


CCATTAACTG 


TCCGATATTC 


ATTCTAGATG 


GAACTCCCAA 


AGGATTTAAG 


46630 


C AT AT AT C AA 


GAGGGGTTCC 


GTCTGCAAGA 


TAAGGCATAT 


CTTCAACAGG 


AAGAATCTTT 


46740 


GCAACAACAC 


CCTTATTACC 


ATGTCGTCCA 


GCCATTTTAT 


CGCCCTCTTT 


AAGCTTCCTT 


46300 


TTTTTGGCAA 


CATAAACTTT 


AAGTATCTCC 


TCAACTCCAG 


GAGAAAGATT 


ACCAACATCC 


46860 


TCTTTGGTAA 


TCCTTTGAAC 


ATCAATAACT 


GTACCTTCAG 


TACCATGAGG 


AACTTTTAAT 


46920 


GAATTATTTT 


TAACATCTTT 


TGCTTTTTCT 


CCAAAAATGG 


AAGTTAACAG 


TCTAAATTCA 


45930 


GGAGTAATGT 


CTCCTTCTGA 


CTTTGGAGTA 


ACTTTACCAA 


CCAGAATATC 


ACCGGGCTTT 


47040 


ACATAAGTTC 


CTATCCGTAT 


AATCCCATTT 


TCATCCAATT 


TATTTAATAT 


CTTTTCACTA 


47100 


ACATTAGGTA 


' TATCTCCTGT 


AACTTTCTCA 


GGACCAAGTT 


TAGTTTCTCT 


TACCTCTATG 


47160 


CTAAATTCTT 


TGATATGAAT 


AGATGTATAA 


AGATCTTCCT 


TTACAATTCT 


ATCAGAAATT 


47220 


AATATAGCAT 


CCTCATAATT 


AAATCCATTC 


CAAGGAATAA 


CTCCTAGCAA 


TAAATTATTA 


47280 


CCAAGAGCAA 


GTTCTCCATA 


TCTAGTAGCA 


GGACCGTCAG 


CTATTATCTC 


GCCCCTTTCA 


47340 


AC TTTTTG AC 


CCTCTTTAAC 


TAAAACGGAT 


TGATTAAAAC 


AAGTGTCTTG 


ATTTGTCCTT 


47400 
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TCATACTTAA CAATATGACA TTCATCTAAA. TC TTT AC-CAT TCTCTGCCTC AAAAGGTTTA 47 460 

AC AAC TAT C T TACTACTTGT TGCAAGAA.TA ACTTCCCCAC TTCTTTTAGC CTTAACAACT 47 52 0 

ACTCCTGAAT CCTTTGCAAC AACGCTTTCC AT AC C C GT AC C AAC AAT AGG AGGGTTAGGG 47 580 

AAAAGCAAAG GTACTGCTCG TCCTTGCATA TTAGAA_CCCA TAAGAGCTCG ATTTGCATCA 47 640 
TTGTGCTCAA GAAAAGGAAT T AA.CGC C G AA GATACTGAAA TTAGCTGCCT AGGAGAAACG 



47700 



TCCATATAGT CTATATTTGT GGGACTTGTT GTAGTATAAT C AC C AG AAAT TCTAACAGAA 477 60 

ACTAAATCTT CAAGATACTT T C C ATTA.GAA T T AAAAGC AG CATTAGCCTG AGCAATACAC 47 82 0 

T^TTTCTCTT CGTCAATAGC AJ3ATAAATAT CCTAACTGGT CCGTCACCAC TCCATTAACA 47 8 80 

ACTTTCCTAT AAGGAGTTTC TAAAAAA.CCA T AAC C AT T AA, C T C T AG AAT A AGT AG C C AAA 47 940 

G AAAC AAT AA GTCCAATATT TGGCCCTTCA GGGGTTT C AA TAGGACACAT TCTAC CATAA 430 00 

TG AG TAT AAT GCACATCTCT TACTTCAAAT CCTGCCCTAT CTCTTGAAAG TCCTCCTGGT 43 0 60 

CCAAGAGCAT TAAGACGCCT TTTGTGAGTA A.GCTCAGCCA AAGGATTGAC CTGATCCATA 4 312 0 

AAC TG TGAAA GCTGACTGGT TGCAAAAAA.T TCTTTAACAG CAGATACAAT AGGCTTAACG 48180 

CTTATTAATT CTTGAGGCTT TAGATTAAAA A.CTTCCTTGT T AG AC AT T C T ATCTTTAGCA 482 40 

ATTTTTTCAA C T C T TG AC AT CGCGCCTTTA TATATAjTTAG TAAGAAGCTC ACCAACAGAA 43 3 00 

CGAACCCTTC TATTTCCTAA ATGGTCAATA TCATCAAGAA TATCATGGCC TTCATATATT 48 3 60 

CTTAAAAGAT GAGATATGGT GTTAACAATA TCATCCATAG TTAAAACCGA TGTAGTTAAA 48420 

T C AT C AAAT C CAAATTTTTT A.GAAAGTTTA TACCGCCCCA CACGTCCAAG ATCATATCTT 484 80 

C T TT C AG AAA AGAATATGGT TTT T AAATCG TTTTCA.GCAT TATCAATTGA TATTGGCTCA 43 5 40 

CCGGGAAAAA GAG AAC C ATA AACAGCTAGC AT AAC TG ATT CTTTTGGAAG CTCTTTAGAG 48 6 00 

C C AT C C TT T A AAGCAAAGAA AGCATCCTCT TTTTCAAGAC AAT T TAG AAT AACATTCGAA 48 6 60 

CTTACAAAGC GCTTTCCAGA AATATCATTA TAACCATCAA AATCAACAAG CTCTATTTCA 487 20 

TTT AC T CC AT TTTGTAAAAA ATCTTCAACA TC TTGC AG AG TAATTTTATC TCCTGCACGA 487 80 

T AAT AC AT AT TCTCTCTTAT GTTAAjXACCC TTAGCTAAA.T ATTGCCCTGG AAGATCTCTT 48 8 40 

TTTGTA.CCGT CTTCAACTTT AATTTTTT T A ATATTGTAAA AAGTTTCTAT TATTTTTTCT 43 9 00 

CTCGTATCAA- ACCCTAAAGC TCTTAA A AAA AGAGTTATAA GTATTCTTTT TTTTCTATCT 43 9 60 

ATTTTTACAT AAAGA.TAATC TTTTTTTGAA TCAATCTCAA ATTCTAACCA AG AAC C AC G A 4 9020 

T AAGGAAT T A TTCTAGCAGA ATACAAAJTCT TTTTCTTTAT AAAAAAC AAC TCCTGGGGAT 490 80 

CTGTGAATCT GAG AAAC AAC AACCCTCTCA GCCCCA.TTAA TAATAAAAGT GCCTCTTTCT 49140 

GT C AT T AAAG GAATAGTTCC CATGTA.TACG T C TTT TTGC C TTATTTCCCC AGTAGTCAAA 492 00 
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AATTGCAAAT TCAATCTTAC TTTTAAAACA GCCTCATAAC TTTGACCCTT TCTTTTACAT 492 6 0 

TCTTTTTCTG TAAAATTAAG GGCATCGTTT TCTATATAGT ATCTTTCATA CTCAAGAGCA 4932 0 

ACATCACCAT TTCCACTTTT AATGGGAAAT ATATTTCTAA AAAC AG AC T C AAGGCCCTCA 4938 0 

TTAAGTAAAG GTTTTTTACT TTTTAATTTA TCAAGTTGTA AAAATTTTTC ATAAGAATTT 4 9 440 

AATTGTATTT CTATCAGGTT AGGTAGGTCT AAAAT C T CAT CAGCTCTTCC TTGTCCCAGA 49 50 0 

TGAACTCTTT TTATCATTAA AAGACTCCTT TTTTAAGACA TAACAAGCCG CACATCATAA 49 56 0 

CGACATGCGG AATAACAACT TTGATATATT TTTAATTTTT TATTTAACTT CAACTTTTGC 49 62 0 

GCCAACTGCC TCAAGTTTCT TTTTTAATTC TTCAGCATCT GACTTAGAAA GACCTTCTTT 49 68 0 

AATAGCTTTA GGAGCGGCTT CAACTAACGC CTTAGCTTCT CCAAGACCAA GTCCTGTAAT 4974 0 

AGCTCTAACT TCTTTTATAA CATTTATCTT GCTATCACCA AAAGACATAA GAATTACATC . 49 80 0 

AAATTCGGTT TGTTCTTCAG AATCAGCCGA AC C T ACTGAA ACAGCTCCCC CTACACCAGC 49 8 60 

AGCAACAGCG GCAGTTACTC CAAACTTTTC CTCAATAGCT GTTACAAGGT CAACAACTTC 49 92 0 

CATAGTTTTT GCACCTTCAA GCCAGGTTAA AATATCTTCT TTATTTAGTG CCATATTAAC 49 98 0 

TCCTTATATA TTTTCATTTC ACAGTGATAG CATGCACTCA AAAATTAAGA CTAACACTGT 5 0 040 

CATGTTAATT TTTAACATCA GCCAAAGCTT TCAATGTTCT TGCAAGCTTA GAAACTGGCG 5010 0 

CTTTTAACAC GCTAGCAAAT AAAGAAATAG AC TCTTTTTT GGTAGGAAGC TTGCTGTAAG 50160 

CTTGAACCTT AGCCTCATCA TAAAACTCTC C T AAT AC AAA ACCGCCCTTT ACTTTTAAAG 5 0 220 

TACTACTTTT T AC AAAAT C A TAAAAAATTT TTGCTATTAC ATTAGCTTCT T C T AAT GC AG . 5028 0 

TAACAACAAC TGTAGGGCCA AC C AAAC AAG AATCAACAAC ATTAATATTC TTTTCTTTTA 50 3 40 

AAACCATCTT CATTATATTG TTTTTAACAA CTTTTAATGA TCCATGTTCG CCTTCTATTT 50 400 

TATTGCGAAG TTCTGTTAAC TGAGCTACAT TTAAACCTCT ATAATCTAAG AAAAAAAGAT 5046 0 

TTTGTTTGC-T AT C TAT AAAC TGTTTTAATA AAT C AAAC AT TTCCAACTTT TTAGCATTTA 5 0 520 

TCTTTGCGCT CATAATGTTA CCTCCAAACA AAATTAACTT T T AT AGAAGG CCCCATAGTA 50 58 0 

GATGAAATAT AAATACTATC TATAAAAGCT CCCTTTAAGT CACTCGGTCT TTTTTTAACA 50 640 

ACTTCCTTGA CAAATTCCTC ATAATTTTCT TTTATCTTTT CATTGTCCAT AGAAGATTTA 5070 0 

CCAAAAGAAA AGCTTATTAC ACCATTTTTA TTTGCCCTAA ATTCTGTTCG ACCCTTTTTA 507 6 0 

AGACTGTTGA TTGCATCTTT AAGATTATTT GTGACTGTTT GAGTCTTTGG ATTGGGCATT 5 0 820 

AAACCCCTTT TCCCTAAAAT AGGACCAAGT CTTCCAACAT CTTTCATCAT ATCAGGAGTT ' 50 88 0 

GCAACAACAA CATCAAATTC ATCCCAACCG CTTTTAATCT TATTTATAAG ATCATCATCG 50 940 
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CCAACATAAG 
AGTATTCTTT 
TTTTTTTTTA 
ATTTCTTTCA 
GAAAAAGCTT 
TTGAACGTGC 
CAGACATTTT 
CTGTATTAGA 
CTGGGGGAGT 
GAACCACAAT 
G AC C AC T AAC 
CAGCTGGAAC 
ATGGTAGTAA 
GGAAATCAAC 
TTCTTTCATA 
TTCTAACTCT 
TCTCACCAGT 
GCCCCTTACT 
TATCTTTCCA 
TTCTCTCCCT 
TAACATCTAA 
CTATCTTTTT 
ACCCTTCTTA 
TATACCCAAG 
AACTTCATTA 
CCTAAACACT 
CAGCATACAG 
TTTT ATTTTT 
TTCTAAC TTT 
TTCTTCACAA 



TTGCACCAAA 
TTGGCTTCAT 
AATTAAGGTT 
ACAGCAAAAT 
CAATATATTT 
ACTTCCTGCA 
AATTCTTGCT 
TTTCTTAGAT 
CTTTACAATA 
GCCGGGATCC 
TCCATGAGGT 
CTGCAATTTA 
CGCCTTCAAA 
TTCAACAGGC 
ATCAATAGAA 
TTCTCCTTCT 
AAGCATAAAA 
AAC AC C AAC A 
GCCTACTTCT 
TATTCTTTTC 
TACCACACCG 
CTCATATTGA 
TAATAAAACT 
AAAATTGAAA 
TACTTAGGCC 
TTAAAGCCTC 
TTTTGGAGAC 
CCTTCTTTAT 
TCTTGCTTAT 
ATCAAAGATA 



AGCTCTAGCT 
AAACTGATTT 
AATAGATATA 
TGCATCTTCA 
TTTACCCTTT 
ATAATTTTAA 
ATCTCCATCA 
CCTGATTCTA 
AAAGAAAAAC 
ATCTTTGCGG 
CCAAGCGCTT 
AT C C AAG AAA 
GCTCCCATTA 
GTTGATCTTC 
CTAATAAGTC 
TCAAAGTCAT 
ACACTTTTTA 
AAATTAATAA 
GGAAGATCTA 
TTGCCATTTC 
C C AAAAAC AC 
GAATAAGTTT 
AAAATACATA 
CAAATAATAC 
ACGTTACCTT 
ACTTTAATTC 
TGTCGTTCTA 
GAAGAGTGTG 
TGCGTCTATT 
T AAG C T C AAC 
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TCATCTGCTC 

GGCAAAACTA 

TCTATAGTTT 

ATGTTATAAA 

TTTGACATTA 

ACGCTGCTGA 

ACTTTTCTTT 

TCCCAATAGC 

TTTT ATC ACT 

TTCTCTCATT 

GCCCTATTTT 

TTGCTTTTTT 

GTATTAAATT 

CAAAAATTTG 

CTTCAAAGGA 

AAAGCATAAA 

CTTCTTCATC 

CGCCTTGAAC 

GCTCAATAAG 

TTATCTCTTC 

CTTCATTTAT 

G AAC T AC AT A 

AGTTACAACA 

CAGCCAAAAA 

CTTAAGCTCT 

TAACAACAGG 

CCGTTGGAAC 

TTTTCGTAAT 

CTTAGTAGTG 

AGCTCCTTTG 



GATCACCTTT 
TAGTGTCTCT 
CATCAAATTT 
ATTTATTCTT 
TTTCTCCACC 
TTCTGACTTT 
TGATATGGTT 
TTTTTTAATT 
AT AAAC AG T A 
AAATTCCTTT 
AGCTCCTGGA 
TTTTGCCATA 
TTAAATCTTT 
AACTGCAACT 
GTCAAAAGGT 
AATAGATTTA 
ATTAATAGGA 
TTTGATAATA 
AATATAGCCT 
TACTTTTTCA 
TAAAAGCCTT 
CCAAGCTCTA 
AGAAACATAA 
ACTTGCTTTC 
AAG AT AC TAT 
TCAGGAGGGA 
TACTGACCTA 
TTTGGACAAT 
GTATAATTTC 
CCCTTCTTTT 



TGCAAAAACA 
AACAGTATGA 
GGCAAATTTA 
ATCCACTTTA 
TCAACACCCA 
GCATTTAAAT 
CCAACTTTAT 
AAAATCGAAG 
ATAATAACAG 
ACAAACTGAG 
GCCGCTTGAG 
TAATCTCCTT 
TCTATATGTT 
TTTAATTTCT 
CCGCCTTTAA 
TTTGCTTTAA 
ATAGGCCTTT 
TTAGCAATAA 
GGCCAAATTT 
ATAGGAGCCT 
ATGTCCTGCT 
GACATAATTT 
GATAATCGAC 
CATTTCCAAC 
CTTTGATAAA 
TTCGAACCCC 
TTATTTA.TTA 
ATTTCATCAA 
TAATTCCTGT 
TACCCATATA 



51000 
51060 
51120 
51130 
51240 
51300 
51360 
51420 
51430 
51540 
51600 
51660 
51720 
51780 
51340 
51900 
51960 
52020 
52080 
52140 
52200 
52260 
52320 
52380 
52440 
52500 
52560 
52620 
52630 
52740 



£ !i - ill '8 3! 1!' 4! r J! c$ .„ 4j! y ' I : rS In; 



702 



ACAAAACTCC 


TAACTACCAA 


TAAAAGCCCT 


CAATCGGACT 


TGAACCGACG 


ACCCCCACCT 


52800 


TACCATGGTG 


GTGCTCTACC 


AACTGAGCTA 


TAAGGGCACT 


AATTCCCTAT 


AAAACTCTTT 


52860 


ATTATCTTAG 


TTGATTGTTT 


AGAAAAAAAC 


AAGT AC T AAA 


TTTAATTTTC 


T T AC T T T ATT 


52920 


ACAACAAGTT 


TTCCATCTTG 


CAGAAGTTTA 


ATGTTGTTAC 


TATTTGAAAA L 


C AAC T TAT T A 


52980 


ATAGAATACT 


CATCAAGTAT 


AATATCTGTA 


TTATTTTTAC 


CATAAATACT 


TTTGGCAACC 


53040 


AATTTTAAAG 


GACGATGTCC 


AACCCTATTT 


T TAT TAT TAT 


AAAGAACATC 


GTTGCTATAC 


53100 


TCAAGCATTC 


CCCATTTTTT 


CAAAGCCTCT 


GAAGAAACCA 


TTCTCTTATC 


AAAAT AT GGC 


53160 


CTAATGTTTT 


CATCATAAAT 


TTTGATAAAA 


AAAGAGTCTT 


CTAATTTTTT 


AG AAC C AG AA 


53220 


GTATTATTGT 


AGACTTCGCC 


TACATAAATC 


ACAATTCCTG 


TATAATCGGT 


TTTATCAACA 


53280 


TCAGAATTTA 


CTAATGGATA 


AAAAGCTTTA 


TAAGGAGTTT 


CATGTGAAAA 


AAATAAATTT 


53340 


ATAAAATCGG 


GGAAAAGACT 


AAGCTCATAC 


CTAACAGTAA 


GA.CTTCTTAA 


ATCTTCTGAA 


53400 


TATTTTATAT 


AAGACCTTTT 


C AAAAT AC T A 


TTAGGACCTG 


AAAAATTAAG 


TATCAAGCTG 


53460 


GGATTCAGGT 


CAAAATAATT 


CTTAAAAGTA 


TTTTCAGAAT 


CCATAATTAT 


CTTAAAAAGA 


53520 


GATTCTCTTA 


TTAACGTGTC 


TTTAAAATCA 


TTAATGGTTG 


CTATTAATTT 


AGACGCTGTA 


53580 


TTTAAACCCA 


CTGGTCTAAA 


TTCATTTTCA 


TTAATTTCCT 


TAACAATGTC 


AAAACAAATA 


53640 


ACCTTCCTAT 


CCCAATCGAT 


TATTCTGTGC 


ACACTTGTCT 


CAGCAGCTTC 


ATCCTTTATT 


53700 


ATGGAAACAT 


TAGAATAAAG 


TAGAAATAAA 


TAACTAAAAA 


GAAACTTAAG 


AAAATGCATT 


- 53760 


ATCTCCTTCC 


TATTATTTTT 


TACCTAAATA 


CACGCCTATC 


CAAGTCCAGC 


CAT T ATT AAT 


53820 


TTCTGGATCT 


TTAGGATAAA 


CAATTCTTTT 


AAAAACAAAA 


TACCATTCAT 


GAATATGGTC 


53880 


CCAGCCCCTT 


GACTCAAGAT 


AAGATATATC 


GTC AC TAG AA 


TCTGCCTCAA 


GATGC TTTGC 


53940 


AAATTGTATT 


CCGTTTTTTC 


TTCTCCCCCC 


AAGCCTAATC 


ATAGTGGTTA 


AAAAGC T AT T 


54000 


AGTATTAATG 


GAATTACTCT 


TTCCACCCTT 


TTGATCCCAG 


CTTTGAATAA 


AAAAATT AT T 


54060 


CTTATCTCTT 


ATATTAAGCA 


ATTTAGAAGT 


ATTACCAGAA 


AG AAC AAAAT 


TTTTAACATC 


54120 


CTGGATTAAA 


TCTCCTAAAT 


TTCTATAAAC 


AACAAACTCT 


GGATTATTAA 


AGTAATTAAT 


54180 


TTTTGTAACA 


ACATTAAAAT 


AGTCTCTAGA 


ATCTATTTTT 


AAATGTGCCC 


TTGGAATTGA 


54240 


AAGAAATTTT 


TTATAATAAA 


AATAAGATTC 


ATCGTAJVTCT 


TGAACATCTT 


CCAAACTTAG 


54300 


CGCAAGATTA 


TAAAAATAAT 


TACCCTTTTC 


CTCATTATTT 


AAATTATCAA 


TCCCCATATT 


54360 


TAATATAAAT 


TTGTAATAAT 


TGATTTTATC 


GATTGAATCA 


ATATTTAAAT* 


TGACAATCTT 


54420 


TTTAGCAACC 


CTTGTTTTCA 


TTGAATGGTT 


, TTCATAAACA 


TAATCATCAA 


AAT T AT C AAC 


54480 
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AACACGCTTG TAAATATTAA AAGCTACAAA ATCTTCTCCC ATGGAATCAT AAATATTGCC 5 45 40 

CATTAAATAA AGATACAAAG GATAATATTC TCTAGATTCA TCATCAATAA TTCCATTATT 54 600 

TACAATTTCT AAAGCATCTT CATAATTTTT ATTTGCAATA TATATGTTAA CAACTCTATC 54 660 

AATAATAAGA AATTTATCTA ATCTATTTTT ATTAGAAGAT TTTAAAAGAT GTGTAAGATT 54720 

TTGAATCTCG CTTTGCTTTT GGTTGCAAGA AGTAAATAAA AACAAAATCA AAATAAATTT 54730 

AGCAATTTTG ACCAATAGAT TCATAAGAGT ATTTTACAAT AT AAAC T AC A CATAATAAAA 54 8 40 

TGCACACCTC AATTTAAAAA GTTGTCAAAA TTTTTATAAA TACTAACTTA ACATCACCAC 5 4 900 

ATTTTACATT AACACCAATG TAAAAATATT AAAACAACAA AACT AAAGC C TAAATTTAAA 54 9 60 

ATTTAGCATA AAACTCCAAT ATAAAAAAAT AGTAAAAATC ATTTCATAAC TGACAATTAT 5 5 020 

GACCACAAAA ACGTTGAAAA ATAATCTTAT AATGACCTAT AATAAATGTT AATTTAATAC 5 50 80 

CTATTTAAAA AGCAATCGTC TAAAATTAAA CACTTTATTA AAGGAATACA AAACTCACAA 55140 

AACATGAAAA AAGAATTCAT TATGCTTTTA CTGTTATTGC AAACAATAAT GAATTTAAAC 5 5 200 

TCAATAAATA CTAATACAAG TACTTCAATA GTAAAAGAAT TGCAAAAAAA TTTATATATT 5 52 60 

TTCAATAGCA AAGAATATCA AAAAGATAAA G AC AC T T T AA ATGAATTTAT AAATT C AAT A 55 3 20 

AATATAAATG AC AAAG AAAT CTTACAAAGT TTAGAAAAAA TCAAAAATGA GCTTTTTATA 55 3 80 

ATATCTGTTT TTTTCAACAA TAAAAAAGGG ATTTTAATTG CACTAAATCT TGGAGCAGAA 55440 

ATAAACTTTA AATATAAAAT ATCTCCAATT TCAATTTCAA T AAT AAAC AA T G AAT T T G AA 55 5 00 

ATCACAAAAA TAT TG AT AG A TTACGGAATA AGCCTTAATC AAATAGATGA TACAGGTTAT 55 5 60 

TCTCCAATAT TTTGGGCAAT AT AT AC T AAT AACGAAAAAA TATTTGAATT TTTAAAAGAA 55 6 20 

AGCGGAGCTG ATTTAAGTTT C AC AC T T AAA AATAGAAAAA CACCAATGCA AGCCGCAATA 5 5 680 

GAAACAGAAA ATATAAAACT AAT T AAAT C T CTGGAAAAGA AAAAAATTTA CATTGACGAC 557 40 

AATTTCAAAA AAAAACTTAA AAAGC TT AAA AACAAAGAAA TAGTTCGAAT TTTAGTAAAA 5 5 800 

TAGAAAATAA ATTCAATACC CATCAGATGC TTGGATATTT TTATCTTTAT CAATAAGATC 55 8 60^ 

CTTGTATATA AAAGATTTTT TAGCAAGCGT CTCTTTTAAA TTTTTAGAAA AGGGTAAATT 5 5 920 

CCTCCACATT ATTCCGCGTA CTAATTTCTC AAGTTTTTGA ATTCCTTTAC TTTCTTTTTC 55980 

T AT C C AAAG A AAATAATCTT C T AAAAAAAA TTTTTTAACA TTTCCCTTTT TAATAAATTT 5 6040 

AACATAATAA TCGTAATATT GGCCTGTAAT TCCTGTTTCC ATCCACCTAA AAGAAGCTTG 5 610 0 

CTCTTTTGCA AGTTCCCAAA C AAAATC AC C AATACCCAAA ATAACCGCCT TTCTTAAGTT 5 6160 

TTTAGCATAC ATAGGTATTA ATATTTTACC CCTACCATTT GCTCTGTTTT TAACATCAAT 5 6220 

TG ATT C C C AA CAAATTCCTT TATCACCATA AGAAGGTATT AATATAAAAT AAGGAACTAC 5 6280 
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TCTGAGCAAA 


TCTCCTCTAT 


ACGCTTTTTG 


AAAAAGTCTA 


GGCTGAATAT 


CTTCGATTTC 


56340 


CCAAACAAGC 


TGCATAATTC 


TTTCTCTACT 


TCCAAAAAAT 


TGAGGGTTAG 


CAACTACATT 


56400 


ATTTTTCAAA 


AGAATAGGAA 


AATGATTGCC 


TCTTGGCCCT 


ATCGCAAGTT 


TATTGGCGCT 


56460 


TCTGATAACT 


TCAACTTCAT 


CATGTGCAAT 


AGTTGATTCA 


GTAGACATCC 


CAATATTATT 


56520 


CATTTTATTT 


TGAATTTCAA 


AAAGCTCTCT 


GTTAGTATCT 


TCAATTTTAT 


TAATAAAAAC 


56530 


ATTAATATCC 


CGATTTGATT 


TAATAAGATC 


ATCAACATAA 


TT AC T AGC AA 


AATTTAAAGG 


56640 


CTTTAAAATC 


GAATTAGGAT 


AAGAACTCTG 


CACTCCGTAT 


TCAGTCATAT 


AAGTTAAATC 


56700 


GCTTTGACTA 


TTATTTGAAA 


AT AAAAAT T C 


AAACATGCTT 


CTTAACTTAC 


TAAGAGCCTC 


56760 


TTTTCTGATC 


TTATCAGTTC 


TCTTAAGGCT 


ACTTTTTGCA 


AAATCAATAT 


TTGCCAAAAG 


56820 


TTTTTCTTTC 


TTATTAAGTA 


AAACTTTTTC 


CATATCTTCT 


TCTTTAAAAT 


TATCCGTTGG 


56830 


CAAATCGGTT 


GCTAATCTAC 


TAAGCTTAAA 


ATTATTAACC 


CCATAAAGCC 


ATTCATCAAA 


56940 


AT AAAT AAAA 


GAC T CAT TAT 


AATGATTGTC 


CCAAATAGTT 


TTTGAAATTA 


AT AGC TGAAT 


57000 


TTCAGATCCA 


AGTGCATTTG 


GAATAAGTGC 


GGCAAATCTA 


AATAAAATTT 


TCTGCTCCAT - 


57060 


GGTCAATTTT 


GAAATGTTTT 


TTGCAATTGA 


TCTGAGAAAA 


GAC C AATAAA 


TGTTAATCAC 


57120 


TTGATTATAT 


TTTAAAACCC 


TATCAACCTC 


TTCTGACTGC 


GGATTTAAAT 


AATCTACCAA 


57180 


AACTTTATGA 


AGC TTAAAGC 


CAATTTCTTT 


ACTGCTTGAA 


ATAAGATTTT 


T AT AAAAAT C , 


57240 


TTTAGTAAAA 


AATTGC TT AT 


CATGCTCCTC 


TAAAGTTAAA 


ATATTTGGCA 


ATCTCGAATT 


57300 


TAAATCTGTA 


TCTACAGAAT 


C AGG AT AC T T 


ATACAAACTA 


CCCCCAAAAA 


CACCCACAAG 


57360 


CAATATAGCG 


ACACAAGTAC 


AATTGTAACT 


CTAAAGTTTA 


TATTTACAAA 


AAAATTTAGT 


57420 


ACTATTTATT 


ATACACAGTG 


TACCTTAAAT 


CTCTGAAAGG 


AGAAGTCATA 


TGAAT AT AAA ^ 


57480 


AATCAATTTT 


TTTTTCACTT 


TGCCTATTGG 


AATCTTTTTA 


GGATTGTTTT 


TCCCTCTTGG 


57540 


AATTTATAGC 


TCCTTATCAC 


ATGCTTTTAT 


AAGATTATCA 


TACTTATCTC 


TTATTCCCTT 


57600 


TTTAATATTT 


TCAATTCCAT 


TAGGAATTGA 


AAAT ATT ATT 


GAAAATAAAA 


ACTTTAAAAA 


57660 


GCTTTTTGGT 


AAAACAATTT 


ATTATGGAAT 


TTTAACTAAC 


CTATCTGGAG 


TTGCTGTATC 


57720 


AATAATAGCT 


GCAACAATAT 


ATCTTCCGCA 


AAGAATTC C A 


AT AC T AGAAA 


AAACAATACA 


57780 


AAATACATGT 


TTTTTTGAAA 


AAGAAGC TTT 


ACTAGAAACA 


TTCTTTCCAA 


AAAATATTTT 


57340 


CAAAATATTT 


AC AT C T AGC A 


ATCCAAATCT 


ACTAAGCATT 


TACATGATTT 


CAATAATAAT 


57900 


AGGCACAAGT 


TTTTATTATG 


CAAAACAAAA 


AGGCAGAATA 


GCTAGAGAAC: 


TGATGCTAAG 


57960 


CGCATCCAAT 


CTTTTTTACC 


AT GC AAATGG 


GTTTATTGTA 


AACATATTAA 


ATATAGGGAT 


53020 
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CATTTTTATA ACAGCAAATT ACGCTGCAAA CTTAAAAAAC TTCAAAGATT ACCCAAATTA 5808 0 

TACAAACAGC ATAACATTCT TTTTGGCATG GACAATTATA ATTTTATTCG TAATATTGCC 58140 

AACAATTAGT TATAGATTAA CAAAAAGTTT TAAAATGATA TATAAAGGCA TTTTTGTATC 58200 

ATTTCAAAAC ATAATATTTT CAGGACTTGC AAAAGATTCT TATTCCCCTT ATGTGATATT 5 8260 

AATAGAAGAT ATT AAAAAC G AAAGAATAAA TATAAAAAAA TCCATAATTA TAAACATACC 583 2 0 

TTTAATAAAT TTTGTATCTA AATTTGGCAC TATTTTTGTT TCAGTAATAT CATTTTTTAT 53 38 0 

AATTTTAAAA TCATATTCTA GCTTACCCAT TTCTATTTAT GAAATAAGCT ATATGAGCAC 5 8440 

TTTATCATTT GTTTTTGTCT TTGCATTTCC TCATATACCA AATAGTTTAA TTTATATAAT 5 8 500 

TACAATGCTT TGCTCTACAT ATACAAAAGG AATAGAGCTA AATGTTTCAA ACATAACACC 58 5 60 

AATGCTGCCG ATATTAATCT CTTTGGCTTT ACTAATCGAC TTTGCTTTTA ACATTGCAAT 5 8 620 

CATTCATATA ATAAACTTCA AAGAATTAAA AGATCAAGAA AAAATTAATT AAAGC T AAAC 58 68 0 

AAATTAATAG GATTTGGCAA ATAAAACAAA ATATTTAGCT TTAGATGAAC AATAAATACA 5 8740 

AGTCATGCCT GTTAAATCTC TGGCCTTAAA ATCATCGGGG ATACATCTTA TTGTGGCTTT 58 3 00 

AGTTTCATTT TTAATAATAT TTTCACAATT CAAACTGCCA CACCAACAAG AAAGCACAAA 58 8 60 

TCCAGAATAA TCATTCACAT AGGCTTTGAA TGTCTCATAA CTATCCTTAC TGCTTCTAAA 589 2 0 

AATCTCCTTA GTATTCAAGA TCCTAAAATT TAATGCTCTT TGAAATAAAT CTTTTTGCAT 58 980 

CAAATCAAGC TCTACCTTAA CCTTGCTTAT AAGAGAATCA AGTGATATTT GATACTTAAA 59 040 

TTTTCTGTCT TTATCTCTTC TTGAAATAGT AACGGAATTT AAAAGGACAT CATTTATCCC 59100 

CACTTCAAGG CGTATTGGAA TTTCCTTTAAA CTCGGCAGAT GAAAATCTAA ATCCCGGAGA 59160 

ACTTCTAACG TCCTTATCAA TTTCAACCCT AAATTCTGCT TTTTTTAAAG CATCCACAAC 59 22 0 

ACAATCAGAA TAATCTAAAA TTTTTTTATT AATCTCATCT TCTTTTTTAA AAATAGGAAT 5 9280 

AACAATAATT TCTATTGGAG CAATGCGAGG CGGCAAAACT AAACCTTTCT CATCAGAATG 5 93 40 

AACCATAATC AAAGC ACCAA TCAATCTGGT AG AAAC AC CC CAGCTACTAG CAAATACATG 5 9 400 

CCGCATCTTG CCATCTTTGT CTTGAAATTT TACATCAAAT GCCTTTGCAA AATTTAAACC 59 4 60 

TAAATAATGG GATGTA.GCGG CTTGAAGCGC TTTTTTATCT TGCATTAATG CCTCAATTGA 59 52 0 

ATAAGTAGAA ACAGCCCCCG CAAATTTTTC CTTTTCAGAT TTTTTACCAC AAAACACCGG 59 580 

AATGGCCAAA TAGTCTTCTA TGAATCTTTT ATATACATCT AAAATAAGTA AAGTTTCTTC 59 640 

TAATGCCTCC TCTTCGGTAG CATGAGCAGT ATGTCCTTCT TGCCATAGAA ATTCGGTAGT 5 9700 

GC GC AAAAAA GGCCTTGTTC TCTTTTCCCA ACGAACAACA TTTGCCCATT GATTAATTTT 5 9760 

AAGAGGAAGA TCTCTGTAAG ACTTAATCCA CTTACTATAC AT ATT C C AAA TAATTGTCTC 59 820 
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AGAGGTAGGC 


CTTAAAACCA 


AAGGCTCTGC 


CAAACTCTCT 


CCACCAGCAT 


C C TT AATAAT 


59880 


AGCAAACTCG 


GGT GAAAATC 


CATCAATATG 


ATCCTTTTCT 


CTTTCTAAAA 


AACTATAAGG 


59940 


AATAAGCATA 


GGGAAATATG 


CATTCTCGTG 


TCGCGTCTCT 


TTAAATTTTT 


TATCAAGTAT 


60000 


ACTCTGAATT 


TTACTCCAAA 


TAGAATACCC 


ATAAGGCATA 


AT TAG CAT AC 


ATCCTTTTAC 


60060 


AGGACTGTAA 


TCAGCAAGTT 


TTGCTTTCTG 


GACTATATCT 


AAAT AC CAT T 


TAGAATAATC 


60120 


ATCTTCTTTT 


GATGCTATAA 


AATCACTCAT 


AAATTATCCT 


CAATAAAGCA 


TTTCACTTCT 


60130 


TTAAAAAACT 


AAATAATTAT 


ATTCAATATT 


TTTTAACTTC 


AACCATAAAC 


CGTTTATACC 


60240 


TATTTCCATA 


AGAATTTAAG 


ATGATTTTTT 


CCAAAACAAA 


AACAATTCCA 


TCTTCATTTG 


60300 


GAAATAAAAC 


AATCTCTCTT 


ATTCTGTAAT 


CAATAACATT 


CTTTCTATAA 


TAATTTCCTC 


60360 


TTCCAACAGT 


CAAATGCTTT 


TCTAGAGTTG 


AATTACAATA 


TCTGACAGAT 


AAAAAAATAT 


60420 


TAAAAGAAGA 


AGAAAGTTCT 


TGGGAATTAA 


TATCCTTATT 


TACAAAAACT 


TG AT AT T C G T 


60430 


TTCCTGTTTT 


AAAATCAACA 


AAATTTAAAA 


AATCTGTTTC 


TGGAATTTCA 


CTTTTTACAT 


60540 


AAAAATAAAT 


TTCACGCCCT 


CTTCTTAAAT 


GATTAATTTT 


AAATTCTTTA 


AC TTT AAAAT 


60600 


TAATCATCTT 


TAAAAGCTCA 


TAAAGACTTT 


TATCATAACT 


GTCTGAATAC 


CCAATGTGCT 


60660 


CTTTAAAAGT 


CTTAGAATGT 


ACTCCAGAGT 


TTGCAAAATT 


ATTTTTAACA 


ACATCAACAA 


60720 


1AGTATGCAGC 


AGAGTAATAA 


TATCCATTTT 


CAAAACCATA 


TTCGCCAAAC 


AT AAAAT AC C 


60780 


GATCATTATT 


AGAAAATCCT 


AAATTTTTAA 


AAAAAATATT 


TTCTGGAAAC 


CCCAACAGAA 


60340 


AAGAAAAAAA 


ATAAAAAAAA 


AC GAT AT AT A 


GTTTAATCAT 


AAGCTTTGTA 


TAAGTTTAAT 


60900 


AACAATAAAT 


TATCTACTAA 


ATCTTATTTA 


TAATTAATTT 


AGCCTTACTT 


AAAATAATAT 


60960 


CAAAACAGCA 


TTTCAAATTC 


AAAACTTTGA 


TATACTATTT 


GTTTATAGAT 


TAAAAACTTA 


61020 


ATATTTAAAT 


TTTTGGGATA 


AATTTTTGAA 


AAAAAGAATT 


AATGGCCTAA 


AGTTAGCTTC 


61080 


AAAAAGC TTG 


AGGCAAATAA 


AGTTTTTTTG 


CCATAGTTTT 


ATAATAAAAC 


ATTGC AAAAA 


61140 


AACTTATTTA 


TTGCAAATTC 


ATAAATTTAT 


ATTTTTTTCA 


AAGGCCAAAA 


AATCAAAACA 


61200 


AAAATATCTT 


CCCAAAAATC 


CTTTACAAAC 


AAACAAGATT 


AACATCAATA 


TACAGTCAAG 


61260 


TAGTATAATA 


ATAGCTGTAT 


TTGTGATTAA 


AAATTTTTTG 


ATAACCAAAA 


CCTTGATAAA 


-61320 


C AAAGC GAT A 


AAAAATTCAA 


CAATAAAGTT 


TTGCTATCAA 


AATAAGCAAA 


TAAATATCAA 


613S0 


TATTTTTAAT 


TTTTTATGCT 


TT AT T AAAAA 


TATTGTAAAA 


ATAATTTCTA 


AAATTGAAAA 


61440 


TAAAAAAGGA 


GAATTTCAAT 


GAGAATGCTA' 


r TTAGCAACAA 


TAATACTTAT 


ATTAACAACG 


61500 


GGTTTATTAG 


CTGCACAATC 


CAAAAGCAAA 


AGTATGACTG 


AAGATGACTT 


TGATTTTGAT 


61560 
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AAACTTCTTG CAAAAGAAGA GTCTGTGCGC CGTTTATTTG GCATAGGTTT TGGAGTTGGA 6162 0 

TACCCACTTG CAAACATTAC AATATCTGTT CCATATGTAG ACATAGACCT TGGGTACGGA 616 30 

GGATTCGTAG GGCTTAAACC CAACAATTTC TTGCCCTATG TTGTGATGGG TGTAGATCTT 617 40 

CTACTTAAAG ATGAAATACA CAAAAACACT ATGATTTCTG GAGGCATTGG AATAGGTGCA 613 00 

GACCGGTCAA AAGGAAGTCC TGAAAAATCA AATGAAAAAC TTGAAGAAGA GGAAGAAAAT 613 60 

GAAGCACAAC AAGTAGCTTC TCTTCAAAAT AGAATAGGGG TTGTGATAAG ATTGCCTTTG 61920 

GTAATAGAGT ACAGCTTTCT T AAAAAT AT T GTGATTGGAT TTAAAGCTGT TGCTACTATT 619 8 0 

GGAACAACTA TGCTACTTGG CAGCCCAATG TCATTTGAAG GAGCTAGATT TAATTTCTTA 62 0 40 

GGCACAGGCT TTAT AAAAAT ATATATATAG TGGAGAATAA ATGATAAAAA TTTTTAAAAA 62100 

AATATACATT TTAACATTAG TATTAGGTAT GGCACACCTT TCTTTTGCAT CTGACAATTA 62160 

TATGGTCAGA TGCAGCAAGG AAGAAGATTC AACCACCTGT ATCGCAAAGC TTAAAGAAAT 62 220 

AAAAGAAAAG AAAAATTATG ACTTATTTTC AATGGGCATT GGAATAGGAG ATCCTATTGC 62 2 80 

AAATATTATG ATTACAATTC C TTAT AT AAA TATTGATTTT GGATATGGAG GTTTTATTGG 62 3 40 

CCTTAAGTCA AACAATTTTG AAAATTATCT AAATGGTGGA ATAGACGTTA TTTTTAAAAA 62 4 00 

GCAAATTGGA CAATATATGA AAATTGGCGG CGGCATTGGA AT AGGTGC GG ATTGGTCAAA 62 4 60 

AACATCCCTT ATACCCCCTA ATGAAGAAGA AGAAACTGAT TATGAGAGAA TAGGCGCTGT 62 5 20 

TATAAGAATT CCTTTTATAA TGGAATATAA TTTTGCAAAA AATTTATCCA TAGGATTCAA 625 80 

AATTTATCCT GCAGTAGGGC CAACAATATT ACTAACAAAA CCAAGCATTT TATTTGAAGG 62 6 40 

AATTAAATTC AATTTTTTTG GATTTGGATT CATAAAATTT GCATTTAATT AACCAAATAA 62 7 00 
TTAAATTGGT AAT T AAAATT AAGCTCGCAT AAGCAAGCTT AATTTTAATT AAAACCAGCA ' 62 7 60 

AT AAAAGC TT CGCCGTCCCC ATCAATAAAC AAGTTTTCTG CTTTTTTACC TATAAATATG , 62 32 0 

CTCTCAJTCTT TCTTAAGATT TAAGGATTTA TTT AT AC TC A CGCACCCATT TAAAACTAGC 62380 

AAGACCATTG CACTATTTCT AT T AAT AC AA ATGTTCTCAT TTATTTTTTT TTGAATCAAT 62 940 

TTCAAATTAG TATTTGGAAG TCTAAATACG CT AAAATT AT CTTGAAAATC GGGATTTAAA 63 000 

AATGATAACT TTCCTTCCTC AAATTGACCA ACTCTTAACA TCTCGTCTTT AT C AAT AT AC 63 0 60 

TTTGTAGTAA GCCCAGCCCT AATAACATTG TCGGAATTGG TCATAAGCTC AATGCAATCT 6312 0 

CCCTTAAGAT ATGCATGCAC CTCCTGACTA TTTGTATAAA CAACTTCTCC TGGTTTTAGT 63130 

TTTAAAATAT TCATACCTAA AAAT AC C AAA AGGC C C AC AT CTATACCATA AAT AT TGT AA 6 3 240 

ATTTCATTAA AC C AAT AGCC CCTAAAATTA .TCAATAAGAT CCAAATTTTT TAAAATTTTT 63 3 00 

TCAATAATCT TCTCAAGTTC ATACATTTGT AAATCAAAAA TAGTCTTTAC AAAATCTTTA 633 60 



TGTGATTGAA 
GGTAAAAAGC 
TTTTTGTCTT 
TCATACCCTT 
GCAGACAATA 
TCTTCTAAAA 
GTCTTGTGTG 
AGATTGGGAA 
AAAAT AT T AT 
CCAAAGCTGT 
CAATAACAGG 
CGGCAATAAT 
CACTAGCAGC 
TTTTACCAGA 
CCATAGCCAT 
G AGG AAT TAG 
CAGTAATCAT 
C C G AAT T AC T 
AAAC AC C AAA 
ATATAGGCAT 
CATAACCTGC 
ACATTACTCC 
TAAAACCAGC 
GCTTATAAAA 
TGCTAAGAGC 
TCATTAAATA 
TAGTACCGGA 
CTGTATTGTT 
TTTCATCAAT 



AGTCGAAATT 
CTTTAAGAGC 
TGTATGTCCT 
TTAAGGCAAT 
CCTTAAGCAA 
AATCGCTTAA 
CTCCAAGCCA 
TAAAATTAAT 
CTTCATTATT 
TGCAACCGCA 
AAGTACTATT 
GCTTGATACA 
AAAAGGAATA 
TTCTTTTTCT 
AGGAGGAACA 
CCCTACACCA 
TGAACCTAGT 
CTGTAAAGAT 
ATACAGCATA 
TACAGGTCTT 
AAGAAAGCCC 
ACCAACAAGA 
AAGCACGGGC 
TGGATGCTCA 
AATTAAAATT 
TTTATAAAAA 
GTCTTTGCTT 
TATCGCTTTT 
ATCCTTATCA 



TAATTCCAGA 
AT AAAAAT C A 
TTTGGGATCA 
ATCTTTAGAA 
AAAAGGAAAT 
AAGCACATAT 
CATTTCAGCC 
TCCGCCCCAA 
C ATT C AG ATT 
ACTCCAACAG 
GGTCCTCCGT 
GCTCCCCCTA 
GCTCCTTCGC 
TCATTTTCAA 
GGAATTGCTG 
AAAAGAAATG 
ACTAAGCCTA 
TTAAGCCCAC 
AAAAAGCCGA 
AACCACTCAG 
GCAAATATTG 
CCGGGGGTAA 
,AACATCATCC 
GCAAAATTAG 
CCTCCACTTG 
CTACCTTTGC 
TTAAATACCG 
AC AGTT G AAA 
ACAGCAAGTA 
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ATTTCATAAA 
CTAAGAGCAT 
TTAATGTCTA 
GGATGAATTT 
TCGTCATTAC 
TCATTTTTAT 
TTGGGCTTTC 
TCATATTCTT 
CCTTTAATTT 
CAATTGCAAT 
GTGGAGCATG 
CCACTATCGA 
T AAT AC C AAT 
AC AAT T T AGG 
CTGCTACCAT 
CCACTTTATT 
AG AAAAT TTT 
TCTCAAGCAC 
CAATAATGGT 
GAACAGATCT 
CGCCCAAGAA 
GACCAGGCTT 
C AAAAGC T AT 
GC C CATC AGG 
CAACAACAGG 
CTGTTGCAAC 
GAGCATTAAA 
C TTT AT AAAC 
TTACAACGGA 



TTTTTTTAAT 
AAATAAGTTC 
TCCCTTTATT 
GAATAGACAG 
AGCCTAAAAG 
ACAAAATCTT 
CATCAATCTT 
T AAT AT TAT T 
TAAAGATTTC 
AAT AAAC C C A. 
ATTAGCAACG 
AGGGATTACC 
AAATGAAATT 
TGCTAAAAAG 
TCCCATTATT 
AAAAGGTCCG 
ACCCAACACG 
CCCCATAAAT 
GCTTATTAGC 
TCTTGCTAAA 
ACCTGCTTTT 
ATCAGCAATT 
AGAACCAATA 
TCCAATCCCA 
AATCATTGGA 
CGAAGCTTTA 
AGATTCCTTA 
TCTCTTACCT" 
CGCATTCTTA 



CTCATCTAAG 
AATTTTGGGG 
ATTCTCTGAT 
GGGC TTATTT 
CTCTTTATGA 
AC TAG AAAAT 
AT C AC C C AAA 
TTTCATTAAA 
AAAAAAATTA 
AAT T TAT TAT 
CCTAAAAAAG 
CGTCCGGGAT 
AAAAAGGC T A 
GTTGCAAGCC 
TCTGGCACTT 
CCCATATCAA 
CCAAAAGTTT 
TTT CC AAT AT 
GGAATTACAA 
AACCTTGCAA 
ACATTCCCAG 
GCCATTGCAA 
TCTGCAATCT 
ACAAAAGCAA 
GATACCCCAC 
GTATCACTAT 
ATAATATTTT 
TCAAATCTCT 
ATTTCCTCTT 



63420 
63430 
63540 
63^600 
63660 
63720 
63780 
63840 
63900 
63960 
64020 
64,080 
64140 
64200 
64260 
64320 
64380 
64440 
64500 
64560 
64620 
64680 
64740 
64800 
64860 
64920 
64980 
65040 
65100 
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CTGTTAAGGC ATTTTCAATA CCAATAGATC CTTGAGTTTC TACTCTAATG CTATAACCCT 65160 

GCTTTTTAGC TTCATTTTCA ATTTTCTTAG CTGCAATATA CGTATGAGCA ACTCCAACAG 6 5220 

GACAAGCAGT TACGGCCACT ATTTTTTCTG CTTTTGTAGC TCCAAAAACC TCTTCTTTAG 65280 

CCTTTCTTTG AACATTTTCA ATATAATAAT AAATGTCATC AGTAGTAACA AACCCGCGTA 653 40 

AAGCATTTTG AAAAGCATCA TCTTCAAATA GTTTAGCTAT AAAAGCAATC GCCTTAAGGT 6 5 400 

GTTCATTACC TTGTTGTTTT TTTGAGATAC AAATCAAAAA TATTAAATTA ACAGGGGGGT 6 54 60 

TTTCTTCAGA CCACTTAACC CCAGAACCTT TAATGTAAAG CAATGAAATA AAACTAGTCT 6 5 520 

TAACAACATC TCCTATAAAA TGAGGAATTG CAACCCCATT TTCCCAAGAA GTGTCACCTA 6 5530 

TCTTTTCTCT ATCAAGAATT CCTTGAAGAA AGTCTTTTTT ATT ATC TATA TATCCCTTAT 65 640 

CATTGATTTT TTC AATT AAA AAATCAATTA CATCTTCTTT TGAATTTACT TCTGGCAAAA 6 5700 

CAAATACAAG ATCTTTTTTC AAAAAATTAA AAAACATAAC TGTGGTCTCC TAGTAATTAA 6 57 60 

ACATATTGTA TAATATACAA T AAAAAT AG C ATACCACAGC CACCTAATAT AAAAAATATT 65820 

TTTTAAACTA AACAGGGAAA TTTTATCTAA AT AC AT AT G G CAATATTGAA AAGGTAAAAC 65880 

AATTTTTATA TTATTTAAAA TAATCAGTTT ATGAAAAAAA CTCCAAACAC TTGTATTTTC 65940 

TTAACATTGC TTATCATTTC CAATTTAAAT GCACTTGCAA ATGAAGAAGG CAATACTAAT 6 6 000 

GAAAAAAATG ATCAACCCAA ACAAATCTCT AATTTTTTTA GCCCAGAAAG AGGGTTCATA - 6 60 60 

TATTCAACAG GAATTGGGAT TGGAGTTGGA TTTTTTCTAA ATTCAAATAT TAAACACCTT 6 612 0 

ATCTTTAGAC CTTATTATAC ATTCTCTAAT AATACTTTTG ATTTTTTAAT CGTTGCTATG 6 618 0 

ATATTAACAA GGGAAAGCCT T^VATATCCCC AAAAAAATGC AATACTTTAA ATCTTATATT 6 6240 

GGAGGAGGAA TAAACTGGCA CATTGCAAAC TTAATTAAAA AAACAAAATA TTTTTCCGCC 66300 

ACCATTGGCA TAGGTGGTCG TTTTTACCTA TCTACAAACT TTATAGAAGA CATTCGATTT 6 63 60 

T AC GAAAAAT TGCCTTATGT AATAGAGCCT TATATGTTTA TTGAAATTTC TTCTAAAAAG 6 6420 

GCAATTCCTT TAATGGGGTT AGACTTTAAA ATTGATTTTT TATTTTTAGA TACATTTAAC 6 64 80 

ATTTCTTTTA ATTTTACTAT TAGATATAAT TTTAAGGACA AAAACGAGAT GGAAACATGA 6 6540 

AAAAAAGGTC GAAATTTTTT CTTTACTGCT ATATTTTATG CCTAACAGGA TTTTTATTTT 66 600 

T TTC ATT AAA TCCAAAAGCC CTAAAACAAA TTAAACACAA ATTTATGACT ATTTAGAAAT 666 60 

AATAGAAATA ATACACTGAC ATTACAAAAT CTATTCCAAT AAAAGAAGCC CAATTAATAC 6 672 0 

CAAAAGGATA TCTTACTACT - CAAATAATAA GCAAAAAACA C TAT AC C T T A GGATATGCTG 6 67 80 

AAAG C G C AAG ACAATCTGAA TGGGCTGCTT ATCCGCTTAA AAGAGAAATG GTAGAACTAG 6 6 840 

CATTAACTTT GTTAAAATCA AAAAAAATTA AAAGAAGTAC - CAAATTCTTT- GAAGACACCA 6 69 00 
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ACATTAAGGG CGCTTTTCCA AAACTTGAAG ATTACTTTAA AAGCGGTTAT G AC AG AGGAC 6 69 60 

ACATAGTAAG TTCTGCAGAT ATGTCTTTTT CTGAAAATGC AATGAAAGAT ACATATTTTT 6702 0 

TATCAAATAT GTCACCTCAA AAAAGC GAAT TTAATTCTGG AATTTGGCTA AAACTTGAAA 67 0 30 

AATTAGTAAG AGAATGGGCA ATCTCAAAAG GAT AT AT AT A TATTATTAGC GCTGGGATTT 67140 

TAACAGAAAA TAAAGGATTT ATTGGTAAAA ACAAAATTTT GATACCTAAA AATTTTTATA 6720 0 

AAATAGTACT GGCAATTAAT AATAACAATT ATTATGACAT AATCTCTTTT ATTATCCCAA 6 7260 

ATGAAAAAGC AAAAGACTTG GATTTGGAAA ATTATGTTGT TAGCGTTGAC TTAATTGAAA 67 3 20 

AAAAAACAAA GAT AG AT T T T TTTGAAAAAC TTGATTCAAA AATTAAAAAA AATATTAAAA 673 8 0 

AAA.TAAAAAA CACGCATTCT TGGAAATTTA AATGAAATCA ATATTTGCAA AGTTAAACGC 6 7 440 

TTCTATCAAT CTCTTTCTTT TT AT AATTT T TATTTTGGCA ACAATA.GTTA TACTGACTTT 6750 0 

CTCCTATAAA ATAAAATATA ATGAAAACTA TCAAAATTAT ATTCTAGAAA ' TTTACAATAA 67 5 60 

TAATTTTATA ATATTGGTTA ATAAATTAAC CATCTTTATT GCTGGGATCA TAGGCTCGCT 6^62 0 

GTGGTCATAC ATTAACTACA AAAGAACCAA CAATATACAA TTTATATTTT TCTATTGCTT 67 68 0 

TATTAGCTCA TATACATTAG ACCCTATTTT AATCTCTGAA GATTTTTTTT TAAAAAACAA 6 77 40 

TCTAAATTCA AGTTATTATT TGTTTACAAA ATTTATCCTT TTTGTAAACA CTTTTTCATT 67 80 0 

ATTAAATTTA TTTTTTCTCA GTTTATATAT ATGCGATTTC AAAATAAAAT CAATACATTA 67 8 60 

TACAATTTAC ATTATTTTGA TCTTTGCCTG CATATATAGT ' TACACAATGC CTATTAATTC 67 92 0 

GTACGAAAAT AG C C AAAAC C ACGGAATTCT TAAAATAGAA AAT AC AAAAT T TT AC AT AG A 67930 

TGCATTCTTG CTACTTATTT TAACAAACTT TATAGTAGCC TTTTTAAGAA AAAAAAGCTT 63040 

TGACTATTTT TTCCTTTTTG TTTCAATGCT TTTAATATTA AGTGGAATTT ACTTGAATTT 6 810 0 

GCTAAAAATG CCTTATGCCT TTCTCCCAAT CTCAATTGGT AT AC C AAT C T AC T T AAAAAA 6 8160 

AT C AGGGAAA ATTTTCTTTT AC TGGC TATA AAAAAAAGAA GTTAAAAAAT AGGACGAAGC 6 822 0 

TGAAACAACA AGCGGTAAAA ATAAATTGTC ATAATTAGCA GCATCAAAAA GCTCTACCAA < 682 80 

T AC TGC T AAA ATCCCAAGAA TTAAAGCTAC TGTCAAATAA GGAAAAAAAT AAT AAT AT G A 6 83 40 

AAAAAAAGTA ACACAAAATA CAACAAGACT GCCAGAAATC GTTTTACCAT TTACAAGCTT 68 400 

AAAAGAAGG A ATTAACTTTC CAA.TAAGACT TGCAAATCCA TCACCAAGAC ATACCGAAAA 6 846 0 

TATTCCAATA TAATTAAAAG GAT G C AT AG A T AAAC AAT AT GATATCAATA T AC C T AAAAA 6 8 520 

CAAAAAGACA GGAGAAAAAG ATACTCTATT GGGCAATATT TTTCTTGATT' TT AAT AT TAT 68 58 0 

GTTTGAAATG TTTTTAAAGA AAAGTATTTT- TTTTTCAGTA AT T C T AAAAA TTTCAGAACT ' 6 8 640 
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TAAGTATAAA AT C AT AAAAA GTATATTAGA AAAAAGCCCT AT C C AAAAAT TT ATTC TATA 687 0 0 

AAAAACTAAA ACTATTAAGC T AAAAAT ATG AAAAAATTTT CTAAAAATTT CATACTTAAT 68 7 60 

ATCTTCTCTA AGAATTGTTC TTTTAAACTC ATCAAACATC ATTTGATCTT TTTAAAATGC 6 8 820 

ATATTAAATC GACATTTGAA AACATTTTTT CCAACACTCA TTAAATTCCT CATTTATTGC 68 8 80 

TGCAAATAAA TTAAAATAAA CAAAAACCTT TTTATAAACC TATGTCTTAT AATAAAATTA 68 940 

CTTATATTAA TTTTACAATT TTTTTTCAAA AAAAAT AT T C TTACCTAAGA GATTTATTAT 69 0 00 
AAATAGGCAA TACTTATTTA TAAAGAGAAG AATTAAGCAG GTTCCCAAAA ATGCTAGAAA ^ 69 0 60 

TTGAAGATAA ACTATTTTTA AAATTTTGTG ATTTTATATA TAACAACAGT GGAATTC GTT 69120 

TTGATGAAAA AAATAAATTT GTTCTTCAAA GCAGAGTGAA TGATGCAGTA CGAGCTCTTG 69180 

CTCTTGAAAA CCCATCACAA CTTTATAATT TAATAATTAG TGAAAAATTA AAAAAAGAAT 69 2 40 

ATTTCTTAGA TTTGGTCACA ACAAATTTAA CAAGATTTTT TAGAAATTCG CTACATTTTC 69 3 00 

AAACTTTTGA AAAATTTGTA ATTCCGAATT TAATTAATAT TAAAAACATA GAAAAAAAAA 69 3 60 

AT AGGATT AT CATCTGGTCT GCGGGATGTT GAACAGGAGA AGAGCCTTAT TCATTAGCAT 6 942 0 

TTGTACTCAA ATCAAAGCTT CCAAAAGAAA TAGATTTTGT TATTATTGCT TCTGATTTAA 694 80 

GCTTAAAATC TTTGATGATA GCAAAGGAAG GAT AT T AC T C ATCAAATAAA TGTGAAAATA 695 40 

TTCCTAAAGA ATACCGACAC TACATATATT CTC ATTC AAA C GG AT AT AAA ATTAAAAATG 69600 

AAATT AAAAA TCACATAAGA TTTGATTATC ATAACTTAAA CTTTGAAAGT AATTTTTCGG 69 6 60 

AAATTGATGT~ TGTTTTTTGT AGAAATGTTT TAATATACTT TGATGAAAAA TC AAAAAT AA 6 9720 

AAGTACTTAA AAAATTTTAC AACAATATGT CTAAAAACAG CTATTTATTT ATAGGACACT 697 80 

CAGAATCACT TTTTGGGCTC AACCTTCCTT TTAAATTTTT AAAAAC AC C T TGGGCAATAA 6 98 40 

TATATGAAAA AAAAGATACT GGCTGTCAAA AAGAAAAATT CAAATCACAA AATAAATATA 6 99 00 

AGTTATAATT TAACAAGAAT AAAATGGGAA AAAAGTAACG GTGGAAACAA AAATTTCTGT 6 99 60 

■ AC TTATC AT A GAATACTTTG CTGTAAAGAG AAAAC TT AT A TCAGACCTTA TCAATTCATC 7 00 20 

TCCAAAACTC CAAGTCATTG CAACTGCTTC TAACAGCAAA TTTGCAACAA ATAAACTTAA 7 0080 

AAAAC AT AAA CCCGAAGTAA TATTAATGAA TTTAGAAGAG AACAATATTA AAGATATTCT 7 014 0 

ATTTTTGGAG GAAAAAAACA GTTTAAACAA AACAATACCA ATTGTCGTCA CATCTTCAAA 7 02 00 

TCAAAACCTA ATAAATATTG CTGCTTCAAA GGGCGCCGAT GATCTTATAT TAGTATCTAA 7 02 60 

AAACAAAAAA TCACATGAAA TCAAAAAAGA ACAAATTATT AATTCTCTTT TGGCCTATGG 7 0320 

ATCGATATCT ATAAAAAATA AAATTGCCTG CAATAAGGAC ATGAAAACAA AAAAC T AC G A 7 0380 

AAGAGCTAAT TTTATTTTAA AT C AC AAAAA TGACATTTCT TCATTAAATC AACTTGAAGA 7 044 0 
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ACATGCAAAA GAAAAAACAT TAAATGAAAA AGAAATAAAA AAACTTAAAC TGAGAAAATT 705 00 

TGACATAATA GCCAATTGGA GTATCAGCGG GGGGGCCTGT AGCCTTGAAA TCAATATTAC 705 60 

CAGAAATACC TGAAAGCTTT CCGCCAATAA TAATTGTTCA ACATATGCCT AAAGGATTTA 7 0 620 

CAGAAGAATT TG'C C AAAAAT CTTAATAATC TATGTAAAAT AAGCGTAAAA GAAACCACCA 706 80 

ATAACGAAAT ATTAAAGCAA GGATATGCAT ACATTAGCTC GGGC GG AT AT CAT AC AAAAA 707 40 

TCAAAAAAAT CGATGGTAAC TATCAAATAA AAACCCTCGA TGGTAAACAT AT AAATGGT C 708 00 

ACAAACCATC TATTGGGGTA TTATTTCAAT CTATTGCAGA GATTGCAAAA GATAAAGCAA 70 8 60 

TTGCCATAAT AATGACTGGA ATGGGAAATG ATGGATCAAG AGAAATTGGA GAT AT AAAAA 709 2 0 

AAGCTGGAGG ACTAACTATT GCGCAAGATA AAGAAAGTTC TATGGTTTTT GGAATGCCAA 709 80 

c 

AAATAGCAAT AAAGGAAAAC AAT AT AG AC T ATATAGTTCC ACTAAGC CAT ATGGTAAAAT 710 40 

TATTAAAAGC TATACTAATT AATAGCTAAA TTTTTTTAAA CAAGGAATAT TTTTTGGACA 71100 

ATAAAAAAGA AAACACCGAA ACAGAAGACT GTTTTTCTCA TGTAAGTAAA TTTAATATAC 71160 

ACAATAAAAC AATATACATA CTTGGAACTG CTCACGTGTC AAAAAAAAGC TCAGAAGATA 712 2 0 

CTGCAAATTT AATAGAAATC TTAAAACCAG ACTATATTGC CGTTGAACTT GATGAAGCTC 712 8 0 

GCTATCATTC GATCTTAAAT ACCAATGAAA AT GAAAAAT G GAGAAAC TT A GATATAGATA 713 4 0 

AA G C ATT AAA ACAAGGAAAA GCTTTCTTTC T C AT AAT AAA CATAATTCTT AGTAATTTTC 71400 

AAAAAAAATT AGCAAAAGAA CAGGGAATAA AACCTGGTGA AGAAATGAAA ACAGCTATTT 714 6 0 

TAAAAGCTAA AAAACACAAT ATTCCACTAA TTCTTGCTGA CAGAAAAATT GAAACAACAC 7152 0 

TAAAAAGAGC TTGGATATCT ATTCCAATAT TTGAAAAAGC AAAAAT AAT C TCAAGCCTTT 71580 

TTTCCCTAAC AGATGCAAAA ATTACAAAAG' ATGAAATTGA AAAACTCAAA GAACAGGACG 71640 

CTCTTTCAAA AATAATGGAA GAACTTTCCA AAGAAATACC CAAAGTAAAA AAAGTTTTAA 717 00 

TTGACGAAAG AGACGAATTT ATTACAAACA AAATACTTGA AGGAGAGGGC ATTATTCTTG 717 60 

' CCATTGTGGG TGCAGGCCAT GTAAGCGGAA TAATGAGAAC TTTAAAAGAA AT AAGT C AAA 71320 

ATAAAAAAAT AATAAACGTT GAAGAACTCG AG AAAAT AC C TAAAAAACAT TTTTCATTTA 718 80 

GCAAAGTGCT ATCTTACTTG ATTGCAATTT CAATCATTTT ACTAATAGTA AGCTCTTTTT 719 40 

ACTTTAAAGG ATTTGATTTT GCTTACAAAA ATTTAAAGCT TTGGATAATA TCTAACTCTA 7 2 0 00 

TTTTTTCAGG CATCGCATCG ATTTTATTAA AATCTCATCC CTTAACAATT TTAACAGCTA 7 2060 

TTATAGGTTC TCCAATATTC TCCTTAATAC CATTCATAGG AAGAGGTATG' GTAGCAGGGC 7 2120 

TTGTTGAAGC TTATATAAAC ■ AAACCAAAAG TCAAAGACTT T G AAAAT C T A CAAGAAGAAT 7 2130 
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CGTCGACAAC AAAAGGACA7 TTCAA^-ACA AAGTTACAAG AATTCTATTA ATAGTGATTT 72240 

CCGTA-AA.CCT TGGATCT A C A A TCGG AAC AA TCGTAGGACT TAAA.TTTTTA TTAAATGTTT 72 3 00 

T C AAAT AAAC CCTTAAAACA AC AAAT A TTC AAACAGGAGT ATATATGGGG CTTGTATTTT 72 3 60 

TAGG'CCCTCC GGGTTCTGTA AAGGGGA.C C A TTTCAAAAAT TATTTCTAAT GAATTTAAAT 72 42 0 

ACCAA-CACAT T 'T C AAC AGC-A GACTTATTCA GAGAAAATAT TTTAAATTCT ACGGCTCTTG 72 48 0 

GGC AA.G AAA.T AAAAAA AACT GTCGAAAGGG GAGAAC TGGT CCCCGACCTA ATTACAATCA 72 5 40 

AAATA.GTAGA AGATAAAATT AAAGCTATCA AAAAGAACAA AGATTTTATT TTAGATGGAT 72 600 

TCCC GC GC AA TATTTGTCAA GCCGAGGCCC TTGACAAATT TTTGCCAAAT GTAAAAATAA 72 660 

TAAACTTTTC P> ATTGATGAA. GAGTTAGTGA TAAAAAGACT CTCGGGAAGA AGAATTTGCA 72 72 0 

AATCCTGCAA T AA T A TT TT C AACATATACA CCCTAACAAC , AAAAAAAAAT GGTATTTGCG 727 30 

ACGTCTGCGG GGGAGATCCC T ATC AAC GAG AAGATGATAA AGAAGAATGC TTAAAAACAA 72 840 

G AC T C AAAGA ATATAAATTA CAAA.CAAA-AC C GC T AAT AG A ATTTTACTCA AAATGCTCTA 72900 

GACTCAACAA TGTTGATGCA TCCGTCAAAA TTGATGAAAT AAAAAAAAAG ATAATTAAAA 72 9 60 

~i_i-<3TTAAA AAAAAATTA-. ATGGAAAA.CG TATTTTAAAT AAAATGTTAA TAAAAAAAAT 73 02 0 

TTGCCTTCGC TTGTTAG TTT TGCAAGCAAA AATAATTCTT TCCCAAGATC AACAGAACTT 73 080 

AG AAC T T AA T AACGAATACC TTCATCTTAA TTTTCAATCT GCTTATTATC CTCCCCACGA 73140 

GCTGGGTACA AACGGAAGCG GCCTTTCACA AAGCTTTAAA C AT C C T AAC T TCCAAAATAT 73 2 00 

TGACCCAAGT TTAAAAATTC C AGT C AA.T T A TTGGGGGGGA ATAAAACTAA TATCATATTT 732 6 0 

GGGC C AC T AC P AAA-ATTTC A AAGCCC T AAA CAATCCCAAT TCTATATTTT TTAAAAATAA 733 2 0 

TGGTATAGAC ATAGATTTAA ATATCGGA7T GTCTCCTGTA ATTGTCTCAT TTAAAAGCAC 73 3 80 

AGT AA.GC T CC ACCCCTATTG CTCTTCTAAA- TTTATATGCA TCAAATGAAC TTGGCATAGG 73 440 

TTGGCAAGCC TTCGGATTCA AA.GGAGTACG CGTACACATT GAAAATGGGA AATATTCAAA 73 5 00 

TGC TGT TGAA TTCTATTCAG AAATAACA.GC GGGGGGACGA TTCCAATTTG ACTTAAACGC 73 5 60 

TATTCTTCAA GGAGAATGGA CACA.CATTAT TACAGTTATT GGAAATGATT TTACATACTT 73 620 

AATCAATCCC CACGCAAAAA AAGATCAA.CT TTGGAAATAT AAAGCAGATG ATGGTAAAAA 73 680 

TATAAATGGC ATGCTAA.TAA. AACCTCA.CGC TCTTTTGGCT TACAAAATGC CAATACCTCT 73 740 

T AACAC CAT A GGCCCGCCC7 ATG AAGG AAA " AACACAAATT GGCAAAGAAA GAAACATAAG 73 800 

C TC TTGG AAA AAC AA A.GGCT" GGGGAA.GTGA TATTTTTTAT CACAA.CATTT CTATTGTTGC 73 8 60 

TAATTTTGAA AT'CACCAAAC C TC T AA C AC T TGGCCTTCAA TTTAAATTAT CTACAAATCC 73 92 0 

CACATACACA AGT AAC A.C AG CCGGACTGGC TGATATTTCA AAAAGAATAG CAACTGGCAA 73 980 
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TTCTTATTTT T AT T AC GAT T CTATTGGAAT GTCTATAACT TATAAATACT AAAGTCTATT 7 4040 

AAATATAAAT TTAATATCTA AACTGATTTC TTCCAGAAAC TTTAGCCTCA TAAAGCTTGC 7 4100 

GATCAGCAAG CCTTATGATA TTGGTAAAAT TGTTATCAAT AGGAACTTCT TGAGCAAGCC 7 416 0 

CAATTGAAAC AGTAACAATG C C AGAAAC AC TACTGTGCTC ATGAAC T ATT CTTAAGCGTT 7 4220 

TTATATCATT AATCATTGTT TTAATAATAC TAACCATTTC AT TT AG AC T T TTGTTGACAG 7 4280 

AAAAAAAAAT AAATTCTTCC CCTCCATATC GAGCAACATC TATTTTATAT TTTAAGGAAA 7 43 40 

CCTTATATAA GGCTTTAGCA ATCAATTTAA GACATTCATC ACCATTGGTA TGGCCATAAT 7 440 0 

TATCATTGTA ATTTTTAAAA TTATCAATAT CTAAGATTCC AACAATTATT ATTTCTTTAC 7 4460 

TTTCTAAAGC TTTCATCCAC GACTTAGAAA ATTTATCCAT AAAAAATCTT CTGTTTGGAA 7452 0 

TTTGAGTAAG CCCATCAATT C TAGAC AAGC TTTTAAAATA ATCTCTTAAC CTTTTTAATT 74580 

CAAGATGTGT CTTAACTCTA GCATCAATTA TTCGACTATT AAAAGGCTTT AAAATATAAT 7 4 640 

CTACTCCACC AACGTTAAAT CCTTCAAGCT GAGCATCTGT GGAACTTCTT GAACTAATGA 7 4700 

AAATTACAGG AATCTCTTTA GTATCGGGAT CGCTTTTTAG -CTTTCTGCAT ACCTCATAAC ' 747 60 

CGTTAATATC TGGAAGACCT ATGTCAAGAA GTATAAGATC AGGACTATCT TTTTCAACTT 7482 0 

GCTTTAAAGC ATCAAGTCCA TTTGTTGCAA CCTCAATCTC GTAAGCACCT TGCAATATAT 7 488 0 

TTACCAATAA ATCTAAATTG TGGGGAGAAT CATCCACAAT TAAAAGCTTC TGATTCTCTG 7 4940 

CTTCAAAAGC TTT ATCTTTA ATTATCATTT CCACTGCTAA TATCTCTTAT TATTAAGCAT 7 500 0 

TTCAATAATC TCTTCAAGAA TCTTAGAGCT CTCAGCAAAT CTATATAATC TTAAATTTCT 7 50 60 

GCGAAGATCA CTAAATAATA CCTGAATATT ATCGTCTAAA ACATATTTAT TAATGCTCTC 7 512 0 

AAGAATTTCT TTGTATTCTC TTGGCTTTCT AGTCTTAATA CCAATTAAAA GTTTGTTGAG 75180 

. AAGGTTTAAA AATTGATCAT TATTTTTAAA ATATAGCTTG TTCTCACTAA CAATCTCAGA 7 52 40 

C T C AAAC AAA ATATTTTCGT TTATGTCGCT TATTAGTTGA AATAAATCAT CTTTTACAAA 7 53 00 

AGAATACATT TTTTTCAACT C AG AAAT T G A ATCTTTACTT GTTTCAATTT TTTGAAAATC 7 53 60 

TTTATACAAT TCGCTACGCA TATTAGAAAG ' AGCTCCAGAT ATTGAATGAG ATATATCCTT 7 5420 

AATTAAAGAC AAATCTTCCT CATCAAAAGC TTTTTCCAAA TCAATAATAT TAATAGAGAT 7 54 80 

AAAATCAACA AGCCCTCTAC ATAATTCAGA ATATGATACA TATGAAAGAT TTAATTCTTT 75540 

TAAAGCCCTA TTAACATCTA AATTAGGAAA CTTAACAAGT TG ATT C AAAT TTTCATTCTC 7 56C0 

CCCAATATCA TCAACTTCAA ACTGTAAGTA TTTTTTTAAT ATAGTTTTAA TTGAACTTAT 75 6 60 

GTGTATTGGT TTTGAGATAT AATCATTCAT ACCACTTGCA AGACACTTGT CTTTATACTC , 7 5720 
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TTGCAAAGCA TGCGCTGTTA CAGCAACCAA AACACAAGGC TTTAAATTCT TTGCCTTTTC 7 57 80 

AAATTTTCTA ATTTCCTTAG CCACCGAAAA TCCATCATAT CTTGGCATTC GTATATCAAT 7 5 340 

AAAAGAGATA GTATATTTTT TATCTTTTAA AG ATT TT AAA GCCTTTACTC CATCATCTAC 7 5900 

" AACATCAATA AAATTTTCAT TAATGCCTAT AACAACAAGA ATATCTTTCA ACACTTTTTG 759 60 

ATTTACCTGA TTATCTTCAG CTATTAAAAC ATTAATGGGC TCTTTTATCC TTAAAGCACT 7 602 0 

ATGTATTGGA ACCAAATCCT CAAAATCCAT TTCTGGGTTA AACTCTTTTT TATAAAGAAT 7 60 80 

AGAGCATATA CCAAGCCCCA TTAAAGGCTT TTTAACATAA CCATATTTTA AATTTTTTAG 7 6140 

AGCTTTATTA TCTAAATAAT AAAATAAAAA AATAATTTGT ACATCAGAAT TTAGTCTTTC 7 62 00 

AATATTATTG GCAAGTCGAA TACCCTCTTG AATATTATCG T T AT T T AC AT TTATATAAAC 7 62 60 
AAAATTATAA GAAGGGTATT TCTTGAAGAC TTTATAAGCA TCCTCAAAAG ACGCTACATA ' 7 63 2 0" 

GCGCACATTA GAAGAGCATC CCAATAAAAT CGAACAGTGC TCAAAAATTT TAATAGATTT 7 6330 

TTGACTTAAA AGCACATTTA ATACTTTATT GTCACCATTT ACTGATTGAA ATCTATTGAT 7 6440 

TGACAATTTT- TTACTTTTAA GCTCACTACC CAATAAAAAG GGCAACATAA ATGAAAAAGT 7 65 00 

TGTACCCTCT CCCACCTtGC TATCAACAGC AATACCAAGA CCACCCATTA GTCTTATAAG 7 65 60 

CTCTCTAGAT ATTGACAATC CCAATCCTGC ACCTTCATGA ACCCTTGAAG AAGAATCATC 7 6 620 

CTCTTGTTTA AATATTTCAA ATATCTTAGA AAAATTTTCT TTTTCAATCC CTTTGCCTGT 7 6 680 

ATCTATTACC TTAAATTCAA CTGTAACCAA AACCCTATTA CCATCAGTTC TTGTTCTACA 7 67 40 

TACTTCTTCA TAATTTAAAA CAATAACACC ATCATCTGTA AACTTAAAAG CATTTCCTAT 7 68 00 

TAAATTAATT AAAACTTGTT TAATTTTTAC AATATCACCC TTTATATAAT TATTAAAAAT 7 6860 

AGATTTAGAA TAAGAGAATA AATCAATATT TTTCTTTGCA CATTGAGATT GAAAAGCTTT 7 692 0 

TAAAACCATT TCCATTTCAC TCTCTAAATC AATCTCTTGA CTCTCAACAT ATAATTCATT 7 6980 

G AC AT C T ATT TTAGACAAAT ACAATATATC AT C AAT T AAA GAAAGCAAAG AATCAGATGA 77 0 40 

ATAATTTATC ATCCTAACAT AATCTTTTTG AACATCTGTA AGAATAGTTG TATCCAAAAG 7 710 0 

CTCAGTAGCC GCCATTATTC CGTTAATAGG GGT AC G AAT A TCATGACTGA. CATTGGCTAT 7716 0 

AAAAATGGTT TTAGCAGCAT TAGCGGCTTC CGCAATCTTT TTTTCATTCA T C AC AAAAG A 7722 0 
ATATCTTCTT TTCTGCTCAA ATGATAATCT GAACATAAAT ATAATTACAA ATCCTAAAAA * 77280 

. AGTAAAATAA AATATAATGA ATGTTATCAC TAAAAATTTG AAATTTTTAA ACCTGATACT 7 73 40 

TCTGGATTTA T AAT AAAT AT CAAATTTCCA ATCATTTAAA TACATCTGAC TGTCAACATT 77400 

TGAACGCATA ACAACTTTTT GAATAATTTC TTTCAAGATA TAATCTTGAT TAT AAAT AGC '77460 

AAG AC T C AAA TCAAAAGCCA AATCTCTAAA AGTAGGAATT TTTTCAACAT CATC AAT ATT 77 52 0. 
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TAATTCCTCA AAAACAGCAG CAGCTGTATA CTCATCGCTA ATAATCCCAT CTACCTTTCC 77 5 30 

CTTATAAAGA AGAAGCAACG CTTCATTAAA ACTGCTTACC AGAATAAGCT TTGATTTAAT 77 640 

AT T AG AAGC C AAATTTTTAC TATATAAAAA ATCAAGTATA GCAAACTTTT CTAAAGATCT 7 77 00 

AGATGG AAGC ACCCTTTTCT TATTTGAAAA AATATAAAGT GGAATTCGAG AATTTAATTT 7 7760 

TATGTTGAAA ACATTATCTA AATTTGAATC GGTTGCATTA GTATTTAGCA TATCGATTTT 77820 

TCCAGATTTG ATTAATTTTT TAAGATCTAA ACTGCTGTGT ACTTTAATTA TGTTAAATCT 77 8 80 

CAAACCTGAA AACATTCTAA TCTTATCAAG CAAAAATTGA TTTATTCCTT TATAATTATT 77 9 40 
TGCCTCAACA TAATC TATTG GATACCAATT TTTAACAGCA AGATTTAATT TATTATTTTT , 7 3000 

TGATAACCAA ATTTTTTCTT C TAT ATT AAA TTTAACCTTA TTCATAATTT TATAACTATT 78060 

TATTCTAGAA CTATTAATCT CTTCTTTATC CAACCAATTT TTATCTATTT GAAGCAAAGA 7 812 0 

TTCAAATGAA ATATCATCAA ATATAGAATT GAGAATATAT TTAATAACCT TATAAATCCT 7 818 0 

ATTATCAATG GCTAATACTA AAAACCTATT TTTATTAAAA ATCGAATCGT AAGATTTTAA 7 82 40 

TCTACCGTTA TATCCATTTA ATTTTAACAA ATATTTTGTT GTTATTGAAT TTTCTATAAA 78300 

CCCATATGAA TTATTAACAA TATCTATAAA GTTATTAACA ATATCTTTAT TCTTATTTAA 78360 

TTGAATATTA TTAAAATTAA AATCAATAAA CTGAGAATTT ATTGGAC C AG CATCATTGCT '7 842 0 

TAGGTCTTTA GAATAAAATT TAAAATTAAG AGGAT AT AT T GGCTTACTTA CTACATAATT 78480 

AACATTTTCC AACACACTAT CATTGCTAAT AATTCCTCCA AAAAT AC C T A CTGATTTTGC 78 5 40 

AT C T AATG AT TTCTTAATAT CCTCTTTGGA AAATCCCTTA AAAAT AGGTT TAAAGATATG 7 8 600 

TTGTCTTGAG AGAAGATTCC AC AAATC C AC T AAAATGC C A GACAATTTTC CCTGTGAATT 78660 

AATAAAACTT AAAGGAGGAT AATCATTATA TAAACCAACA TCAACAAAAC TTCCCTTAGC 7 8720 

ATTGCTATCT AAAAAAGAAA AAACAAGTTC CTCAGGCATT TTCATTAAAT ATGAAAACAA 7 8730 

ATCTAAATTC AAATTCTTTA CTATCTCAGG AGCATTTCTA CTAATAGCCA CTCTATTTTT 788 40 

GAT AC T AT AA AAAACATCCC CGGTAAAAAT CACAAGATCT TCACTTAAAA AGTTATTTGC 78900 

AATATAATGT AAAGTCTTGC AATCACCATA TATATAATCA ACTTTATCGT TTTTTAAGGC 78960 

CAATACTAAC TCTTGAGAAT TATCAGCCAA AAAAATGGTG TTAACGTTTT TTAACCTTAA 7 9020 

GATATCTTCA TATATTGTAT TTTTAATAAC TCCTATATTA AAATTGGATA AAAATGTTGA 79 03 0 

ATGGGTATTT TTATATTTTT TATTAGAGTT TTTAAAAAAT AAAATTGAAA TACTCCTAGC 7914 0 

AAGCTCACTT TT AAAAT AAA AAAAATCATT TAATTTTACA TTATAAGTTA- ATCCTAAATA 7 92 00 

TATTGCTTCG TCTTCAATTT CACTTTCATT TAAATTATCA ATATGCTCAA CCATAATATC 792 60 
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AGCATTATTA TCTTTTGCCC ATTTATCTAA AATAGAAAAA ATAAGTCCTT CATATTCTCC 793 20 

TTTATTATTC TTGTAGTAAA AAGGAAAAAA TTGATCTACA AGCTTAAACT TGAAAATATC 793 80 

CTTAGAAAAT AAATTGACGT TGACAAAGCA AACCAAAAGT AAAATTAAAA AATTAGTACT 7 9 440 

TAAAAAGTTT GCTTTTTTCA TGTTATTTTA AAATTCCCTT ATTAAAAACA ACAGTTTTAC 79 5 00 
CACTGTGTAA AAATAAATAT ACACAATAAA TTCAAGGTTT AAAGTATAAA AACAAAAACC " 79 5 60 

CTGGCAATAA CCTACTCTCC CGCGAACTCG CAGTACCATC AGCGAATAAG AGCTTAACTT 7 9 620 
CTGTGTTCGG AATGATAACA GGTGTTTCCT CTTTTCTTTA ACCACCAGGG TTTTTACAAG ■ 79 6 80 

GAAGACAAAA ATATGGCCAA AG AT AC GGGT AATTAGTATT AGTCAGCTTA ATATATTGCT 7 9740 

ATACTTACAC TTCTAACCTA TCAACCTGGT ATTCTTCCAG GACCCTTAAA GGATATCTCA 7 9 800 

TCTTGAGGAA GGCTTCCCAC TTAGATGCTT TCAGCGGTTA TCCTTTCCGA ACGTAGCTAC 798 60 

CCAGCACTTA CCCTTGGCAG GATAACTGGC AC AC TAGAGG TTCGTCCATC TCGGTCCTCT 79 92 0 

CGTACTAAAG ATAGCTCCTC TCAAATATCC AACGCTTGTG G C AG AT AGGG ACCAAACTGT 799 8 0 

CTCACGACGT TCTGAACCCA GCTCGCGTAC CGCTTTAAAT GGCGAACAGC CATACCCTTA 80040 

GGACCTGCTC CAGCCCTAGG ATGCGATGAG CCGACATCGA GGTGCCAAAC CCTTCCGTCG 8 0100 

ATGTGAACTC TTGGGAAGGA TAAGCCTGTT ATCCCCGGAG TACCTTTTAT TCGTTAAGTG 80160 

ACGGCGCTTC CACTTGCCAC CGCCAGATCA CTAAGACCTA CTTTCGTATC TGTTCGACTT 80220 

GTCAGTCTTA CAGTTAAGCT ACCTTATGCC TTTACACTTA CAGAGTGATT TCCAACCACT 80280 

CTAAGGTAAC CTTTGCGCAC CTCCGTTACT CTTTAGGAGG CGACCGCCCC AGTCAAACTA 803 40 

CCCACCTGGC ACTCTCCTCA TATTTCTATA AGTTAGAAAC CTAATTAAAC AAGGGTGGTA 80 40 0 

TTTCAAGATT G AC T C C AC T A CCCCTGACGA GATAGCTTCA AAGTCTCCCA CCTATCCTAC 80 4 60 

ACATATTTAA TCAAATCTCA ATACCAAGCT ATAGTAAAGG TTCACGGGGT CTTTCCGTCT 30520 

AACCACAAGT AATCGGCATC TTCACCGATA CTTCAATTTC ACCGAGCTCC ACGTTGAGAC 8 05 80 

AGCGTCCAAA TCGTTACACC ATTCGTGCGG GTCGGAACTT ACCCGACAAG GAATTTCGCT 8 0 640 

AC C TTAGGA.C CGTTATAGTT ACGGCCGCCG TTTACTGGGG CTTAAATTCA ATGCTTCGCA 807 00 

TAAACTAACA TCTCCTCTTA ACCTTCCAGC ACCGGGCAGG TGTCAGTCCC TATACTTCTC 807 60 

TTTACAGATT TGCAGAGACC TGTGTTTTTG GTAAACAGTC GTTTGGACCA TTTTTATGCT 8 0 820 

ACCTAATTGC TTAGGTCGTA CTTATCCCGA AGTTACGTAC GTATTTTGCA GAGTTCCTTA 808 30 

ACGTGGATTC TCTCGCGCGC CTTAGAATTT TCATCCCACC TACCTGTGTC GGTTTGCGGT 809 40 

ACGGTCCCTT ATAGCCTAAC CTTAGAAGCT ATTTCTTGGC ACCTTGACTA CCTACATTTC 8100 0 

ATGCTACCTA AATAGCACTC AT C AT C AC AT CTTAGCTCTC TTAACGGATT TTCCTATTAA 810 60 



i 3 y B 31 ifl* ir!!' 5*? -M ^ II I) 1 



GATCATCGCC 
GTCACTCCAT 
TT.TTCAGCTT 
TTAGGTTTTC 
CTTCTGATAC 
ACCATCTTAA 
TCGGCGCTTA 
TAAGCCAACC 
AGACCTTAGC 
CTCACTCCTA 
AGGCCCTAGC 
CATTTCGGGG 
CATCCCTGCC 
AGCCTGGCCA 
TTAAGACTCG 

r- 

AACTCGCAGG 
GCTTGTAAGT 
CCCTCACGGT 
.CCCAGCTTCA 
TTACATTTAA 
TATAAATATT 
ATAAATGCAA 
C C AC T AC T AA 
CCTGGTATCG 
CCATTCGGTA 
CCACGACCTT 
CATATTTTTA 
ATCTTTGTTT 
C AAAAAC AC C 



TTAATGCTTA 
C G AAAC TATA 
TGCCTTAGGG 
GGC GAATGGG 
CTC CATC AAA 
CTTTCGTTAA 
AGTACTCGAC 
TCCTGGCTGT 
TGTTGGTCTG 
TTCATCATTT 
TCAATTAGTG 
AGAACCAGCT 
TTTTTAAACA 
T AAAT AG AT C 
CTTTCGCTTC 
TTCATTATGC 
CTACGGTTTC 
ACTCTTCTCT 
AACAAGGTTT 
ATTACAGGAC 
TTGTAACTTT 
CGCTCTGCAG 
GGGAATCTCT 
CCTCTATTAT 
ATC TTGGG AT 
CTTCGCCTTA 
TCTTCCATCT 
AATACATGTC 
AATATTTAAA 



AACTAGGACA 
AGAGGTACGG 
GCCGACTAAC 
AATCTCACCC 
CTTTCCAGyT 
GATCCAAAGC 
CAGTGAGCTA 
T T AC GT AC C T 
GGTTGTTTCC 
AATAGCATTC 
CTCTACCTCT 
ATCTCCGAGT 
GACTAGAGTT 
ACTCGGCTTC 
GACTCCAGCA 
AAAAGGC AC G 
AGTTCTATTT 
ATCGGTAGCT 
CTCGTGCCTC 
TATCACCTTC 
TTTGCTTATT 
C TTG AC AC AT 
TTGATTTCTT 
TTAAATAATA 
C AATAAATGT 
AAGCTCCTAG 
CTATTTTGCC 
AATATATATT 
AAACATAAAA 



■718 
ACCATCGCCT 
GAATATTAAC 
CCTGGGAAGA 
ATTTTTTCGT 
TAACTTCTCT 
TTCGGTAATG 
TTACGCACTC 
AAACCTCCTT 
CTCTCGACTA 
GGAGTTTAAC 
AT T AAAC T AA 
TTGTTTAGCC 
CGGCCCTCCA 
GGGTCTACCA 
CTTCTATGCT 
CCATCACCGC 
CACTcCCCTC 
TTCTAGTATT 
GTCCTACTCA 
TTTGGTTAAA 
AC AGAC T AAG 
TTAAAGTTTG 
TTCCTCAGGG 
GATAGCTAGC 
TTGCTTCTCC 
GCATTCACCA 
AATTTATTTA 
TTATTTTTTA 
ATAAAATCAA 



AGCAGTAGTT 
CCGTTTCCCA 
CGACCTTTAC 
TACTCATACC 
GGC TT AC AGA 
TGTTTAGCCC 
TTTAAAGGTA 
TTCCACTTAA 
TGAACCTTAT 
TGAGTTTGGT 
AATAAGGCTG 
TTTCACTCCT 
CTTGGTTTTA 
CATCTAACTA 
TTAATC TTGC 
AATAAATTAC 
CCGGGGTTCT 
TAGCCTTGGA 
GGAACATTTT 
CTTTCCAGAT 
CCTAAACGTC 
GGCTACTCCC 
TACTTAGATG 
ATC TTGC TAG 
CCCAAGCTTT 
TAGACTCTTA 
TACAACATAA 
TGTTATTTAA 
AGTTTAAAGT 



AACCTCATGC 
TCGACTACAC 
CCAGGAAACC 
TGCATTCTCA 
ACGCTCCCCT 
CGTTACATTA 
TGGCTGCTTC 
CACATTTTTG 
CGCCCATAGT 
ACCCTTTGAC 
AACTTAAATC 
ATTCACAGCT 
CCCAAGCTTC 
AATCGCCCTT 
TAGACATGAT 
GGCTTTGACT 
TTTCACCTTT 
GAGTGGTCTC 
AAAAAGATAT 
TATTCTTCTA 
CTACAACCCC 
TTTTCGCTCG 
GTTCACTTCC 
CTGGATTACT 
TCGCAGCTTA 
TTACTTTGAC 
AATAATATAT 
ACAACACATT 
ATAAAAATAA 



81120 
31130 
31240 
81300 
81360 
81420 
81430 
31540 
81600 
81660 
81720 
81730 
81340 
31900 
81960 
82020 
82080 
82140 
82200 
82260 
82320 
82330 
82440 
82500 
82560 
82620 
82680 
82740 
82300 
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AAACCCTGGC 


AATAACCTAC 


TCTCCCGCGA 


719 
ACTCGCAGTA 


CCATCAGCGA 


ATAAGAGCTT 


82860 


AACTTCTGTG 


TTC GGAATGA 


TAACAGGTGT 


TTCCTCTTTT 


CTTTAACCAC 


CAGGGTTTTT 


82920 


ACAAGGAAGA 


CAAAAATATG 


GCCAAAGATA 


CGGGTAATTA 


GTATTAGTCA 


GCTTAATATA 


82980 


TTGCTATACT 


TACACTTCTA 


ACCTATCrAC 


CTGGTATTCT 


TCCAGGACCC 


TTAAAGGATA 


8 3 040 


TCTCATCTTG 


AGGAAGGCTT 


CCCACTTAGA 


TGCTTTCAGC 


GGTTATCCTT 


TCCGAACGTA 


83100 


GCTACCCAGC 


ACTTACCCTT 


GGCAGGATAA 


CTGGTACA-CT 


AGAGGTTCGT 


CCATCTCGGT 


8 316 0 


CCTCTCGTA.C 


TAAAGATAGC 


TCCTCTCAAA 


TATCCAACGC 


TTGTGGCAGA 


TAGGGACCAA 


83 220 


ACTGTCTCAC 


GACGTTCTGA 


ACCCAGCTCG 


CGTACCGCTT 


TAAATGGCGA 


ACAGCCATAC 


83280 


CCTTAGGACC 


TGCTCCAGCC 


CTAGGATGCG 


ATGAGCCGAC 


ATCGAGGTGC 


CAAACCCTTC 


83 340 


CGTCGATGTG 


AACTCTTGGG 


AAGGATAAGC 


CTGTTATCCC 


CGGAGTACCT 


TTTATTCGTT 


8 3 400 


AAGTGACGGC 


GCTTCCACTT 


GCCACCGCCA 


GATCACTAAG 


ACCTACTTTC 


GTATCTGTTC 


8 3 4 6 0 


GACTTGTCAG 


TCTTACAGTT 


AAGCTACCTT 


ATGCCTTTAC 


ACTTACAGAG 


TGATTTCCAA 


83 52 0 


CCACTCTAAG 


GTAACCTTTG 


CGCACCTCCG 


TTACTCTTTA 


GGAGGCGACC 


GCCCCAGTCA 


83580 


AACTACCCAC 


CTGGCACTCT 


CCTCATATTT 


CTATAAGTTA 


GAAACCTAAT, 


TAAACAAGGG 


8 3 640 


TGGTATTTCA 


AGATTGACTC 


CACTACCCCT 


G AC GAG AT AG 


CTTCAAAGTC 


TCCCACCTAT 


83700 


CCTACACATA 


TTTAATCAAA 


TCTCAATACC 


AAGCTATAGT 


AAAgGTTCAC 


GGr tCTTTCC 


8 3 7 6 0 


GTCTAACCAC 


AAGTAATCGG 


CATCTTCACC 


GATACTTCAA 


TTTCACCGAG 


CTCCACGTTG 


8 3 820 


AGACAGCGTC 


CAAATCGTTA 


CACCATTCGT 


GCGGGTCGGA 


AC TT AC C C G A 


CAAGGAATTT 


8 3 8 8 0 


CGCTACCTTA 


GGACCGTTAT 


AGTTACGGCC 


GCCGTTTACT 


GGGcTAAATT 


CAACGTTCGC 


83 940 


. AT AAACTAAC 


ATCTCCTCTT 


AACCTTCCAG 


CACCGGGCAG 


GTGTCAGTCC 


CTATACTTCT 


340 00 


CTTTACAGAT 


T TG C AG AG AC 


CTGTGTTTTT 


GGTAAACAGT 


CGTTTGGACC 


ATTTTTATGC 


840 60 


TACCTAATTG 


CTTAGGTCGT 


ACTTATCCCG 


AAGTTACGTA 


CGTATTTTGC 


AGAGTTCCTT 


84120 


AACGTGGATT 


CTCTCGCGCG 


CCTTAGAATT 


TTCATCCCAC 


CTACCTGTGT 


CGGTTTGCGG 


8 4130 


TACGGTCCCT 


TATAGCCTAA 


CCTTAGAAGC 


TATTTCTTGG 


CACCTTGACT 


ACCTACATTT 


8424U 


CATGCTACCT 


AAATAGCACT 


CATCATCACA 


TCTTAGCTCT 


CTTAACGGAT 


TTTCCTATCA 


3 4300 


AGATCATCAC 


CTTAATGCTT 


AAACTAGGAC 


AACCATCGCC 


TAGCAGTAGT 


TAACCTCATG 


8 4360 


CGTCACTCCA 


' TCGAAACTAT 


AAGAGGTACG 


GGAATATTAA 


CCCGTTTCCC 


ATCGACTACA 


8442 0 


CTTTTCAGCT 


TTGCCTTAGG 


GACCGACTAA 


CCTGGGAAGA 


- CGACCTTTAC 


CCAGGAAACC 


8448 0 


TTAGGTTTTC 


GGCGAATGGG 


AATCTCACCC 


ATTTTTTCGT 


TACTCATACC 


TGCATTCTCA 


84540 


CTTCTGATAC 


CTCCATCAAA 


CTTTCCAGTT 


TAACTTCTCT 


GGCTTACAGA 


ACGCTCCCCT 


84600 
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ACCATCTTAA 


CTTTCGTTAA 


GATCCAAAGC 


TTCGGTAATG 
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TCGGCGCTTA 


AGTACTCGAC 


CAGTGAGCTA 


TTACGCACTC 


TTT AAAGCjt 1 A 
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TAAGCCAACC 


TCCTGGCTGT 


TTACGTACCT 


AAACCTCCTT 


TTC C ACTT AA 


LALAI 1 I 1 ib 
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O 4 / O U 


AGACCTTAGC 


TGTTGGTCTG 


GGTTGTTTCC 


CTCTCGACTA 


TGAACCTTAT 


CGCCCATAGT 




CTCACTCCTA 


TTCATCATTT 


AATAGCATTC 


GGAGTTTAAC 


TGAGTTTGGT 


ACCCTTTGAC 


o /i q n n 

y 4 y u u 


AGGCCCTAGC 


TCAATTAGTG 


CTCTACCTCT 


ATTAAACTAA 


AATAAGGCTG 


AAC T T AAAT C 


Q A Q C C\ 

a 4t y o U 


CATTTCGGGG 


AGAACCAGCT 


ATCTCCGAGT 


TTGTTTAGCC 


TTTCACTCCT 


ATTCACAGCT 




CATCCCTGCC 


TTTTTAAACA 


GACTAGAGTT 


CGGCCCTCCA 


CTTGGTTTTA 
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CCCAAGCTTC 


o c n q n 


AGCCTGGCCA 


TAAATAGATC 


ACTCGGCTTC 


GGGTCTACCA 


CATCTAACTA 


7* 7\ m rn iti 

AATCGCCC 1 I 


o Ji4U 


TTAAGACTCG 


CTTTCGCTTC 


GACTCCAGCA 


CTTCTATGCT 


TTAATCTTGC 


TAG AC ATGA I 




AACTCGCAGG 


TTCATTATGC 


AAAAGGCACG 


CCATCACCGC 


AATAAATTAC 


GGCTTTGAC 1 


ojZOU 


GCTTGTAAGT 


CTACGGTTTC 


AGTTCTATTT ' 


CACTCCCCTC 


CCGGGGTTCT 


TTTCACCTTT 


O JJ/U 


CCCTCACGGT 


ACTCTTCTCT 


ATCGGTAGCT 


TTCTAGTATT 


TAGCCTTGGA 


GAGTGGTCTC 


a c t q n 

O J JOU 


CCCAGCTTCA 


AACAAGGTTT 


CTCGTGCCTC 


GTCCTACTCA 


GGAACATTTT 


AAAAAGATAT 


OD44U 


TTACATTTAA 


AT T AC AGG AC 


TATCACCTTC 


TTTGGTTAAA 


CTTTCCAGAT 


TATTCTTCTA 


q c c: n n 
o j jUU 


TATAAATATT 


TTGTAACTTT 


TTTGCTTATT 


ACAGACTAAG 


CCTAAACGTC 


CTACAACCCC 


O r c rn 


ATAAATGCAA 


CGCTCTGCAG 


C TTGAC AC AT 


TTAAAGTTTG 


GGCTACTCCC 


TTTTCGCTCG 


O JOiU 


CCACTACTAA 


GGGAATCTCT 


TTGATTTCTT 


TTCCTCAGGG 


TACTTAGATG 


GTTCACTTCC 


n r r o n 

obooU 


CCTGGTATCG 


C C T C T ATT AT 


TTAAATAATA 


GATAGCTAGC 


ATCTTGCTAG 


CTGGATTACT 


o b / 4 U 


CCATTCGGTA 


ATC TTGGGAT 


CAATAAATGT 


TTGCTTCTCC 


CCCAAGCTTT 


TCGCAGCTTA 


o c o r\ n 
o b o U U 


CCACGACCTT 


CTTCGCCTTA 


AAGCTCCTAG 


GCATTCACCA 


TAGACTCTTA 


mm a ornmrn/^ A i" 1-1 

TTACTTTGAC 


ojoOU 


CATATTTTTA 


TCTTCCATCT 


CTATTTTGCC 


AATTTGTTTA 


TGC AAC AT AA 


AATAATAI A I 


Q C Q O n 
d D -7 j£ *J 


ATCTTTGTTT 


AATCCATGTC 


AATACTTATT 


CCAATATTTT 


AATAAATAAA 


II 1 it_AAAAA 


8 5 9 8 0 


TACATTATAA 


GTAAAAAATT 


TATATTTTAA 


ATAGAAAATC 


C TGC T AAAAA 


TAAA i C AAA 1 


o c. n 4 n 


GGATTAAACA 


TTTAAATACA 


AATTATTAAT 


ATTTAATATT 


AAGCTTAAAA 


AAATCAATTA 


86100 


AAAACCTAGC 


AACGCCATCC 


TCATTATTAC 


TAAATCTTGT 


TATTTCATTC 


TTTGCTAAAT 


86160 


TAATTTTAAG 


AAATTCATTG 


GCATTTTTCA 


TTAAAACCCC 


TTTACCAAGA 


TTTTTGAGCA 


86220 


TTTCATAATC 


ATTATTATTA 


TCTCCAAAAG 


CTAAAACATC 


ACACAATGGA 


ATGCTTTCAA 


85280 


GAAAAGCAAT 


ATTTTTAATA 


GC ATT AT ATT 


TATTAGCATT 


AATATTGGTA 


ACCTCTAATA 


86340 
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. AATCTTTAGA AGAAAAAAAC ACTCTTGTGT CCTGGAAATC TTTACTTTTA ATCTCAGTGT 8 640Q 

CAAGTTTATT AAGAATTGCC AAATCGTCAC AATAATAAAC AATCTTAGAA ACAGAATCAA 8 646 0 

CGTTTAGTTT GGTCAAATCT CCAATAATAA C ATTTAAGC C CAAATCTTTA ATAAAATGTT 3 652 0 

TCATAATAGG ACTTTTAACA TCTGCATTAG AATACCAAGT GTCAAAAGTA TAAAGATTAA S6530 

CATCAACATT ATCTGTATkT ATCTTGAGAA TTTCTTTTGC TArGTCATAA TTCATTGCGT 8 6 640 

ATCTAAAAaT TAAATTTTCT TssAAAAACA GTTCAGCCCC ATTCGCCGTT ACAAGATAAT 86700 

TTTCATTAAT ACyAATTTCT TTTAATTGGC TCCTTATATT TTTAACTTCA CTCAATCTTC 8 6760 

TAGCGGTTGC AATAATTATT TTAAAATCTT yCTTCAAAGC CAAAAGAACC TCAAGAGTTA 8 682 0 

AAAAGGCAAT CTCATGGTTA TTATTCAATA AAGTGCCATC AAGGTCAAAA rCCAGCATTt 8 6 880 

tATATCTTTt ATAATTAGAa T t CAT AT ATA AaTCTCTCTT T t AAGATAT A C T ATC AC AAA 8 6 940 

TAATTTATTC TTAATAAATT ATTCTTAAAG CATAAAaTAA TAAAATTTAA TAATATTATA 87 00 0 

TTTTTTTAAA AAAATTTAAA AAAATATAAT TAAATGAAAA TCAACGCCTT GAAACAAATT 87 060 

TATTATCTTT GATATAAAAC CTCCAAAGCT TGTTTATATC ACTCTCTTGT GCATAATTAA 8712 0 

TATTGATTCT TTTTGAACAA AC TAT ATT AA AAT C TAG AT T CAAACCTCTT TGTAAAAAAA 8718 0 

1 GCTC ATT ATT CCCAATAAGA TCAACTTTAT TAAAAGTTAA ATCAATGTTT AAAAATTTTG 87 2 40 

TAAGTTTTCC AGGACCATTA GTAAGAATGC TCTTCTCTCC CAATAGTGGA GAAATAGGCT 87 3 00 

CTACACTTCT GATTAAAACA GCTTGAGGAT TATTTTTATC TGCAGTCACA ACGTTAAACA 87 3 60 

TATAATGCAT ACCATATATT ATATACACAT AAGAATATCC TCCTATTCTA TACATAGCAC 87 42 0 
TTGTGCGATT TGTTATCTTG CCGCCATAAG AATGACAAGC GCTATCTGTT ATCCCCATAT * 8748 0 

AAGCTTCCGT TTCAACAATT CTGGTAACTA .TTTCCTCTTT GTCGATCTTT CTGATCAACA 87 540 

AATTACCAAG CAATAACTTT GCAACGGTAG TAGCATCTTG CAAAAAAAAA TATCGATCCA 87 600 

TAAGCTCAAT TTTAAAACAA AAT AAT AAT A AAAATTATTA C C AAAAC A.C A CATGTAAAAT 87 660 

A T G AAAAC AT ATTGCCTAGA ATAAAAATAA AAACTAAAAT CATTTAATCA CCCAGTAAAT 8772 0 

ACATATTTTA AATAAATTCT TGGTTGATTA ATAAATTTTT TTGATTTTTA ATCAAAAAAA 877 8 0 

TTTAAAAAGT TGAACTAGTT CAACTTAAAT CAGCTTATAT G AAAATGC T A ATCTAAAATA 87 840 

CAAAATATCG AATATTGACA AATATATAAA AAATTATAAA CTATATGCAA TATCTCTTAC 87 900 

ATCTTGAAAA GATATAAGAG ATATTGACAA AATCATAAGA TTTAAATAAA ATTTGTAAAG 8 79 60 

AATTGATATG CTTAAGGGAT CATAGCTCAG GTGGTTAGAG CGCAGGTCTG ATAAACCTGA 8 8020 
GGTCGGATGT TCAACTCATC CTGGTCCCAA TGTATTCCAT TGTTTTAATT ACGACAATAC . ' 8 80 80 

TGTTTTAAGC TATAATTAAT AAG AAAAAC A AAAATTTATT CAATTTCTAT ATTAAGGTAT 8 8140 
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AC AC GAT T AC 


TAACAATTAC 


AACTTCATGC 


CATTGAGTGT 


CGGGCAAATC 


C AAAC TGAAA 


83200 


TCTGCTTTAT 


GGTATTTTGC 


TTGGCTTTTT 


TGAGTTATTG 


TTGCAAACTT 


GTAACCTAAA 


83260 


ACATAAGAGC 


GATAACGATT 


TAATGCAATC 


TTTGCCTTCC 


TCCAACTTAT 


AACTGGCAAT 


8832 0 


CTTATCCGAA 


TCCCTACCAC 


TAAATACTGG 


CAACGATAAT 


AAGGATTTAA 


GCTCGCTACA 


83380 


ATACTTGTCC 


TTCTCTCAGA 


CATCACACTT 


AGTAATCTAC 


ATTATTTCCT 


AACTAAAAAC 


8 8 440 


TATTTACTAA 


ATGCAGATCG 


TTTATAAAAT 


AGGCTGCTGA 


AAAATACAAT 


CCTGTTTAAT 


88500 


CCTTGCACTT 


TAGCGAAACA 


ACTTCGGGTT 


TTATCGAAAG 


CTTGCTTTTG 


CTTCTAGACA 


88560 


TTTTTCTTAA 


TATCAACAGA 


TCTCAACTTA 


ACCCAGAAAT 


TTTAACTTCT 


TGTGTTTCAC 


8 8 620 


ATTCCAACAA 


TTACTTTAAC 


AAAGTTACTT 


AAAAAC AT AC 


TTAATTACAA 


TTTAGGrCAT 


83680 


AAGCCCAATG 


GAGGTTAAGG 


GACTCGAACC 


CTTGACCCTC 


GGCTTGCAAA 


GCCGATGCTC 


88740 


TAGCCAACTG 


AGCTAAACCC 


C C AAAATG AC 


CTAAAATTAA 


GTCTAAGCCT 


AATAAAACTA 


88800 


TTTAATATCA 


ATAATTTAAT 


AC AT AAAC TT 


CTCTTAAACT 


TACATAAATA 


AC AC TGGTTT 


8 8 8 6 0 


TAAAAACTCT 


CTTATCAAAA 


GAAAAGwGTA 


GGGAAGAGTT 


AATGGAATTA 


GCCTTAGTTT 


83920 


ATCTTTCTCT 


TAGAAAGGAG 


GTGATCCAGC 


CGCACTTTCC 


AGTACGGCTA 


CCTTGTTACG 


8 89 80 


ACTTCACCCC 


CCTCACTAAA 


CATACCTTAA 


ATACCTTCCT 


CCCTTACGGG 


TTAGAATAAT 


8 9 0 40 


AGCTTCGGGT 


ATCCTCAACT 


CGGGTGGTGT 


GACGGGCGGT 


GTGTACAAGG 


CCCGAGAACG 


89100 


TATTCACCGT 


ATCATTCTGA 


T AT AC G ATT A 


CTAGCGATTC 


CAACTTCATG 


AAGTCGAGTT 


8 9160 


TCAGACTTCA 


ATCCGGACTG 


AGACCTGCTT 


TATGCGTTTT 


GCTTCACATC 


ACTGTT^TCGC 


89220 


TTCGCTTTGT 


ACAGGCCATT 


GTAGCACGTG 


TGTAGCCCAG 


GACATAAGGG 


CCATGATGAT 


892 80 


TTGACGTCAT 


CCTCACCTTC 


CTCCGACTTA 


TCACCGGCAG 


TCTTATCTGA 


GTCCCCACCA 


8 93 40 


TTACATGCTG 


GTAACAGATA 


ACAAGGGTTG 


CGCTCGTTGC 


GGGACTTAAC 


CCAACACCTC 


89400 


ACAGCACGAG 


CTGACGACAA 


CCATGCAGCA 


CCTGTATATA 


GACCCCAAAC 


GGGGAATAAT 


8 9460 


TATCTCTAAC 


TATATCCTAT 


ATATGTCAAG 


CCCTGGTAAG 


GTTCCTCGCG 


TATCATGGAA 


8 9520 


TTAAACCACA. 


TGCTCCACCG 


CTTGTGCGGG 


CCCCCGTCAA 


TTCCTTTGAG 


TTTCACTCTT 


8 9 5 80 


GCGAGCATAC 


TCCCCAGGCG 


GCACACTTAA 


CACGTTAGCT 


TCGGTACTAA 


CTTTTAGTTA 


8 9 6 40 


ACACCAAGTG 


TGCATCGTTT 


ACAGCGTAGA 


CTACCAGGGT 


ATCTAATCCT 


GTTTGCTCCC 


89700 


TACGCTTTCG 


TGACTCAGCG 


TCAGTCTTGA 


CCCAGAAGTT 


CGCCTTCGCC 


TCCGGTATTC 


8 97 60 


T T T C TG AT AT 


CAACAGATTC 


CACCCTTACA 


CCAGAAATTC 


TAACTTCCTC 


TAT C AG AC T C 


89820 


TAGACATATA 


GTTTCCAACA 


TAGGTCCACA 


GTTGAGCTGT 


GGTATTTTAT 


GCATAGACT.T 


39380 
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ATATATCCGC CTACTCACCC TTTACGCCCA ATAATCCCGA ACAACGCTCG CCCCTTACGT 39 940 

ATTACCGCGG CTGCTGGCAC GTAATTAGCC GGGGCTTATT CATAAATTAA CGTCATCACT 90 00 0 

TTGTCATTTC CTACAAAGCT TATTCCTCAT TTATAAAAGA ATTTTACAAT CTTTCGACCT 900 6 0 

TCTTCATTCA CGCAGTGTCG CTCCGTCAGG CTTTCGCCCA TTGCGGAAGA TTCTTAGCTG 9012 0 

CTGCCTCCCG TAGGAGTCTG GACCGTATCT CAGTTCCAGT GTGACCGTTC ACCCTCTCAG 9 0180 

GCCGGTTACT TATCATTGCC TTGGTAGGCA TTTACCCTAC CAACTAGCTA ATAAGACGCA 902 4 0 

GACTCATCTA CAAGCGAAGC TTTAAAGGCT TCCTTTCATC AATTAACAAA TTAACTGACC 903 0 0 

TTATTCGGTA TTAGCTACTA TTTCTAATAG TTATCCCCAT CTCATAGGTA GATCATCGAC 903 6 0 

GCGTTACTCA CCCGTTCGCC AC TG AATGT A TTGCTACATC CCGTTTGACT TGCATGCTTA 90 42 0 

AGACGCACTG CCAGCGTTAG TTCTAAGCCA GGATCAAACT CTTCGTTATT TTATTTTTTT 904 30 

ATTTAAAAAA ATTAACAGGT TTTGTTTATT CTTTTGGCTT TTAACCTTAC TTAACTCTTC 90 540 

CCTTCTCTCA TCTTCCAATA ATCATTTCAA CCTTTAATAC TTTAACAAAA TAAGAATCAT 90 6 00 

ATTGTCAATA CCTTTGCATT ATTTTTATTA AT AT AAAAT G TAAAAAAATA AATTTTATTA 90660 

ATAAACAGTG ATAAAAGCAT TAACAGCCAC ACTTTTCATT AGCAGGCAAA GTTGTAAAAA 9072 0 

TTTTTTTTAA TTTATTTCCC AATTTAGCTT TTAAATAATC AAAAAAGGTT CTGAAATTTT 907 8 0 

GATTATCTCC TTTAAACTTA ATCCACAGTT CTTTAAAGGT TAAAATTCCT TCCCTAAGAT 90 84 0 

CCTTGTAATT GGAAAAAGCA GCAGCACAGT CGCTATACAT TAAATTATAA AAATCAGAAT 90 90 0 

CTTGTTTATC TTTAAAAAAA TCTATACTTG GTATTTTCTT GGCAAAGGCG AATCCTCTCT 90 9 60 

CATAAGCCGT GCCAGAATCA AGATAATTAA CCAAGGCTAA AACAATATCG CTACTAACTA 9102 0 

GCTCTTTTAA ATCTACTTCT CTTATCTTCT CCCTTATATC TC TATTTGC A AAC TTATAAT 910 8 0 

CAACCTTTTC AAGCAATCCC ATCTTTTTGA CAGCATGATG CTCTGGAGAA AATACTTCTA 91140 

AATTAAACTC TTCAAGAAAT TTCAAAACCT CATCCCTTAG TTTAATTTCC TCTTGCTTAA 912 0 0 

AAAATGGAGA GGCTAAATAA ATCTTCATAA AAACCCCTAT CAAAATTCAA GTATAACACA 912 6 0 

ATAAATCAAT CGAGC AAAAT C AAGAAT AAA TAAATTTTAA AATCCAAGTA GAAAACATTT 913 2 0 

ATTATGAACG ACTTCTGCTG ACTAGAATAG TAAACTCTCC TTTAACCTTA TCCTTACTCG 913 8 0 

ATTCAAAATA TTTTTTTAAT TCTAA-AGGTT TGCCAATTTG ATATTCTTCA TAAATTTTTG 91440 

TCATCTCGCG ACCAATAAGA ACCTTCGCAT CTAAACTAAC AGAAGAAATT TCAACAAGCA 91500 

ATTTGAAAAT TCTATGACCA GATTCAAGCA GAACAAAAGC ATCTCCCCTT TTATATAGCT 915 6 0 

CAGCAATTCT TTTAAATCTT TTAAGGCCTT TGTTAGGCAA AAATCCCTCA AAAAACACTG 9162 0 

ATTTATCTCT AAAAGGATTA AC AC TT AC AA TTGTATTAAA AGAACTTACT CCAGGAATTG 9168 0 
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GACAAACTTT GTATCCCTCT CTAAAAGCAG CAGCAACTAA TAAGCTACCC GG AT C AC T AA 91740 

GCCCCGGAGT ACCAGCATCG CTAACAAAAG CAACAGAATT TCCTTTTGCC AAATAATCCA 918 00 

ATAGCAAGCT TATCTTCTTG TTTTCTGTTA CGGCATTACA AGAAATCATT TTTTTATTAA 918 60 

TTTTATATCG AGACAAAAGT TTGCTAGTTA CTCTCGTATC TTCCGCAAAG ATAACATTTA 919 2 0 

CCGATTTTAA AACATCAATT GCTCTATAAG TAATATCTTC T AAATTGC C T ATTGGCGTAC 919 3 0 

C AAC AAT AT A TAACACAGGC CCTTTTAATT CCTCCAAAAC TAAAAATAAA TAAAATATAT 9 2 040 

TAAAAACATT TTTCTTAATG ATAAAAATCC AAAACCTTTT ACTTACCAAA TACAAGAATA 9210 0 

AG AC AT AAGC CATATTTTAT ATGTCTATCA AAATACTTGC TTTTGTATTA CATTTAGTTA 9216 0 

TATCATTAAG TATTAATGAT TAAAAAGTTA AAAGAAAGGG AAAATTTATG TTTGCATTAA 9 2 220 

TTAGAAAAAT ATTTATGATC TATTTTTTAT GC ATT AC TC T TGCAGGTTTT GCCATGATTT 922 3 0 

TTATTGACAG CAAATTTACC GAACAGCCTA ATGTTAAAGA AAATCAAAGC AAAATTAATC 92 3 40 

AACATACAAT TGAACCCAAT TTAATCATGT TTACATCTTC TATAGGAGGA TTTTTAGGTG 92 40 0 

TTTATGTTGG AATTTGGATC TTTAACTATG AC AAAAGC AA TTTTTACCTA AATTGGGGAA 92460 

ATTTAATAAT ATT AAT AT AC AACATAGCCC TAATTATCAC TGTATACTCA AAATCACATA 92 52 0 

GTTAGCTAAC ATATGGCTCA ACTATTTTCA TAATTTATAA ATTATTAACT AT AAT AC C TC 925 8 0 

TTTTAATCAT ATACTTATAA^ ACCTCTTCGG GATTTTCTAA GCTTTCAATC AAGCTTTCTG _ 9 2 640 

CCCTGTCATT TATTTTTTCT ACCAATTTTT TAT AAGC C AC TTTAATTCCT CTGCTTTCTA 92700 

AAAAATCCTT TGCGGGTTGA GAAACAACCC CAGCTTGAAC ATTTTGAAGC CC TAT ATT AT 9 2760 

AAATAATAAC GGCTGCTGCC TTGCCCACAA CTTTATCATA AATTTCAAGT CCTTCTTTAT ' 92 82 0 

TCTGGATATA CTTATTGATA AAATT AT C T A CTTCTAAAAG AGGCTTCAAT CCTCTTTCCA 928 8 0 

TATTAGAATA AAGTATTTTA TGATCTTTAA AC AAC C TT AA TGTTGGATTC AAGC C TG AT A 92940 

TCATTTTTAC CTCTTTTCTG GATATTTATA AAAATCAATA ATAAAAACAA AC ACT ATT AA 9 3 000 

T AAT AT AC AT AAACAATAAA T AC TGC AAT A TCTAAAAAGA TAG T ATAC TT ACGTTATATG 930 60 

ATGTTTGTGC CAAAAAACAA TAGTAATTCT AAAATTGAAA TAAAGAAATC CATCTTTGTT 93120 

TCATATATTT TTAATATTGA AAAAAAAGAC GATATAAATA AAACTATTAA AAAATACAAA 93180 

ATAAAATTTA AAAATGCTAC GCATGTGGTT TATGGATTTA GAATCGGAAA CAAAAACTCA 93 2 40 

TTTCTAAATG GAATGAGTGA TGATCGAGAA CCTAATTTAA CAGCTGGAAA GCCCACATTG 93 3 00 

GATGCCATAA TACATAACAA TTTAACCGAT ACTTTAATAA TCACATTGCG- ATATTTTGGA 93 3 60 

GGCACTTTAC TTGGTAGAGG GGGATTAATC AAAGCGTATT ACAAGTCTGC' CAAAGAAGTT 9 3 420 
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ATTAATAATA CATCTATAAT GG AAAAAG AG GAATTAGAAA TTTTAAGCTT AAATTTAAGT 9 3 480 

TACAACCAAT ACAATTCATT ATTAAAAATG AAAAATAAAC TTGAAATAGA AATAATAGAT 9 3 540 

TCAAACTTTT CAAACAAAAT AAACACTTCA ATTAAATTCA AAACAAAAAA TAAACAAAAA 93 600 

AT AT C GGAAT TTTTTATAGA AAATGGCTTA AT T C AAG AAA TCTTAAAGTT TAATAAAGAA 93 6 60 

TAATATGCAT GTCAAATAAT CAAATATTTA AAAACTAATT TAAAATATTA TTATTTTTAT 9 3 720 

CATTTATGTT TTAAAATATA AAAACAAAAC CAAATAAAAA GAGAAATTTA TATGAAAATA 93 7 80 

ATATCTGTAA TCAATCAAAA AGGAGGCGTA GG AAAAAC C A C AAGCGC CAT TAATATTTCT 9 3 840 

TATTCAATGA CCCTGCTTAA TAAAAAAATT CTTCTAATAG ATATTGATTC GCAAGGAAAC 9 3 900 

TCTACTAGCG GCACAAATAC CTCAAAGCAT ATAGCCGAAA AATCAAGCTA TGAACTTATT 93 9 60 

AACAAAAAAA TAAAGGTCAA ACCTTTAAAT CATTTTGGAT TAG AC AT AAT TCCTTCTAGC 9 4020 

ATTAAATTAG CTTTGCTTGA AAAAGAATTA ATAAATGAAC TTTCAAGAGA AAATTTTTTA 940 8 0 

AAAAATGCAT TAACACTGTA TGAAAAAGAC AAAT AT G AT T TT AT TAT TAT CGACTGCCCC 9414 0 

CCTACACTTT CAATATTAAC TATAAATGCA CTTATTGCAA GCAATTACTT GTTAATACCA 9 4200 

ATTGAAACGG AATTTTTTGC ATTTGAAGGC ATAAATCAAC TAATAGATAC AAT AAC T AC T 942 60 

GTAAAGCAAA TAAATAAAAA TTTAGAGATT GCGGGTGTTT TTATAAATAA ATACGACATA 943 2 0 

AGGAACAAAA GTAAAGAAAA ATATGTAAGC TCGCTAAAAA AAGTTTTTAA AG AAAAGC T T 94380 

TTAAATACAA AAATAAGGAA AAAT AT AAC T ATCTCAAAAT CTCAAGAAGC AAAAATGCCT 9 4440 

GTATATGAAT ATGACAAGGA AAGCAATGCT GCAAAAGATT - TTTTAGAGCT CTCAAAAGAG 9 4500 

ATAATAAACA AAATTAAGGA ATAGCTATGT CTGACAATTT AGAAACTTTA ATGTTTCTAA 94 5 60 

TGGGTAAAAA AT T AG AAAC A TCTTCAAATA ATTCAGAAAA TACTGAAAAA AAAG AAAT T A ,946 2 0 

TTTCGATTGA AAGAAAAAAC TTTGACTACA ATAAGC TAGA T AAA GAT ATT TCTGATTTTT 9468 0 

TAAAAAAAAA GCAATATGAA ATTTTCAATA TTTTCAACAA CACTTATACA AAAATTGGAA 9 4740 

AGATAC TTAA AGACGCTCAA G AC AAAT T AA AAGGAAACAA TCAATATAAC GGGC TTTTTT 948 00 

ATCAGTGGTT CAAAAGTATG GGATTTAAAA AAGACAAGGT TTACGCCTTA ATATCAAGAT 948 60 
ACAATCTGCT TGTCGAAAAT TCCGACAAGC AGCTCACTAT AGAAAAATTA CCTTTATCAT - 94920 

TATCATATGA AATATCTAAA AAATCTTGTC CCCCTATTTT AAAAAC C GAA GTTCTAAATG 9 4980 

G AAAAAT AAA TTCTTTAAAA GAATTTAAAA TTGTTTATAA AAAAAGTTTT GATTTAAAGG 95 0 40 

ATACGCGCAA ACCATTACTT AAGAAAAACG AAAAAT ATGA AAAT G AC ATA AAAGAAGTAT 9 5100 

TAGATTTTAT ATTAAAAAAT ATAAAAGAAT TTAA.AAATAT CGAATTTAAC AAATTAAGAC ~ 95160 

AAGAAAACTT AAAATTATTT TTTAATTCTA TTTTGGAAAT AAAGAAAAAA' ATAAAATATA 9 5220 
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TTAAAAATAA TTCTATTTAA ATTTACAGCT GCACTAATAA GAATATATAA AATATATTCT 9 52 80 

TATTGTTCAT TTTTTAAATA TTATTTTTTT ACTTTTAAAT TTAACTACAA ATAACAAAAT 95 3 40 

ATAAACTTTG CCCTTCTTTT AAAGCCCAAT ATTTCTTTAT AAAAACTAAA CAATTTTAAA 9 5 400 

ATAAGCTTAA AAAATTTATG CATTGTGACA AATGCCTAAA AAATAAAAAT TCTCATAAAA 9 546 0 

TATTTTACAA TCTTTAAATT ATAAAAATAA TTTAGCTACT ATGACCAAAA AGGGAAACAA 9 5 520 

TCCTTTTTAA ATCGCCAGCA GTAAAATACT CTATCTCTAT TTTGCCTTTA TTTTGATTCC 9 5580 

CTTTGATATC TATTTTTGTT TGGATTTTAT CAAATAGAAA TTCTTTTATA TTATTTAAAA 9 5 640 

AAGGATCTTG TTCTAGCTCT CTTTTTTTTA CTATGGATTT GGAAAAATTT TTAACATATT 9 5700 

TTTCTGCATC CCTTACAGAA AATTTTTTTT TAAGTATAAT TAAATAAAGA TTATACCTGT 9 57 60 

CTTGCCTGTC TTTTAAGGAT AAAATAACTT TAGCATGCCC AAAAGAAATT TCTTTTCTAT 9 582 0 

GTATTGCATT , TAATA-TTTCT TGCTCAAGAT CTAAAATTCT AACTAAATTT GAAATATAGG 95830 

TCCTGCTTTT ACCAATTTTT TCAGATAAAT CCTTTTGAGT TAACGAATAT TTATTCATTA 95940 

TATTTTTATA GGCATAAGCC TCTTCAACAG GAGTAAAATT TTCTCTTTGA ATATTTTCAA 9 600 0 

CCAAGGGCAT AAAATCTTTA CAGGATTCTT TTATGTCAAC CTCTATGACA GGAATATTTG 9 6060 

TGAAGTGAAT AAGTTTAGCA GCCCTAAACC TTCTTTCTCC TACT ATT ATT TTATATCTAT 9 612 0 

CATTTGCTTT ACAAACAATT AAAGGTTGCA AAATTC C ATT TTCTTTTATA GAAATGCTTA 9 618 0 

GCTCTTCTAA TTCAACAAGA C T AAC AG ATT TCCTTGGCTG ATCATTATCA ATATCTAAAA 9 62 40 

GATGAATATC TATCATTTTA AAAAC T C CAT CCATATTGTC AAAACCTCCT ACAACACAAA 9 6300 

ATTTTACCAG GTTATAATAT TGAATTACAA TTTAAGAATA AAAAAAAAGA ATGTTCCACG 963 60 

TGGAACATTC TTAAACAAGA AAAAC CAATT CTTTATTTAA TAAATTTTGA AACAGAAACC 9 642 0 
AAGCTGTCAT TAT C AAG AAA T AAT AC TTG A ATTCCTCTAG CATCTTTGCC TTGTTCAGAT ~ 9 6480 

ACTTTTCCAG CTACTGTTCT TAAAGCTTTT GAACGTTTAC TTACAAGCAA GATTTCATCA 9 65 40 
TCCTCTGAAA CTGCTATAGC ATC AAC AAC A CTACCCGCTT TTTTATCAGA TTTTTTATAA - 9 6 600 

CTAGTATAAC CAGTGGCTCC TCTTTTAAGC TCAGATATTT TAGACATGTT TAACCTTTTT 966 60 

CCATACCCAT TTTCAGAAAC AATCAAAAGA TAAGGATTTT CTTTAACCGA T AAAAC TT T A 9 6720 

ACAAACAAAT CACCTTCTTT TAATTTCATT CCACAAACAC CTTGGGTACC TCTATTAGTA 9 67 80 

AGCCTAACAT CCCTTGAATT AAATATAAAT GCACTACCCT TTTTAGAAAG ACAAATTACT 9 68 40 

TTTTCATCCT TAAAAACAAT CTCTGCACTT GTAACAAAAT CTTTATCATT- CAGTTTAATA 9 6900 

ACAATAACAC CTCGTGACTT TACTGCTTTA AAATCTGTAG ■ ATTCGAATCT AGCTATCTTT .969 60 
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CCACTTGCAG TTGTAAGCAA TAAATAAGCA TCATCAGTTA AATCTTTACT ATTCTTAATA 97 020 

GTTAATATTT CTTCTTGATC TCCTAAATTA ATAAGCTCAC TAATATTCTG ACCTTTTGAA 97 0 80 

GCTCTTGAAG AATCTTTTAT TTCATAAGCA TTGATTAAAT AAAGCTTTCC TTCATTTGAA 9 7140 

ATCATAAATA AATAATCATG AGTATTGACA CACAAAGCAA TAACAATCTC ATCTCCATCA 97 2 00 

TTTAGATCAA AC G AAC T TAG TCCTTTTCCT CCCGTACCTT GCAATTTATA CTCATTTTGT 97 2 60 

GAAAGTCTTT TAAGGAAACC TTTCTTTGTA AGCATAACAA CAATATTTTC TTTTTGCATT 973 2 0 

AAATCCGACA TACTAGTTTT TAAAACCTCC TCATCATAAA TTATTTTAGT TCGACGTTCA 973 80 

TCGCCAAATT TCAAACCTAA ATTAATAGTT TCTTCTCTTA TAATATTAAT AATCCTTACT 97 440 

GGATTCAAGA GAATATCTTC ATAATCTTTT ATTAAGCTTA ACAGTATATT AAGCTCCTCT 975 0 0 

TCAAGCTTAA AAATCTCAAG GGCTGTAAGT TTTTGTAACC TCATATCAAG AACTGAATTG 97 560 

GCCTGAATCT CTGAAAGACC AAAATTCGAA ACAAGCCTCT CCCTTGCATC TTTTGC TAAT 97 62 0 

TTAGATGATT TAATAATCTT AATAACCTCA T C TAT AT T AT TTAAAGCAAT ATTTAATCCC 97 68 0 

TCAAGAACAT GTGCTTTCTC TTTTGCCTTT CTCAAGTCAA ATTCAATACG TCTTTCGATA 9 7740 

ATATTTTTTC TATGCTCAAT AAATTCAAAT AACAATTCTT CTAAATTTAA CTGTTTGGGA 97SO0 

ATACCATTAA CAAGGGCTAA ATTATTTATA CTAAAATGCT TTTTAAATTC AGTATATTCA 97 8 60 

TAAAGCAAAT TCATAATAAC ATGAGGATCA AATCCTCTTT TAACTTCAAG AACTATCCTA 979 2 0 

ATACCTTCTC GATCAGATTC ATCTCTTATA TCTAAAAGTC CTTCTAGCTT TTCTTCTTTT 97 930 

GCTAAAAGCG CAACTTTCAT AAGAAGTGCA GATTTATTTA CCGTATAAGG TATTTCTGTA 9 8 0'40 
ACAATTATAG CATTTCTATC TTCTGCTCTT TCTTCAATAT GATATCTTGC CCTAATAACA " 9810 0 

ACACTTCCCT TGCCAGTTTT GTATGCTTTA ATTAAATTAT CATTATAAAC AATCTCTCCA 98160 

AAAGTTGGGA AATCAGGCCC TTTAACTATT TTAAGCAAAT CAAATATAGA AGCATTCTCA 9 82 2 0^ 

TTATCTAGCA TGTAAACAAT GGCATCACAA ATTTCTCTTA AATTATGAGG TGCCATATTA 9 8230 

GTAGCCATTC CAACAGCAAT TCCACTAGAG CCATTTACCA AAAGAAATGG AAATG AT G AC 98340 
GGCATAATCT CAGGCTCACT TAAAGAATCG TCATAATTAG ACTTAAAATT AACAGTCTCT ^ 98 400 

TTGTCTATAT CCTTAACAAT ATATTCAGTT ATTTTTTCCA TTTTAGCTTG AGTATATCTC 98 4 60 

ATAGCAGCGG GGGGATCTCC GTCAATAGAT CCAAAATTTC CCTGTCCCCG TATTACGGGA 98520 

TATCTAAGCG AAAAATCCTG AGCAAGTCTT ACAAGAGCAT CATAAATTGA TTGATCTCCA 98580 

TGAGGATGAT ATTTCCCAAG AACATCTCCC ACTATTCTAC CAGCTTTTTT AAAAGCCTTA 93 540 

TCAGAACGAA GTCCCATCTC ATACATAGAA TAAAGTATTC TCCTGTGAAC TGGTTTAAGA 9 3700 

CCATCTCTTA C GT C TGG AAG AGCTCTAGAA ACAA.TAACTG ACATTGCATA ATTTAAATAA 9 8760 
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GAAGTTTTTA TTTCATCTTC TATCCTAACA TTTAATATTT GTTCTTTATT TTCTCCAACT 9 8 820 

GCCATTAACG CTCCAATTAC ACATCAAGAT TAATTACATT AAGTGCATTC TGTTCAATAA 9 8880 

ATTCTTTTCT GGGCTCAACT AAATCTCCCA TAAGAGTAAC AAAAATTTTT TCAGCTTCAA 9 89 40 

TAGCATCATC TAT ATT CATC AATCTCATTT TTCTTCTAGC AGGATCCATA GTTGTTTCCC 9 9000 

AAAGCTGCGT TGGATTCATC TCCCCAAGCC CTTTATATCT CTGAAGAGAA ATACTATTGC 990 6 0 

GATTTTTAGT TTCAATAGAA TCTAAAAATT TTTCTTTTTC TTTCTCTTCA TAAAAATAAT 9 912 0 

AAATACGATT GTCATACTTT ATTTTATAAA GAGGAGGCAT GGCTATATAT ATATATCCAT 99180 

TTTCAATTAA ATCTCTCATA TATCTAAAGA AAAAAGCTAA AAGCAAAGTT C T AAT AT GAG 99240 

ATCCATCAAC ATCGGCATCT GCCATAATAA TGATCTTGTG ATAACGAAGT TTTGTAATAT 993 0 0 

CAAAAGTTTT ACCAACTCCT GCACCAAGAG ATGCAATTAT GGGAATAAGC TTATCATTGG 993 6 0 

TGATAACCTT ATCTTCTCTT GTTTTCTCAA CATTAAGCAT TTTCCCCCAC AGTGGCAAAA 9 9 420 

TGGCCTGAAA AAATCTATTT CTACCCATTT TAGCACTTCC TCCAGCAGAA TCACCTTCTA 99480 

CAATATAGAT TTCTCTTTCC AAAGGATTTT TAGAAGTACA ATCAGCCAAT TTTCCAGGCA 9 9 540 

ATGCCAAGCT TTCAAATGCA TTTTTTTTTC TTTCTGATTC TCTTGCTTTT CTTGCAGCTT 9 9 600 

CACGAGCACG AGCAGCTTTT ATTGCTTTTC CAAGAATAGT GTCTATCTCT AAAGGATTTA 99 6 60 

AATTAATAAT TTCCAATAAA TGTTCATATA CAACAACTTC AACTATTTTT CTTATCTCAG 9 9720 

AATTACCAAG CTTACTTTTT GTTTGACCTT CAAATTGAGG TTCTGGTACT TTGACAGAAA 997 8 0 

TAACAGCTGT AAGCCCCTCT TTAAAATCAT CTCCTGTAAG ATTTGGAATA TCTTTTTTAC • 9 9840 - 

TTATTTTTGA ATTTTTAAAA GCTTCATTCA TGGCCTTAGT AAGTCCACTT CTAAATCCCA - 9 9 900 

TAACATGAGT TCCCCCTTCT CTTGTATTAA TGTTATTAAC AAAAGAAAGA ATGTTGTCAG 9 99 60 

AATAGCTTTC AGTCCATTTA AGCCCCACAT TAACAATAAC AT C AT T AAT A AAACCATCAA 100 02 0 

TATAATAAGG TTCTGATTGA AAAGCTTTGC TGTCATTAGT TAAATAATCT AC AAAAG AT T 100 08 0 

TTATCCCACC CTCAAAATAA AATTTTGAAG ATTTTTCTTT ACCAATTCTT TTATCTTCAA 100140 

TTGAAATGTA TATTTTATCG TTTAAAAAAG CAAGCTCTTT AAGCCTTTTT TCAAGAACAT 100 2 00 

CGAAATTATA ATCTAAAGTT TCAAAAATTT CAGAATCCGC C AAAAAAGT A ACCTTAGTCC 10 0 2 60 

CCGTAACAGA AGATTCCCCC ACAACTTCTA CTTTAGAAGT CGGAATACCT TTTGAAAAAG 10 03 2 0 

TTTGCCTAAA AATTTTTCCA TCTCTATTAA CATAAACCTC TAAAAACGAA GATAGAGCAT 10 0380 

TTACAACCGA AATTCCAACG C CAT G AAGT C CCCCAGAAAC TTTATACGTG- CCTTTATTAA 100 440 

ACTTACCACC AG AAT GT AAT TTTGTTAAAA CAAGTTCAAG GGC AC T AAT A CCCTCCTCTT 100 5 00 



CATGAATATC 
TGATAATAAC 
CCACCTCATA 
GCCTTTTCCT 
TAAACCTTCC 
ATAATATCTA 
GAATCCTAAT 
ACAAAAAAAT 
AACTATCAGA 
GTGACAATAT 
TTACAAAAAA 
TTACAAATCA 
ACGAAACTTT 
AAAATATTCA 
TTAAAAACCC 
ATAAACTTGC 
CGTGTTTAAT 
ACAAAACAGA 
TAAATGAATT 
GATACTTAGA 
AAGAAGAGCT 
CATGTGACCG 
CAAGGGGATT 
AAAAAAAAGC 
AAAAAGTTAC 
TAGATTTAGA 
TAATTTACGA 
AAAAAAT AC T 
AACCAGAGAT 
TATCAACAGT 



GGTAGGAATA 
ATCTATTCTA 
AACCAAATGG 
AACAGCCTCA 
ATTCATTTAA 
TTACATAGGA 
T T AAC AT TAT 
GGAAAAATCA 
AGAAGAATTT 
TAAAATATCT 
AATTAAAGAA 
ACCACCCAAA 
TTCAAAGTTC 
AGATCGTATA 
CTTTCTTAAA 
TTACAATGCC 
TTATGGTGGA 
AGAATTACAT 
TGTAGAAAGC 
GATGCTACTT 
TTTTCACACA 
ATCTCCTTCT 
AAATGTTGAT 
AGAAGAAGAT 
AAC C AAC GT A 
CAATATAGAA 
AAAAG AAAC A 
CTTAAGAGAG 
AACAAAAGCT 
TGAAATTGGA 



CCTCTCCCAT 
TCACAAAACC 
TGCAATCCAT 
AGTCCTTTTA 
TTAAAATCTA 
AATACCAAAA 
AC T AT AT AAT 
AAAAATATAT 
TATGTTTGGT 
ACTCCAAATT 
ATCCTTATAA 
ACTCATTCTA 
GACAAGCTCA 
AAAATGTATA 
AAAAGATATA 
AGCTTGTCAA 
GTTGGAC TTG 
CATAACCTTA 
ATAAAGACAC 
ATAGACGATA 
TTTAATGCCC 
GAACTTACAA 
ATATCAAAGC 
GGCATAAATG 
AGAGACCTTG 
ATT G AC ATT G 
ACCAATGAGC 
CTAAAAATCA 
AGACATATTT 
AAAATTATTG 
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TATCAATTAC 

CAGCTAAAGC 

TAATAGAAAC 

AG AC C T G AAT 

GACACAGATA 

ACTTTTAAAA 

GTTAAAAGTA 

GGAGCTTGAT 

TTGAAAATTT 

TATTTCATAA 

AAAATGGCTA 

ACAAACAAGA 

AAGAAAAAAC 

TCAAAAAAGA 

CATTTGAAAA 

TCTCAAAAAA 

GAAAAACACA 

AAATATTATA 

AC G AAAC AAA 

TCCACGACTT 

TTTATGAAGA 

ATTTTACAGA 

CCAATTTTGA 

TCCCTAAAAA 

AAGCTGCTGT 

AAATTGTTGA 

C AAAC AAT AA 

CACACAAAGA 

ATGCGTACCT 

GAGGGAAAAC 



AGTTATAGTA 
CTCATCAATG 
TGAGCCTATA 
GTTACTAGCA 
AATTC T AC AT 
ATTCACAAAC ■ 
TAGTGCTAAA 
TTTAACAGAA 
GTGCTTTTTA 
AAATC AAAT A 
CAATAACATA 
AACTAAAAAC 
' AACTTCC AAA 
AGAAGAAGAG 
TTTTATCATC 
TCCTGGGAAA 
TTTGCTTCAA 
TGTTACTGCT 
AAAATTTAAA 
ACAAAAAAAA 
CAATAAACAA 
TCGATTAAAA 
AC TC AGAGC A 
TAT AC T AAAT 
AACAAAACTA 
AAAAATAATC 
AATTAATATC 
TATTGAGGGG 
TTTGAGAAAT 
CCATTCAACA 



TTATCTAAAT 
CTATTGTCAA 
TACATGCCAG 
AC AT AATTC A 
TAAAAAAAAA 
AAT T TAG AT A 
ACCAACAAGG 
ATAAAAAAAG 
G AAT C AAT AG 
GAAAAAAGAT 
GTCATTGTAT 
CCGGCTCTTA 
GAAGCAATCC 
CCCACAAATT 
GGGCCAAATA 
AAAT AT AAT C 
AGCATAGGAA 
GAAAATTTTT 
AAAAAAT AC A 
GAAGGTATAC 
CTAGTATTCA 
AGCAGATTCA 
GCTATTGTCG 
CTGGTTGCTC 
AAAGCATATA 
AAAGAAATAA 
GAAAATATAA 
CATAGTAAAA 
TTTACAGAGC 
GTGCTTTATT 



100560 
100620 
100680 
100740 
100800 
100860 
100920 
100980 
101040 
101100 
101160 
101220 
101280 
101340 
101400 
101460 
101520 
101580 
101640 
101700 
101760 
101820 
101880 
101940 
102000 
102060 
102120 
102180 
102240 
102300 
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CGATAAATAA AATAGATAGA GACAGAAATA AT G AC AAAG A AATTAACAAT TTAATCACAG 1023 60 

AACTTATGAA CAAAATAAAA AAAAATTAAA CTTAATTGAA GAATCAAAAA TTATTTTAAA 102 42 0 

CAATTGAACC AAATAATTTA TCAAAAATAC AACAAAAAAA CAACCTACAA TTTAACAAGA 102 48 0 

TATTTACTTG CATCATATAG TATTAAATAC AATTAAACAA TCAAACAGTA GCTTACTACT 102 5 40 

ATTACTACTA TATATCTATA AAAAATAAAA ATACAAAATC CACAAAATCT TATTAAGATA 102 6 00 

AAATGTAATA GAATATATAA GGAGGC AT C A TGCTACACAA CACATTTTTT ATTTGC GAAA 102 6 60 

CAAATCAAAT TATGAATGAG ATAGAAAAAG CAAAGGGAAT AATATTAAAC AGAAATATGA 102 72 0 

ATGATATTTG GAGTGCATTG TTAATAGAAG TAAAAAAATC TAATCTCATA ATCAAATCAA 102 7 80 

■CAGACAGAAA TATATTTTTT G AAAGC AC AA TTTCAATTGT TTCAGAAACA GATTTTAAGG 102 8 40 

TATTAATTAA TGCTTCAAAT TTTTATGATG CAGTAAAAGC ATTCAGTTTT TATAAGAAAA 10 2 9 00 

TCAAAATAGT TTTTAATGAA AATAATAGTA AATTAGAAAT TATGGGAGAG TTAAATGATG 102 9 60 

AGAAAGAGGA ATATGAAGAT CAT T T AAAAG AGCCCACTTT T T C AT AC G AA GAAATAGAAA 10 3 0 20 

ATTACAATTA TGATATGGTT AATGAAGATT ATACTTTTGG AATTGAAATA AAACAAAAAT 103 0 80 

CTTTTAAAAA AGTAATAAAT AGAATAGCTT TTTCAGCACA TCTTGATGAA TCTAAGAATG_ 103140 

TATTAAATGG TGTGTATTTT T C AAAAG AT G AAGATTCTAA ATT ACT AC TT GTTTCTACTA 10 3 2 00 

ATGGTCACAG AATGTCTATT TGTAAAACAG AAGTCATAGT TGAAGAAGAT GTGAATTTTA 10 3 2 60 

TAGTTCCTGT AAAAATATTT AATTTCTTAA AACATCTTAT GTCGGGAGAA GGTATGGTTA 1033 20 

AAATAAAGTT T T C GG AT AAA AAATTTTATG TTGAATTTGA T AAT TAT AAA ATAGCTTGTA 10 3 3 80 

GCTTAATTAA TGGTAATTAT CCGGATTATA AAAGC ATT AT AC C T AAAG AA CAGAAAAATA 10 3 440 

AATCTTTAGT TTCGCTAGGC ATTTT AAAAG ATAGACTTGC AAGAGTCAAT TTATATGTTG 10 3 5 00 

ATAAATCAAG AAAGTTGGTT TTAACTTTCT CTGAGTTACA ATTAAAACTT CTTGGAGAAG 10 35 60 

ATTTGATTAC TGGAAGAAAA GGTGAATTTT TCATTAAAGA TCCAAATTAT CTGTATGACG 103 62 0 

GAGCAGATGA GGTTATGGCT ATTAATATTT CATATTTTGT TGAAGCTATT AGTGTTTTTG 10 3 680 

AAACTTCAAA GATAGAAATA CAATTTAATT CGGGCAATGT ATTAAAATTG AGCGAACCTG 10 3 7 40 

AAAATTTTAA TTTTACGCAC TTGATAATGC CGATGTCTTT. GGGTTAAAGT GAGTTATTAA 10 3 8 00 

TGCTATTTTG AATATTAAAA TAAGCTTTTC TAGGTTTATT CAATATTGTT TTTTGCATTG 10 3 8 60 

TGGTAT AAAA AATTGATATG AATGATTCTG CTTTTAAAAA AATAGGCAAT GTTCTTAAGG 10 3 92 0 

ATTATTTAGA ATCCAATTTG CTTGTTAATA AAAAAATAAG TTCGAAATTA- TTGATTGCCG. 10 3 9 80 

ATAAATGGAA TCAGATATTT GAGGCTTTAT CAGATGATGT AAAGTTTTTA GATTTTAAAA 104040 
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ATGAGCAGAT CCTTTTTCTT GAGGTAAGCA ATTCAAGTAT TTTGTGTAGT ATAGCAATCA 10 410 0 

ATAAGTCGAA GATAATAAAT TCAGTAAAAG AATTAACAGG TATTAAAATA AT AG AT AT AA 10 416 0 

AGGTTTTGGT AAGGTAATTA TTATTGACAA TTGCATTTAT ATGCTATACC ATGTTAGTGT 10 4220 

TTAATTTGTA GCTTGGCAGC ATAAAATTGT TTTTAATGGA GGAGCGTTTT GAAAAGAACT 1042 8 0 

TATCAACCCA GTCGTGTTAA AAGAAATAGA AAATTTGGGT TT AG AG C T AG AATGAAAACT 10 43 40 

AAAGGCGGAA GACTTATTCT TTCAAGGCGA AGGGCAAAAG GAAGAATGAA ATTAACTGTT 104400 

TC TG AT GAGA AAAAGAAATA TTAGTTTAAA ATCAAAAATA GAAATTCAAA AAATTTTCAA 10 446 0 

AGAAGGCAAG CTGATTAGAT TTAGCAATCT T AA TC T T AAA ATGTTCTATA AATCAAATCA 104520 

TTTGGTTTAT TCTAGAATTC TTGTTACCTT TTCTAAAGGC ' TTTAGGGGAT CTGTTAAAAG 1045 80 

GAATCGCATT AGAAGACTTT TTAAAGAAGC TTTTAGAAAA AGATTAGAAT TGTTAGAAGG 104 640 

GATTGCTTTA GATATTATTT TTGTAGTTTC TTATGGTAAG TTAACTTTGA CTTATTTTAG 1047 0 0 

CATTGAATCT CTCATGAAAG GTTTGGTTTT AAGGTGTGAA AGGGGCATAG GTGAATCAAA 1047 6 0 

G T AG AAGAAT TTTAAGAACA GTTTATTTGT CTTTATTTTT AATAGGTCTT TTCATGCTTA 10 482 0 

TTAATGATAT TTTTTCTTCA AACATTTTAA GTTCTAAGTC TTCTGATAAG GAAGTGCAGT 10 48 8 0 

TTGATTTAAA CAAAAGTTTT GATGATAATG AGATGTCTTC AGTTAAGAGT AATAGCTTTA 10 4 9 40 

AT T T GAT T AA TAAATCTCAA GATATTATTG TAGAGACAGG GATATATGTT GCTACTTTTT 105 000 

C T AC ATTT AA AGGAAATTTG GTTTCATTAA AGCTTAAAAA TCATTTAAAT TTGGAAAAAA 10 5 0 60 

AT C C T AC AG A TTTGATTAAT ATTGATCGCA AAAATGAAAC TTTTTTTGAC ATTAGTTTTG 10512 0 

ACTATTTTGT AGATGATTTG TTTTTGTATA AAAAGATAGA TGATTTTAAT CATGAATTTA 10 5180 

AAGCTTATTT TAAAAATAAT GGTAAAACTT ATGAATATGT AAAGAAGTAT ACATTTTCGA 10 52 40 

AAAAAGATGA GTACTTAATG CAATTCAAAG TT AC TG T AAA TGGTCTTGAG GATTATAACT 10 53 00 

TATTTGATTT TGATTCTTAT AAAATT AT T T TTAGTTCTGA GATTGAAAGG TTGAGTGATA 10 53 60 

AAGCAAAGCT ACAATATAAT AATTATTTGT CTCAAATAAT TTATTATGAT AATAAGCTTA 10 5 42 0 

AATATGGTAA AGATGGTC T A AGGATTAACA ATCCCAGATG GATTGGTTCT AGTACTAAGT 105480 

ATTTTGGGGT GTTAGTTTCT AAAGAAAATA TGGAGGTTGA ATTTAAGAAG GAAAGAGGAA 10 5 540 

CTCTTAAATC GTTTATTATT AATAATGTTA GAAATAAAAA AAATATTAGC GATGAGTTTT 10 5 6 00 

TTATTTACGC TGGACCTAAG GATAATAGAT ATTTAGACGT TTTTGACAAG AGAGATGACA 10 5 6 50 

ATACCTTTGG TTTATTTGAT ATTTTTTTTG GAATGTCAGT GGAAAAGAGT TTTTGGTATT 10 57 2 0 

TGATTCAAGT TCCTATGCAA ATGGTAATGC AAGTTTTTTA TGATGTTATA CCTAATTGGG 105780 

GGCTTTCAAT ■ TATTTTTTTG ACAATTGTTG TTAGAATACT TATCTTTCCT TTGACATTTA 10 5 8 40 
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AGGGATTTAG AGCTACTGCG GAGCTTTCCA AGCTTCAACC TAAAATGAAA GAGCTTCAAG 105 900 
CAAAGTTTAA GCATGATCCT AAAAAGTTAA ATGAAGAGAT GGGAAGGCTT TATAAAGAAG 10596 0 
AAGGAGTTAA TCCTCTTGGG GGGTGTC TTC CTGTAATTTT GCAGCTTCCT ATATTTTTTG 10 6020 
CTCTTTATTC ACTTGTAAAT AATTTATTTT TATTAAGAGG AGCTAGTTTT ATTCCAGGAT 10 6 08 0 
GGATTGATGA TTTATCTATC GGTGACAGTG TATATCATTT TGGATATAAG CTTTATTTTG 10 6140 
TTTCTTGGAC CGATATTAGA ATTTTGCCTT TTATTATGAT GTTTACTCAA TTGGGATCTA 10 62 0 0 
CAATTGTTAG TTCTAATATG GATTTAAAAA ATCTTGGGGC GCAGCAGAAG T IT T TAT ATT 10 62 60 > 
TTGGAATGCC TATTATGTTT TTTTTCATAC TTTACAATAT GCCATCAGGG CTTTTAATAT 10 6 32 0 
ATTGGATTAC AACAAATATT TTTACTATTT TGCAGCAATA C TAT AT AAAG ATGCATTTGT 10 63 8 0 
. CTTAAAGGGG GAATAATATG AGCTATGAAT TTTACGGAAA AACCGAGCAA GAJVGCAATAA 10 6 440 

AGAAAGCAAT GAGAGATCTA GAATTAAAAG AAGGCGAGTT TGATGTAGAA ATTTTAGATA 10 6 500 

AAGAAAGGGT TGGATTTTTA TTTAAGAAAG AAATGATTAA AATACGGGTT TCTCCTCATG 10 6 5 60 

CAAAGGAGGT TAAAAAAGAC GATTTTGAAA TTAAAATTGG TGATGAAATT TGTGATAAAA 10 6 62 0 

TTTTAGAATT TGTAAAAGAA ATGCTAATTA AAATGGGATA TTC TGT AC AT TTGACAATAG 10 663 0 

AGCCCAAAGA AGGGGGATAT GTTAAGATTT CTATTGAAAC AGATAGTCCA AATATTTTGA 10 6740 

TTGGACGAGA GGGTAAAAAT TTAGATTCTT TGCAGCTTTT AACAAATGTT TATGCCTCTA 10 68 0 0 

AGCTTATTGG TGAAAATGGG GCTTTTAATA GGGTTATATT GGATATTGGA GATTATAGAG 10 6860 

AACGGTTTAA ATCTAGGTTT ATTAATTTAG CAATAAATTC TTTTCATAAA GTCAAAAGAA 10 6920 

CCAGGCGCTC TATTTTGTTG CCATCAATGA ATCCTTTTGA AAGAAGGATT GTTCATACAA 10 6980 

CTTTAAATCG TTATAGTGAC ATAAAAACTG AAAGTGAGGG AGATGGAAAT ATAAAAAGAA 107 0 40 

TAAGAGTCTC TTATGTTAGA AATAATAGGT ATGGTATCAA CAATTCTCGT GGT T AT C AG A 107100 

AAAGAGATAT TGGTTTTAAA AAATAGATTA ATGGGCTTGC TTTGTATTGA ATTTTAAAGA 107160 

GGAATAATAG TATGAAGATT TTTTTAACCG GAATTGCAGG GTTTATTGGA TTTCATGTAG 1072 2 0 ■ 

CTAAAAAGCT TGTGGAAAAA GGGC ATGAAG TTTTGGGAAT AG AC GT ATT A AATGATTATT 107 2 80^ 

ATGAACTCAA ATTTAAGCAT GAAAGGTTAG AAGCTTTAGG GTTTTGTTCT AAGGATGTTA 1073 40 

AAACGCATAA GATTATTAAG A.GTGAAAAAT ATAATAATTT ATCTTTTGCT TATCTTGATA .10 7400 

TACTAAATAA GGATAAACTG CTAGAACTTT TTAAAGATCA TAAGTTTACA CATGTTTGCC 107 4 60 

ATTTGGCTGC TCAAGCGGGC ATTAGAGATA GTCTTGAAAA TCCTGATAGC- TATGTTTCAA 107 52 0 

TAAATATTGT TGGGTTTTTT AATGTTTTGG ATGTATGTAG AG T TT AT AAA GAAAAC ATC G 107 5 80 
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AGCATTTTGT TTATGCATCA ACGTCATCGG TTTATGGCAT AAATGAAAAT ATGCCGTCTA 107 640 

GTGAAGATTC TATTACGGAT CACCCTTTAA ATTTATATGC AGCTAGTAAA AAATCTAATG 1077 0 0 

AGATGATGGC GCATGC TTAT AGTGCATCTT TTAATATTCC CACAACAGGG CTTAGATTTT 1077 60 

TCACAGTTTA TGGG AC T T AT GGAAGACCCG ATATGGCTTT ATATTTATTT TCAGATGGAA 10782 0 

TTAAAAATGG CAAGGCTATT AATATTTTTA ATAATGGGAA TATGGCTAGA GATTTTACAT 107 83 0 

ATGTGGGTGA CATTGCAGAC GGTGTTTACA AAGTTTTGAA AAATCCGGCT AAGAGTGATT 107 94 0 

GTAATTTTGA CGTTAAAAAT C C AAATTC AT CAACTTCTTC TTTTCCTTAC AGAATATATA 10 8000 

ATATAGGAAC TGGACACGCA ACTAAACTGC TAGATTTTAT TAGCGAGCTT GAAGCAAATT 10 80 60 

TTGATAAAAA GGCCTTAAAA AATTATATGC CTATGCAAAA AGCAGATGTT GTAGAAAGTT 10 812 0 

GTTGTGATAT TTTAAAGCTT AAAAATGATG TTGGGTATGA GGCTAAAGTT TCTATTAAAG 10 818 0 

AAGGAATAAA AGAATTTTCA CAGTGGTATA AAATG C TAG A GTCTACCAAG AAGAC TTGAT 10 82 40 

' TTTAAACTTT TTTATGCAAA ATAATAAATT TTTAATAAAT TTTATGTTTG GTTTTGATTT 10 8 3 00 

AATAATTATT TATTTTTTGA TTTAAATTCA ATTCAACTTC TTAGGTGTAT AATTTATTAT ~ 10 8 3 60 

AGGCATTTGA TAAAAGAAAA AATAAAATGG AAAGGAGTGA TATAAATGGG TGTTTTAGAT 108 42 0 

AAGATTAAAC CAGGTGTAGT TTATGGGAAG GAACTACATT TTTTATATGA AATATGTAAA 10 8 48 0 

AAGGAAGGAT TTGCTATTCC TTCTATTAAT TGTATAGGAA CAAATTCTAT TAATGCAGTT 10 8 5 40 

TTGGAGGCAG CAAAAGAAAT TAATTCTCCT AT T ATG AT AC AATTTTCTAA TAGTGGATCT 10 8 600 

GCTTTTATTT CTGGAAAAGG ATTAAAGATG G AAAAAC C AC AAGGAGTTTC AATAGTTGGA 10 8 6 60 

GCTATTTCTG GTGCTATGCA TGTTCATTTA ATGGCAGAGC ATTATGGTGT TCCTGTTGTT 108 72 0 

CTTCATACTG ATCACTGTGC TAAAAATTTG CTTCCTTGGG TTGAAGGCCT TTTAGAATAT 10 8780 

GGAGAGAAAT AC T AT AGTC A GCACAAAAAA CCATTATTTT CTTCACATAT GTTAGATTTA 10 8 840 

TCAGAAGAAC CTATTAAAGA AAATATTGAA ATTTCTAAAA AATTCTTAGA AAGAATGGCA 108900 

AAAATTGAAA TGTTTTTGGA AATAGAGCTT GGAATTACGG GTGGGGAAGA GGATGGAGTT 108 9 60 

GACAATTCAG ATAGAGCTTT GCATGAACTA TTTTCTACTC CTGAGGATAT TTATTATGGA 109020 

TATTCAGAAC TTTTAAAAGT TAGCCCAAAT TTTCAGATTG CAGCAGCTTT TGGAAATGTT 10 90 80 

CATGGGGTAT ATAAACCGGG GAATGTTAAG CTTACTCCAA AAGTTTTAAA AGATGGTCAA 109140 

GATTATGTCA TAT C AAAAAC AGGAGTAAAT ATGGCTAAGC CAGTTTCTTA TGTTTTTCAT 10 9 2 00 

GGAGGGTCTG GATCTACAAT TGATGAGATT AATGAGGCGC TTTCTTATGG CGTTGTAAAG * 10 92 60 

ATGAATATTG AC AC AG AT AC ACAGTGGGCT GCCTGGGAGG GTGTTTTAAA TT A T TAC AAA 1093 2 0 

AAAAATGAAA GTCGTTTGCA AGGTCAATTA GGAGATGGCA AGGATATTGA TATTCCAAAT 1093 80 
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AAGAAATTTT 
GTGAAGATTG 
TTTTTATTTG 
TTTATAAAAT 
TATTTTTTCA 
GTTTATGAGA 
AAAAGCATTT 
AAATTCCAAG 
GCATTATGGA 
TTGAGATTTT 
GTATTACATC 
TAGCAATGCC 
TATCTTCTGA 
TGTTATGTAT 
TTTCACCTAT 
GC GAG AAC AT 
GAAAATCATA 
CAATTTTTAT 
TAAAGAAAAT 
TTTTTAAAAA 
GCCCTTGTGT 
ACTTGTCAGC 
CTTTGAATAT 
C AAAT C TAG T 
TTTTGAATTT 
TTTCTATTAA 
TGAACTCTGG 
AGTATTTGTC 
GTGCATAAAA 



ATGATCCAAG 
CATGCAAAAA 
CAAGCTGCTT 
TATTGATTGT 
AAACCTGAAT 
CTGTTTTGAT 
TGTTTTAGAT 
GAATGTTGAG 
TTAATTGTCA 
AGAGGGGGAA 
TTTTATTGAA 
ACCATGATTA 
TTTTTCTTTT 
TCTAATTGAA 
AGTTTTTTTT 
GTGGTGAGCT 
G AC C C AT AG A 
TCTAATTTGA 
TATGTCATTA 
TTTTGCAATT 
TTTGTAAAGC 
TTTATCTTTT 
ATTAAATTCT 
ATCTGGTTTG 
TTTAGGTAGG 
TTTAAAAATA 
TTGTCTGTCC 
AAATCCTGCT 
AGATCCTTTG 



GGTTTGGTTA 
TCTTAATAAT 
TTTGAGCGGC 
TTGATATAGT 
AATAGATTAA 
TGAAAAAGTA 
TTTGAGACTT 
TAGCTGATTT 
C CATC AAC AA 
TTATCAAGAG 
GTTGATTTTG 
GGAGCTCCAT 
TGAAATC C T A 
CCTGAGCCAA 
GGATTTTTTT 
GGTGAATAGG 
AATTCAAATT 
CCCATTGCTT 
TTTTCTAAAG 
CCCCCGGAAA 
TTTGCAATTT 
ACTATTAAAA 
GAATTTTTTA 
TCGCTTCCAT 
TTAATATTGA 
T r T T**^ T r T T T T 
CCTCTTGAAT 
ATCATTATGA 
TGAATCCTTG 
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AGAGAAGCTG 
ATTAATAGAA 
TTTTTTATTA 
TTTTTACTAT 
TTTATTTTTA 
ATTAATTAAT 
AATTTCTTGA 
TTATAATTTT 
TATTAATTCC 
GGCTTGCTGC 
T C AT C AAC AT 
ATTCTAATGC 
TTATTTTGAA 
GTTCTACGCC 
CTAAATTAGC 
TTTTTGTATT 
TATTTTCATC 
TACATGCAGT 
AATAGGTTTT 
ATTTATTGTT 
CTTCTAAATT 
TTTTAATTGA 
GATTACGACT 
ATTTGTTCAT 
TGCAATTTTT 
TGACAAAGCT 
CTTCGTCTCT 
GTTGTTTGTA 
ATGGGATTAC 



AAGTTTCTAT 
AT TAAAT AAA 
TTCTAATTAT 
TTATCGGGTA 
AAAT T ATT AT 
AAGATTTTTT 
AAGAATAGCA 
AAAGGTATAT 
CAGTTCTTTG 
AAAAGAATTT 
TATTAGTCTA 
TTTTAGAAAA 
AATTCTTTGT 
ATTTAAAACA 
AATATATTGC 
TTCGTCATAT 
TATTAGTCCA 
TTCCCAGTTA 
TATTAATTCC 
TTCAATTTTT 
GTTTATTTTT 
ACCTTTGTTT 
TATATCTTGT 
TGCCTTTTTG 
GAATATTAAA 
CATTTCAAGA 
ATAGCAGCGG 
AAGTTGTGGA 
AAAATCTCTT 



GAAAGACCGT 
AATTCACTAA 
ATTTTAGATA 
TTTTTTTGTT 
TAAATGCTGT 
TAAAT TTTAA 
GTATCTTGAA 
GGCAGAGCTT 
AGTTGTTCAT 
TTAGGAAACA 
TCAATGCCAA 
AATCCAAATC 
TGAAGCTCTT 
AG AT C GT AAA 
TTTTTGGGAA 
TCAAATAGTG 
AG AT CAT T TG 
, TTATTAGCTG 
TGTTCTTCTG 
GTAAAATAAA 
GCTCTTGAAA 
TTTAGAGTAT 
AATTCAAGTT 
TATGTTATTT 
AAAAGCATAT 
TCGAGCTGGG 
GCTATTTGAA 
GATTGAGGTA 
GCACCTTCTG 



109440 
109500 
109560 
109620 
109680 
109740 
109800 
109860 
109920 
109930 
110040 
110100 
110160 
110220 
110280 
110340 
110400 
110460 
110520 
110580 
110640 
110700 
110760 
110820 
110880 
110940 
111000 
111060 
111120 
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GCGTTGATTT TACAAAAGTT GGAGTTTCTA GCTCTAAAAA TTTTCTTTTT ATTAAAAAAT 111180 

TTCTAATAAG ATGAGTAGCC TGACATCTTA AAATAATTTT ATTTTTCAAG GAATCTCTTC 1112 40 

TTAAATCTAA GTATCTGTAT TCAAGTTTTG AGTTTTCACT TGGCATTATT GTCATCTTGT 1113 00 

ATCAT AAATG GCAATTCATT GC ACTTTGAG ATAATTTCAA TGTTTTTTGC CAATATTTCA 1113 60 

AAATGTCCTG TTTTCATATT TGCATTTATC ATGTTGGGGG GTCTTTTGAT CAACAGTCCT 1114 2 0 

TGAATTTTAA TGCAATATTC AAGTTTTATT TTTTCTGCGA TCTTTAGAAG CTTTTCTTCA 111480 

T T T AC C AG AA CTTGAGCTTT TTCATATCTG TCTCTTATAT TTAGAAAGAT AAATTTTCCG 111540 

TGGTGTCTAA TTTTTTTTAC CCAAGCATTT ATTTCAACTT TTTTGTCTAT CAATTTTTCA 111600 

TTCAATTCAT TACATTTGAT AACTTTAAAC ATAACTTAGC TC ACT ATT AT ATTATAAATT 1116 60 

TCTTTATCTG TTTTTGCATT TAAAATTTCT TTTTTGTACA GATCAACTTT GCCCACAACA 1117 2 0 

GATGCTAAAA TTCTAGGGTA GC T AAC GT AA TCTTTTGCTG GGCACAGTAT TAATATAAAA 1117 30 

ACATGACTTA AGTTCTTGTC AAGAGCATTA AAGTCAATTC CCTCATGGCT TATTCCTATT 1118 40 

GCAATATGTA TTTTTGATAT TAAATTTGTT TTTAAATGGG GAATGGCAAA GCCTTCTTTT 111900 

AGTGCAGTAG TAATTAACTT TTCTCTTTCC ATTAAATCTT GGAATATTCT TTCTTTATCA 1119 60 

ATTTCAATGT TTATTACGCT TAGAAGCTCT CTTATTACAT CAGCCTTATT GCTTGATTTT 112 020 

AATTCTAGAA TAATGTTTTC CTTTTTTATT CTTTTATTTA GGTTGATATT ACTAAGGATT 112 0 80 

TTATCGTAAT TTATTGAGTA ATCTAGTTTT TTTGCTCTTA AAGAGAC TGT TTCAACTTCT 112140 

TTGGTTATTT TTTCTAGGTT TAAGATTGTT TCTCTAAAAA GATCTTGTAT TATAATTAAA 112 2 00 

TGATTATTTG GGCATTCAAA TGTGATTTTG CTACCTTCTC GTTTTATTGA GAAGGATATA 1122 60 

TTGTTTTTTC TTGCATTAAT ATATTGTGAA GAATCATTTT TAATTTGTTG TGTAAAAAAT 1123 2 0 

CCTTCTTTTC TTAACTCATT TTTAAAGTCC CATATAAGAA TTTTGGCTAA ATTATCATAT 112 3 30 

TCAAATGATA CGC AT ATGTG TGTATTTTGA TCTATTGGGA GTTCTTTTTT AAGTCCACTT 112 4 40 

TTATTTATTT TAAATAAAAA GTTTATTATG GGTGTTGCAA TGATTGTTGG C AAAAAC AC C 112 500 

ATTATTATTA TGATTCCAAA TATTTTTTGG CTAATAAATC CTGAAGATAA TGCTACATTT 112 5 60 

GCCATAATAA GTGAAACTTC TCCTCTTGGA ACCATTCCGG TTGCAATTTT TAAGGCTCCA 112620 

AGTTTATTAA ATCCTAAAAA GAGTGCTGGG ATAAAGCAAA ATATACTTTT AGTAATTATT 112 68 0 

GCTATTGCGC TAATTGCTAA TCCTAAAATA AGAACTTCCT TTGAAAGTAT TTCATTAATA 112 7 40 

T C TG AC AT AA GTCCGATTGA TGTAAAAAAG ATCGGGATAA AGAATCTTTC AAAGATTGTT 112 8 00 

AGTTTGTCTT GAATTACGTA TACAATGTCT GTTTTTGACA TAGCAAGTCC AAATACATAA 112 8 60 

GCCCCAACAA CAAAAGACAT TCCTAAATTT TGGAAAATGC TTGCAATAGT AAGGGCTAGA 1129 2 0 
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GAGAGCGTTA 
GTTTCTGATA 
ATAGCTTTTA 
CTTGTAAGCA 
CCTTCTGAGG 
GTTGGGGTTC 
ATTATGCTTG 
ATTCCTCCGC 
AAAAGCAATA 
TTTTCTCCAA 
GCATTCGGAC 
TTAGCTACTA 
AAAGCCGACA 
AAGTGCAGCA 
AATTATATTT 
CTGTTATTTT 
TTGCGTCAGC 
TTGCGAATTC 
CAATTTCTAC 
TGGTTGCTGT 
CATCTTCTCT 
AAAGTTCATG 
TATCAAATTT 
TAACCGTTTG 
CTGTATTTAT 
ATCTCTTTGT 
CTTAATTTTG 
AATATTGTAC 
TTTGATACAC 



TTACGGTTGC 
TATATATTAA 
TTGAGCTTGC 
TAAGCATTGA 
TACTCATTTT 
CAATTATTCC 
CCATTAGTAC 
GTGGCAAAAA 
TTATTGAAGC 
TTTGAGTTAT 
TTAGAATTAT 
GATTGCCTAT 
TTTTTACTTC 
GTATTGTTAT 
TAGCAAGTTT 
TATTTTTTCT 
TTTTCTGCCA 
AGCAATGATG 
TTCTTGCATT 
TTTGTAAAGT 
TATATGTATT 
TTCTTTTTTA 
TTCTAGCTTT 
AATTTTAGGT 
TTACTGTTCT 
CTGACATCTT 
AAAATTCATT 
CCCATTCGCA 
TAATTTTTTC 



TAAGGTGACA 
AGAGAAAGTT 
TATATCAAGA 
AAGCACATCA 
TTTCTTTGCC 
AATAAAAAGT 
AAAACTTGTG 
TTTGATAAAC 
TATGGTAGAG 
TCCCAATGGG 
TCCCGCTGTT 
TGAAATAGAT 
AATGTCGTAT 
GTAAAAAATT 
AATAAATTTT 
T T GT AT AT T A 
TCTTTTGTTG 
TTTGCCGACC 
TTTTACTTAT 
CTTGCTATTG 
ATTTTCCCCC 
ATTGTAATTT 
TTGAGAATAA 
TCCATAATAT 
TCTAGAAATA 
TTTATTTGCT 
TGTTTTTGCT 
TTTTAAGTAT 
TGATAAAATG 
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CTGTTTAATT 
AAGCATAGCC 
TCTGATATAG 
TCAATAATTG 
GAGAGTATGC 
GAGGTTGGGC 
AAGGTTCCAA 
AATTTTAAGT 
ATTGCAAATA 
AATAATAAAG 
ATTTGCCCTA 
GAGATTACGA 
TTTGTTGAGT 
TTTTTGTTCA 
TAATTGCTAG 
TACCCAATAT 
TTATTTTTAT 
TTGAATGTAT 
CTTATTTGTT 
CACTATCAAT 
AATTAAAGTG 
TTAAATTATC 
AATTTTTTTC 
GTTCTCCCTT 
GAGATTCCTT 
TCTAATAACT 
CCACCAACAG 
TTATTTTTTA 
CTCAAGTTCA 



TTTTCAAGAG 
AAATTACTAT 
ATCTTGATAT 
AAGT T GAG AT 
TTGCTGCGAT 
TTATTAGGGG 
CAACCTCTGT 
CAGTTTCAAG 
TTTTTTCATT 
GTATTTGAAT 
TTACTTTTGG 
TGATTGCCAG 
ATGAAAATAG 
TTTTTAAAGC 

GATAATTTCT 
GTCGCACGAA 
TCCATCTTTA 
GTTTTTTTTC 
AAGATTAAGA 
AATATGTGCG 
AATATGTTTT 
ATTCTCATTC 
TCTCAGATTT 
TGGACTTTAG 
TTTTTACTGT 
AGC TAAAAAG 
TTGCTCTTGA 
TTGGCCTTAA 



TCTTGAGAGT 
GTTTTGAACT 
AGTTATTACA 
T ATTGTC AC T 
TCCTGCTGAT 
AACGTTAAAA 
TATTCCAATA 
TCCTGCTGTG 
TATTAAATAA 
TTTTCCAAAG 
AATTCCTATT 
ACTCATGACA 
AAGATTAGGT 
TCTTTTGAAA 
TTTCCAACGA 
ATTGTGGACT 
GAATGTTTAT 
TTTATTATCT 
TCTTTCTCTT 
AGTATTTTCC 
TCTAATTTAA 
TTGATATGAG 
AAGCTGTAAT 
TAATTCATTT 
TATAACAGAA 
TATTTTGATG 
CTCTTTGATT 
TATTGTTGAT 
GCTTTTAAAT 



112980 
113040 
113100 
113160 
113220 
113230 
113340 
113400 
113460 
113520 
113580 
113640 
113700 
113760 
113820 
113880 
113940 
114000 
114060 
114120 
114180 
114240 
114300 
114360 
114420 
114480 
114540 
114600 
114660 
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CCTCTTCTTA GAAATTCTTT TTGCAATGTA TATATAGCTA TTCCTATTTT TGCA^GTATT 1147 2 0 

TCGTCTCTAT ATCGTAGGGA TTCGATTAAC CACTTTGCTT TTTTTTGTTT TTGGGGGTTT 114780 

TCACTTGTCC TTTTAAGTTC TTTTTTAAAG ATATTAACTT CTTTGATTTT AATTTTAAAT 114 3 40 

TTATTATTGT GATTTATTAT TAATATATCT GGATCAACAT AAAAATTAGT GTCGTTTGGG 1149 00 

TCTTTAAATT CGAGCGTTGG GTTGGGGTTA AGTTTTTGTC TGATAATTTC TAAAGCCGTG 1149 60 

TTAAATTCTT TGCTTCTTAT TTTAAGTTCC TCTTTTAACT TTTTTTGAGT TTTTTCAAGA 115 02 0 

AGCTCTGCTT TTTCAAGAAT TTTAATAATA TTAGTTTCTA ATTTATGATG CTTTGCTTGC 1150 8 0 

AAAATTAACG AT T C TAT TAT GTTGGGGACA CAAATTCCAA TTGGATCAAA TTTTTGAATA 115140 
AGTTCAATTA TTTTTTTTAC TTTTTCTTTT TCTTCCTTTT TAAAAAGATC GTAAGGGTTT - 115200 

AT TAT AT G AA AACCTTTGCT GTTTAGATTG TTTATGAGTA TTTCGCCTAT TTTAATTTCA 1152 60 

TCTTCATTTA TTCTTTGAAT TCTTAATTGC AGTAAAAGGT GTTCTTTTAA AGAAGTATTT 1153 2 0 

GTTTGTGTTT TTTCAAGAGC TATGTCGTGT TGATTTTTTA TCATATCATC TTCTTTATAA 1153 80 

AAAACTTTTT T AAAC C TATA TGTTTTCAAT GTTTCAAAAA ATATTTTATT TGAGTTTATT 115440 

TC TAG AC ATT CATTATTTTC GCTTTCTTCT AG T AT AAGC T TTGTTAATTC TTTTTGGTTA 115 500 

AGGCTTAATA TTTTTATTGT TTGTATTTGA ATTGAGTTTA AATTTTGAGA TATTTTTAAT 115 5 60 

TTTTGTTTAA TCATATTTAT ATTAATGTAT AAAAAAATCC ACTAAGTATA , ATTACTAATG 115 620 

CTGGACTTAT TTTATTATAA AAAAATAAAA TAAAAAAATT AATTCCTACA ATAGCCAGAG 115 68 0 

TTTTCAAAAG TTCTGTTTTG TTGTTTTCTA TTTTTAAATA TGTATTTTCA AGCAAAATGA 1157 4 0 

T-TATTGTAAT TATCCACAGC GCAACAATAA TAGGTTTTAG ATTTTCTAGG CAATAATTTA 115 8 00 

AAAAGC C G AT TTTATGTAGT ATTAGGAGGA TTATAATCAT TATTATTATT GGGGCTGTTA 115 8 60 

TTAATGCTAC TGTAGCAATT ATTGCTCCCG CAATTCCTGC AGTTTTCATT CCAACGTATG 115 92 0 

TTGCTATGTT TGTTGCAATA GGCCCAGGGG TTATTCTTGA TATTGTAATC ATATTGACAA 1159 8 0 

ATTCTTCTTT TGTTATCCAA TGTTTATTAT TAATTATTTC GTTGTTTATT ATTGCTGCAA 1160 40 

TTCCATTACC GCCTCCGAAA TTTAATAATC CGATTTTTAA GAATGTAATG AATAAATTTA 116100 

TTAAAATCAA CCGATATCCT TTTTCTATTT AGTTAATATT TTTTTTATTG TTATATATTT 116160 

AAATGTGTAT AC T AAAAAG A AAATTAACAA TATGTATGAT ATTTTTATTT TTAATTT 116 217 
(2) INFORMATION FOR SEQ ID NO: 3: 

i 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111309 base pairs 
(S) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

GTATCTATTA GTAGATTTTT ATATCTATTT GTTAGTGGGT AT AAAT T GAG TTCGTTTTTA 60 

AACTCGTTTA AGTATTTTAA GGCAACAATA GTTGAATTTT TTATTGATTT TGATGAGTTT 12 0 

ATCATTTCTG TTGAGTTTAA ATATTTCTTT TCTTGCTTTG GTAGTTTTGG TATTTTTTAT 130 

TTGATTGAAT TTTGAAATAA TTTTTGGTTC AAACTTTTTT TCTTGTAAAA AAT AAAT TAT 2 40 

TGGCAAACTT TTTTTCCCTT CGAGTAAATC ATCTCCGAAT TCTTTACCAT TAATTTTATT 3 00 

TTTAATGTTT TTAATATCGT CTATTATTTG 'GAAATAAACA CCAAGCTTTA AAAATGTACT 3 60 

GTAAATTTTT TTAGCTTTGT CTTCATTATT, TGTGAGTATT GCAGCTAGAA AGCTGGCCAT 42 0 

TCCAAAAAGT GAAGCTGTTT TTAATTCTAC TAAAGAGATG TATTCTTTAA TACTTGGGAT 430 

GTATGACTCA TTGTGAAATT TAATATCAAT TCCTTGTCCT AGGTGGAGAT TTGAAAGAGT 5 40 

TGTAAAGAAA TTTTCATAAA T T AAT AAT T T TTGATTTTCT TTTAAATTTG ATTTTTCTAT 600 

TAATTTTGCA GGTAAAAAAT AAATTAAATT GCCAGCATTT ATACTGTTAT CTATTCCATA 6 60 

GATTAAATGT ATTGCTGATG CACCGCGTCT TTTTAGTGAA TTGTCTTCAA TGTCATCAAT 72 0 

AATCAAGCTT C C AG AATGAG GAAGTTCAAG CAGCAAGCTT AAT T T AT AT A TTAGTTTGGT 780 

• ATTTTTTTCT TTTAAACCCA ATGCATATGC TAAAAGAATC ATTATCATTG GTCTTATTCG 84 0 

TTTTCCGCCC CTATTAACAA TTTCAATTGC TGGTGC TTT A ATATAATCAA GGGTTTCCTT 90 0 

TTTTATTTTA AAAGTAAATT TTAAATCGTT ATCTTTGAAT AAATTTAGAA AATTAGTTGT 9 60 

TGAAAAGATT T TAT T AAT AT TTTTTTCAAT ATTTTTTAAA AATAGTTTAT TTTGCATAAT 102 0 

AAGAATTATA ATGAAAAAGT ATAATAAAGT GTATTAAAGG GATTGATGTG TATCGCTTGG 10 8 0 

ATGATGAATA TTCTAAAAAA GCCAAAAGAG AAGGATATTT GGCAAGGTCT GTATATAAGT 1140 

TGATAGAAAT TAATGAAAAA TTTTC TTT AT TTTCTTCTGG CAATGTTTTA G AT ATTGGC G 12 0 0 

CATCACCTGG CAGCTTTTCT CAGTATGCTT ATAAAAAGCT TAAAAGAGGA ATTCTAGTAT 12 60 

C TGTTGAT AT TAATGATATT GGC C T TAG AT ATGATGATAA TTTTTATTTT ATAAAGGGAG 13 2 0 

ATATCTTTTT AGATGATACA GTTTTTAAAA TTAATACGTT TAAACCTTAT AGTCTTGTAA 13 8 0 

TTAGTGATGT GGCTCCCAAG ACTACTGGAA AT AGAC TTGT AGATACCAGC AATTCTTTTA 1440 

ATTTAAGCAT GAGAATAATA GATTTATCAC TTGAAGTTTT ACTTAAAAAA GGGAATTTAC 15 0 0 

TTGTTAAAGT TTTTCAGGGA GGAGACGAGA TGCAAATTTT TAAAAAGTTT GAAAAA'TATT 15 6 0 

TTAAATTTGT AAAAAAAATT AGACCCAAAG CTGTAAGGAA AAATTCTTTT GAAATTTATT 162 0 



739 

TTTTAGGCAA AAGTTTTGGC AAGTAGCAAA TTAATCAAAT TGTTATAAAC AGATTTAAAG 163 0 

GTATAAAATA TGTTTAGAAA AGAAAGTTCT AAAGACAGCA GATCACAGCT TCAAGTTGCA 17 4 0 

GGTTTTAAAA TAGGAAAAGA AAGCTATGGG GTGTCAATAG AGCACATTAG AGAAATTATT 13 00 

AAAGTTCCAT CAGAAGGAGT TTATGCTATA CCAAATGTTC CCGAATATAT TATAGGTATT 1360 

TATAATCTTA GAGGCAGTAT TATTCCTTTA ATTAATTTAA ATATTAAATT TGGAGTTCCT 19 2 0 

TCTATTTCGG TAACAGAAGA AG AC AT GC T T TTAACAGGAT AC TTAAT AGT T AAG AT T AAA 19 8 0 

AATAAGCTTT TAGGCATTTT TGTTGATAGA GTTCTTAAAG TTATTAGCTT TGATGATTCT 2 040 

AGGGTTCAAG AACCTCCCGC TACTTTACAA ACTTTAGATA GAAAATATAT ATCTGGAGTT 2100 

GTAAAGCTTG ACGAGGCTGA TAATCTTGAG AGTGAATACT TAGTATTAAT TGATATAGCA 2160 

AAAATTTTTG ATAAATGCGA ATTTGACGAC ATTCCCTATA AAGATCAATA TGAAGAATAA 2 220 

AGTTCTTCTT TGCATTAATA CTTTAAAGTC GGGAGCTAGT ATTTTAGGCA ATGATGTTAA 2 2 30 

AGTTTATTTA GAAACCAAGT ATTTTGTTGA AGTAGTGTTA ATAGATGTTG GCAGACCTTT 2 3 40 

ATTTTCTTTT CCAAAAGAAA ATTTTCTTTT TTTGATAACT TTAGGAGGAG ATGGCACAGT 2 40 0 

TCTTTTGGCT GTTAATTTGC TTCTTGAAAA TGAAAACATT GAT ATT C C AA TTATTTCAAT 2 4 60 

TAATATGGGC AATGTGGGAT TTTTAGCAGA TATTAAGATT GAAGATTTTA AAAAAGT CAT 2 520 

AGATAGATTT TTTAACAATT CTTTGGTTAT TAATAAAAAA TTTTTGCTTC ATGTAACAGT 2 5 80 

TTCTCAACAC GGTAAAGATT TAATTTCTAA ATATGCTTTA AACGATATTA TTATTCGCTC 2 6 40 

AAGCGTTCTT AATAAAATGA TTTATGTAGA TCTTATGGTT AATTCTGAGA GTTTTTTATC 2 700 

ATACAAAAGT GATGGGATAA TTGTGTC T AC TCCAACAGGC TCAACAGGAT ATTCTTTCTC 2 7 60 

AGCAGGGGGT CCTATTTTAG AAGC AG AT C T TGAGGGATTT TTACTTACGC CTATTTCTCC 2 820 

ACATTCTGTT TATAATCGTT CTTTTGTGTT CTCTAAATTA AGTAAACTTT CCATTTCTTT 2 8 30 

TTCAAAGGAA TATTTTATAG CAGCAGCATC AATTTTTTTA GATGGAATTA ATTTTGGTTC 2 9*4 0 

TTTCGGAGTT GACGTTGTTT TTGAATTTAA AATTTCTTCT CAAAGCTTGA ATTTTGTTTC 3 0 00 

ATTTTGTACG GATACTTTTG TTAAGAGATT AAAAAACAAA TTATTGTAAG TTCAATGTTT 3 0 60 

TTTTAAACAG TGTTCTTTTT AATAAAAATT TTTCTTGGTT GTTGTTTGAA TGTTTGGTTT 312 0 

AATCTAATCT TTAAT AAGGT T AG A.GG AT TT TACATGTTTT ATTATAAGGA TTTTAATGTT 3130 

TTGTTT ATTC GCAGAGTTAA TGTTTAAAGG GTGTTTTTTA TAAATTTATA ACTTGTTAAA 3 2 40 

ATATTTAATA TATTTTTTGC TAAAATCAAT ATATTAGATA GCTGATAAAT CACCCTTTTA 3 3 00 

TGAGTTTTAG GCAGGTGTTT ATGGATTTAA TTGATAATGA AAAT TAT AAA AAAATAGTGT - 3 3 60 

ACATTAATAA TCTTGTTTTA AGGACTTTAA ATGATATAGC AGCTATAAAA GAGACTGGCG 342 0 
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AATT-ACA.C 




CCTTCA.TTTA 


ATCTTATTGA 


TTTCAATTTA 


AATGTTTTAA 


3430 




TTCTTTA AAT 


TATTTTTATA 


C T AGGC C TAG 


AT T G AAAG T A 


AATTATTCTA 


3540 


■T AAA 2.^1 1 AA " 


TTTGTCTGGG 


TTGATTTCTG 


ATTTTAGTTT 


AGTTATTAGC 


CCTGTTCTTA 


3600 


GT AT C AC T C C 


AA.GAGAGTTG 


ACTGAAATGC 


CTCAGGCTCT 


TAATTTAAAT 


CCAGAAGAGA 


3660 


GGTTCCCAAC 


TA.TT-- AA A AA. 


CCAGGTTATT 


TAATTGATTT 


GGCTAAAATT 


TTTAGCAAAA 


3720 




AA_C ACT TGTT 


TTTCTTGAGG 


ATATGTATCT 


CAAATTTATT 


GTTTTTTCTA 


3730 


i AA i ~ Z 1 — T 1 ^ 


TGATCTTA.GA 


GA.TTTTTCTA 


AGAATTTAAA 


ACTTGAGAGT 


CCTTATTATA 


3840 


AAT T TC AATT 


T GAAC AC C T T 


AT T AAAGTGT 


TGGAGCTTTT 


AGAAGAAGGA 


GCTTTTATTT 


3900 


TAAGGGGCAA 


AT AT GAG AT T 


AGTGGATCTC 


AT G AAT T T GG 


ACTGCATTCT 


CTTGGTTATC 


3960 


TTGAAGC TGG 


AAGAGCTTTG 


GC TACT AT AG 


CCTCTCAAAA 


AGAAGCTGCT 


GAAAAATTTT 


4020 


C AAGGTTTCA 


TGGAGTTTGG 


TCTTCAAAGT 


TTAGTTCAGA 


TTTAATTAAA 


GTAAAATAGA 


4030 


T AAA ~T AAGG 


T GGGG AG AAA. 


GTAGT T AT AT 


TGAGTTTTAA 


TGTAGAAGAG 


GGCACTATTA 


4140 


AATT CAAAAA 


& r T J T t i I i 1 T ir p r p 


TTTTTGATTC 


TAAGCTTGTT 


TTTATTATTT 


ATAATTTTGA 


4200 


TTGATTCTTT 


TA-TAAGATCT 


AC TAT G AATG 


TATCTAATTT 


TTATGATTTT 


AAGAATTTTG 


4260 


AAAA C AAATC 


TGATCGTAAA 


AATATAAATT 


TAAGTAAGAA 


TGTTTTTGTA 


TCAAATAAGG 


4320 


TTTT.-AGTC T 


T AA.T CT C GGG 


GAATCTTGTT 


ATTCTCTTTT 


AAGTGATAAC 


TTAATAAGTT 


4380 


ATTC AGAC T A 


TTATCATGTG 


C TTTTT AATT 


CCGGCGAAGA 


TTATTCTGTT 


TTTTCTGTTA 


4440 


AAAA C AAT AA 


ATTTTTATTT 


ACACTCAAGC 


TAAAGGATTT 


TGTTTTTGCA 


ATAAATAATT 


4500 


TAATTTTTAC 


TTTAAATAAjT 


TT AT AT AAAA 


CTTTAGAAGT 


TTATGATTCT 


AGC GGAAAT A 


4560 




GCTCAATTTT 


TTGTCCTCAA 


TTTTAAGTGT 


GGACTATAAT 


AATGAAGTTT 


4620 


TGGTCTCGGG 


ACTTTCTAAT 


GGTGAGATTT 


AT AT AT AT AA 


ACAGGGTAAG 


AT AAT T TATA 


4680 


TGGAAAATTT 


TTTAGAGAGA 


AAATTTCCAA 


CATGTTTTGT 


TAAATTAAGC 


TC C GAT AAT A 


4740 


.AATA.TTGGT 


TTCACTAAAA 


GGCAGTTCTG 


AGTATTTTTT 


AGAAATAATT 


GATTTAGAGA 


4800 


AT A A.TT AT AA 


AA A A A.TTTT A 


GAATT AAAC A 


ATTTAACCAT 


TAATAGTTTT 


GAGACTTTTA 


4860 


TAAAAA TAG A 


TGATTATCAT 


AATTTGTTTA 


TTGAAGGCAA 


AAATTCACTT 


GCGGTGATAA 


4920 


ATATTAAAAG 


TGGTAGAATA 


TTTAAGGTTG 


AAAATAAAAA 


TTCTATTTTA 


AGAGCGTCAT 


4980 


i T^Qjl -if 1 "3. T"T"~* 


TCA AAATATT 


TAT AG AG TAT 


ATTTTTATTC 


TGAGAGTGAA 


AAAATCATTA 


5040 


ATATAAAAAC 


TTATCCTGCA 


AATTCTTTTA 


AATTGTTTGA 


TAATATTTTT 


ATTAAAGATG 


5100 


AAATAAGC.TC 


TTTTGTTGAA. 


TTTGGAAAGG 


GACTTTTGTA 


TTTT AAT AGT 


AATAATGATT 


. 5160 
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TAAAATACTT GGGATTGGCT CAGTGATTTT AATTGTTTTT ATATTTTTCT TTAATATTTT 5 22 0 

AG ATT TAT AT TCATTTTTGG AAT T T AG AAA TGATGAAAAG TTTGCTTTAG TTAAAGATTT 52 30 

TGGTGTGTTG GATAATAATA AGTTGAATAT TAGCCTAAGG TTAAGGCCCT TGGAAAAAAC 5 3 40 

CGTATCTGTT TTTTCCAATA ATTATAAAAT TTTATATTCA AAAAATAGTT TAAATAGGGA 5 40 0 

TGGTAGTATT TTAATTATTT TTGATAATGA TTTAAATCTA AATTTAGAGG TTTTTGGGGG 5 460 

ATTTCTTTAT AAGC TTGGAA AAATTTTTTT AAAAGATGAA AAGAGTGTTA TTGATTTGGT 5 520 

AGTTAATGAT CCTAGTGCTA AAAAAATTAT CAATCCTTTG TTTATTATCA AAAATAGGAA 5 58 0 

CAATGTGGTT GCTGAGACAG TTTATACATT GGGTAGGGTT TTTTTAAAAG G AAAGGGC G A 5 640 

TGATGAAAGA TTGGAATTAT CCAAAAATAT AAATTTAAAT GTAGATTCTG GTCAATACAG 57 0 0 

TCTTTTGTTG TATTTTCATA CTCAAAAAGT AGAATCTTTT GAAAATTCTC TTAAAGGAAT 57 6 0 

TTATTATTTT GAAGCTATTT TGAATAATAA AAGTATTCTT CGTTCAGATT TTCAAAATAT 5 82 0 

TTTTTTGATT AAT GAT AC AC AT AC TTT AGC C C AAG AG AAA AATTATGGGT TAGATATTTT 5880 

GAACATTAAA AAAGATGGGG GATGTCTTAA GATAAATGAT CTTAATTTTG TTAAGGGTAA 5 940 

GAATGAGCTT AAAATAAAAT ATGGCGATGT TTATGGAAAT GAAAAAAAAA TAATTTATAG 6000 

GTTTAAATTA AATGAATAAT AATGCTTTTC ATTTTCCAGT ACTTCTTGAT GCAATTTGTA 6 0 60 

AGC TT AT AG A AGATTTGCCC GTAAAAAGTG ACTTAATATA CATTGATTCT ACTCTTGGAG 612 0 

AAGGTGTTC A TGCAAAGGCT ATTCTTGAGA AATATGACTT TTTAAGTTTG GTTGGAATTG 618 0 

AAAGAGATCC TCAAATTTTA GAAAGAGCAA GGCAGTTTCT TTCTATTTTT GAAGAGAGAA 6 2 40 

' TTACATATTT TAATGATTGG TTTGATAATT TTTTCGTCAA TTATCCTTTA AATGTCAAAG 63 0 0 

CCAATTTTAT TTTAGTTGAT CTTGGTATTT CTATGTTTCA TTACAAGGGT AGTAAAAAAG 63 60 

GATTTTCTTT T C T T G AAG AT GAGCCTTTAG ATATGAGGCT TTGTTCTTCT TCTTGCAAAA 6 42 0 
TTAGTGCGGC TGAGATTGTA AACACTTATA GTAAATATGA CCTTGAAGCT TTAATTTATG . 6 48 0 

ATTTAAGTAA" TGAACATTAT TCTAGAAGAA TTTCTAAGGC TATTGTAGAA TATAGAAAAA 6 5 40 

TTAAAAAAAT AGAAACCACA AAAGAGTTGC AAT C C AT AAT AAGCAAAGTT TATCCTTTTT 6 6 00 

CAAAAGTTAA AAT AAAT CCA GCTACAAAAA CTTTTCAAGC GTTAAGAATT TATGTAAATG 6 6 60 

ATGAGCTTGC TCGGCTTAAA AGGAGCTTGC CTTTTTGGGT AGAAAATTTA GCTAAAGATG 67 2 0 

GAATTTTAGC T ATT ATT AC G TTTCATTCAA TAGAGGACCG TATTGTAAAA GATTTTTTTA 67 8 0 

GAAGC TTGAG CTGTGATTTG TATGCTAAGA TCTCAAAAAA GCCCATTATG CCAAGTTTTG 6 840 

ATGAGATTAA AAAAAACAAA CCTTCAAGGA GTGCAAAACT TAGAGTTGTA AAAAAATTAT 6900 

GAACAGCATA AGT AAGATTG AATTTAAAGT TTATTGTATT TTAGTTTTGA TACTAACAGT 6 9 60 



TATATTGTGT 
' TCACTTAGAC 
ATATGAGCTT 
AAAAAAAGCT 
GAGTGCGTAT 
ATATAAAAAA 
ATGACAATAT 
CTTTTGTTAA 
AATCTGAGTG 
ATGTAATAAA 
GAATTGCTAT 
TTTCAAAGAA 
CTCTTAGTAT 
GTTATGTTGG 
CGAATATAAG 
AAAGCAAAAT 
GTGTTTATCT 
ATTTTGAAAA 
TTGTTTACAA 
CAATAGGGTG 
GCCTTATTGA 
TGATTTTAAA 
TTTTAGATCT 
GGGAATTGGC 
ATAAAATTTT 
AAAAGTGTTT 
TGGAACCTTC 
TAAATATATT 
AAATATATTA 



TTTAATATTT 
AATGAACAGG 
GAAAATATTG 
AATGAAGATA 
AAAGATTAAG 
TATTGAAAGA 
CAATGATAGT 
ATATTTAATT 
TATTAAATAT 
ACTTCTTCAA 
TACGGGTAGC 
AT AC AAAAC T 
TTTAAGGGTA 
AGAAATGGAT 
TTATGCGCAT 
AATTGGCAAA 
TGAAAAAAGA 
TCTTAGTATT 
AGGGTTTGAA 
TATTAATTTG 
AACTGCTTTT 
CGACTCTTAT 
TAATATCCAA 
AT AC AAAAC T 
TCTAATTGGC 
ATATTACTTT 
AGTTTTTATT 
TAGATGATAG 
CCTTTAGAAT 



ATTTAAATTT 
AAAATATTAT 
ATAGAATAGA 
TAAATATTTT 
GATATTTTAA 
GTAGTGTCTT 
CTTTATTTTG 
GATCTGGGTG 
TTAAATGACA 
GCTTTGGCAT 
AATGGCAAAA 
T AC AAAAC TT 
GAGGGTAATG 
CTTTTATCTC 
ATGCAAGCCT 
AACATTGAAA 
GCAAAAATCG 
AAGTCATTTT 
TACTCTATTT 
GCTTTATTTT 
CAAAAGGGTA 
AATGGCAATA 
AACAAAAAGT 
CACAAAGATT 
GAAGAATTTT 
AGCGAGTTTG 
GTCATTAAGG 
TGGGGTTTTT 
GGCTTATGCT 
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CAGATATGTT 
TGATGATAAT 
GAGTTTTTGT 
TGTTGAGTAA 
TCTCTHCTAA 
TTTATTCGTT 
CGTATAAGGG 
TTAAATGTTT 
ATGAAGGGTT 
CGTTTTTAAT 
CTACAACTAA 
GGGGTAATTT 
AAGAATATGC 
AAATTTTAAA 
TCAAGGAGTT 
TCTTTGTTGT 
CAAATCCAAA 
CTTTTTTGGA 
TATTGCTGGG 
T AGGAAT G AG 
GAGCAGAAAT 
TGGGTTCTTT 
TTATAGTTCT 
TAATTCAAGA 
TAGATGTTAG 
ATAAATTTAT 
GCTCAAGGTT 
ATGTTTTACC 
ACAATTTTTG 



GTAAAGCTTA 
TTAAGGTTAC 
TTTGGAGAAT 
AAGATTTTAG 
AGATGTGAAA 
AGATAGTCGC 
AAATAAAGTA 
TGCATGCTCA 
GGTTTTTTTG 
TGAAAAuAACA 
AGAGATGCTT 
AAATTCTGAT 
TGTTTTTGAA 
ACCAGAAATT 
GCAAGCTATT 
AAATGAAATG 
TGTTAAAATC 
TGGGAAATTT 
TCGGCATAAT 
AGAAAAAGAA 
TTTGACAAAA 
TATGGCC TTA 
TGGGTCTTTT 
GGCTATTTCA 
GGATTCTGAG 
TGATTTTTTT 
TAACAGGCTT 
TTTTAGGTTT- 
CATTTTTACT 



GGGAATTTAA 

TGACGGTAAT 

TAAATTTGGA 

AATGAGGTTT 

TTTGTGGGGA 

GAAATAAAGG 

GATGGATTTT 

AGAGAGCATG 

CTTACAAGCA 

AGCTTTAAAA 

TACAGTATAC 

ATTGGACTTC" 

GTTGGAGTTA 

GTTATTATTA 

GC TTTTG AAA 

AATGATTATT 

GTTTATTTTG 

TCTTTTGATT 

ATTTTTAATG 

ATAAAAGAGG 

AATGGATATT 

AAAAATATGA 

AAAGAGCTTG 

ATGAATTTTG 

AATTTAGTTG 

TTAAAAAGCT 

GAGAGAATTT 

GCGTTTGCTC 

TTCTTTGATT 



7020 

7030 

7140 

7200 

7260 

7320 

7330 

7440 

7500 

7560 

7620 

7680 

7740 

7800 

7860 

7920 

7980 

8040 

8100 

8160 

8220 

8280 

8340, 

8400 

8460 

8520 

8580 

8640 

8700 
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GTGGGCCCTT ATATTATTTT AAAGTTAAAA AAATTAAGAG CTGATCAGAT TTTAAGAGAA 87 60 

GATGGCCCTA AAAGACATTT AAGTGAAAAA GCAGGAATTC CTACCATGGG GGGCATTCTT 382 0 

ATTTTTTTTT GTGTTTTTAT GTCTTTAGTA TTTTGGAGCA ACATTTTAAA TGTTTATTTT 88 80 

TTGATTATGG TTTTTGTTAT GCTGGGATTT GCTTTTTTGG GC T T TAT AGA TGATTTTTTA 8940 

AAAATTAAAA AG AAAAC C T C AGATGGACTT AAAGCTCGAT TTAAGATTTA TGGACAAATA 900 0 

ATATTTTCCT TTTTTTCTGT TGGCATTTTA TATTATTTTG GTGGTGAGCA TGTTAGTGTA 90 6 0 

ATCTATTTTC CTTTTATTAA GTCTTTTCAA ATAGATTTGG GGTTATTTTA CATTCCTTTT 912 0 

GGCATGTTTA TTTTAATTTC TGCTTCTAAT TCTTTCAATC TAACAGATGG GCTTGATGGA 918 0 

CTTGCAATTG GATTGAGTAT AGTTATAACA GGGGCTTTAA TAATAATAGC TT AC C TT AC A 92 4 0 

AGTAGGGCTG ATTTTGCAGC TTATTTACAT ATTCCAAATA TTAAAGGTTC TGAAGAGCTT 9 3 00 

GTAATATTTC TTGGGGCCTT GCTTGGGGGT" AGTTTTGGAT TTTTGTGGTT TAATGCCTAT 93 60 

CCTGCTAAAA TTATGATGGG AGATACAGGT AGTCTGGCTT TGGGGGCCAT TCTTGGAATG 9 42 0 

GCAGCTTTGA TTTTAAAAAG TGAAATACTT TTTTCAATTC TTGCGGGTGT TTTTATTATT 948 0 

GAAACTATGT CTGTAATTAT TCAAGTTTTG GTTTACAAAA AAACTAAAAA AAGAGTATTT 9 5 40 

AAAATGGCTC CACTTCATCA TCATTTTGAA GAACTTGGGT GGTCTGAAAT GCAAGTTGTT 9 6 00 

AT TAG AT T T T GGATAATAGG GTTAATATTT GCTATAATTG CTTTAAGCAC GATAAAAATC 9 6 60 

AG AT AAT T T A TTATGGTTGT AG AG AT AAAT TC AC T TAG G A CATGTTATTT GCTTGTTTTG 97 20 

CTGCTATTGG TAGCCTATGG CCTTGTAGTT TTTTATACTT CTTCCTTTTT TCTAAGCTTA 97 80 

GAATTGACAG GT AAT C C AAA TTTTTTATTT TTCACAAGAC TTAATTATCT TTTTTTAAGT 9 8 40 

TTTATGGTTT TTCTTGTTTT TGAAAGGATT TCTTTAAATT TTTTAAAAAA ATCAATATTT 9900 

CCTGTATTGA TTATAACTCT TTTTTTAATT ATGGCAACTT TTTTATCTCC AAGTATTTCT 99 60 

GGAGCAAAGA GATGGATATT CTTTCAAGGT GTTAGCATTC AACCTTCTGA GATTTTTAAA 10 020 

ATATCTTTTA CTATTTATCT TTCAGCTTAT TTGAGCAAGT TTGACCCAAG AAAAAACAAT 100 80 

GG T AT T T CAT ACTGGATAAA GCCAATGTTG ATTTTTGCAA TTTTTTGGGT GTTAATAATT 10140 
TTGCAAAACG ATTATTCAAC AGCTATTTAT TTTGCCATTC TTTTTTTTAT TGTTTTGTTT ~ 102 00 

GTTTCTAATA TGGCATTTAG CTATGTTTTT GCTATTGTGG TTACTTTTTT ACCAGTTTCT 10 2 60 

GCTATATTCT TGATGCTTGA AC C T TAT AGG GTTTCTAGAA TTTTTGCCTT TCTCAATCCT 10 3 20 

T AC GATGATC CTTCTGGCAA AGG T TAG C AG ATAATAGCAT CTCTTAATGC TTTAAAAAGT 10 3 80 
GG AGG AAT T T TAGGTAAAGG GCTGGGAATG GGAGAGGTAA AACTTGGAAA ATTACCAGAG ' 10440 

GCCAATTCGG ATTTTATTTT TTCAGTTCTT GGAGAAGAAT, TAGGATTTTT AGGGGTTTTG . 10 5 00 
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TTTGCTATAA GCTTGTTTTT TTTGTTTTTT TACTTTGGTT ATTTTATAGC TATTCATTCT 10560 

AATAGTAGGT TTAAATTTTT TATTGCATTT ATTTCAAGTC TTGCAATTTT TCTTCAAAGC 10620 

ATGATGAATA TTTTAATTGC AATCGGTCTT TTGCCTCCTA CAGGGATAAA TTTACCATTT 1068 0 

TTTTCATCTG GGGGATCTTC TATTATTGTT AC C ATGGC AT TGTCTGGCCT TATTTCAAAT 10740 

GTTTCAAAAA ATTTAAGTAA TAATTGATTA GATTTTTCTA GTAGTGTAAA TTGAGTTAGG 10 80 0 

TTATGATTTT TGAGAGAAAA TTTTTAATTA AGT AT AT AT A TTTCTTGACG TCTTTAATTT 108 6 0 

TTTTTGAAAT AATAATTATT ATTTTTGCAT CTCCTTATTT TTTGATTAGG TATATTAGTA 10 92 0 

TCAATAATGA TATTTCTCTT TCTAAAGAGG ATATAATCAA GATTTCAGGA ATCAAGCCCA 10980 

ATACGTATTA TCATAATGCT AATGTTAGAA TATATGAGGA GAATCTTAAA AAAGATTTAA 1104 0 

GGGTAAAGAA TGTTAAAGTT GATCTTAAGT TTCCCAATAA AATTAATATT AAAATAGAAA 11100 

AAAGAATACC GATTGCTGTT GCTTTAGAAA AC G T AAATGG TAATATTACT TATTATTGTA 11160 

TTGCATCAGA TGGTGTAATT TTGGAAAAAA GTAAGCATTT AATTTATGAT TTGCCCGTAA 112 2 0 

TTAGCGGATT AGTTTTGAAT GACAACAATG TAGGAGATTT TCTAGAGGAT AG AATGC T T A 112 3 0 

ATATTGTAAG AGGCCTTGAT TATCTTAAAA TAAATCAAAA ATATTTGTAT AATTTAATAT 113 40 

CAGAGGTCAA TTTTTTAAAA TTGAATTTCT ATGATTATAA TGTAATTTTG TATATTAAAA 114 00 

GTATATATAA TAAAATATTG ATAACAGTTG ATATGAATTT AATGGATGTG ATGCATAAAG 114 60 

TGTTTCTTGC GGTTAATTTG CTTAAAGGAA AACCCGGCGT TATAGATTTA AGAAGTGGTG 1152 0 

ATATCATTTT GTTAGGAGAA AGTTAGTGTC TAGGAATTTG ATAGTAGGTT TAGATGTTGG 115 8 0 

AACTTCAAAA ATTTGTACTG TTGTTGCCGA GGTGAATTTA AATGATCAAT TAGAAATAGT 116 40 

TGGAATAGGC ACTAGTATAT CAAGAGGAGT TAGGAAGGGA GTTTTAATAA ATATTGAGGC 117 00 

GGCTCTTGAT TCAATATCTA ATTCTATTGA GGCTGCAGAG CTCATCTCAG GATGTGACAT 117 60 

TACATCACTT TCAGTTTCTA TGTCTGGAAG TAGTGTTGAG GGGAC T AATT CACGCGGTGT 1182 0 

TGTTGCAATA AATTCAAAAA CAAGAGAGAT TAACGAAGAA GATGTTGAAA GGGTAATCGA 118 30 

AGCGGCAAAG GCAATTGTTA TTCCAATGGA TAGAGAAATT CTTCATGTTA TTCCTCAAGA' 11940 

ATTTATTGTA GATGGAATAC CC CAT AT AAA AAATCCAATA GATATGATGG GTATTCGTCT 12 0 00 

TGAAGGAGAG GTGCACATTA TTACGGGCTC TAGTTCTTCT AGT C AG AATT TAGTCAGATG 12 0 60 

CGTAAATCGA GCTGGCTTTG CCGTTGATGA GGTTGTTCTT GG AAGTC TAG CTTCATCTTA 1212 0 

TGCAACTCTT TCTAAAGAAG AGCGTGAGAT GGGGGTTTTA TTTATTGATA- TGGGCAAAGG 1218 0 

GACAACAGAT ATTATTC TTT ATATTGATGG TTCTCCTTAT TATACGGGTG TAATTCCCAT 12 2 40 
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TGGTGTTAAT AGAGTGACTC TTGATATTGG GCAAGTTTGG AAGGTTCCTG AGGATGTTGC 12 300 

TGAAAATATT AAAATAACAG CTGGCATTGC TCATCCGTCT ATTCTTGAGA GTCAAATGGA 123 60 

AACTGTAATT ATTCCAAATC TTGGAACTCG ACCCCCTCAA GAAAAAAGTA GAAAAGAGTT 12 42 0 

GTCTGTAATA ATTAATTCAA GACTGAGAGA AATTTTTGAA ATGATGAAAG CGG AAAT AC TV 12 48 0 

TAAGCGCGGA CTTTATAATA AAATTAATGG TGGAATAGTT TTAACAGGCG GAGGAGCTTT 12 5 40 

ATTCCCAGGC ATTTCTAATT TAATAGAAGA GGTATTTAAT TATGCTGCAA GAATAGGTTT 12 600 

GCCAATGAGT ATTAATGGAA TTGGAGAAGA GCATATAGAC C C CAAGT TT T CTTCAGCTCT 12 6 60 

TGGTCTTGTT CTTTATAAGC ACGAGCAACA AAAATTC AAT " AAATTAAAGA AGGTAAGCAG 1272 0 

■ TAAAGTTAAA AGAAAAAATA AAATATCTTC AAAGTTGAAA GGTTGGTTTT TGAAAGAATG 127'80 

GTTTTGACCA ATCATGGAGG AAGCGTTAAT GAAAGATTAT AATATGATTG AT AGC C AT AC 12 84 0 

AAGAAGATTT GATTCTACTA CAAATCCTAC AATTCTTAAG GTGATTGGTG CGGGCGGAGG 12 900 

AGGTAGTAAT GCTGTTAATC GTATGATTGA AT AT GGAGT A AGAGATGTTG AATTTATTGT 12 9 60 

GGCTAATACC GATCTTCAGG CTCTCCAAAC TTCTATTGCT CCCATAAAAA TTGCCCTTGG 13 02 0 

AGCAAAAGTT ACAGCAGGGC TTGGTGCTGG GGGAAAGCCT GAG ATT GG AC AAGCTGCAGC 13 08 0 

AGAGGAAGAC ATAGATGTTA TACGAAATCA TCTTTCTGGT GCCGATATGG TGTTTATTAC 13140 

TGCTGGTATG GGGGGC GGG A CAGGAACCGG AGCAGCTCCA GTTATTGCGC AAGTTGCAJVA 13200 

AGAGCTTGGT AT T TT AAC AG TTGGAGTTGT AACAAAGCCT TTTAAGTTTG AAGGTCCTAA 132 60 

GAAGTTGAGA CTTGCTGAGC AGGGAATAAA TAACTTAAGA AAGTCTGTAG ATACATTGAT 13 3 20 

• CATTATTCCA AATCAAAAGC TTTTAACTGT TGTTGACAAA AGAACCACCA TTAAAGATGC 13 3 80 

TTTTAAGCGT GCAGATGATG TTCTTAGAAT GGGCGTTCAA GGTATTGCAG GGCTTATTAT 13440 

TGAGCATGGA GAG GTT AAT A TTGATTTTGC CGATGTTAAA AGCATTATGC AAGGCCAAGG 13 5 00 

AGATGCTTTA ATGGGAATAG GATATGGCAA GGGCGAAAAC AGAGCTGTTG ATGCCGCAAC 13 5 60 

TTCTGCTATT AGTAATCCAT TACTTGAGGA AGTTCGTATT GAAGGGTCTA AGGGGCTTCT 13 620 

TGTTAATGTT ACTGGCGGAG ATGATTTTTC ATTGCTTGAA CTTGAAGAGA TTATGGGGAT 13 680 

AATCACGGTT AGTGTTGATG ATGAGGCTAC TGTAATATAT GGTCATGCTA TTAATTCGAA 137 40 

TCTTGAAGAT GAAATTTACG TTACAGTTGT TGCTACAGGT TTTGCATCTA AAAAGCAAAA 13 800 

AGAAATATCT AGC AC AC C AG AAAATAATAC TTTAAGTTCC AAAGAGTTTG ATACTTTAAT 13 3 60 

GTCTGGCAAT CAAAATGCTC CTTCTGGATC TTATGAGCAA CAAGATTCTT CTTTTGCGGC 13 920 

AAAGTCCAAA AATGTTAATT ATTTTGATGA TGACATTGAT GTTCCAACAT TTCTTAGAAA 13980 

TTT AAAT AAA AAAAGTAGCG ATGATTAGAT GAAAATTTTG TGGTTAATAA TTCTTGTTAA 140 40 
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TTTATTTTTA TCTTGTGGCA ATGAATCTAA AGAAAAATCA AATCTTGGTC TTAGATTAAG 14100 

AGAATTGGAA ATTTCAGGTG GTGGATCTGA ATCTAAGATT GAAGTTTATA AAGAATTTAT 14160 

TGAAAAAGAA GATAAGAATA TTTTAAAGAT AGTTAATTCC ATTGATAAGA AAGCCAGATT 14220 

TTTTAATTTA ATTGGTCTTG AATTTTTTAA GCTTGGTCAG T AC GG AC C TG CTATTGAATA 14280 

TTTTGCTAAA AAT T TAG AAA TCAATCCCAA TAATTATTTA TCTCATTTTT ATATAGGTGT 143 40 

TGCTTCTTAT AATTTAGCTA AAAATTTAAG AGTAAAAGAT GAAGTTGAAA AAT AC AT AAT 14400 

TCTTGCTGAA AATTCTTTTT TAAAATCACT TTCAATTAGA GATGA.TTTTA AAGATTCTCT 144 60 

TTTTGCCATT TCTAATATGT ACGTATATGA TCTTGATAAA CAACTTGAAG CTAAAAATTA 145 2 0 

TTTAAATAAA CTTGGTGATA TGGGTGAGGA CTATTTTGAG TTTTTAATGT TAAGAGGTGC 14 5 80 

AAATTATTAT TCGCTGGGCG ATCTTGGTAA TGCTATATTG TTTTATGATA AAGCTAGTAA 14 640 

AAAGGCTTCA AC TGAAGAGC AAAAAGAAGG TGTTTCTAGG ATCATGAGTA ATTTGAAGTA 14 7 00 

AT TAT T TAT G ATGAAATTGC TTTATATTGA TAATTTGAAA TTTTTAAAAG GCAAAGAAAA 14760 

ATTAAAACTT TTTAATAATT TTGATTTTAA TAATGTTATT AAATTGACCC AGAAAGAC A T 14 8 20 

TGAGTCTTAT TTTTTAAAAT CATTTAGAAG ATTGTTTAAG TTGCCCGATC T AAAATT AG T 148 80 

AGAATTACAA GAAAAAGTTA TTCAAAGGAC C AAAGC C AAA GTTGCTATTC TAGGGTCTAA 14 9 40 

GTCTTATCCT AATAAGC TTA AAAGAATTTA TGACCCTCCT TTTGCTATTT ACTACAAGGG 150 00 

CAATTTACCA GATTGTTCTT TATTATCTTG GGCTGTTGTT GGTTCTAGAA AAATTAGTAA 15 0 60 

AACTCTTGCT GAGAGAACAA GGGAATTTTC TTCACATCTT GCAAAGAATG GTGTAGAGAT 15120 

TATTTCTGGA TTTGCAATTG GGGCAGATAT TGAGGCTCAT ATAGCAGCAA TAAATGAGAA 15180 

TAAGAGAACA TTTGCTGTTA TTCCAACAGA TATTGACAAT ATTTATCCTA GGCAAAATCG 15 240 

A.AAATATGTT TCCAAGCTTT TAGAACAAGG TGGAGGAATA ATT AC TGAG A CTTTGCCATT 153 0 0 

T GAT AAAATT CAAAATTATT TTTTTGCCAA AAGAAATAGA TTGGTATCAG GTCTGTCTGA 15 3 60 

TGCTATTTTT ATAACATATG CACCCTTGAA ATCAGGAGCT TTAATTACAG CTGAGCTTGG 15 42 0 

TCTTGACTTA GGACTTGATG TTTATGTTTA TGATTTAGAT TTTTGTGGTG ATGGAGCTGT 15430 

AAAATTGCAT GATTTTGGTG CGCAAGAAAT AAAAACCGTT AAGGATCTTT ATGCTTTATT 15 5 40 

AAATATTAAA TATGTAGATT C C AAT AAT AT TGAAGATGAT TCTAAAGAGT GTTGTAATTG 15 600 

TAAAAATGTA TCTGATGTTC TTATTGGGGA ACTTTTAAAA GAGGTATGTA AATAGGGGGG 15 6 60 

TAATATGAGC T TT AAAGG AA C C AC AGTT AT TGCAATAAAA AAAAATGGTA- AGACTGTGGT 15 720 

GGCAGCAGAT GGACAAGTAA CTTTTGGACA TACTGTTTTA -AAGAGTAATG CTATTAAAAT 1578 0 
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AGGAAAATTG CTTAACGGGA AJ_ATTC'TGC-C AGGATTTGCA GGTCCAACAT CTGATGCAAT 1534 0 

TACTCTTTTT G AAAAAT T T G AAGAAAAAAT C AAAGC AAAA GGTGATGGCT TGATTGACAT 15 900 

TAAAAGGGCG GCTGTTGACC TTGCAAAA3A TTGGCGTTCT G AC AAAAT AC TGCATAAGCT 15960 

CGAGGCTATG ATGCTTGT7G CTGATCGCAA CAATATTCTT TTGATTTCTG GTACTGGTGA 16020 

TGTTGTTGAG CCTGAAGAGG A T G T T A TT 7" C GATTGGCAGT GGTGGTAATT AT GC AT AT T C 16 080 

AGCAGCTCTT GCTTACATGG AGAACAAAAA ATT AAGCGC T TTTGAGGTTG CACTTAGATC 16140 

TTT AAAAAT A GCAGCAAGAG TGTGTA.TA-TA. CACTAATTCT AATATTGTGC TTGAGGAGAT 16200 

TGAAAATGAA TAAATTAGAA GAGCACTA7A TAG T TC C C AA AGATGTAGTT GCAGAACTTG 16260 

ATAAATATAT AATAGGTCAA GACGAAGCTA AAAAATT AG T ATCAATTGCT CTTGTTAATA 16320 

GAT AT AT AAG GTCTAGGCTT C C AAAA.GAAA. TAAAAGATGA GGTAATGCCT AAAAACATTA 163 3 0 

TTATGATTGG ATCAACTGGC ATTGGGAAGA CCGAGATTGC AAGAAGACTT TCTAAATTAA 16 440 

TTAAA.GCTCC TTTT AT T AAA GTTGAGGCTA C AAAAT AT AC TGAGGTTGGT TATGTTGGTC 16500 

GTGATGTTGA ATCTATGGTT AGAGAT'TTAA TGAGCATTGC AGTTAATATG GTAAAAGAAG 165 60 

AGATGTATAG TACTGTAAGA GATGACGCCT TAG T AAG AAC AGAGGAGAGA ATAGTTGATA 16 620 

GTCTTTTTAA GGGATCTAGT AATTCTGAGA ATATGGATCC . AAATGAAATA AAGGCGGAAG 16680 

AAAAGGTAAA AGAGAAGCTT AGAAAAAAG-C TTAGAGCAGG TGAGCTTGAT GATACTACTA 16740 

TTGAAATACA AATTTCTAGT AAAATGC CAT TTTCTACAAT AGAAATATTT ACGGGTGGTA 168 00 

ATTTTGAAGA GATTGATACG GGAATTGGCG GTTTGCTGGG TAATATATTT GATAGAAAAA 168 6 0 

AGAAAA.GA.GA_ ATTGAA.GATT AAAAAA.GCAA. AGGAAATAAT ATTAGCAGAA GAGCTTGAGA 16 920 

AATT GG T C G A TCACGAAAAC ATTTCA-GATA TTGCAAAA.TC TAAAGTTGAA AATATGGGAA 169 80 

TTATTTTTAT TGATGA-GATC GATA_AAA.TA.C- CTGCTAAGAA. TAGGA.GTGGC AATGATGTGT 17 040 

CCAGAGAAGG TGTTCAAAGA GATATCTTGC CAA.TTA.TTGA AGGTTCTAAA GTTAATACAA 17100 

AATATGGAAT AGTTGATACT TCTCATATTT TATTTATTGC AGCAGGAGCA TTTAATTTAG 17160 

CTAAACCTTC TGATTTAATA CCCGA.GCTTC AAGGAAGATT TCCTATTAAG GTTGAACTTA 1722 0 

AG AGC T T AAG C AT AGAC GAT TTGAAAAAAA TTTTAAAACA. AACAAAAAAT TCTTTAATAA 172 80 

AACAATATGT TGCGATGTTT AAGGTTTA.TG ATTTAGATTT AAAGTTTAGT GAGGAAGCTA 17 3 40 

TA.GA.TAGAAT TGCAGAGCTT V ACTTTTAATA TGAATCTTGA GAGTG AAAAT CTTGGTGCCA 17 4 GO 

GAAGACTTCA CGGTGTTATG GAAATAGTGC TTGCAGATCT TTTTTTTGAA GTGC CTGGC A 17 4 60 

GTAAGTTGAA AAAATT T G AA ATAAACTTGG AC TATGTT AA TAAAAAAATA CAAATTAACG 175 2 0 

AA.CAAAAA.GA TTTGAATTAT TAT AT AATT T AGTTAAAAGC AATTTTAAAT GAGGGAGGTT 17 5 80 
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TCAATTTGAA 


TGATTTTGAA 


AGATCTGTAG 


ATTTTTCACA 


TAGGTATTTA 


GATGTTTTGA 


17 640 


GTTTAAGACA 


AAGCGTTATT 


TCTGACAATA 


TAGCAAATAT 


AGATACTCCA 


AATTTT AAAA 


17 70 0 


GAAGCAAAAT 


TTCTTTTGAA 


TCAGAGCTTG 


AAAAGGCTTT 


TTTAAATGAA 


GATAAAAATG 


177 6 0 


ATTTAAACTT 


AATTAAATCT 


AGTGATAAGC 


ACCTGTCTGG 


GTTTAAAAAT 


C T AAAGT ATT 


17 82 0 


CAGATGTCAA 


GCCTCACAGA 


GTTCTTGACC 


ATTTTTCAAC 


TATGAATAAT 


AATGGCAATA 


17 8 8 0 


ATGTTGATAT 


TGATTCTGAG 


GTTAAGGCAC 


TTGTGCAAAA 


CCAAATGATG , 


TATCATCTTA 


17940 


TGACTAATGT 


TCAGGCGCAT 


TATTTTAAAA 


GTATAAATAT 


TGTATTAAAA 


TAAATTAATA 


18000 


TCTTAAGGAA 


TGTAAAATGG 


GATTGTTTTC 


AAGCATTAAT 


GTAGCTTCAA 


CGGGATTAAC 


18060 


AGCACAAAGG 


TTAAGGATTG 


ATGTTATTTC 


TAATAACATT 


GCAAATGTTT 


CTACTTCTAG 


1812 0 


AACTCCTGAT 


GGTGGACCTT 


ATAGAAGGCA 


AAGGATTATT 


TTTGCACCAA 


GGGTTAATAA 


1818 0 


TCCTTATTGG 


AAAGGGCCTT 


TTATTCCGGA 


TTATCTTGAT 


AATGGCATTG 


GTCAAGGAGT 


18240 


TAGGGTTGCT 


AGC AT T G AAA 


AAGATAAATC 


TCCATTAAAG 


TTAAAATATG 


ATCCAGCTCA 


18 3 0 0 


CCCCGATTCA 


ATAAGTTCTG 


GAGATAAAAA 


GGGTTATGTA 


GAGCTTCCCA 


ATGTTAATTT 


183 60 


AGTTGAAGAA 


ATGGTAGATA 


TGATTTCAGC 


TTCTCGTGCT 


TATGAGGCAA 


ATTCTACTGT 


18420 


CATCAATAGT 


AGTAAGTCTA 


TGTTTAGAAG 


TGCGTTAGCT 


ATACTTCAAG 


GC T AAAGGAG 


18 48 0 


AGATCATTGG 


TGAGAACAGA 


TGCTTTTTTT 


ACAGAAAATA 


ATATTAATTT 


GGTTAAAAAA 


18 5 40 


AATCCTTTGC 


ATTTTGATGT 


GAATCTTTTT 


AGTTCTAAAA 


GTAATGCCAA 


AGACAATGAT 
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ATTAAAACTT 


TTAAGGATGT 


TTTAATAAAT 


TCGATTACTG 


ATGTCAACAA 


AAGCCAATTA 
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AATGTTTCCA 


AGGTTACAGA 


ACAAGCTATT 


CTTAAGCCTA 


GTAGCATTGA 


TGTTCATGAT 


187 2 0 


GTTGTAATAG 


CGATGTCTAA 


GGCGAATATG 


AATTTAAGCA 


TTTTAAAGGC 


TGTTGTTGAG 


187 80 


AGAGGTGTGA 


AGGCTTATCA 


AGATATAATC 


AATATTCGTT 


AAGGAGCCAT 


AAGATTTTGA 


188 40 


GCAAATTTTT 


T AC T AATTTT 


TTTGTTTCAG 


CAAAAGGAAT 


CTTCAAAAAA 


GCTAGTACGG 


18 9 00 


TTCAGAAAAT 


AGCCTTAGGA 


TTGATTATTT 


TTTTTGTGAT 


TCTTGCGCTT 


GTTTTTTTAA 


l y y o u 


TAGGGTTTTC 


TACTAAAAGT 


CAAAGCATTG 


CTCTTTTTGG 


GGTTGAAATT 


AAAGATCAAT 
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ATCTCTTAGA 


TAGGATATCG 


CAAAGACTTG 


ATAGGGAAAA 


TGTTAAGTAT 


TTTTTGAGTT 
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CTGATGGAAG 


AATTTATTTA 


GATGATGAAA 


AGCTTGCAAA 


AAAAATGAGA 


GCAATTCTTG 


19140 


TCAGAGAAGA 


GCTTGTGCCC 


GTTCATATGG 


ATCCATGGGC 


TTTGTTTGAT 


ATTGATAGGT 


192 00 


GGACTATTAC 


TGATTTTGAA 


AGAAGCATTA 


ATCTTAGAAG 


ATCTATTACA 


AGAGCGGTTG 


19260 


AACAGCATAT 


TGTAGCTTTA 


GATGATGTTG 


ATGCTGTTAG 


TGTGAATCTT 


GTTATGCCCG 


19320 
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AGAAAGCTCT TTTTAAAGAG TCTCAAGAGC CTGTTAAGGC ATCTGTTAGA ATTACCCCAA 19 3 80 

GACCCGGTTC TGATATTATT ACCAATAGAA AAAAAGTTGA AGG AC TTGTT AAACTTATTC 19440 

AGT ATGC CAT TGAAGGTCTT GAATCTGACA ATATTGCTAT TGTTGATAAT AGTGGAACTA 19 5 00 

TTTTAAATGA TTTTTCTAAT TTGGATGGGA TAGATAGAAT AGACTTAGCA GAAAAAGAGC 19 5 60 

GTAAGTTAAA GCTTAAGTAT GAAGCTATGC TTAGGGGTGA AATCGATTCT GCATTAAGTA 19 620 

AGGTTTTGTC TGTTGATAGA TTTATGATAG C AAG AGT AAA TGTAAAGCTT GATACTTCAA 19 63 0 

AAG AAAC T AC AGAGTCTAAA GAGTATGCCC CTATTGAGCT TCAATCTCAA GATCCAAAAG 197 40 

CTTCTTATAA C AC TAGG AAA GTAAGCGATT CAACTATTAT ATCTTCTCAG ACTCAAAAAA 19 3 00 

AAGAATATCA GGGTCAAGGA TAT AGT C C C T GGGGACCTCC TGGGCAGGAA GGCAATACCC 19 8 60 

CTCCTGAATA TCAGGATTTA AGTGATATTA CTGGTAAATA TAATGAGTCT C AAGAGAT C A 1992 0 

AAAATGTTGC TTTGAATGAA AAAAAATCTA CAAGCGAAAA AG AGC CCGCT AGGATTGTAG 19980 

. GTGTTTCTCT TGGTATTTTC GTAGATGGTA TTTGGAATTT TGTGTACGAT GAGAAGGGAG 2 0040 

ATTTCGTAAT AGAAAATGGA ATGAGAAAAA GAGAATATAA GCCTATGGCA TTAGAAGAAA 2 0100 

TAAAAAATAT TGAAGATGTT TTGCAAAGTT CTTTTGAATA TAAGCCAGAA i AGAGGCGATT 20160 

CAATAACGGT TAGAAATATA TCTTTTGATC GTATGAATGA ATTTAGAGAA AT AG AT G AAA 2 0220 

ATTATTTTGC AAGTGAAAGG TTTAAATATT TCTTATTTAT TGCAAGTATA GTATTTTCAT 2 02 80 

TATTAATTTT AGTATTTACG ATATTTTTTG CTATTTCTAG AGAACTTGAG AGACGAAGAC 20 3 40 

GTCTTAGAGA AGAGGAATTA GCAAAGCAAG C AC AC TT AAG GCGCCAACAA GCCTTAATGG 2 0 400 

ATGGTGGTGA CGATATTGGC GTTGACGATG TTGTTGGTGG GATTAGAGAA GGCGATGAGC 2 04 60 

TTCAAAGCAA TGCTGAGCTT TT AGC C AGAG AAAAGCCAGA AGATGTTGCT AAGCTTATAA 2052 0 

GAACATGGCT TTTGAAAAAC GCGTAAAAGG TAGTAATTGA T AT GGAAGAA AAAAAAGAAA 205 80 

AGGAGATTCT GGATGTTTCT GCTTTAACAG GCAAGCAAAA GGCCGCTATT TTGTTGGTTT 2 0 640 1 

CAATAGGTTC TGAAATCTCT TCTAAAGTGT TTAAGTATCT TTCTCAAGAA GAGATAGAGT 2 0700 

CTTTGACATT T GAG AT AGC A AAGCTTGAGA CAATTACTTC TGAGCTTAAA GATAATGTTC 2 0760 

TTTTAGAGTT TAAAGAATTA ATGATGGCTC AAGAATTTAT TCAAAAGGGT GGAATTGATT 2 0 820 

ATGCAAGAGA GCTTCTTGAA AAATCTCTTG GGACTCAAAA AGCAGTTGAT ATTATTAATA 208 80 

ATTTGGGTTC TGCTTTACAG TCTAGACCCT TTGAATTTGT AAG AAG AGC A GATCCTGCGA 2 0 940 

ATATTTTAAA CTTTATTCAG C AAG AAC AT C CCCAAACAAT TGCTTTAATT CTTTCATATC 210 00 

TTGATCCTCA AAAGGCTTCT TTTATTCTCT CTAGTTTGCC C AC AG AAG T A CAAACCAATG 210 60 

TTGCAAGAAG AATTGCGTTA ATGGATAGAA CTTCTCCTGA GGTTGTAAGA GAGGTTGAGA 2112 0 
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GGGTTCTTGA GAAAAAACTA GCTTCTCTTT CTTCAGAAGA TTATACATCA GCAGGAGGAG 21130 

TTGACAATGT TGTTGAGATA ATTAATATGG CTGATAGAAA AACGGAGAAG TTTATTATTG 212 40 

AATCTCTTGA AGAAGAAGAT CCAGAGCTTG CAGAAGAGAT TAAGAAGAAA ATGTTTGTGT 213 0 0 

TTGAGGATAT AGTTTTACTT GATGAC AGAT CTATACAAAG GGTTTTAAGA GAAATAGATG 213 60 

GTCAAGAGTT GGCAAAAGCT TTAAAATCTG TAGATATTCC TGTCCAAGAA AAAATTTTCA 21420 

AAAACATGTC AAAAAG AG C G GCTTCAATGC TTAAGGAAGA CATGGAATTT TTGGGACCTA 2148 0 

CTAGGCGAAA AGATGTTGAG GAATCTCAGC AAAAAATTGT TTCTCTTATT AGAAAATTAG 2154 0 

AAGAACAGGG AGAAATAGTT ATTTCAAGGG GTGGTGAAGA AGATGTGCTT GTCTGATAAA 2160 0 

GGAGTTTTGT TTGCCTAAGG TTTTATATAA AT CATC AG AA GTTGATAATT TAGTAAAGTT 21660 

TGAGTTTGTT GAGATAGCAA AGCCTGTTTT TGAATCTTTG GAAATCAAGG AGAAGGAAGG 2172 0 

CAAGGTTTAC GACATAGAAA GTCAAATCTC CAATCTTAAA GAAGAGTTGC AACTTTTAAG 217 80 

AGATGAAAAA TTACAACTTG AGGAAGAGCT TGCTAAAAGG CAAGAACTTG CCAAAGAGGA 21840 

AGTTCAAATT GAATCTAAGC GGCTTATTGA AGAAGCTAAG GCAAAGGCTA ATGAAGTATT 21900 

AGAAGCAGCC AAACAAGAAG CAGATCTTTT ACAAAAAGAA GCTATTTATA AGAAAGAATC 219 60 

TATTGAGACT GAATCTAATG CCGAGATTGA AAGATTAGCA AGAGAGTATG AAGAAAAATT 2 2020 

AAAAACAGAT CTTGAGATAG CAATAGCTAA AGGTAGGGAA GAGGGATATA GCAAAGGTTA 22 0 80 

TGAAAGTGGT TTTGAAGATT TTGACAAAGT TATGAGAAAA TTACATGTTA TAATAGCATC 2 2140 

TCTGATTGCT GAAAGGAAAG GTATTCTTGA ATCTTCGAGT GGCCAGATAG TGAGTCTTGT 22 2 00 

TATGCAAATT GCAATTAAAG TTATTAAGAG GATTACAGAT TC TC AAAAAG ATATTGTTTT 22 260 

GGAAAATGTT AATGAGGTTT TGAAAAGGGT AAAAG AT AAA ACACAGATTA CCATTCGTGT 22 3 20 

AAATCTTGAT GATTTAGATA TTGTTAGACA TAAAAAGAGT GATTTTATTT CTAGATTTGA 223 30 

TATTATAGAA AATTTAGAGA TCATAGAAGA TCCCAACATA GGCAAAGGCG GTTGTATAAT 22 440 

TGAAACTAAT TTTGGAGAGA TTGATGCGCG CATTTCTTCT CAACTTGATA AAATAGAGGA 2 2500 

AAAGTTTAAA AATTTTTCTT TATTAAGTTA AGTATC T AAA GGAATTTTAG TGAGCAATTT 22 5 60 

TTTTGAAAAT TATTTAAGAC AAGTAGATGA TATTGAAACT GTTTCTTTTG TTGGCAGGGT 2 2 620 

GCAAAAAATA AAAGGTCTTT TAGTTGAGAG TTTAGGGCCT CAGTGCGCTA TTGGAGATTT 2 2 630 

GTGTTTAATT GATCAAAGAA ATGGCAAAAA GGTATGCGCA GAGGTTTTAG GATTTAATGG 2 2 740 

TCCTTATGTT AGCCTTATGG CCTATGAAGG ATTTAGCGGG ATTGAAGTTG- GAAATAAAGT 22800 

TTATTCTTTA AACAAAGGGC TAGAAATAAA TCTTAGTGAT GAGCTTTTGG GAAGAGTTAT 22 850 
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TGATTCTCTT GGCAGACCTA TTGATAATAA AGGGTCATTT TTGAACAATA GTTATAAAGA 2 2920 

GTTAATTTTT GAAAAAATTA ATCCAATTAA TAGAAGTATT TTTGAAGATC AAATATTAAC 2 29 80 

GGGAGTTAAA GTTCTTGATG GGTTTTTGCC AGTTGCAAAA GGACAAAGAG TTGGTATTTT 2 3 040 

TTCTGGTTCT GGTGTTGGTA AATCTACTTT GCTTGGCATG ATTGCAAAAA ATTCAAATGC 2 310 0 

AGATGTAAAT GTTATTGCTT TTATTGGGGA AAGGGGTCGA GAGCTTAATG AGTTTATTGA 2 3 ISO 

. ACATGAGCTT GGTGAAGAGC GTTTAAAAAA AAGTGTTTTA GTTGTTTCAA CTTCTGATGA 23220 

' ATCTCCCATT TCAAGGTATA AGGGAGCTTA TGTTGCTACC ATGATAGCAG AATACTTTAG 23 2 80 

GGAGCAAGGT AAAGATGTGG CTTTGCTTTT TGATTCTATT ACTAGGTTTG CAAATGCTAA 23 3 40 

AAGAGAGATG TCTCTTTCTT TAGGAGAGCC TGCGGTAGCT AAAGGTTATC CGCCTTCTGT 2 3 400 

TTTTGTTGAA ATTCCAATTT TGC TTGAGAG ATCGGGCTTT AATGGTAATG GGGGAAGTGT 23 460 

TACTGGGTTT TATACTGTTC TTGTTGAGGG GGATGATTTC ACAGAGCCTG TAGCCGATAA 2 3 520 

TATTAAAGCT GTTTTGGATG GTCATATTAT TTTAGACAGA GATTTGTTTG ACAGGGGAAT 23 5 80 

ATATCCTTCA ATAAATGTTT TAAGTTCAAC TTCAAGATCT ATT CAT AG AA TAATGAGCCT 2 3 640 

AGAAAAACAA AAATTAATAA TGAAAGC TAG AAATTTATTG TCTATTTATA AAGATTATGA 2 3 700 

AGATCTTATT AGAACAGGAA TTTATCTCAA AGGATCC AAT AAGGATGTTG ATTTTGCAAT 2 3 7 6 0 

TTCTAAGTAT CCTAAGATTA TTAATTTTAT TTCTCAAGGA ATAAACGAAA CATTTGATTT 2 3 820 

TGAAAATTTA GAAGATGAAA TAAAGGAAAT ATTATCTTGA AT GAT TT AAA CTTTAGAAAA 23 88 0 

CAAAAGCTTA ATAGAATATT GACGATTAGA ACCTACTTTC GAAAGCTAAG C G AGAGAG AT 2 3 940 

TTAATGAATA TAAATAAGAA AATTTCAAAA ATAAATCAGT TTTCAGATGG AATTCCTAAT '2 4000 

ATTTTAAAAA AC T T G AAT GG TTTTGATGAT CTTTACATAA GAGGTTATAT AGACTGTTTA 2 4060 

AATTATAAAA AAACCCAAAA TTTTAAAATT CTTGAAGAGC TTAGAAAGCA TTATAACAAA 2 412 0 

TGTTATGATG TTTATGTAGA TAAATATAGG CAAGAAAAAA AGATTAAGAT ATTAATAAAA 2 4180 

AATTTAAATA ATTCTATAAT TAAAAATAGA GAAAAAAAGG AAAGCTTGCT ACTAGATGAG 2 42 40 

CATGTAAATT ATAAAGTTTG TCAAAATCTA AGGAATGAAA GTGAATAATT TTTTATCGTT 2 43 00 

CTTTTTTAGG GCATTTTTTT TGTTATTTTT AATTGTTATT TTATTTTTCT TTGTATTATT 2 43 60 

CTTTATTGAT TTTATTGGAA TGTATAATAC TAAAAGATAT TTCCCCGAAT TTGTAAGAAC .2 4420 

CAAGTTGTTA GGAGAAACTT CTCTGGTCTT TGATCATAAT TCTAATATAA TTCTTGATGA 2 4480 

AGCTAGACTT GTGAAGGAAA GAGAAGCTAT TGATATTAAG AATCAGCAGA TTGAAAAGCT 2 45 40 
TAAAGAAGAT CTAAAGTTAA AAGAAGACAG TTTAAATAAG CTTGAATTTG AGCT^AAGCA - 2 4600 

AAAGC AGAAA GAT T TAG ATT TAAAACAAAA AATAATAGAT GACATTATAA ATAAATATAA 2 46 60 
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TGATGAGGAA GCAAATATTT TGCAAACAGC TGTATATTTA ATGAATATGC CACCAGAAGA 2 4720 

TGCTGTTAAG CGGCTTGAAG ATTTAAATCC CGAGCTTGCA ATATCTTATA TGCGGAAAAT 2 473 0 

TGAAGAGCTT TCCAAAAAAG AAGGTCGTTT ATCAATTGTT CCTTATTGGT TATCTCTTAT 2 4840 

GG AT T C T AAA AAAGCTGCTA TA.TTGATTAG AAAAATGTCT GTTAGTTCAT TGGAGTAGTG 24900 

TGTATATGAG TAATTTATTA AATTTAAGTA AAGCTTATGG AAATAAATTA AATCTCTTGA 2 4960 

ATACAATTAA GGGGTTAAAT TTAAATGTTT CTAAAATGGA ATCTAAAGGA AATGCGAGCT 2 502 0 

CTTTTTTAAA TGTTATGTCT TCTGAATCTA AAAAATTAGC TAAAGCAAAA TTTATGATAT 2 5080 

TTGATTTTTT AAATTTTTTT AAAGACAATG GACTTATTGC TAAAAATTTA AAAAAATCAC 2 5140 

CTTTAAATAA ATCCTTTTTT TTTAAAAAAC TTGAAAATGA AGATTTTGTT TCCGATTTGA 2 520 0 

AATCCTTGAT TGCTAGAATG AATGTATTTT TAGATTTTGA AGGTTTAAAT AG C ATT AAAG 2 5260 

AAGATTTATC ATCCAATTTT GATTTTCTAG GTAAAGAAAA ATTTTTTGAA AAAATC G AAA 2 5320 

AACTTTGTTT GGCTTTTAAT GATTTAAGTT CTTTTTTGGG TTTTGATTTT TTAACTGCTT 2 5380 

TGATTGATGA TTATTATAAT CAGATAAGCT TGAATGATAA AAAGGAAGAA AAGAATGTTA 2 54 40 

TTAACATTGA TGTAAAAAAC TTTAAAAAGA ATAATAGTGA TCATAATGAT TTTGTTTTTT 2 5500 

CAAAGTTTAG CTTAAATGCA ATTGATGGTC AAAATTTTGT TGATAGGTAT AAAG TT AAAG 255 60 

AAATATCAAA CGATTCTTTA AAAGGCTTTG TTGAAGAATT TGCTAATTAT AATATAAAAA 2 5 620 

GCTCTAAAGA TGTTGGAGGC TTTGATTTTG TCAGCAGTTT AAAGCCGGAG TGGAATCTTA 2 5 680 

AGATTAATAA GAATATTGTG GAT AAAGC T A AAGTTGTGTT AAAATCGAAT AATACAGGAG 25740 

AGATTAAGTT GGTTTTAAAG CCCAAAGAGC TTGGTAGTAT ACGAATTAAT TTAAACCTTG 2 5 8 00 

ATTCAAATAA TAATTTATTG GG AAAG AT CG TAG T GGAT AA TCAAAATGTT AAAATGCTTT 2 5860 

TTGACCAAAA TATGCATTCA TTAAATAAAA TGCTTGGTGA GAGTGGTTTT AATGCCAGCT 2 5920 
TAAATCTTTT TCTTGCAGGT GAGAATTTAA ATTCTTTTAC TGGAAATTTT AAAG ATG AC T ^ 259 30 

CTAAGGACCA AAATTTTCAT TTTGGTTATA ATAAATTTTT TAAAATTGAA GAAGAAGTTG 2 60 40 

AATTTTCTTA C GAT GT AG AT AAAAATGTTA ATTTAATTGT TTAGAGGGTA GAGCTAAATG 2 610 0 

AATAAAATAA ACGGTGTTGA AAATGTTTTT AATTTAAATA TTAGCAATAA AG TT AAAAAA 2 616 0 

AAAACAGATT TTAATGTTGA CAATATATCT AATAAGGTTA ATCTTGGCAA GGATGATTTT 2 6220 

TTAAAGTTAC TCATTACTCA ACTTAGGTAT CAAGACCCTA CAAATCCAAT GAAGGATAAA 2 62 SO 

GAATTTATTG " CGCAAATGGC GCAATTTTCG GCTCTTGAGC AAATGGCTAA- TATGAGTAGA 2 6340 

TCGTTTGAAA AACTTTCATC TTCTTTAGAA ATAAGAAAAG ATTTGGATTT ATTAGGTAAA 2 6400 
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GT AAC T AAAT TTCAGCATGG TGATGGGGAG ATTGTTGAGG GTCGCGTCAC AAACATTAAG 2 64 60 

AC AGGC GC AA. TAG C T C AAGT TATGGTTAAT GGTAATTATT ATGTATATAA AAATATATTA 2 6 520 

TCGGTAGGTT TGGAGGAATA ATTATATGAT GAGGTCTTTA TATTCTGGTG TTTCTGGGCT 2 6 580 

TCAGAACCA.r CAAACAAGAA TGGATGTTGT TGGTAACAAT ATCGCCAATG TAAATACAAT 2 6 640 

TGGCC-TTAAA AAGGGAAGAG TAAATTTTCA AGATATGATA TCGCAATCTA TTTCTGGAGC 2 67 00 

TTCTCGCCCT ACTGATGCTC GTGGTGGGAC TAATCCCAAG CAAGTTGGAT T AGGC AT G AA 2 67 60 

TGTTGCC7CA A -.- rGACACTA TTCAC AC TC A AGGAGCTTTT CAAAGCACTC AAAAAGC AT C 2 6 820 

TGATCTTGGA G7TAGTGGCA ACGGATTTTT TATTTTAAAA GAAGGTAAAA ATTTGTTTTA 2 6 880 

TACAAGAGCC GGTGCTTTTG ACGTGGACTC TGATCGACAT CTTGTAAATC CTGCAAATGG 2 6 940 

AATGCGAATT CAAGGTTGGA TGGCAAGAGA TTTAGAAGGT GAAAAGGTTA TAAATACAGC 27 00 0 

TTCTGATATC GAGGATC TGA TT AT T C C G AT T GG AG AT AAA GAGGGAGCAA AGTCTACGAA 27 0 60 

AAATGTT AC T TT7GCTTGTA ATCTTGATAA GAGATTGCCC TTAATTCAAG AAGGTGCGAA 2 712 0 

TCCTGCAGAT AT'TGCACGCG GAACTTGGGT TGTCAATAAA TCATTGTATG ACAGTTTTGG 2 718 0 

AAAT GTT AG~ GC7CTTGAGC TTAGAGTTGT AAAAG AT T T A AATACGCCTA ATTTATGGAA 27240 

TGCAA.CAGTA TTAATAAATG GTGAGCAAAA TTCAAATTTT AC AC TTGGGT TTGACAATGA 2 7300 

AGGAGCAZCG GCGTC TTTAA ATGGTCAACC AGGGCAAAAA GGAGATATTC TTCAAATTCC 273 60 

TATAACATvC AATGTTTTGG GTGCAAATGT AGGTGAAGTT GGTGAGCAGC AAACTGTAAA 27 42 0 

TTTGAAACTG GGAACAGTTG GAAGTTACAC TGATTCAATT ACTCAGTTTG CTGATTCTAG 2748 0 

TAGCACAAA.G GCT ATTATTC AAGATGGATA TGGCATGGGA TATATGGAAA ATTATGAAAT 27 540 

TGATCAAAAT GGTGTTATAG TTGGCATTTA TTCAAATGGC ATAAGACGAG ATCTTGGCAA 27 600 

GATTGCTCTT GCTTCTTTTA TGAATCCCGG AGGACTTGCA AAAT C AGGC G ATACTAATTT 27 660 

TGTAGAAACA AGCAATTCAG GTCAAGTTAG AATAGGCGAA ACTGGACTTG CTGGACTTGG 277 2 0 

TGATATTAGA TGTGGTGTTT TAGAAATGGC CAATGTTGAT CTTGCAGAGC AATTTACAGA 277 8 0 

TATGATAGTG ACCCAAAGAG GATTTCAGGC AAATGCCAAA ACCATTACCA CTTCTGATCA 2 73 40 

ATTATTACAA GAACTTGTAA GATTGAAAAA TTAATCTAAG ATTGTTTTTT TAGTATATGA 2 7 900 

TTTTTGTAAC TAAGCTTAAT GGTGATGGAT ATTATTTAAA TCCTTATCAT ATTGAAAGTA 2 7 960 

T T G AGGC T AA TC C TG AT AC T ACAATTCTTC TTATGAATGG TAAGAAGTTA ATTGTTAAAG 2 302 0 

AAAAAGT T GA AGAGGTGGTC AATAGGATTA AGTTGTATAG GAAAGAAGTT GCTTCTTTAG 2 80 80 

AAAAAATTTT AGGAGAAGGA AATGGGGGCG TTGAATTATG AATTTAGCTA GTATAATTGG 2 814 0 

GTGGGGAGTT GGATTTGGAG C T ATT TT AAT TTCTATGGCA TTTACTCCTA CAGGACTTGG 2 3200 



TGTTTTTTGG 
GGCTTCTTCA 
AAGAAATTCA 
TAGAAAAGAA 
TAAGTCAGGA 
TTATTTAGAG 
TTGGGCAAAG 
TCTTGGTAAT 
AACTCTTTAT 
AAAAATTGAT 
TCAGTCTGGA 
AGATCGAAGT 
CCTTCAAAAT 
TTGCTGCTTG 
GTGATAAGAA 
T TAG ATT T T A 
CGCAATAAAC 
ATTCAGTCTA 
GCAGATGCAT 
ATTCAAAAAA 
GAAGGGCATA 
CTTTCGGCTG 
v GATGTTAAAA 
GCAACAGACG 
ACAGATGCAT 
AAAAAAGAAA 
ATGGGGGATT 
TTACAAATAC 
GTGTCTAAAA 



GATTTAAGCT 
GAAGTTGTTG 
TATGCTAAGG 
GGTCTTTTAT 
ATGAGGCTTG 
CTTGATCAAA 
CTTGCTCCAG 
C T AGAGGAT A 
GGAACTATAA 
ACTGAAGAGG 
GATAATCCTA 
CAGCTTAATA 
GTGATGAAGG 
TGTTTTTTGT 
TAATGTCTGC 
GTAAATTATC 
AAGCATCTCA 
AAAATATTGT 
TTTTTGATTC 
TAGCATCTTT 
CAGATAATAT 
CTAGATCTGT 
GAATTGAAAA 
ATACCCCTGA 
CTTTAAGTTT 
TTAATGGGAG 
CCAATGTTAG 
TTGCAATAGG 
TGGTGGTAAG 



CTGTTTTTAT 
C T G T AAAAAA 
TTTCTATTAT 
CTCTTGATGA 
TTGTTGATGG 
TGCAAGAAAG 
GTTTTGGTAT 
AATCTGCGCT 
TGGCAAATTT 
CTGCAGTAAA 
GAATTTTAGA 
GTAGCATTGG 
ATCTCCAGAT 
TACAATGTTT 
TTCTTTCACG 
TTATTTGAGT 
GACTGCTAAA 
AGTTAGGCAA 
TGCTAGTGCA 
TATTGGCTTT 
TGATACTGAT 
TAATATGCTG 
TAATTTTGAA 
GGGTAGGGCT 
CCCTAAGGAA 
GAATTTTATT 
TAGAAAAGGC 
AATATTTACT 
CCAAAGTGGA 
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T AC TGTTGTT 
AATTCCAACG 
AAAAATATTA 
TGAGCTTGAA 
TGCAGATCCT 
GCATAAGGTT 
GACGGGTACT 
TGGTTCTTCT 
AATGTTTACT 
GACAATGATA 
GCAAAAATTA 
TGGTGAATAA 
TATATGTTGA 
TCATTAAATG 
GGTGCTGGAT 
AATAGCTTTA 
AATAAATCCA 
GAAGAAAGAG 
GATGTTAAGC 
TTAAGTCCTA 
GTAAATGGAC 
GAACATATTT 
GTATCTGGTT 
TATAATAGAA 
ATTAAGCAGT 
ATGCCTAATA 
GGTTTATTGC 
GTTGCAATAA 
GCTCCTAGTG 



GGATCTTTTT 

TATTTGGGAT 

GTAGAGCTTT 

CAAATTAATG 

GAGGTAATTA 

GGTTCAGATC 

CTTATTGGAC 

ATGGC TGTTG 

CCTGTTCAAC 

ATTGAGGGTG 

AT G AC GTTTT 

TGGCTTTGCG 

CTTATGGAGA 

ATATTATTTT 

TTTTCAAGGG 

TGTCTTTGCC 

TGATTGAATT 

GTATTGTAAT 

TTGAAGAGAA 

GAGGCTATAA 

CTTGGAAAAG 

TGAACTATTT 

TTGGTGGAAG 

GAATTGATAT 

AAGTAATTCT 

AAGACGATGA 

CTGATATTAT 

TGATAATTGT • 

ATTTTCCAGT 



CTGCTCTTAT 
TTTTCTTTAG 
C TG AAAAGGC 
ATCCATTTTT 
GAACTATGCT 
TTTTTAAAAC 
TTGTAGCTCT 
CTCTTATTAC 
TTAAGTTGGA 
TTTTATCAAT 
TAACCCCCAA 
AATTAAGAAA 
CATGGTTACT 
TCAAGAAAAT 
CGGTAAAACT 
TTCTACTGTG 
TATTGAGAAG 
ATCTCTTGCA 
TAGAGATTCT 
TTTTAAAATA 
CAATTGGGAA 
AGATCAATCT 
TAGGCCTATT 
ATTAATTACT 
TTTTAACTTT 
CAATTTAGAT 
AATAAAAATT 
TTCTTATTTT 
TTTTTCTAAT 



28260 

23320 

23380 

23440 

23500 

28560 

23620 

28630 

28740 

28800 

28860 

28920 

28980 

29040 

29100 

29160 

29220 

29280' 

29340 

29400 

29460 

29520 

29580 

29640 

29700 

29760 

29820 

29880 

29940 
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GAATACTTAG GAAAGCCACC TATGCTTATA TGGTATGAAA GTATAGATGA GATTAGAGGT 3 0000 

AACACCTTAG ATGTTCCTCC AAAAACTTTT GTTGTAAAGC TTGCTTTGGG GTATGCAGAA 3 0060 

AATAATGTTA AT ATT C T C AA TGAGCTTGGA AGACAGAAAG TGCGCTTAAA AGACATTATT 3 012 0 

AGAGAATATT TTAGTCAAAG AACTGGTCAA GAAATAAAGA ATGAAAGTCA AATAAAAGCA 3 013 0 

GAAATTAAGG CAAGAATTAA TAGCATTCTT AGAAATGGAG AAATAAAAGA AATAGCATTA 3 02 40 

AC CC AAATTG ATATTTTTGA TATGTAATAA ATTTAAAAGA ATTTTAAATT TAAAGGAATT 3 03 00 

TTAAATGGCA AACAATCCAG GAGCTTTATC TCAAGATGAT ATAGATAGTC TTTTAGAGTC 3 03 60 

TATCAACTCG TCTGAAAGTT TATCCTTAGA CGAATCCCTT TCTAATGTTA TATCTAGCCC 3 0 420 

T AC AGGC AAA AAGCAAAAAG TTAAGGTTTA TGACTTTAAA AGGCCAGATA AATTTTCAAA 3 0 430 

AG AGC AGGTT AGAACAGTTT CAAGTTTTCA CGAGGCATTT GCCAGATATA C T AC AACTTC 3 0540 

ACTTTCTGCT CTTTTAAGAA AAATGGTTCA TGTTCACGTA GCCTCAGTTG ATCAATTAAC 3 0 600 

CTATGAAGAG TTTATTAGGT CAATACCCAA CCCTACAACT TTAGCAATAA TAAATATGGA 3 06 60 

CCCTCTTAAA GGATCTGCTA TTTTTGAAGT TGATCCAACA ATAGCATTTG CTATTGTAGA 3 0720 

TAGGCTTTTT GGGGGTGATG GAGA T AC GAT T AAAG AT AAA AGTAGAGATT TAACAGAAAT 3 0780 

TGAGCAGTCT GTTATGGAAA GTGTTATTAT TCGTATACTT GCTAATATGA GAGAGGCTTG 3 0840 

GTCTCAAGTT GTTGATTTAA GGCCAAGATT TGGTCATATT GAGGTCAATC CACAGTTTGC 3 090 0 

TCAAATAGTT CCCCCTACAG AAATGATTAT TTTAGTAACT CTTGAGGTTA AAATAGGAAA 30960 
AGTAGAAGGG CTTATGAATT TTTGTTTGCC T TAT ATT AC C ATAGAGCCTA TTGTTTCAAA . 3102 0 

ATTATCAACA AGATATTGGC ATTCTTTGAT TGGGGTTGGA ACTACTAGCG AGAATCTTGA '31080 

TGCTTTGCGT GAAAAGTTGG AAAATACAGC GATGCCTTTG GTAGCAGAAA TAGGGGAAGT 31140 

T AAAC T T AAA GT AAG AG AAA TTTTATCGCT TGACAAAGGT GATGTTTTAA ATCTTGAATC 312 0 0 

TTCTCTAATA AAT AAAG ATT TAACTTTGAA AGTTGGTACC AAAGAAAAGT TTAAATGCAG 312 60 

AATGGGTTTA ATGGGAAATA AAGTTTCAGT GCAAATTACA GAAAAAATTG GAGATATAAA 313 20 

AGGTTTTGAT TTATTAAAAG AGCTTACAGA- AGAGGTTGAA TGATAGTTGT TTTATTTATT 313 80 

AAAACTTAAA TTATTAAGAG GTTGAATTAT GAGTGTAGAT GAAAAAAGTG ATAATGGAGA 31440 

AAAGCCGGAA ATAAAGGGGG TTAAGCTTCC CGATTTAATT GATACTTTAC CAGAGGGGGT 315 00 

TGATCCTAGT AATTTTGGGC TTTTAATGGA TGTTTCTATG CAGCTTACTG TAGAGCTTGG 315 60 

AAGAACAGAG CGCAAAATAA AAG AC AT AC T TGGCATGTCT GAAGGG AC T A TTATTACTCT 31620 

TGACAAACTT GCCGGTGAGC. CTGTGGATAT TTTAGTAAAC GGTAAAATAG TTGCCAAGGG 31680 

AGAAGTAGTT GTAATTGATG AAAATTTTGG AGTTAGAATT AC TG AGAT AA. TTAAAACTAA 317 40 
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AAATGAATAA TAAATTTTTA TTTTTAGTTT TTTTATCGTT TTTTAATTTT TTTACATATG 318 00 

CTAATTCACA AGAGCAGGTA AATTCAGCAT CTACCGATTT AGAAAATGAA TCTAGCTTGC 318 60 

CAATCTTTGA AGAGGATAAG GCAAATTTTG TTAACAATGA TAGTACTCAG CCAGTTTCTA 319 2 0 

TTTTCAATAT TTCGGATTTG CTTAAGATAG TTTTATTTTT ACTTATTGCT TTTTTTATCT 319 8 0 

TTTTCTTATT AAAGAAGTTA ATTTTTTATT CAAAAAAAAG CAAATATGAA CAAAATTCTA 3 2 040 

ATTTAATTAA GGAGCTTGTT TTTTACGAGA TAGATGTTAA AAACTCAATA AGAATGATAA 3 210 0 

AC AT AT TAG A CAATGTTTAT ATATTTTTAG TTTCTAGTAA TTCTTTTACT TTACTCAAAG 3 2160 

AGATTAAGTC GGAAGAAGAG CTGGAAGATT TAAAACTTAG GCTTAGCAAA ATTAATGATT 3 2220 

CTGCCAAGAA AGATTCTTTT CAGTCAATCT TTAAGAAAAT GTTGCTCAAA AAAGAAGAGA 3 22 80 

TTCCTTCTTC TGGGAATGAT TATGTTAAAC TTGAGGAGAA AATTGAGGCC TCACTTAAGG 32340 

ATAAACAAGA TAGATTAAAA AAATTTTAGA GGGTTTATTT TGAGAAAGTG TTTTAATTTT 32 40 0 

TTTTTATTTT TTAGTGTAAC AAGTTTATCT TTTGCTCAAA CAAAATCTTT GCAGACTACT 3 2 460 

AATGGTCTTA ATTTCCCGTT TTTAAATTTT GACAGTATTG GTGGTTCAGA GATAGCTTTT 32 520 

TCTTTGCAGC TTTTGATTCT ATTAACCATT ATTACCCTTT CTCCAGCTTT TTTAGTTTTA 3 2 580 

ATGACTTCGT TTTTGCGAAT ATCTATAGTT TTGGATTTTA TTAGGCGTGC TTTATCTCTT 3 2 640 

CAACAATCTC CTCCTACTCA GATAGTAATG GGATTGGCTT TATTTTTAAC CATTTTTACT 3 2700 

ATGTGGCCAA CTTTTAATTC TATATATGAA CAAGCTTATT TGCCCCTTAA AGAGTCAAAA 3 27 60 

ATAAATTTTA ATGAATTTTA TAACAAAGGA ATTGCTCCTC TTAGAATTTT TATGTATAAG 3 2 820 

CAGATGTCTG ATGGGCGTCA TGAAGAGATT AGATTATTTA TGAGTATGAG TAATTATGAT 32 880 

CGACCAAAAA ATTTTAGCGA AGTGCCAACG CATGTTTTAA TTGCAGCCTT TATTTTACAT 32940 

GAGCTTAAAG TGGCTTTCAA GATGGGAATT TTAATATTTT TGCCTTTTAT AGTTTTAGAT 3 3 000 

ATTATTGTTG CTTCTGTTTT AATGGCTATG GGTATGATAA TGTTGCCCCC TGTGATGATA 33 0 60 

TCTTTGCCTT TTAAGCTTAT TCTTTTTGTA ATGGTAGATG GTTGGACTTT AATTACTAGT 3 312 0 

GGTCTTATTA AAAGTTTTAT GTAAGGTTAT ATATGACTGC AGGACACATT CTTTATTTAA 33180 

TTAGAATTTC TATTGAAAAC ATTATTATTT TATCAGCCCC AATGTTGATT ATAGCTCTTA 3 32 40 

TAGTTGGTCT TTTGATTTCA ATTTTTCAAG CCATTACTTC AATTCAAGAT CAAACTTTGA 3 33 00 

GTTTTATTCC AAAGATTATT GTTATACTTT TAGTTATTGT GATTTTTGGT CCTTGGATTT 3 33 60 

TGAATAAGCT TATGCAGTTT ACCTATATGA TTTTTAGTCA ATTGC AAAAT ■ GTTTAATTTA 3 3 420 

TGACTAATTG TACTATTGGG ATGAAATTTT GAATTTAAAT TTTTTGGTTT T AAAAT C TT T 33 430 
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TACAArTTTA CCTGTGTTGG TTAGAATTTT TATGTTTTTA AAATTTTCTC CATTTTTTTC 3 3 540 

AJiCAA-TAAAA ATTGGATATT TTAATTTTTT CTTTTCTTTG ATTCTCTCCG TAATTGTTGT 3 3 600 

TGAAA-AGATT AAAATTATTT ATCCTTTAGA' CAATATGCTT TCTTTTGCGT TAATTTTATT 3 3 660 

AGGAGAAGCT ATTTTAGGTC TTATTCAGGC ATTTTTTGTT AATATAATTT TTAATGTTTT 3 3 720 

CCArivGGTT GGATTTTTCT TTTCTAATCA AATTGGGCTT GCTTATGCAA ATATTTTTGA 3 3780 

CGTTTvTTCA GAAGAAGATA GCATGATTAT TTCACAAATT TTTGCTTATT TGTTTTTGCT 3 3 840 

■ TTTGTCCTTA TCAAGCGATT TTTTACTTCG TTTTTTTGTG ATTGGCATAC ATGATTCTGT 3 3 900 

TTTGAACATT AGGGTTGAAC ATTTGGTCAA TATGAGAAAT TCAGGATTTG TCAAGCTTTT 3 3 960 

GCTTATGTCT TTTGGATTTC TTTTTGAAAA AGCTTTATTA ATTTCGTTTC CAATATTGTC 3 40 2"0 

TTTGCTTTTA CTTTTTTATC TAGTATTGGG AATACTTTCA AAGTCATCGC CTCAAATTAA 3 4080 

TTTATTAATA ATTAGCTTTT GAACCTCGCT ATTTTTAGGG TTGTTAATTT TAT AT AT T GG 3 414 0 

ATTTCCAAGC TTAGCAATAT CTTCAAAAAG AGTGATTGAA CTTTCACTAG ATTCTCTTGC 3 4200 

TA.GT T TTTT A AAATTGTTTT CTAGAGTTTT AAAATAATGA TAAAAGATGA ATTTTTGATT 3 4260 

AAAAGTTGGT ATATTCCCCT TGATTTTTTT TCCGCAGATG ATGAGGGAAG AACCGAATTA 3 4320 

CCTACTGACC AG AAAAAG C A AAAAGCAAGA GAAGAAGGCC GGGTATTAAA GTCTACTGAA 3 4330 

, ATTAATACTG CCGTTAGTCT TTTGTTGTTA TTTGCATTGT TTTTTTTCAT GCTTTCTTAT 34440 

■TTTGCTTTAG ATTTAATAGC TGTTTTTAAA GAGCAGGCCA TCAAGCTTCC TGAAGTTATG 3450 0 

CGTATGAGTG T T TAT AC TA T GGGTTTTGCA TATATTAGAT CTATCATGGG GTATGTCGTT 3 4560 

TTGTTTTTTT TCGCATCTTT AGCTGTTAAT TTTTTTGTTA ATATTATTCA AGTAGGCTTT 3 4620 

TTTATTACTT TTAAATCTTT GGAGCCAAGG TGGGATAAAA TTAGTTTTAA TTTTTCCAGA 34630 

TGGGC AAAAA ATTCTTTTTT TTCAGCAGGG GCTTTTTTCA ATTTGTTTAA AAGTTTGTTA 3 4740 

AAAGTTGTTA TAATATGCTT GATATATTAT TTTATTATAG AAAACAATAT AGGCAAAATT 3 4800 

TCTAAGCTTT CGGAGTATAG ACTTCAATCT GGAATTTCTA TTGTGTTAGT GATTGCCTAT 3 48 60 

AAGATATGTT TTTTTTCAGT AATGTTTTTG GCAATTGTAG GGGTGTTTGA TTATTTGTTT '3 492 0 

CAAAGATCTC AGTACATTGA GAGTTTGAAA ATGACAAAAG AAGAGGTAAA GCAGGAAAGA 3 4980 

■AAGGAAATGG AAGGTGATCC TTTACTTCGA TCTAGAATAA AAGAGAGAAT GAGGGTTATT 3 5 040 

TTAAGTACCA ATTTAAGAGT AGCTATTCCT CAAGCAGATG TAGTAATTAC AAATCCAGAA 3 5100 

CATTTTGCAG TTGCTATTAA ATGGGATAGC GAAACAATGT TAGCTCCAAA GGTGC TTGC A 3 5160 

AAAGG TC AAG ATGAAATAGC TCTCACAATT AAAAAAATTG CAAGAGAAAA TAATGTTCCT 3 5220 

TTAATGGAAA ATAAGCTCCT TGCAAGAGCT CTTTATGCTA ATGTTAAGGT TAATGAAGAG 3 5280 
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ATTCCAAGAG AATATTGGGA GATTGTTTCA AAAATTCTTG TGAGAGTATA TTCTATTACT 3 53 40 

AAAAAGTTTA ATTAGAGGTT CTATTGTTGG ATGCTAGAAA AAATTCTATA TTAGGGTATT 3 540 0 

TGGGGCTTAA TAATAAGTCT GATTTAATAA TTTCGGTCGG TTTGATATTT GTTGTTGCCG 3 5460 

GTTTTATTTT GCCTCTTCCT GCAGTTATTT TGGATGTTTT GATTACGGTT AATTTAGTAA 3 5 520 

TAAGTCTTTT AATTATTTTA ATTGTTCTTT ATTCTAAGAG ATCTCTAGAT TTCTCTGTTT 3 5530 

TTCCCACATT ACTGCTTGTG ATGACTATTT TTGGACTCGT TCTTAATATT TCTTCTACTA 3 5 640 

GGTTAATTTT AACCAAAGGT ATAAATTTTG ATGGGCAAAT GATAAGAACA TTTGGGACAT 3 5700 

TTGTTGTGGG TAGTTCTGGA ATTCAAGGAC TTGTTATTGG ATTTATAATA TTTATAATAA 3 5760 

TCATTGCTGT TCAATTTATT GTAATTACCA AGGGAGCAAC AAGGGTAGCT GAAGTTGCAG 3 5 820 

CTCGGTTTGC TCTTGATGCA CTTCCTGGCA AGCAAATGGC GATTGATTCT GCCTACAGTT 3 588 0 

CTGGAAATTT GACAGAAGAA GAGGCTACAA GGCAAAAAAA CGATTTACAA TCAGAAGTCA 3 5 940 

ATTTTTATGG TGCAATGGAC GGAGCTTCTA AATTTGTATC AGGAAACGTT AAGGTTGGAT 3 6000 

TTTTAATAAC TCTTATAAAT ATTCTTGGTG GTTTGTTAGT GGGAATAACT TTGCAAGGTC 3 6060 

TTAACTTTAA CGAAGCTCTT AACAATTATG TTTCATTGAC AGTTGGTGAT GGGCTTGTGT 3 612 0 

CTCAATTGCC ATCTCTTTTA ATTTCAACGT CTACAGGCTT GATTGTT AC T AGGTCGATTT 36180 

CAAAAAATAG TTTTGGCGGC GAGATTTTTG ATCAATTCAC AAATCATTTA GGCATTTATT 3 6240 

GGATTGTTTC CGGGTTTTTG CTTTTTTTAG CTTTTCTTCC GGGATTTCCA ACCCTAATTC 3 6300 

TTATGTTTTT AAGTTTGTCA ATTGCATTTT TGGCTTATTC TCTTTCAGGA ATAAGACAAA 363 60 

AAGAAGAAAT AGATAAAAAA ATGAAACTTG AAGAAGAGCA GGC GTCAATT TAT TC AG AC A 3 642 0 

AAGATGTTTC TCCTGTTGTT CCGCTTGATC CATTAGCTCT TGAGATTGGA TATAATCTTG 3 6 480 

TTCCAATAGT TGATGATACA AAAACTTCTG AGCTGCTTGA TCGTATTGTT AAGATAAGGC 3 65 40 

r 

GTGAGATTGC ATTTGAATTT GGAATAGTTG TGCCCAAGAT TAGAATAGTT GATAATATGC 3 6 600 

GACTTGAGCC CAATGCTTAT TCTTTTAAAC TAAGAGGAGT TGAAGTTGGG CGAGGCGAGA 36 6 60 

TTAAGCTTGG CAAATTTTTA GTGATAAATG TTGGAATTGA TTC TGGAAT A GATGGAGATC 3 6720 

TTGTTAAAGA TCCTTCATTT GGACTTCCTT CTCTTTGGGT AAATGATGAT GGGC GAG AAA 3 67 80 

CTGCTGAAAA ATTAGGATAT ACTGTTGTAG ATCCTCCTTC AATTATTGCT ACTCATATGA 3 63 40 

CAGAACTTAT TAAAAGACAT TCTTATGAAA TTTTGACTCG TCAAGATGTT CAAAATACTC 3 6900 

TTGATGTTTT TAAAAAAGAT TACGGAGCTA TTGTTGAAGA GGTTCTT.AAG ' AATTTTTCGG 3 6960 

TT GGC GAG AT TCAAAGGGTT ' TTACAAGGTC TTTTAAAAGA GCAGGTTTCA ATTCGCAATT 3 7 020 
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TAGTTACAAT TTTTGAAACA ATTGCAGATT TCACAAGTAT TACTAAGGAT ATATTTTTCT 37 0 80 

TGATTGAGAA ATGTAGGCAA TCGGTTGGAA GGCAAATAAC TAGTGGATAT TTAGATTTAA 3714 0 

ATTCTGAGCT TAATGTAATA ACTTTAAACC C C AGTTTTG A GCAAATGATA ATTGATTCTC 37200 

GTGTAGAATC C AAT C AT GAT CTTATAAGTT CAATTGATCC TAATTTAAAA ACTAAATTTA 3 72 60 

TTTATGAACT TTTCAAAATT GTAAACGAAG TTCAAGCAGA AGGTTTTTAT CCAGTTGTTC 3 7320 

TCTCAAGCGA ATCGTCAAGA CCTATAATAA AAGTGATAAC AAGTAGAGAG ATTCCAGATC 3 7380 

TTGTTGTTAT GTCTGTTTTA GAGGTTCCCC AAAATATTAA AGTTAATGTT CTTAAAACAG 3 744 0 

TAGAGGTTGA AGAATAATAT ATGGTTCAAT ATTTTACAGA AAAAGGTCCA ACTTATAATG 37500 

AAGTCATAGA AATAATTAAG AAAAAATATG GTAAGAATGC TAGGGTTATG AC T T AT AAAA 37560 

CCGTTCCCCA TGGGGGGATT TTAGGTTTAT T TAG C AAAGA TTGGGTTGAA GTTTCAGGTT 3 7 620 

ATGTTAGATA TGACATTGGT AATCAACAAA TTAATGTTGA AGATGAAAAG CGAAAGATTC 3 7 630 

TTCAAAGTAT TAAAAGAGAA GAAAATTCTT CAATTGAAGA TGTGC TT AAA GAAGTTAAGT 3 7740 

CTCTTAAAAC AGAACTTGCT C AT AAAAAAG AAAATATTAA TCATCCAACA ATT AC AAAAA 3 730 0 

TTGAAGACAT TTTAAGAGAA AATGATTTTT CTGAAAATTA TATTAAAGAC ATTAATGAGT 3 7S60 

TTATTAAGAG AGAATTTAGT TTGTCAGATC TTGATGATTA TGAAAGGGTT AGAGAGGATG 3 7 920 

TTGTTTTATA TATTGCAAAG ACAATTAAAT GTTCAGGATC TATTATTGAT AATCTTAAGA 3 7 980 

AAAGGGTTTT TATTTTAGTT GGTCCAACAG .GTGTTGGAAA AACTACCACA ATTGCAAAAC 3 8 040 

TTGCAGCAAT TTATGGTATT AATGGAGAAT CTAAGAGTTT AAATATTAAA ATTATTACTA 3 810 0 

TTGATAATTA TCGTATTGGA GtTAAAAAAC AAATACAAAC TTATGGTGAT ATTATGGGTA 3 8160 

TTCCGGTTAG AGCAATTGAG TCTTTTAAAG ATTTAAAAGA TGAAATTACT GATTCAAAGG 3 32 20 

ATTTCGATCT TATACTTGTT GATACAATTG GTAAAAGTCC CAAAGATTTC ATGAAGCTTG 3 8280 

C T GAG AT G AA GGAGCTTCTT AATGC TTGTG GAAGGGATGC TGAATTTCAT TTGGCTGTCA 3 83 40 

GCTCTACCAC AAAAAC AT C A GATGTCAAAG AAATATTTCA CCAATTTTCT CCTTTTAATT 3 8400 

AT AAAAC TGT GATTTTTACC AAAGTGGATG AAACCACTTG TGTTGGAAAT TTGATAAGTT 3 34 60 

TGATTTATGA AATGAAGAAG GTAGTTTCTT ATGTTACGGA TGGGCAAATT GTTCCTCATA 3 3 520 

ATATCAGCGT TGCAGAACCA CTTACTTTTA TTAGAAGAAT AAATGGCTAC AGAATAAGCG 3 3580 

ATGATGCAGA GTTTATTAAG AAGATAAAAA GTAAATCTTA TTATTAAGGA AAGTTATAAT 3 8540 

GGAAGATCAA GCTCAAAGTT TAAGAGATAT GATGAGATTA AATGGTAAAT TTAATTTTTC 3 8700 

AGTTGAT GAG AAAGTTCAAA ACAGCAAAAC AAGATTTATT GCTGTTAGTA GTGGCAAAGG 3 37 60 

CGGTGTTGGT AAAAGT AAT A TTGCAATTGG ACTTGCTCTT AAATATTCTG AGCTTGGTAA 3 8 320 
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AAAGGTGTTA ATACTTGATG CTGATATTGG AATGGCTAAT GTTAATATTT TGCTTGGAGT 3 8880 

TATTCCCAAG TATAGTATAT ATCATATGAT TGCTCAAAGT CGTGACATCA GAGAAGTAAT 3 8 940 

AACAAAGACC GAGTACAATA TTGATCTTTT GGCCGGTGCT TCTGGTACAA TGGAGCTTTT 3 9000 

AGATCTCTCT GATGTTGATG TTAATAAATT TATAAAAGAA TTATTAAAAA TATATGAATA 3 9060 

TGATATAGTT GTAATAGATA CTAGTGCCGG AATTTCAAGA CAAGTTATTT CATTTTTGCT 3 912 0 

TTCTAGTGAC GATGTTGTTA TTGTTACTAC TCCAGAACCC ACTTCGATTA CTGATGCTTA 3 918 0 

TGGAATAATT AAGGTTTTGT CTTATAAGAT GGAGAATTTG AAAAATTTAA GGCTTATTGT 3 9240 

TAATAGAGTA GCTAATGTTA GCGAGGCCAA GGGAGTTGCT AAAAAGG TT A TAGATATTTC 3 9300 

AGGGCAATTT TTAAATTTAA AT AT T GAT T A TTTGGGTCAT ATTTATGAGG ATCAAAATAT 3 9360 

TAGAAGTTCT GTTTTTAAGC AAAAACCTTT TGTTTTGGTA AATCCAAATA GC AAAGC TAG 3 942 0 

CTATTGTCTT GATTCTATTG TTGCCACCCT TGAGGAGGTT TCTCTAGATA ATAGAAAAAG 3 9480 

AAGAGGGGTT ATAGGTTTTA TATTAAGATT TTTTGGTGTG GAATAAGACA TTATGTTTAT 3 95 40 

AAGCAGGGAA TTGAAGTATA TTTTATTAAC TAGTGTGTCA GCACTGTTTA TTTCAGCAGT 3 9 600 

TTTAGGATTG TTTTGTGGTT TATCATTTTT TACAATCTTA GTGAGATCTT TATTGCAGTT 3 9 660 

TGTATTTTTT TTTGTTATTG GACTTTTAAT TGAATATATC TTTAAGAAAT ATTTGTCGAA 3 9720 

TCTTTTTTCA ACGGAATTGT CTGGCAATAT GGAAAATAAA CCTCAAGATG ATAAGAAGAG 3 9780 

TGATAAAGAT TTTAAAGAGA ATCTTGATTT TCAAAATAAA AATTCTCTTT ATGAGAATTC 3 9 840 

TCAAAATATC AGTAGTAGTG GTGATTTTAT AGAAGAGGTT AAAAAGTATA AATTTGAGAC 3 9 900 

GGAAG AC GTG AGTAGAGGGA GTGACAAAAA TAAAAAAATG TCATTTATTG AAGATAATGA 3 9960 

TCCAAAAGTT GTTGCAGATG CTATTAAAAC TTTAATGAGC AAGAAGGAAT AAATATGGAT 40 02 0 

G AC AGGGC T A TAAATTTTTC TGAACTTTGT GATAAGATGC GATCTTACTT AGAAAGAGAA 4 008 0 

AGTCATGTTG ATTTAATGGA AATAGAAGCA GATACTCTTG AAGAGGCCTT AAATGATGCT 4 0140 

TCTTTGGAGC TCTCGGTACC TTATAAAGAA TTAGACTATG AGATTTTGTT AAAAGGTAGT 402 00 

AATGGTATAT TGGGATATGG GAAGAAAAAA TGGAAAATAG TTGCCTATAG GAATTCTTCT 402 60 

AGCAAGC C T A AAGTGTCTCT TGATTCAAAA AATGATTCAG GTGAAAAAGA AGTTATTTCA 40 3 20 

TCAGATGGTG AATTTTTTAT CAGGAAATCT TCAAAAGGTG TATTTCTAAA GGTTATCTCA 40 3 80 

C C AAAAGG AC AAGGAATTCC TATTAAGTAT CAAGATGTTA TTTTTAAATT AGAATTGCAT 4 0440 

AGCAATATTG AAAATTTCAA TAAAGACATT GTGAAAGGTA TAGTTGAGAA - TGCTAGTGGA 405 00 

TATTATGAAA AAATTGCTGA TTTTGAATCT GATCCTTCTG AAAATGTTAC AATGATGGTT 40 5 60 
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CAAATATCAG AAAATTCAAT GTCGGTTACC ATTGAATTTA CTGCGCCTGG AATTAATGGA 40 620 

GCTGAAATTT TTGCACAAGA TATTTTCAAT ATTCTTAGAA AATATGGAGT AATAGATATT 40 680 

GCAATACTTA AGGATAAAGT AGCAAAATTT GTGGATTATC CTGTTTATGG CGAGCCTGTT 40740 

GAACTTGCAA GGGGTCTAGA GCCAGTAAAG GGTAAGGATT CTTATATTGA TTTTATTGTT 40 8 00 

GATGAAAATA ATAGGTTTGG TGAGTATGAG GTTTCAAGCA TAGGATTTAG AAATGTAATT 40 3 60 

GAAGGCGAGG AGTTGGCCAG AATTATTCCT TTTGGCAAAG GTGTAGATGG TTATACCGTT 409 2 0 

TTTGGTAAAG TGTTAAAATC AGAGAGTGGG CAGGATATTG ATTTTATTTT GGGC GAGAAT 40 98 0 

ACTTTTAGAG ATGGTTATAA AATTCGGGCA AAATGCAATG GGTATATGTC TGTTTCAGAT 41040 

GGTGTAATAT CTGTTCATAA TATTTATTTA GTCAAAGGTG ATGTTGG AC C TGCTACTGGA 4110 0 

GATATAGTAA ATAATGGAAT GGTTCTTGTG CAGGGCAATG TTTTAGATGG AT AC AAT AT T 4116 0 

ATGGCCAAAA GTGGAATAGA AGTGAAAGGA TTAGTGGGTC GGTGCAATTT AAAAACGGAT 412 2 0 

GGGTCTATTA TTTTTCATAG CGGTGTAAAT GGTAAGGGTG ATTCTAAAAT TTATGCACGG 412 8 0 

GGTAATGTTA GGGCTAAGTT TTTAGAAAAT GTCACCTTAA ATTGTGGTGG GGAAGTTGAA 413 4 0 

GTTTTAAGGG GTATTGTTAA TTCTTCAGTT TCTTCTAAAA AGAGAGTTCT TTGTATTGGT 4140 0 

AAAAAATCAA AAATAGTTGG TTCTAATGTT TGTGCAAAAG AAGAGGTTAG GGCTTATTCT 41460 

ATAGGCTCTG ATAGAAGTTG TGAAACCTGT ATTGATGTTG GCTATGATCC TGAAATTAAA 4152 0 

GATTTACTAA CTAGGTTTAC TAGTCATCTT GAAAAGATTG AAAAGCGATT AGAAGTTTTA 415 8 0 

AC T AAA GAT A TTGTTGCTTT AAAAAAGAAT ATTGTGCTCA TTACAGATAA GGCAGAAAAA 41640 

TCCTTAAAGA TTGATAGTTA CAATGAATTT GTTAATGAGA GTAAAATTCT TAGAATGGAA 41700 

ATAAAAATGA TAGAGGCTAA GCGAATTAAT TTGCAAAATG AGCTTGAAAA TACTAAGATA 417 60 

GAGGGTAAAG TTTCTGTTGA AAATATAGCT TGTTCAGGCG TTAAGCTTTA TATTAAGAAT 41320 

GCTTTCTATG AGCTTTCAAA AGATTATAAC AACGTTACTT TTATAGAGGA T G A T AAT TAT 41880 

ATTAAAGTTA TGACCTATAT TCCTTTTAAG TCTAGGTGAA TAATTTTTAA TATAAGGATT 4194Q 

TGTATATGGA TACATTTGAA GTTTTTAAAA TGTCTGTTGT TGGATCTTTT AAAGC T AGAC 42 000 

-AATTTTTAAG TGAAAGTGAA AAGCACAAAA GATTAAAAAT TAATCAAAAT GCTAGATTTA 42 060 

GATTTTTAAG AGATTGTCAT ACTGATTCTG AGGTTGGCAA TGTAJTGTGTA GTTAATAAAG 4 212 0 

TAGGGGATAA TTATTTGCTT TCGTTTCCAG TTAAAAAAAA TAAAAATGAA GAGAAGGTGA 42180 

TGCTTAGTTT ATATCCTGAT AAATTTGAAG ATCCTAAAAT TGGTAAAAAT GTTAATATTA 4 22 40 

AG AG AT AAAA TGTTTTAGGG TTTTTATATG TTfTATTGTTT TTTATCTTAT TTTAATTATA ■ 423 00 

TTTATTTTTA TATATTTTCA TGTGTATATT AATTTGAAAA TAAAATCTAA TAGCATACTT 42 3 60 













j g3 .y; ^ \\ ;g 










762 








AGAAAGTTTA 


AAAGTGAGGT 


AG AT AAAAC A 


AT TAT TG AAA 


TTAATCAGGC 


TACGGATAGA 
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AATATAAATA 


TTATTGAAAT 


AAAAATTGAA 


AGTTTAAATA 
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AGAGGTTGAT 


42 48 0 
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AAATTCTTGA 
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ATGAACAAGG 
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CTAAAAAGTT 


TAAGTTAGAT 
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TTAGGTGAGG 
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TATTTCAATA 


CATAGGGGAG 


GTGTTCATGA 


AAAAATGGAT 


4278 0 


AGGTATTGAT 


CTTGGAACCA 


CAAATACTGT 


TGCATCGTAT 


TTTGATGTTA 


GTTCTAAGAT 


42 340 


AATATTAAAT 


GAAAGGGGTG 


AGCGAATAAC 


CCCTTCTATT 


GTTTCTTTCT 


CAGATAAGGA 


42 90 0 


TGTTCTTGTT 


GGAAGTGCCG 


CTAAAAATCA 


AATATTAGTT 


AATCCTCAAA 


AAACATTTTA 


42 9 6 0 


TAATTTTAAG 


AC C AAT AT AG 


GCTCTAATAA 


TTTTTATAAA 


GTAGATGGTG 


AATTTTATAA 




AGCAGAATAT 


ATTTCAGCAC 


ATTTGCTCGC 


TAGTGTTAAA 


AGGAACGCTG 


AAAAATTTTT 


- 43 08 0 


AGATGAAGAG 


ATTGAAAATG 


CTGTAATAAC 


AGTCCCTGCC 


TATTTTTCTG 


AGATTCAAAG 


4 3140 


AAGATGTGTT 


GTTGAGGCTG 


CAAATTTTGC 


TGGTTTGAAT 


TGTAAGGCCA 


TACTTAATGA 


4 3 Z V U 


ACCAACCGCA 


GCTGCTATTG 


CTTATGCCTT 


TGAAAGACAG 


ATTGATGGAA 


TTTTTCTTAT 


43 2 o U 


TTATGATCTT 


GGGGGTGGAA 


CTTTTGATGT 


AACTCTTATG 


GAAAAACAAG 


GCGACACCTA 


43320 


TACTGTTCTT 


TCGGTCAAAG 


GGCAAAGTCG 


ACTTGGAGGT 


AATGACTTTA 


ATAAAATCAT 


43380 


TGAAAAGTAT 


GTTTTAGATA 


GTTTTAAAAA 


TAAATATCCT 


GATTTTAATC 


TAGAAGATAT 


4 3 4 4 U 


TTTTCTTCTA 


GAACAGTTAA 


GAGAGC GAAT 


TGAAGAGGGT 


AAAAAAAATT 


TATCTGTTAT 


43500 


GGAAGAGGTC 


G AC AT T AC TT 


TGCTTTTTCT 


TGATGGCAAG 


CATTTGAATT 


ATAATCTTAA 


43 5 60 


AAGGGATGAA 


TTTAATTCAJ^ 


TGATAAGTGA 


ATATATTGAC 


AAAAC TATTC 


AGTTATCTAT 


43 62 0 


GGAATGTATT 


GCTGATTCTG 


GGGTTGATAT 


TAGTAGTGTT 


TCAAAAATCA 


TACTTTCTGG 


43 6 80 


TGGTTCAACA 


AGGATCCCCT 


TGATTGAAAA 


AGTTTTAAAG 


GAATCCTTTC 


CTTCTGCTAC 
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AATTTTAGAT 


GCTTTAAATC 


AAGATGAAGT 


TGTAGCTATT 


GGCGCAGGTA 


TTCATGCTTT 
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TAGTCTTTCT 


AGAAATGATT 


CTGTTATTAA 


GTTTAAGGAT 


GTAACTCCTT 


ATTCTCTTGG 


43 o o U 


' ACTTGAGATA 


AAGGATAATG 


AATTTTTTAC 


TCTAATAAAG 


. AGAAATACTG 


CTTTGCCAAT 


43 92 0 


TTCTAGAAGC 


AAACTATTTA 


C G AC T AC T AA 


TGATTATCAA 


GATGAAATTG 


AGATTC AC AT 


43 980 


ACTTCAAGGT 


GAATACAAAA 


AAGCCTCTTT 


AAATTATTCT 


ATAGGTAGGT 


TTTCCTTTGG 


44040 


CAATATTCAA 


AAAGCTTTAA 


AAGGAATTCC 


CAAAATTGAG 


GTACTTTTTA 


CTTTAAATGA 


44100 
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AAGTGGTATT TTGAGTGTTA ATGCTAAAGA TTTAGAGACC AATTCTTCTA ATTTTATTGA 44160 

AATAAAAATT ACAAGTTCAT CTGATAATGT AGCAAAAGAA AGTCTTTCAA ACACTTTTAC 4 4220 

AAGT AT T ATT GATTAAAAAC TCAAAGAAAC AAAG AT AT T T TTTAAAAGTA ATAAATTATT 442 80 

TTTCCCAATA TATTATCAAT TTTTATAAAT CCGTAATCTC TTGAGTCTAA TGAGATCTGT 443 40 

TTGTTTTCTC CTATAACTAA ATAGTGGTCT TCAGGAATTT TTTTAGTATT TTTTTTTAAA 444 00 

ATATTTTCAT CTATTTTAAA GTTTAAATCA TGTATGCATA TTGTATTTTT TTCTATTTGT 444 6 0 

TTAAATTTTT CTC CTGGAAT TGCAAAAATT TTTTTAATGG CAATTTTGTT TGTTATGGGA 445 2 0 ( 

TCTTTAATAA GCACCATTTC ATTTTTTTGG GGGGTTTTCC ATAATAAAAG GTATTTTTGG 445 8 0 

TGCTTTTTAA TCCTAAGTCC ATATGCAAAC TTGTGATTTA CAATCCAATT TTTTTCAAAT 44 6 40 

ATTGCTGGGG TCATTGATTC GCCTTTTACT ATGTAAAATG ATAAGAATAA CTTTATTAAG 447 00 

GTTATTAAAA ATAAGCAAGC GGCTAAAATC GACGCTAGTT CATATTTGTG AGCTTTAAAT 44760 

ATTCTCATAA CTTTTAAACG ATGCTTTCAT TCAAATGCAA TTTTCTATTG TATAATGAAA 44 82 0 

TAGCATGTTA TGATTATACC AAAAAAAAAG CAAAGGGTAG AAAAACGTAA AAAAAATTTT 44880 

TTATTCAATA G C AAAAAG AG TGTTAATTTT GAATTAAAAG ATTTTGCAAA TATTTCTAAT 44 9 40 

ATTGGTAAAA GAAGAAAAAA AGTTTTTAAG ATTAAGAACT TCTTTAAAAA AAAAATCAAT 45 0 00 

TTTTTTAAAA AAGTTTCTTT ATTTTTCTAT AAGCTTAAAA TACAAAATAT TAATCATTAT 45 0 60 

GAATATAAAT ATTATTACAA GAGCTTGAGA GATAAAGTTT TTGATATCTT TAGTGTAAGA 4512 0 

TTCGATTATA AACTTGTTTT TAAGCTTAAT GCAATAATCT TTATTTTTAT ATTAACATTT 45180 

TATATTAACA TTTTTTCTTA TTATGGCTCG TATGTTTTTT TAAATAGGCT TTCTTTGCCC 45 2 40 

AAAGATTATT TTATTGATAC ATTTTTATAT TATAGTGATC AAGATATAGC TCAAATTAGT 45 3 00 

AGTTATTTAC CTGAATCCAA TGTTTCTGCA AATGTTCCTG GATTTAAAAA AAATTTTGTA 45 3 60 

TTAAAGGTAT TTGATCATAA AATTAAGCCT GGAGAAACGC TTTCGCATGT TGC AGC TAG A 4542 0 
TATCAAATAA CCAGTGAAAC TTTAATTTCT TTTAATGAAA TTAAAGATGT AAGAAATATT ^ 4 5 480 

AAGCCAAATT CAGTTATTAA AGTTCCCAAT ATGAAAGGAA TTGTTTATAT TGTTAAAAAA 4 5540 

AATGACTCTA TCTCATCTAT AGCTAGTGCT TATAATGTTC CCAAGGTTGA TATTTTAGAT 45 60 0 

TCTAATAATC TTGATAATGA AGTTTTATTT TTAGGGCAAA AGTTGTTTAT TCCTGGGGGA 45 660 

AGATTGCCCA AAGATTTTTT AAAAGAGGTA TTAGGGGAGA CTTTTATTTA TCCTGTGCAG 457 2 0 

GGTGTTATTA CTTCGGGGTA TGGCTATCGA CCAGATCCGT TTACAGGAGT TATTAGTTTT 45 7 80 

CACAATGGAA TAGATATTGC AAATTTAGCT AATACGCCTA TTAAAGCCTC AAGAGAAGGT 45 84 0 

GTTGTTGTAA CTGCAGGATT TAATGCGGGA GGGTATGGAA AATATATTGT CATTTCTCAC 45 9 00 
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AGCAACGGAT TCCAAACTTT ATATGCACAT TTGAATTCTT TTGCCGTTAA GGTTGGAAAA 45 960 

AAAGTTTCAA GGGGAGCGGT AATAGGTTAT ATGGGAAGCA CTGGCTATAG TACGGGCAAT 4602 0 

CATTTGCATT TT AC CAT TT T TAAAAATGGT AAAACTGAAA ATCCTATGAA ATATTTAAGA 4 60 80 

TAATGTTTTT CATGTGTATT TGGATATGTT AATTTTTTTA AGTATTTGAG CTAGTTTTTT 4 6140 

TCCTTCTACT AGATCAATAA GTCTTCCTTC AATCATTTGT TTAGCCTTTA AAGAGAATTT 4 62 00 

TGATGGAGCA ATACAGAGTC CTTTTATTTT ATTTTCTTTT ATTTTTGAAA TGAAATCTTT 4 62 60 

TAAGAATAAT TCACCAAAAG TATCTTGTTC AGTTCTTACA AAACGCACTA TTAAATTTTC 46320 

TTCCCACTGA TTGTTAGCTA AGTGAAAGTT TATGTCAATA AATTGTGTTG TTACTTCATT 463 8 0 

TATTTTAGAA TCTCTTATTT GAAATTTATT TAAATATAGT TTTAAAATAA TTTCATTTGC 4 64 40 

TATTTTTTCA AAATTTTCTT TTGAACTGCG CAAATATATT CTTAGGGCTA TGTTTTCGTT 4 6500 

TAACCTTTTG CTAAATTCCA ATTTTTCTTT AATATTTTTG TAATTTGGAT CAATCTCTTC 4 65 60 

AACTTTGGTA AAAGCTTCTG TAGCTTTTTG ATAATTTTCA ACAGAGATTT GAAGTTCTCC 4 6620 

AAGATTATAA AATAATTCAA GGAAAGTTTT TTTAGGCAAG TCGGGTTTTA CTTTTATTAT 4 6 680 

TTCTTTAATA TTTTGTTCTA ATTTTTCTAA TTCTTTATTT TTTGAATGAA TCTCAGATGT 4 67 40 

AATCAATAAA GCCTCATAAA TCATTCCATC TTTTTGTTTT ATTTTGTTGG CAATCTCTAG 4 6800 

TGCTAGATGA TCTTGATTCA TTTTTGATAA AGATTTAGCA TATGCCAAAA GAGCTTCAAT 4 6860 

GTCGCCTTGT ATATTTTTTT TTATATTGTT AAATATTATA ACAGCTTGTC TGTAGCTTTC 4 6 920 

TAG AT T AAA T AAAGTTATTC CCAGGTGTTT TAGGACATCT TTATTATTTT TATTAAAATT 4698 0 

GTGGACTTTT TTAAGATAGT ATAGAGCTTC TTTATACATT TCGTTTTTTA AGAATGCTAC 470 40 

ACCAAGATAA TAATTTGCAT CTTCATCTGT TTTTTTAATC AGAAAAGCTT TTCTTAAATA 4 710 0 

TTCTAAGGCT TCTCTGTTAA AATTTCTTTT AAGATTATAA AATCCATAAC TTAAAAAAGC 4716 0 

TTTAAATGTG TTTATTTCTT GGTTTATTGG GTTGTCTTCT ATTAATTGGC ATAATTTTTT 4722 0 

TGCATATTTT ATGCCATTTT CATGGTCTTT ATTTTTATAG TAGTAATTAT TTAAAATTTC 472 8 0 

AAGGGCACCT ATTTCGTTTG GATTTGTTTT TAATAGGGAA ATTGCTCTTT CGATTAATTT 47 3 40 

TCGCGTTCTC TCATCATCTT TTTTGATTTT CCCTATATTT TTACCTATTG TAAGTTTTAA 47 40 0 

TGCTATTTTA AAAAATAAAA A C AC TAAAAT AAATACTGTC AATGAAGAGA TTACTATAAA 47 4 60 

TAGTGACAAC ACTCGTATTG CTCCTAAATT AAAAAT ATC C CATTAATTTG CATCATCATA 47 52 0 

GTTACTTTTA ATAAAAGTTA TTTACTTAAA ATAAAAGTAA TTTGTAAGTT ■ GAATATCACA 47580 

TTATTTATAT TAT ATT AT AG TTATAATAAT AATGATAACT ATAATTAGTG CGTAAGTTTG 47 640 
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GTTTCAATAA AATTAACAAA GCAAAGAGGT TATGATTTTT GAAAGGGTTT TTAGCGATAA 4 7700 

AATTATCTAA TAATGAGTAT TATCCGGTTT T AAAT T TAG A TGATAGTTCT GTTAAGAGAA 477 6 0 

TAATATTGGG CAAGGTTGCA GGTG AT AC C A GTATTAAGTT GAATTTATAT GTTAGTGAAT 47 820 

ATGAAGATTT TTTAGATCCT TTTTTGGTTG GTTCTTTTTT CTTAGATAAT TTAAAAAAGG 47 880 

AAAGCTTGAG TGTCAATGTT TATTTTAAAG TTGTGGATGA AATACTTTAT GTTTATGGTG 47 940 

AATCTGATGG GATTCAAGAT AAATCGAAGT TTGATTTAAG CCTTGTAGAT TTTAATCAAA 4 8 000 

ATTTAAAAGG ATCTAATAGG GGTAACCCTT TGAATGATTT TAAAAGTGAC ATTGGCAGTG 48 0 60 

ATTTGTC TGT TGAAAATTTG GGTTCTGAAT TTGATTTAAA TTTTGAAGAA AAAGATGATT 4812 0 

TTGTTAAAAA AGATGTTTCT GATGTAAGTA T GC C T AC TAT TAATTCTTTA GATCTAAAAA 4818 0 

CCGAAGAAGA CCAAAAAATT G AG AC AAAT G TTTCAGATTT TGAAGATTTT GATGATAATT 48 2 40 

ATGACGATAG TCTTGTTGAT TCTAAAAAGC TTAATTTAGA AAATAAAAAA GTTGAGTATA 43 3 00 

TTGACGAGAA GTCTTTAAAT CTTAATAATT TTGAGTTTCA " AAAATTAGAA GAATCTTCTT 48 3 60 

TAGAAGAAGA AGATTTGCAT GATTTAAGCG TTGAAGACAT TATTGCAGAT ATTGATAAAG 48 42 0 

' AGTTAATAGA TACTTCAGAT GAAGATGTTG AAC TAG AT C T TAGAGAAGAT TTTGAGAATG 48480 

ATATGGTAAA AAACAATTTT AAAT T AAAT T CAAGTGAGGG AATGGTTCAT TCTCCTATGT 48 540 

TATATTTGAG TCTTATTTCT CTTTTTCTTT TG AT AT T T T T TTCTTTGTTT TTAGTTTTTT 48 6 00 

CAAAAATTTT AAAAC C TAG A GATTTTGTTT CATATTACTT TGAATATGAT AAAAATAGAA 48 6 60 

TTAAGAGATA TGAAAAAGAT CAATATGTTT AATAGAAGTT CTTGTGTATT AC AAAATT T T 487 2 0 

CTTTTTCTTT TTTTATTTTT^ AAGTTTAGTT TCTTGCTTTG CAAAAAAAGA AATCTCAGGC 48 7 80 

AATAATTTTA TTAAGGCGCA TTCAAAAGAG TTTGATTTAA ATAATTTAAA TTGGTTATGG 488 40 

AATTTTGATT ATACAAAAAA AAATTTTGAT AAGCATTTTA AC AT AGATC C AAGTTCTTAC 48 9 00 

ATATATGTTG CTTATTTATT TAAAAAAATA GGATTTGAAG AG AAAT TTGT AGAGTATATG 489 60 

AAAAAGGCCA TAGCTAATGG AGATAGCATT GCATCCCAGT TTGCTGGGAT TAAGCTTATT 4902 0 

GAATATTTTA ACTCAGCAAA AGAGTATTTT GCATCTGAAT TGATTGGAGA GAAGC TTTAT 490 80 

AAAAAATACG AAAATAATAA ATTTATTATA CTGGGGTACT TTAAAAGTCT TTATTGGCAA 49140 

AAGAAAAACG ATAAGGC AC T TAGTC TTTTA AATAAGCTTG ATAAGATGAA ATTTTCTGAT 492 00 

T ATC AGG AAA ATGAAAATAT TTTATTAAAA GCAGTTCTTT ACCTTAATCT TTCTAATGTA 4 92 60 

AGTGAGTCAA AAATTTATTT TAATGAGCTT TTTGAGAACT TACCTGCAAA TTATTTACAT 493 2 0 

GTAAGAGCTT ATGATTATTT TATTATTGAA AATAAGTCTA GGTATTTTGG TGCAAATTTT 4 9380 

TTAAATCTTG TTAGATTTAA GTATGAAGTG GCAAATGGCA ATTTTAATGG TGCAATAAAT 49440 



Li! ! y S3; o if? r- i! h 



766 

ATATTAAATA AAAATGGTTT AAATGATTAT TATGACAATA ACATTGTATT AAGTGATGTT 49500 

TATAAGGCTT TTATTAGTTC TGGCAAAGTT TCAAATGCTT TAACATTTTT TAGTAAAATA 495 60 

AAGAGCAAAT ATAAAAATTA TTATTTAGGT ATTCTAAACC T T AG AG AG AA AAATAATTTA 4'9 62 0 

GGACTTCTTC TTTTAAAAGA ATATCTTGAA GGTTTAGATC TTAACAATGA GATTAACAGG 49 680 

CTTGATTTGC TTAATACTGC TTTTAGCAAT TTAATTTTTA CTAAGAGCGC AAGGGATTAT 497 40 

TTTGCCGAAA GTTTACCCAA GTTTTATACC GAGGGCGATA AAAAAAATTC TACTTTTATT 4 9 800 

AAGATTTTAG AAGAGTATAT TTTGGAATCA ATTCAGCTTG AAGACTATGG CAATCTTTAT 498 60 

AAGCTTTATT CTAATGCTCA AAAAGTTATT TCTAATTCTG TTTTGTCTAA GCTTGCTTTT 4 9 920 

ATTAATGCAA GGC TT AT AT A TCATAAATTA ATTAAACCTA ACGTAAGCGG AGAATACAAG 4998 0 

AGTCTTTTGC ATTCTGCTGT TAATTATGAT AAATGGTCTT ATTCTTCATT TATGAGTAGG 50 040 

TACTTATTAG ATCAAAATAT TGATGAATTT TTTACAGGTG GGTC TGAT AT TAAGTATGAG 5 010 0 

CAATCCGATT ATGAGATTTT TTTGGAAGGG TTTTTAAAAT TCAATCTTTG TAATTATGTT 5 0160 

AGAGGGTTTA TTTCTGAGGA TTTTAGGAAT GGATATAAAT TTTCACTTGA TTTTTATCGA 502 2 0 

AAAGTATACG ATGAACTTTT AAAGAGTGAA AATTATTACG ATGCAACTCT TGTGATTAAT 50 28 0 

TATCTTGTAA ATCAAGATGA ATCTGCTTTA ATGGAGAATG AC T AT AAAAG ACTTTATCCT 5 0 340 

TATTTGTATG GATCTTTGAT AGAATATTGG GCTAAAAGGA GAGGGC TTGA AGCTAGTGTT 5 0 400 

GTATTTTCTT TAATAAAAGC AGAGAGTAGC TTTGAAAAAA ATGCTGTCTC AAAACCGGGT 5 0460 

GCTGTTGGCC TTATGCAGGT TATGCCATCA ACAGCAAATG AT ATTTC TAA AGAACTTAAG 5 0 520 

TATTTTAACT ATGATTTAAA GATTCCAAAA GATAATATAA TAATTGGAAC ATATTATTTA 5 0 580 

AAAAAAAGAA TATCTACAAC TGGCAGTCTT TATAAGGCTC TTGCGTCTTA TAATGGGGGT 5 0 640 

ATTGGTAATG TTAGAAAGTG GGAGAAAAGT TATGGACATT TGTCAAAAGA GCTTTTTATT 5070 0 

GAGGCAATTC CCTTTAGTCA AAC T AGGAAT TATATTAAAA AAATATTAGT TTATTCGGTA 507 60 

TTTTATGATG CTTTGTATGA AAAGAAGGGA ATAGATTCAG TAATAGTTAA AATTATGGGC 50 82 0 

-GAATTCCCCA AAAATTAATA TTGGAGCATT TAATGACAAA TATTTTAAGT GCAATTATTT 50830 

TGGGCATTAT TCAAGGCATT ACAGAGTTTT TACCAATATC TAGTTCGGGA CATTTATTGC 5 09 40 

TTTTTAGGCA TTTTATAAAT TTAAAGCTCT CAATAATATT T G AT AT T T AT TTACATCTTG 510 0 0 

CAACAGTTTT GGTGATTATT ATTTACTATC G T AAAAGG AT TTTGGAGCTT TTTTTAACTT 510 6 0 

TTATTAGATT TTCTTTAAGA AAAACTGTTA AATCTGATTT AACAAACTTA- AAATTAATAT 5112 0 

TGCTAATATT GATAAT AAC C ATTGTTACCG GAGTTGTTGG GACTTTTATT TCAAAATACG 5118 0 
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AGAGTATGTT TACATTGTCT TTCGTTTTAA TTAATTTTAT TATAACAGGG ATTTTAATCT 51240 

TGATGCTAGA ATTTAATTTT TTAAAAGTTG ATTTTAAAGG TAATATTTTG TTAGCAGGAA 513 00 

TTTTTATGGG GCTGATGCAA GGCTTGGGTG CGCTTCCAGG AATGTCTCGT TCAGGAATTA 513 60 

CGATCTTTTC GGCATCGGTT ATTGGATTTA ATAGAAAAAG TGCATTTGAA ATTTCATTTT 514 2 0 

TATCTTTAAT TCCAATAGTT TTTGGAGCGA TTTTATTAAA ACATAAAGAA TTTTATGATA 514 8 0 

■ TTTTTATGGT TTTAAATTTT TTTGAAATAA ACTTAGGAGC ATTAGTTGCT TTTGTTGTTG 51540 

GTATTTTCTC AATAAATTTC TTTTTTAAAA TGCTTAATAA CAAAAAACTG TATTATTTTT 516 0 0 

CTATATATTT ATTTGCACTT TCAATTATAG TTTGTTATTT TGTTAGAATA TGAAAGATTT 516 60 

TTATCAGTAT TTTCAATTTT TGTTTTTTTT CATGCTTTCG GTTATTTCTT TTTCTCTTTT 517 2 0 

TGTAGCATTA ACCCCTTTGA GCAATGTATT TGTATTTTTT GTTTTCAATT TACTAGGGCA 517 8 0 

AATACTTCTT AATGTTTTTT CATTTTTGTC ATTTTATTTA AT AG T A T AT C CAATTGTTAA 513 40 

TTGGTACGCC TATAAAAAAC AT AT T T T T AC TAAACGATTT ATATTTAATT GGAATTATAC 519 0 0 

CGTAATATTG TTTTTTACTT TAATATTTTT AATAAAAATT AATTCTAATG TTGAAAAATC 519 60 

TTATTTTATT AAGATATTTC TTATTAATTT TGGTATAGTA TTGGGGAATT TTTTTATTTT 52 020 

TACTCTTTTA ATTTTAGAAT TTGTTGTGTG GATTTACTTA AATTATGTCT TTTTTAAGGA 52080 

TGTTAATTTT ATTTTAGATA CTTTTAAATT TTTAGAGTTT AAGATTAAAA TTTTGTTTGA 5 214 0 

AAATATATTA AGTTATTTTC CCTTTTCAAA TTCATTGGAT GTAAAAAAAG ATATTAAAGT 522 0 0 

TTATGGAGAT TCTGTAGATG ATCTTAAAGA TTCTCAAGTT TTTGATGAAA AAAAGAATAT 522 60 

TATTAATGAT GAAGAATATC AGGCTTTATG GTCATTTAGC GCCTTTTTAA GAAACAATAA 52320 

AAAGCCTTCC AATATTAATT TAGACAAAAC TATTTTTGAA GGCTCAGATC TCAAAGAAGC 52 3 80 

AAGCTCTTTA AATAAGGATA TTTTAAATGA GAATGCTTTA AATTTAGATG AAAATGTAGA 52 440 

TGAAATTGAT GAGTCTTGTG AGTATAAATA TTTAGACAAT CTTGAGGATA ATAAGTTAGT 52 500 

TATTAGTGGA AAGGTTAAAG CCTGTGAGAT AAGAACTAAG GGCATAATTA GTCAGGTCGC 52560 

TATTTCTCAT GTTTATAACG AAAATGTAGC TTTGAATAAA AAAAATGATT CTTACGTTAT 52 62 0 

TGATATTTCA GTTTTTGACC AGAAAGAGAT TAAAAATGAT GTAGAGGATA TTGAATATGA 52 6 80 

TAAAGAAATT CAAAAGCAAT CAATGATTCT C C AGGAGAC A TTAAAAGAGT TTAATATTAA 52740 

TGCTAAATTA AT T GAT ATT A TTAAAGGCCC TGTTGTTACA ATGTATGCTG TTCGTCCAGA 52 800 
TAAGGGAATT AAGCTTTCTA AGATTACTTC TATTTCTGAT AATATTGCCT TAAGGCTTGC ' 52 860 

GGCTATTAGG GTTAGGATTA TTGCTCCAAT TCCTGGCAGA GAAGCTGTAG G AAT T G AAAT 52 920 

TCCCAATAAA AGGC GTGAGT TTATTTTAAT T T C AG AG AT A AT AG AC AGC A AGGAATTTAG 52 9 80 
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AGGTGATTTT AGAATTCCTT TTGCTCTTGG AAAGG AG AT T AGTGGCGAAA ATATTGTTTT 5 3 040 

TGACCTTGTT AATTCTCCAC ATTTATTAAT AGCTGGTGCA ACTGGGGCGG GTAAATCTGT 53100 

TTGTGTGAAT TCTTTAATTG CTTCAATTAT TTTTTCAAAA TCTCCAGATG AAGTGAAATT 53160 

AATTATGATA GATCCCAAAA TAGTTGAGCT TAAACTTTTT AATGATATTC CTCATTTATT 5 3 220 

AACTCCAGTT ATTACAGATG TAAAGAGAGC CTTAGAGGCT CTTAGATGGT GTCTTGATGA 532 30 

AATGGAAAGA AGGTATGTGC TTCTTGATAA TTTATTGGTA AGAGATATTT CTTCTTATAA 5 3 340 

TAAAAAAATA AAAG AT G AG A ATTTGAATTT AATGATTTTG CCATATCTTG TAATAATTAT 5 3 400 

TGATGAATTT GCAGATCTTA TTCTTTCTGC AAGAAAAGAT TTGGAAAATT TAATTTCTAG 5 3 460 

ACTTGCTGCA ATGGCTAGAG CTGTGGGGAT TCATTTGGTT CTTGCGACCC AAAGACCTTC 5 3 520 

TGTTGATGTT ATTACGGGCG TAATAAAAGC CAATTTTCCT TCAAGGATTT CTTTCATGGT 5 3 530 

" GGCCAGCTCT ATGGATTCGA GAATAATTCT TGGATCTTCT GGTGCTGAAA AACTTTTAGG 53 640 

■ AAAGGGGGAT ATGCTTTATA TTAGCTCTTT AAATCCTTTT CCTCAAAGAA TTCAGGGTGG 5 3700 

ATTTTTAAAG GAAAGAGAAG TTTACAGGCT TGTTGAAGAG GTTAAAAAAT TTGGTTCTCC 5 37 60 

AAATTATATT GATGATGAAA TATTTATTGA TAGTGTAAAA GAGCCAGATT TGGTTGCTCT 53 820 

TGGACCTTCT GATGAGCCAA TGTTTGATGA AGCTCTTGAG ATTGTTAAAA CCACAAGAAA 53 8 80 

AGCCTCAGCA TCTTATCTGG AAAGAAGACT GAAGATAGGT TACAACAGAG CAGCTAGAAT 5 3 940 

TATTGAAATT ATGGAAGATA TGGGATATGT AGGACCTGTT AATGGATCAA AGCCAAGAGA 5 4000 

GGTGTTAATT TAAAATAAAG AGATATCCAT TTGAACATCT CTTGTGCGAT CTATCTATTA 5 40 60 

GTTTTTTGTT TTAATTTTCT TACTTTTTTT GCCTGTTTTC TTTTAAAAGC TTTTTCCTTT 5 412 0 

TTTACACGTA TTGTGGATGG TTTTTCATAG TATTCTCTTC TTTTCCATTC GCGAATAATT 5 4180 

GCTTCTTTTT CAATCATTCT TTTAAAACGT TTCAATGCTT TTTCAAGATT TTCATTTTTG 54240 

TCCACAGTGA CTGTTACCAA AAAATCACCT CCTTTTATTC TATTCTTTTA ATATTATTTA 543 00 

TTATTTTATT TTTGTCAATA AGCATGCCAT TTAAAAGGAA ATCTGGGTTT ATTGCTATGC 54360 

CATTAATTCT TACTTCAAAG TGTAAATGAG GGCCTGTTGA AAGGCCTGTA TTTCCAGTAT 54420 

GTCCAATATA TTCCCCAGCA CTAACTATTT TATTTTCACT TATTCCCAAT TTTGAGAGGT 5448 0 

GAAGATAAAT TGTAAATACT CCCGGTAAAT GTTGTATTAT AAGGGTATTG CCTGTTAGCT 54540 

CTCTATTTTG TGCAAACACA ACTTTTCCTT TGCCAGCAGC AAAAATC GGA GTATTTTCTC 5 4 600 

TTTTAAATGG GGCATAATCA ATTCCATTGT GCATTGTATA ATTTGAAATT- TTTTTGTCAC 54 6 60 

CTTGCATGTA AAGTCTTAAA TCTCCGTATA GGCTTGTTAC AATGTATTGA TCTTTTATTG 5 4720 
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GTTTGACTAA AGCATCGTAG TGGTATATTG TTGTGTCTCC AGTATTGCCA ATAATATTCC 54780 

ACAAAACCAA AGCCTGTTCT TTTTGTTTTG TTGATTTTTT TTGGGTGATA AGCTTGGCTT 5 4 840 

TTTCTTTATT AAAACTAATT TTTGTTTTTT TGAAGTGAAA TTTTTTTATT TCTATTTCTT 5 4 900 

TGATGTAGCT TTTATTTTCA AATTCTATTT GAATTTTTCT TTTACCTTCT TTTATCATTG 549 60 

GTGTAATTCC CATAAGTGCT ATGTAGTAAA TTTTACTTCC T AC TGTAAAT TTAAAC GGAG 5 5 020 

AAGAGCTTAT GATTGGATTT TTATTTGTGC TTAAAAGTGA TAAACTTTTA AAGTTTTGAT 55030 

TACTTGCAAA GTATATGTAA TCTCCTTGAA ATGCCTCTTT TTTATATTGG AC TTT AGGAA 5 5140 

TAGTATTTAT TATTTCTGAA TTTATATTTT CTATTCCTAG AATACACAGT ATAAGTAGGG 5 5200 

CTTTTTGTAT T C TAT AC AT T GATTTGAGCA TTCTTTTTTA TGTCTATGAT TTTCAAAATT 55260 

TTTTCTCTAG GATAATAAAA ATCTTCATTA ACTGTAAAAA TGATGTCTAA ATATTGATCT 5 53 20 

TCTTTTATAT CCAATTCTTC TATTTTTTTT GTTCCGTTAA AAAAAATAGC TTTATAATAA 5 5380 

TCGTTTTGTG ATTTAATTCG CATATTTATA TGTTTTGAGC TATGATTTTT GTCAATTATT 55 440 

TTGAGTTCTT GAAGGTAAGC ATTTTTCATT AATAATATTG GCTCTCTAAA TTCATAGCCA 5 5 500 

TAAGGTTCAA ATATTTCTAT TGTTTTGAAA AGAGAATCTT TTGTTAAATT TTTTGGAAGA 55 560 

AT AG CAT C TA TTGGTATTGA TTCGTTTTCA TTAGTAGTTT CATATTCAAC TTTTGTAGTT 5 5 620 

GCATATTCTA ATTCTTTAAT AAAGTCTTCG AGTAAATTTT CATGCAGCGT AAATCCAGCT -5 5 68 0 

GCAGCTTTAT GGCCCCCCGA AT TT ATT ACT AAATGGGAAG G TAT TAT TG A TATTAGTGTT 5 57 40 

TTTGAATTGA TTTTATTGTT TGATCTAATT GATCCTTTAA TAATGTTATC TTGCTTTGTT 55800 

AAAAAAATAG CAACTTTTTG ATAGTAAGAA G AAAGT C TAG TTGCAATTCT AGAACTTATT 55360 

CCTTTTGGAG TATTGTTATC ATAGCAAACT ATGAATTTAT CATTTTTAAA AATAGTATTT 55920 

TTATTATGCG AATTCCAAGC TTTTTCTTCT TTGTATTTTC TCAGTTCGTT GATTTCTTTT 559 8 0 

ATTTCTTTAA ATTTGTTTTC TATTTGATTA ATGTCATTAG TTAGTAAAAA ATTTATTGCA 5 60 40 

ATATCTGCTT TTTCAAGCCT TCCCGTTGAG TTTAGTATTG GTGCAATTTT ATATGCAATA 5 610 0 

TCTGTTGAAG TTATATTTGG TTTTGTTAAT ATGTTTCCAT CTTTTAATAG ATAATTAATA 5 616 0 

GACATTCTCT CTCTTAGTGC GATTTCTTTA AGTCCTACTT TTAGGATTAT TC TGTTTTC A 5 6220 

TTAATAATGG GCATATTGTC TGCTATTGTT CCTATTGCAA CAAAACTAAG TCTTTTTAGG 5 62 80 

CATTTTTGGA GCAAATTTTT GTTAGTTTCA AAAATTACGT TGTAAAATAT GTAGTAAAGC 5 6340 

TTGTCTTTAA TCTCAACTTC TTTGTATTTG AAATATTTGG TTGCTTGGAT TAAGTCTGTT 5 64 00 

AATGTTTTTT TTCTAAAGTT TGGGTATTTT TTTATAAAAT TTTCACTAAT ATCAATTGTG 5 64 60, 

TTTATGTTTA TGCTTTTTGC AAAGTGTTTA TTTAATAATT CATT.TTGATC TTCTTTGTTA 5 652 0. 
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AAGATTATTA 


TACATTTGTT 


TTGTACAAAT 


TTTTCTAGTT 


TGTTTGAGTT 
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TCATTTTTAT 


TATTTAATCT 


TAGATATTGT 


TTTAGAATGT 


AGTTGTTTAT 
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TGAAGAATAA 


TTTCATTTTT 


TGTTTTTTCT 


AAAAATAAAA 


ATACAAGGTT 


TTTAGAATAA 


Do / uu 


AGGTCTGTAA 


AGGACATACT 


AAGAGCAAGG 


CAAGCTTTAA 


AGCTTACACA 


ACATCCTGCT 


5 67 60 


ATTTCTTTGA 


ATGGATATTT 


GTCATCTTTT 


AGGTGAGGAT 


TT AT AAC TAT 


GTTTTCAGTT 


5 682 0 


TTAAAATTTT 


CGCCTGGAAG 


ATGATGGTCT 


GTTATTATTA 


TTTCTATTCC 


TTTTGAATTT 


5 6880 


GCATAATTTA 


TTTCTTCAAT 


GCTAGAAATA 


CCATTATCAA 


CAGTTATTAT 


T AAAG AG AT T 


5 6 94 0 


TTTTTTTCTA 


AAGCTGTGTT 


GATTAATTCG 


TTTGAAAGTC 


CATAAAACTC 


TCCATTTGAA 


b / UUU 


GGTATTTTAT 


AAC TC AC ATT 


AAGTC C AAAA 


TCTTTAAGAG 


TTTCGTACAT 


TATTATTGTT 


c t n £ n 


GCTGTGATTG 


CATCA.GCATC 


TTTATCTCCA 


AAGATTAATA 


TGTTTTCATT 


ATTTTTGATT 


_> / _L Z U 


GCTTTATTAA 


TTCTGTTTAT 


AAATTTATCT 


ATATTTTTTA 


AT AAAAAT GG 


GTTGTGTAAT 


cti on 


AAATTTACGC 


TGTCTTCAAG 


GAAAAACATA 


AAATCTTCTT 


CTTTGATTTC 


T C GAT T T AT A 




AGTAAAGTTG 


CCTCAAAGGC 


ATTGATATTA 


TATTGCTTAG 


CAATGCGAGT 


T AATTC TTGG 


c "7 t n n 
j / jUU 


GCCTGTATAT 


TAGTTTCTTT 


TTGTTTCCAA 


ATTTTCATTT 


ACTTCTCTAG 


AATTCATTTT 


j / jDU 


TAATCGATTT 


TTCAAGGATT 


ATTCTTTACT 


AACTTCACCA 


TAGATTAATT 


AATTTTAAGT 


b / 4tz u 


AGTAGTTATT 


ATGCTTATTA 


TCGAATGGTA 


TAGTTTTAGC 


GGATTGTAAT 


TTTTACTATA 


5 7 480 


ATCCAAATTA 


ATGGTCATAA 


TTTTAACTGT 


TAAAATTCTC 


ATTTTATTAT 


TTTATAATAA 


b / b4U 


AAAAAATTAT 


TATTAAATGA 


ATTTCCATAA 


AATATTTGTT 


TTGTTATAAT 


TAGCTTAGGA 


r-T ran 
b / o U U 


GATTTCAAGT 


TTTATGGATG 


AATCTAAAAA 


AGCTAGGTCA 


GGAGATAAAA 


AAAAAGAAAA 


CT T £T f c\ 

b / O O U 


AGCCGTAGCT 


GGGATTTTAC 


CCCATTCTAA 


TAAGCCCGCA 


AGAGTGCCTT 


TAATAGCGGT 


c t "7 o n 
b / / Z U 


TCCTTCTCAT 


CCAGTTTTTC 


CAGGGATGTT 


TATTCCGATT 


GTTTTAATCT 


CTGATTCTGA 


b / / o u 


TATGAAAGCA 


ATCGATTATG 


CTATGAAAGG 


CAATGGGA.TC 


ATTGCCTTAT 


TTGTTT I bAA 


3 / o <-k (J 


TGATAAATTT 


TTAGAAAAAA 


ATAACAATAA 


TGCTCAACAG 


AAATTAATTA 


T T GAT TAT AG 


cTqnn 

J / JUU 


"TAAAGATATT 


TATTCTGTTG 


GAGTTACTGG 


AAAGATAATA 


AAAAAAATTA 


AT C TTC C AGA 


D / jDU 


TGGTGGTT AC 


AATATATTTG 


TTTCAACTTT 


TGATAGGATT 


AAATTTGTTA 


AAGTTGTTCT 


58020 


TAATGATAAG 


TTTCCCATAA 


TTGAGATTGA 


CTATTTAAAG 


CAAATTCCAG 


TTAGAAAAGA 


58080 


TGATATTCAA 


TCAAAGGCAG 


TTTACGGTAG 


TATTTTGCTT 


AGAACTAAAG 


AAATATTTGC 


58140 


ACATAGGAAA 


ATGCCGGAAG 


TTCAATTAAA 


TATGGTTAAT 


ATTGAAGATA 


AGGGAAAACT 


58200 


ATGTGATATT 


GTGGCTAGCA 


CTATTTCGTC 


TTCAAAAAAT 


GAT CATC AAA 


TAGTTCTTGA 


58260 
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AACTTTGAAT 


GTAAAAGATA 


GGCTTAAAAA 


AGTTTTAGAA 


CTGATTTATG 


AAGAGCTTAA 


53320 


TTTAATTGAA 


AT T C AAAAT A 


AAATTGCCAA 


GGGCATTCAA 


GAGAGATTAG 


AGAAACAGCA 


58380 


AAAAGAGTTT 


TTTTTAAAAG 


AACAGCTTAA 


GGC T ATT AAA 


GCTGAACTTG 


GCATAGGAGA 


58440 


TAAAAAAAGC 


AGCGATTTAG 


AAAAGCTTAA 


AACCAAGCTA 


AAGGCTTTAG 


AGTTGAAGGG 


58500 


AGAGCCTTTA 


GAGGTAGTTG 


AAAAAGAGTT 


AGAAAAATTT 


TCACTTCTTG 


AAACAAGTTC 


58560 


GGCTGAATAC 


ATTGTTGTTA 


GAAATT ATC T 


TGAGCTTATT 


ACTGAGCTTC 


CTTGGCGAGA 


58620 


TTTTAAAATT 


AATTTTGATA 


AATTAGATTT 


GCAAAAATCT 


AAAAAAATTT 


TAGATAAAAC 


58680 


TCATTACGGA 


ATGAACGAAG 


TTAAGGATAG 


AATTATTGAA 


TATATTTCTG 


TTCTTAAGTT 


58740' 


AAGAAAGACT 


CAAAAGGGGG 


CTATTATTCT 


TTTGGTGGGA 


CCTCCTGGCG 


TGGGAAAAAC 


58800 


TTCTATTGGG 


GCAGCTATTG 


CAAAGGTTTT 


GCGTACCAAG 


TTTTTTAGGT 


TTTCTGTTGG 


58860 


TGGAATGCGC 


GATGAGTCGG 


AGATTAAGGG 


ACACAGAAGA 


ACTTATGTTG 


GTGCTTTGCC 


58920 


TGGAAAAATT 


ATTCAGGGCT 


TAAGAATTAC 


CAAGACAAAT 


TCTCCTGTTT 


TTTTAATTGA 


58930 


TGAGGTGGAT 


AAGATTTCTG 


CTTCAAGCTA 


TGGGGATCCT 


TTTTCGGTTC 


TTCTTGAGGT 


59040 


TTTAGATCCT 


GAACAGAATG 


TTAGGTTTAG 


AGATCATTAT 


CTTGATCTTC 


CTTTTGATAT 


59100 


TTCGAATGTA 


TTTTTTATTT 


TAACTGCTAA 


TTCTGTTGAA 


ACAATACCAA 


GACCTTTGTT 


59160 


AAATAGAATG 


GAGATTATTG 


AAATTTCTGG 


ATATATTGAT 


AACGAAAAAA 


TAGAGATTGC 


59220 


AAGAAAGTAT 


TTAATTCCCA 


AAGTTTTAAG 


TGAAAACGGA 


GTTGATAAAG 


ATTCTTTAAA 


59280 


ATTTCAAAGT 


TCATCTCTTG 


TTCAAATTGC 


TCAAGAGTAT 


GCAAGAGATA 


ATGGAGTGAG 


59340 


AAATTTTGAA 


AAATATTTAA 


ACAAAATTGT 


AAGAAAGGTT 


GC T AG AAAGC 


TTATTGAGAA 


59400 


TACTGAGGTT 


AAATCTTATC 


AAATTTCCAA 


TGACAATTTA 


GAAGAATATG 


TTGGTGTGCC 


59460 


TGTTTTTAGA 


AAAGAAAGCA 


TGCCTAATGC 


TATGTATTCA 


GGGATGGTAA 


TGGGC CTTGC 


59520 


T TGG AC AAAT 


TATGGAGGTT 


CAACTTTGAT 


GATTGAGACT 


GTAAAGACGG 


AATCCAAGGT 


59580 


GGGTGGAATT 


AAATTAACAG 


GTAGACTTGG 


GGATGTTATG 


AAAGAATCTG 


CTAATATTGC 


59640 


CTATACTTAT 


GTTAATAGCA 


TTAAAGGAGA 


TTTAAGTATT 


AGTAAATCTT 


TTTTTGAAAA 


59700 


AAATATTATT 


CAT TT AC ATA 


TTCCAGAAGG 


AGCTACCCCA 


AAAGATGGGC 


CTTCTGCAGG 


59760 


AATTACAATA 


GCTAGTGCTT 


TTA'TCTCTCT 
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59320 


GGCTATGACA 


GGAGAACTTT 


CTCTTACTGG 


GAATGTAATG 


ATGATAGGGG 


GCCTTAAAGA 


59380 


AAAAATAATT 


GCAGCAAAGC 


GCAGTGGCGT 


GGAGCATATT 


ATTGTTC CTA 


AGGCAAATAG 


59940 


AGTGGATTTA 


GAAGAGATTC 


CTACTAACAT 


TAAGAGCGGA 


" ATTAATTTTT 


ATCTTGTAGA 


'60000 


TAATATGCGC 


GAGGTCATTA 


AATTATTGTT. 


TTAATTTTTT 


AAAATTGTTG 


TTTGAGGCTA 


60060 
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GCTTTACTCT 
ATGTCGTTAG 
AAAATGTTAG 
ATACATTGGG 
P> AAT> AATGT 
C AATTG T TGC 
. AAAACACTGA 
AAAACATAAG 
TTACCATTGT 
TTTTCATATA 
TTGAGTTGTC 
TTCTTTTATT 
TAATTTTATT 
TAAATTTTAA 
TATCTGTAAT 
CTTCAATTTC 

ry^ r^i rp rp r^ir^i 7^^^ 

" TTAAAAGACC 
TTCTTTTTAA 
ATATTTTATT 
TT AATGT TAT 
TTGACATGAA 
AT C C AAATGC 
C TT TT AT GG A 
TATGTACAGC 
CTGTAATAGG 
C AAT AAAAAT 
T T AC T AC AAA 
TTTTTTCTCT 



AGGTTTAAAT 
CATTGTAAAA 
AGTTAAAAAT 
TATTGATTCA 
ATT G AAAAAA 
CGTTGCGGGG 
CCATGCTACT 
TAGTAGTGTT 
TTTAGCTATT 
TTCATTAATT 
TTCAATTCTT 
GTCCTTAGTC 
TTCAGGCAGT 
AATGCCATTA 
TAAGTCTAAT 
TATTTTGAAA 
ACTTGTGCTT 
T AC AAAAGAA 
TATAGATTTT 
TAGTTTATTT 
TATTCCAGGT 
AAT AC C C AT T 
AGTTGTAAAA 
TTCTTTTGAG 
ATTGGCGCAT 
GGATTGTACA 
AGG AAT T AAT 
AGTAGCAAGA 
T AC TAT T AAA 



AAATAAATTA 
GCAATTATTG 
CCTATTCCAA 
AGAAGTGCAG 
TGAATTGAAT 
TTTAAGGTTA 
GGGATTGCAA 
ATTGATCCAA 
AATACCTTAT 
GTGTTAATAG 
ACTATGATAG 
CAATCGCTTT 
TTATACTCTA 
ATAGAAC TAG 
ATTTGCATTG 
ATCGATATTC 
TCTTTAAAGT 
ATTCCCAGTA 
GTTATTTGCG 
TCTTTTTCTT 
AAAAC GGTT A 
GTTTTGTAGG 
GATGTTAGCA 
AGCTGTTCTT 
CCGATTGAAA 
AGCCCTTTAA 
GCGCCAATTA 
GGCCCTAAGA 
TCCCCCGTAA 



ATAATGGAAG 

CTCCAAGAGT 

CAGAAATAGA 

TTTTGTAGAT 

AATCTACTCC 

TCCCAAATAA 

TAATTATTCC 

GAGTTGTTAT 

C ATAAAC AC C 

CATATTTTTC 

ATATTAATGA 

TAT C TAT C AA 

GTGGGGATTC 

ATTGAGTTTT 

CTTTAGCATT 

CCCCCATTTC 

AATCTTTTTC 

TGATGAGGAC 

TATTTAGTTT 

TTTCAAAAGA 

ATGAGATTAT 

CATTAATTGA 

GGATGGGTGT 

TTTTTATTAA 

TAAGTAAAAC 

TTCCAAAAGT 

GATTTTTTAT 

TTTTGAAGTC 

GAT AC AAC T T 



AAGAGTTAGT 
TGATATTATT 
ATTTGCAAAT 
TTGATTTTTT 
TACTCCCATG 
TCTCATTACA 
GGTTTTTATA 
AAT GT T TATA 
T GAG AAA T G A 
AAATTTTTTT 
CCAGTCATCG 
ATTTATTAGT 
TTTTTTAATT 
TGCAGAAAAT 
TTTAAATTCA 
TTTTTGCATT 
ATCAAAATTG 
CATTATAGAG 
GGCAAGTCTT 
CTTT'TTTTT'T 
CATTGAGATA 
AGAGGTTGTA 
TTTAAGTTTT 
TTTAAATATT 
AATCATTGAA 
CCAAATCAAT 
AATAAGATAG 
TTCAACCATG . 
TAAATCGTCA 



GATGCAAGAG 
TTATAAGACG 
ATTCCATTAA 
TGGTATTGTA 
CTTACAGATG 
GCAAAGTTTA 
GATTTAAAGA 
ACCTGTTCTT 
TATTTATTAT 
ATTCCTTCGG 
TTAATGTACA 
TTGTTTAGTA 
TTAAAATTTG 
GCATCAAGCT 
CCGGGCCTGC 
AGGTTTAATG 
ATTTCGATTT 
GATGTATATT 
TCAAGGAAGG 
GCAAATGGGA 
ATT AC TC C AA 
AGAGATAAAA 
TTAATTGTTG 
TCATTTATTA 
GTTTCTGGCA 
GATAATAATG 
AGTGAAATTA 
TAGTTTAAGA 
GTTTCATATT 



60120 
60180 
60240 
60300 
60360 
60420 
604S0 
60540 
60600 
60660 
60720 
60780 
60840 
60900 
60960 
61020 
61080 
61140 
61200 
61260 
61320 
61380 
61440 
61500 
61560 
51620 
61680 
61740 
61800 
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TTTTAATTGT TTTTTCCATC TCATCAAGTT CAGTTTTTAA ATTTCTACTG AAGTTGATTT 618 60 

GGTCACTCTC TGATGGGATT ATTATGAAGT ATATTAAATT TTCTGAGTTG CCTAAGAATG 619 2 0 

TGTTTTTTAC AAATGGAGTT GACTTTATTT TGCTTTTTAT TTCTTCTATA TCTTTATCAG 619 3 0 

TGTAGATTTC TTTTTTAAAT TGTGGGAAAT AAGAAAATAT GCTTGTAACG GCATTTGGAG 62 040 

ATACTTTTAA AATTTTGGTT ATTTCACTGA TTACGCTGTT TATTGTTTCA AAATTTTTTT 6 210 0 

TATTGAAGAT ATTTTTTTTA TCCTGAAATA TTACTATTGT AGATAAAAGT GAATTACTTT 62160 

TATCAATGTC TATTAAGCTT TCAGTTTCTT TGGTCTTGGG TATAAGTTTT AAGATGTTTG 622 2 0 

CATCGAATTT AAGATTTTTC AAAAAAAATC CTAAAAAAAT AGTAATTAAG ATAAATATTG 622 8 0 

TGAATATAAT TCCTTTATAT CTAATGCTTA GACCTTCAAA GTCCATATAA CGCCTCTTTT 62 3 40 

TTACTTTATC ACTATGTTGA CAAGCTTGTT TTTAATTACA ATTATTTTTA CTATTTTTTT 6 2 400 

ATTTAATAAG TTTGATTTTA TTTTGCTATT TTCCATTGCT ATTTCTTTTA GTTCTTTTTC 62 4 60 

GCCTGTCTCT TTGTTTAGTA AAATTTTGTC TTTTATTTTT CCATTTATTT GCAAGACAAT 62 52 0 

TTCTTTTTTG CCTTTAATAA TAAGGCTTTC ATCGAATTTT GGCCATTTTG AATTTTTGAA 62 5 80 

TAAACTAGGA AGCTCTCCAA TATATTCCCA CAACTCTTCT GCTAAATGGG GTGCATAGGG 62 640 

AGATAAAATA ATGATAAACG GTTTAAATAT GTTTAAATAA TTTTTTTCAT ACTTTAGAAG 62 7 00 

TTCATTTATA AATATCATCA TGGCGGAGAT TGCTGTGTTA AAATTTAGTT TTTCTGTGTC 62 7 60 

TTCTGTGACT TTTTTTATTA CTTTATGTAG TTCAGATATT ATTTCCCTTG GGGGATTCTC 62 8 20 

TTTTGATAGT TCTTTTTCTC TTAAGTTCCA AATTTTGTTT AAAAATCGAA AAACACCAAT 62 8 80 

AATTCCTTTA GTGTTCCAAG GCTTAGAATC TGTTAGTGGC CCCATAAACA TTTCATAAAT 62 9 40 

'TCTCATTGAG TCTGCTCCAA ATTCCTTAAT AATGTCGTCT GGGTTTATTA CATTTTTTAA 63 000 

AGATTTTGAC ATTTTGGCAA TTACTTGGGT TACTTCTTTG TTATC TTTTT TATCAAAAAA 63 0 60 

TTTATTGTCT TTTTCTATAA CTTGGTCATT GGGTATTAAA ACCCCGTTTT CTTTTTGATA 6312 0 

AGAAAATGAT GTTATTATGC CTTGATTTAT TAGCTTTTTA AAAGGTTCTT TGGTATTTAC 6 318 0 

GTATCCTAGA TCATAAAGAA CCTTGTGCCA AAACCTTGAG TAAAGCAGGT GTAATACTGT 63 240 

ATGTTCAGCT CCGCCTATGT ATAGATCAAC CGGCATCCAA TATTCAATTT TTTTTTTGTT 63300 

TGCAAACTCT TTTGAGTTTT TGGGGTCTAA GTATCTTAAA TAATAC CAAC AAGAGCCTGC 633 60 

CCATTGAGGC ATTGTGTTTG TTTCTCTTGT AAAGCCCATA TCTTTTACGT TTACCCAATC 63 420 

TTTAATTCTT GACAAAGGAG ATTCACCTGT TCCAGAAGGT TTATAGTTTG CAATTTCTGG 6 3 480 

AAGCTTTAAG GGAAGATCAT TTTCCTCTAA AGGTATTGCA TTTCCAAGTT TATCAAACAA 63 540 

AATGGGTATA C-GCTCTCCCC , AGTATCTTTG TCTTGAAAAA ATCCAATCTC TAAGCTTGTA 63 6 00 
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GGCAACTTTT TCTTTCCCTT TTTTGTTTTT AGT AAGC CAT TTTATTACTT TGTCTTTTAC 63 660 

TTCAGAATTT TTAAGATTAT TAAATTCATT GGGAGAATTT ATTGAAATTC CATCATCAAC 63 72 0 

AAATGCTTTT TCTAATATTT CATTTTTCCC CGATTTTGAT AT C AC GGGT A AAATTTTTAA 63780 

TTGATACTTT TTGGCAAATT GAAAGTCTCT TTCATCATGT GCTGGAACAC CCATTACAGC 63 340 

TCCGGTTCCG TAAGTTCCTA GTACGTAGCT TCCAACCCAA ATTGGAATTT TTTCATTTGT 6 3 900 

TATTGGATGA AATGCGTAAG ATCCTGTGAA AACTCCCGAT TTATCTTTTT CAAGAGAAGT 63 9 60 

CCTATTAAGA TCGCTTTTGA GTTCTTCGTG C TTT AC AT AT TTTAAAACAT TTTGTTTAAA 6402 0 

GTTGTTCTTT GTTATTTTTT ' CTATTAGTTT ATTTTCTGGT GCGATCACTA AATATGTGAT 640 8 0 

GCCAAAGATT GTGTCTGGCC TTGTTGTAAA GACTTTAATT TTATCGCTGT GGCCTTCAAT 6 4140 

TTCAAATTCA ATTTCAACTC CTGTTGATTT ^GCCAATCCAA TTTCGCTGCA TTTCTTTTAC 6 4200 

AGATTCAGGC CATTCTAATT CTTCAAGGTC GTCTAGCAAT CTTTCAGCAT ACTTTGTAAT 64260 

TTTTAAAACC CACTGTCTTA AATATTTTTT TTCGACGCTG TAAGATCCTC TCTCAGATTT 64320 

TGGTCCATCT GAAGTTTGAA TAATCTCTTC ATTTGCTAGT ACCGTTCCAA GCTCGGGGCA 64380 

GTACCATACA GGCATTTCTT TT AC AT AAGC TAGCCCTTTT TTATATAATT GCAGGAAAAT 54 440 

CCACTGTGTC CATTTATAGT AATTCTCCTC ATGTGTTCTA ATTTCTCGAT CCCAATCATA 6 4500 

GGCAAACCCC AAAGCTTTTA TTTGTTTTTT AAACTTATTA ATATTTTCTT CTGTACTTTT 6 4560 

TTGAGGGTGA GTTCCTGTTT GTATTGCGTA ATTTTCAGCA GGAAGTCCAA AGCTATCAAA 64 620 

TCCTATTGGG TGAAGTACAT GAAATCCATT CAAAAGCTTG TATCTTCCAA ATATGTCTGT 646 3 0 

TGCTGTGTAT CCTTCTGGAT GACCAACATG AAGCCCGTTG GCAGAAGGAT AGGGGAACAT 64740 

GTC AAGTATA TACAATCTTT TTTCCTTGGG AlAT AC TTGG A TCTTCTTCTA CTTTGTATGT 6480 0 

TTTGTTATTA TCCCAAAATT CTTGCCATTT TTTTTCAATT TTTATGAATT CGTATTTAGA 643 60 

CATTTGTCCT, CTTGAAAATT AACTCATAAC AACTTATTCT CTAATATTCT TTTAGATTGC 6 492 0 

ATTTTTGTTA ATTTTATTTA ATAATTTGCT AACAATTTTG ATGCTGTGAA CTGGACTTGA 6 4930 

ACCAGCACGG GCTTGCGCCC ACTAGCCCCT CAAGCTAGCG TGTCTACCAC TTCCACCACC 65040 

ACAGCACTAT TAACCATTAT ATTTTTTATT TTAAATTTTT GTCAACTTTT TTATTTTTTT 65100 

TAATTACGTA GATTATTATT GTTGTTGCTA TTACAGCGAT AAATATTGCA AATATAATTA 65160 

TTTTTATTTT TGAAAATATT ATTTCAAATG ATTGAC C T AG TTTGAAGCTT AGAGTAAAAT 6522 0 

AAACAACTAT TGAGAGCAAA. GTTGCAAAGA AGTCAGAAAC AATAAATAGA- TTAGATTTCA . 6 52 80 

TATTTCCCAT TCCTGCTGAC ATAAATATTG CGTTTCTAAC TCCAAAGGGT ATAAACCTTC 65 3 40 
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CTATAAATAA AGTTAATACC C CAT AT TGAC CATAATAGTA ATTTATTTTG TCAAGCAGGT 6 540 0 

TATTGTCTTT TTTGTTTTTA AATAATTTAT TTCCCATTAA TTTCCCAATG TAAAAAGATA 654 60 

TTATGTCTCC AAGATAGGCT CCCCAAAAAA TTCCTAAAAA TATTAATATA GTATATTCAT 6 5 520 

TTTTTCGACT AGATAAAATT CCACCCATTA GTACTATTGC ATCCTCAGAA ATAGGAACAT 6558 0 

. TAAGTCCTGC TAAAATTAGT AACGAAAAAA ATACTATTGG GGAATAAGCT ATGTTTGAAT 6 5 640 

CAATATATTC TATTATTGTG TTTATATACA TTTTTGTCAT CTATTTCTTG TTTTATAAGT 6 57 00 

TAAATATATG CTTGCTAAAG TTAAATATGC AAAGTAAAGG ATAAGAACCG TTTTTGCCAT 6 5760 

TTTTAACGCT GTTGTGGACA GCTCTGAAAA TATTGATACA AC AAAT AT T A GGCAACTTAT 65 32 0 

TATTGTTATT GGTATGGTAA TTTTCCTTAA TTCTTTGGTT TTTGATGGGT AAATAAATTT 65 8 80 

T AT T GGAAT A AAGCTTGTTA TAATGCATAT TGACATTGTA ATAAGATTTG TTATTTGTTC 65 9 40 

CATTTTAAAG ATTATGTTTA AT AT C AC AAA GAGATTCCAT AGGGAAGGAA ATCCCCTAAA 66000 

GTAGTTATCA TTTGTTTTTG CATCTGTTCT TGAGAATTGG TATGCTGATG AGAGTAAAAT 66 0 60 

TCCGATGCAA ATGGCGACTT TATATTTTTC TTCAATAAAT TCTCCTAAAT AAAAAAATAT 6 612 0 

AACGGGTATG AATGTATAGT TTATATAGTC TGTAATATTA TCAAGTAGAG TGCCATCAAT 6 6180 

TTCGGGTATT AATTCTTTAA CCTTAAGTTT TCTTGCCATA GTTCCGTCAA TTCCATCTAT 66240 

GATAAGCCCT ATTACTGTTA' ACTTTAAAAG AAGAGAATAA TTACCGTTTA CAATTGAAAT 663 00 

TATTGAGTAA AGTCCTACAA TCAAGCCAGA TGCTGTAAAA ATATGTACAA GCCAAGCTAA 66 3 60 

AATCAAATTG ATATTTTTCA CAGTAAAGCT CCTTTTATTG GAATATTTTC TTTATCTCTT 66 420 

CAAGTCTGCA TTTGAAAATG TTAATAGTGT TTTCTATTGT TGCTTTTTTT GTTAAATCTA 66480 

CTCCGGTAAT ATTTAAGGAA TCTAGCGGAT ATTTAGAACC ACCTGTTTTT AAAAATTTTA 66 540 

TATAATTTTC TACTGCATCT TTTTTATTTT CTTTAATGCC TTTATATATT G AC AG AG C AG 66 6 00 

CTGCAATGCC TGTAGCATAT TGATACACAT AAAAGGGTGA ATAAAAGTGA GGAATTCTAA 66 660 

GGCATTCAAG GGGACTTAAT TCATCAAATT TTAGACTAGG TCCAAAGTAT TTTTTTAACA 66720 

AATTCATATA AGTTTCTGTT AGTGTTTCTT TTACTACAGG TTCTTCTTTG CTAATCATTT 66780 

CATGAATAAT GTACTCAAAT TCAGCAAACA TTGTTTGTCT AAAGAATGTT GAAATCATGT 6 6840 

CGTCAATTTG TGTTAGTTTT ATATATTTTA TTTTGTTAGT ATCGGTTTCG TTTTTAAGCA 6 6900 

AATATTCTGC CAATATTTGT TCATTGATTA TTGATGCTAT TTCTGCTTCA AAAATGGAAT 669 60 

AATTATAGTG TGGGAATGGG TTGTTTTTTA TGCTAAAGTA AGAGTGCATT GAATGTCCTG 670 20 

CTTCATGTGC AAGCGTAAAC ATGTCTCTTA TTGATTCGTC TTTGTAATTA AGAAGTATAT 67080 

AAGGCTTTCC GTTGTATGAT CCAGCGCTAA AAGCCCCTGA TCTTTTTCCA GTATTCTCGT ' 6 7140 
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ATTTATCAAC CCATCTTTCT TTTAAAAGAC CGTTTCTTAA GATTTTTGTA TATTCATTTC 672 00 

CTAGTACCTC TAAAGATTTT AATATTTTCT CACAAGCGTC TTCAAATGAA TTTTTAAATA 672 60 

TTATTCCTTT TGTTAATGGT ACGTAAACAT CGTAGTGATA TAGATATTCT TGGTTTAAGA 67 32 0 

CTTTTTTTCT AAACTCATAA TAGTCATTAA GCACAGGTAA ATTTTCATTG ACAGTTTCGA 67 33 0 

TTAAATTTGT ATAAACTTTT TTATCAATAT TGTTTGAAAA GAGCTGCATT GAAAAAGTAT 67 440 

TTTGGAACCT CCTTGTCTTT GCAATGAAGT GATTTTTCTT AAAGTCTGAA ATAATAAGAT 67 50 0 

TAGCAAGCGT ATTTTCATTA TTTTTGTATT TTTGATAAAA TCTTAAAAAG GCTTCTTTTC " 675 60 

GTATTTTTTG ATCTTCGTTT TGTAAAAATA GTGTGTAGGT AGAATTGGTT AAAGGGTGTT 67 62 0 

TATTGATCTC TCCAAATTCC ATATCAGCAT TTGTTAATGC TGAGAATATG CTTTGATAAG 67 680 

ATGTGTAAAG GGGGGTGTAG TTAGCAAGTA TTTTTTCTTC TTGTTCGCTT AAAATATGTT 67 7 40 

TTTTTTCTCT TAGTATTTTT TCAATTGCAA TTTTTTTATC CTTAAGCTCT GGATCATTTA 67 800 

TCCAAGCTTG AATTTTTTTT TCGTCTGTTT TTAGTATTTT AGGCATAAAG TATGAGGTAG 67 8 60 

TAT TAG AT AC TTTTGTAGCT AAAT T G AC AC ATATGGAATA TATTTTATTT GAATCTTTAT 67 920 

TGGTTACATC TGTTTCTAAT TGAAGCATTG CATAGTAAGA GACTTTCTCT AAATCTTCCA 67 98 0 

TGATTTCGTA GTATTTGTTT AAAGTTTCTT TAAATAAATC AAAATTTAAT TCCAGTTTTT 68 040 

CATATTTTTT AAATTCTTTG GTTTTAATTT CAATAGCATT GATTGTTTTT ACATATTCTT 6 810 0 

CTTCATTTGC AAATAGAAAA GATAAATCCC AT TT AT C ATT CTCATTGATT TCATTTCTAT 68160 

TTATCACTAA ATTCTCCTCT TCCTTTTTTT ATTGTTTGAA AAGAAATAAT AAGTTGAAAT 682 2 0 

"TTTATAAACA TTGTGCTTTT TATTTTACAA TAAAGTCTAA ACTTTATATA TAAAAAGCCT 682 80 

TTAAGTTTAA CTATTGAATA AAGATTT TAG TAAAAATTTT TTAAATTTTA AAAATGCTAT 68 3 40 

TCCTCTGTGG GATATTTTGT TTTTTTCTTC AAGTGTTAGA TCACTAAGCT TTTTATTATT 6 8 400 

TTTAGTTAAA AATATTGAAT CATACCCAAA TCCATAGTTT TTCTTGTCAT TTAAACTTAA 6 8 460 

GGCAATTTTT CCCTTAATAA TTCCTTCAAA ATTTAATATT TGCCCATTTT TTGATATATA 6 8 520 

GCTTATGTTG CATATAAAAT ATGCTTTTCT GTTTTTTTCA TTTTTCATTA AGTCCAAAAT 68580 

TAGTTGATTT TTTTCATTAG TGCTTAATTT TTTACATAGC TTATAAGTGT CATATCTTTT 68640 

AGAGTAAATT CCAGGTTCCA AGTTTAGTGC CTCAATGCAC AGCCCAGAAT CTTCTCCGAA 6 8700 

AACATTTTGA TTGTTATTTA AAATTTCAAA CAGTGCTTTT GCTTTAAGTA AAGAGTTTTC 6 8760 

TTTAAATGTT TTTCCTGTTT CTTTTATGTT AAAATTTTGA GGGACTATTA- AGTTTAAATT 6 3 820 

AGGTATATCT AATATATTTT TTACTTCATT TATTTTATTT TCATTTGTTG TTGCAAAAAA 688 80 
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TAGTGTTTTC ATCTATATAA TAATAAAGTA TTTATGAGTT TAATTGTATA ATTATATTGG 68 9 40 

TTTTAAGTAT TATTCTCTTT AATTTTGTGT ACTTATTAAG TATTTTTGTA CCAGGTTTTT 6 9000 

ATCGAAAAAA TTTGGATTTT TGTCTAAGGT GTTAAAATAA ATTTTTAATT TTCTTGTTTG 690 60 

ATCATGGTAA TTTTTAGTAA GGTTTGTTAT GAAGAAAAGA ATTAGATTTA AGATTATTTT 6 912 0 

GGGTTTTAAA GGAATTTTAA AGTTTTTTTT AGTTATTTAT AATTCTTTGT TTATAGCCCT 6 918 0 

TAAAGCCATA CATTCTTTTT TTAAGCAAAA TATTAGTTTT ' ATTGTTATTC CCCATGTTAA 69 2 40 

AGGGAATGTC AAAAAT AT T A AAATTTCTTT TTTGACTTTA TTTTTCTTTT CTACTTTTTT 69 3 00 

TTTAGGCGGT TTTATAGGGT TTGTTTTACT TGCTGTTAAT TACGTTACTC TCTCATCAAT 693 60 

TGTGAAGTCT ACAGAGAAAA ATTACTCTTT AGCAGAATCT GAGATTGAAG ATTTTAGAAA 6 9420 

TACAGTTGTA GAAATTAATT CTGTTGCAAA AAATTTTTCT AAAGTTTTAG ATGAACTTAA 6 9480 

AACCTCTTTA AAAATCAATT CTAATGGTGT TGATTTAAAT AAAAAT AAAC TAGATGGAGA 695 40 

TCTTTCTGAT TTTATTGATT TGCAAATTTT AGAAGCTAAT TCAATAAAAG AGCTTAGTGA 69 600 

TCTTAAAAAT ATTAAAAGCA AAATAGAAAG TTCAATTCCT CCTCTTAAAA GCATAGTTAA 69660 

AGTCTTGCAC GCCCAAGACA AGC TTTTAAA TGATATTCCT TCTCTTTGGC CTCTTGCGGG 69720 

TGGATCTGGA ATTATTACTT TGCATTTTGG TCCTGCTATT GAGCCTTTTA CTAGGCAATG 6 9780 

GTATATTCAC AAAGGCATAG ATCTTGGGGG AGTCAGAATT GGAACTCCTA TTGTTGCAAC 69840 

TGCTGATGGG GAAGTTGTTA GGGCAAGTTA TCAGTCAGCA GGCTATGGTA ATTTTGTTCA 6 9 900 

AATTAAGCAT AAGTATGGAC TTGCAACTCT TTATGCGCAT ATGTCGCGGC TTAATACTTC 6 9960 

TAAAGGGTCT TATGTTAAAA AGGGGCAGAT AATTGGATTT ATGGGGCAGA CAGGTTATGC 7 0020 

AACAGGTCCA CACGTTCATT ATGAGGTTCG TGTAGGTTCT CAAGTTATTA ATCCCGATAT 7 0080 

GTATTTAAAT TTAGCAACAG GAGCTTCAAA ATAGATGTTA AATTTTTTGA CTGTAAAAAA 7 0140 

AGAAAGAAAA GCCCCGTCTT TGTTTATTTT TGATGAAATA AAAAC AAT AG TGGGCGTTGG 7 0200 

TGATTTTTTT AAAGGAGACT TAGTTTCAAA TAATTTTATT CGGCTTGATG GTGATTTTAT 7 0260 

AGGCACCATT AGCTCTACTA AAAGAGTAAT TATTGGGGAG AGTGGTAGAG TTAAATCTAG 7 0320 

CATTGATGCT AATGAACTTG TTATTTCTGG AATGGTTGTG GGTAATATTT ATGCTAAAAG 7 0380 

- CAAGATTAAA ATATTTGCAT CAGGGTGTGT TATTGGAAAT ATTTC TTGTA AGTCAATTGA 7 0440 

AGTTGAAGAG GGCGCTATTA TTGATGGGTA TATGGATATT GGCGCTGAGT ATCTTAGAGC 7 0 500 

.TCCTGAAAGA AATACATTTT TTTATACTGG TTCTTACAAG GTTAATGAAG ATCTTTTAAT 7 0 560 

TGAAATCAAT AAGGTGCATC AAGAAGAAAA AAAGTCTTTT GAACTTTTAG AAGGTAAAGA 70 62 0 
TGATAAATAT TTTTCAAGTG TTGTGAACAA AATAGATGAA AGTAAATAAT TTAATTGCTG . 70 680 
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GGGCATTAAA TCTTAATTCA AAAG AT T AT A AAAAAAGTGG CAAAAAGGTG TC TTTTGAT A 7 0740 

AGAACAATCT TTTTTCTTCG ATATTTCAGG CTGAAAGTGT CAAAGAGGAT AAGCATTTTA 7 0800 

TTTTACTTGA AAATGGAGAA TTTAATCTTG ATTTAATTAA AAGTATGTTA GATGGAATTA 7 0860 

ATGAGACTGG TGAGAGACTT TTGAGTGAGC CTTCCAGACA AAATGTTATT TTTTACAAAA 70 92 0 

AAGTTATTTC AGAGTTTATA TCCATTATTA TATCATCTTC TGTTTGTTTG AAAGAGC AAA 709 80 

AAGGGGGAAA TTTAGGAGAT CCCAAGCGCC CCAAGTATAG AATTATTAAG ATTATTAACG 71040 

ACAAGTTAGA CAAACTTGCT TATTCTGTTT TACAAAATCA AATGACTCAG ATTAAACTTT 71100 

TGGATAGCAT TGAAGAGATT CAAGGCTTGC TTGTGAATTT GCTAATGTGA ATTGGGTGTA 71160 

AGACTTTTTA ATGTTTTAGG TTTTAAAATT AAAAGGGATT GCTTAACAAT GCCTTTGTTT 712 2 0 

AATATAAAAA TTAATTTTAA ATTAAATATT TTTTACTTAT TTCTAAAAAG TTTTTTATTT 712 80 

GTTCATTTTT CCACTCTTCA GATTTATTTA ATTTTTCCAT CATTATTTCA GCAACTCTTG 713 40 

GAGCAGCCTC AATTGTAGCT TGAGGATTTA AAGGTAGTGA TCTTGTTCCT TCTTGCTAAA 714 0 0 

ACATCCTCAA TAGTTTTGGC TTGTTCAAAT TTAATTGAAA AATCTATTTG AGCTTCATTT 714 6 0 

AAATCCAAGT TTTCGTGTAT TTTTTTGTCA AAACCCTCCA TATTTTTTAG AATTTCAAAG 715 2 0 

TCGCTGCCAT AAGCTCTAAA AGGTTCAGGA ATTTTCATTG CTTCTTCTTT TTTAAGGTAG 715 8 0 

CCGTGCAACT TTAAATCTTC TGTAGTTGGT GCACGATTTG GTATTAAATT TTGTTCTATG 716 40 

GCCTTAAGCA AGGTTTTTTC TGCCATTTTT CTATATGTGG TATATTTCCC CCCCGCTATT 717 0 0 

GTAATAAGAT TTGAATCTGA TATAAATATT TTTTCGTTTC TTGAGATTTT TGAAGTGTTT 717 6 0 

CCTTGAGCTT TTGGATCCAT TATTAATGGC CTTATTCCGG TATATACACT TTTTACATCT 718 2 0 

GATTTTTCTA TTTTAATATT TAAATAGTTA TTTAAATTAT TTATTATAAA GTCAATCTCT 718 8 0 

TCTTCAAATG TTTTGGGTTC TTCTTCTATC TCTTTTATTG GAATGTCAGT GCTTCCACAA 719 40 

ACAACACTAT CATACCAAGG AATAGCGAAT AAAATCCTAT TATCACTAGT TTTAGGTATT 720 00 

.AATATTGCAT GATTTTTGGG AAATTTGTCT TTTTTGACTA CTAAATGGCT ACCTTGGGAA 72 0 60 

GGTTTAATGA TGTTTAAGGC TTTTTCATCA TCCAACCTTC TTATTTCATC TGAAAATATT 7 212 0 

CCTGTTGCGT TTATTATGCA TTTGGTTTTT AATGAAATTT GTTCTTTTGA CAATTTATTT 72180 

TGTATAAGAA CTCCCGAAAG CTTTCCGTTT TC TTTGTTG A ATTTTTTAAG TTCTGTATAG 722 40 

TTAAGGGCAA TGCCTCCTTT TTCGGTAAAG GTTCTTAACA ATGTTATTGC CATTCTAGCA 72300 

TCATCGAATG AATCATCGTA ATATAGAACA GAGCATTTAA GGCCCTCTGT TTTAATATTG 72 3 60 

GGAGCTTTTT ' C AATGGTAGA TTTTTTGGAT AGTAATTTAG TTTTGTATTT AGTAGTTTTT 7 2 420 













'if ' 1 it " U ii ' t. il* 'n . 

H nr* i;;-;* n Jf 1 


1!t '.i' "IL ,-'-ir ii J! 


TCTTTACCCA 


TAAGATTGTG 


GTAGTAACTT 
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AATCCAAAAT 


AATAATAAGG 


TATTTCTAAA 


72480 


ACATTATAAA 


TAGGCGTGAT 


AAGTGCACAT 


TCGTTAATTA 


AATGGGGTGC 


ATTTTTCTCA 


72540 


AGAATGGCTT 


TTTCGCGCAA 


AGCTTGTTTA 


AC T AAAG AAA 


TATTCCATTG 


GGCTAAATAT 


72 600 


CTTACTCCAC 


CGTGAATTAA 


TTTGCTTGAT 


CTAGAGGAAG 


TTCCTTTTGC 


ATAATCAAAT 


7 2 6 6 0 


TTTTCTATAA 


GTATTGCTTT 


ATACCCCCTT 


GTAATTGCGT 


CTACCGCAAT 


GCCAAGACCT 
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GTTGCGCCCC 


CTCCAATTAT 


TATAAGATCA 


AATTCTTGAT 


TTTCAAGATC 


TTTTAATTTT 


72 7 8 0 


GTTTCTTTGT 


TATTATTCAT 


GAAATTTAAA 


TATTCCTCCA 


TTTTGGTTAA 


TTTCTTTTCT 


72 840 


TTTTAGTTAA 


AT AC T AGATT 


GAAGAAATTC 


G AAAAGAC C A 


TTTGTTTTAA 


TTTTATTGAA 
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72900 


TAGCACTATA 


GACCAATTGC 


ACTGGTAAAT 


TTTTCAATTT 


TTTGTGATTT 


TTCTTTAGAT 


7 2 9 6 0 


TTAATATATT 


ATTAATCATT 


TTTTGTATTG 


CTCCAATGAA 


TTTTACCTTT 


TCAAAAGGTT 


7 3 020 


TAGACAGTTT 


ATTTTTTGAA 


TACATGCACA 


ATATTAATAG 


ATGTAGATGA 


AAAAATTTAA 
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TTAAGAGCTG 


TTTGTATAAT 


TGATTTATTT 


GCTTGCCAAA 


CATTTTTATT 


ATATGTTGTT 


7 3140 


TTAGTTTCAA 


AAAATGAAAT 


AAATTATGCA 


TAATTTTGTT 


ACCAGTATAT 


TTTTGTTATA 


7 3 2 0 0 


ATCTTAAAGC 


TTTGTTTTGA 


ACTTTTATGA 


ACTATGAGAA 


TTCTGTATCC 


AGGATTTTGC 


7 3 2 6 0 


TTTTCCAACC 


GCTTTGTTCC 


AATTCTCAAG 


AAGCTTTTCT 


TTTTGATTTT 


TTGGCATTGA 


7 3 3 2 0 


AGGTTCAAAT 


ATCTTGTCTA 


CTTGCCAAAG 


GCTTACGATT 


TCTTCGGCGC 


TTTGCCAATA 


7 3 3 8 0 


ACCCGTTGCA 


AGTCCTGCAA 


GATAAGCAGC 


GCCAAGAGCG 


GTTGTTTCTG 


TTATTTTTGG 


7 3 440 


TCTTACAACT 


TTACATTCTA 


AAAGATCAGC 


TTGAAATTGC 


ATTAATAGAT 


TGTTTTGACT 
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/ 3 0 u u 


TGCTCCCCCG 


TCTACTCTTA 


ATTCTTGAAT 


TTCAAAGTTG 


GGAATGGATT 


TTTTCATGGT 


7 3 5 6 0 


ATTTAGTATA 


TCGAAGCTTT 


GAAATGCGAT 


GCTCTCAAGA 


GCAGCTCTTG 


TAATGTGAGC 


7 3 6 2 0 


TTTTGTTGAG 


CCTCTTGTTA 


TTCCGATGAT 


TGTTCCTCTT 


GCATAAGAAT 


CCCAGTGAGG 


7 3 6 8 0 


TGCACCAAGC 


CCAACAAATG 


CTGGCACAAA 


ATAAACTCCA 


CCATTATCTG 


AG AC AG AGC T 


7 3740 


TGCCAACGCT 


TCTGCATCTG 


AGCTTTTTCT 


GAAAAATTCA 


AGACCGTCTC 


TTAACCACTG 


/ joUU 


GATTACAGCT 


CCTCCAATAA 


AAACACTTCC 


TTCAAGAACG 


TAGGTTACAG 


ATTTTTTTCT 


/ JobU 


TCCCCATGCA 


ATTGAAGTTA 


AAAGCTTGTC 


GTGGCTAATG 


ATTGGTTCTT 


TTCCTATATT 


/ 3 y z u 


AACCGTTAAG 


AAGCAGCCAG 


TTCCATAAGT 


GTTTTTGGCC 


ATACCCTTTT 


TAAGGCAGGC 


7 3 9 8 0 


TTGTCCAAAT 


GTTGCTGCAA 


ATTGATCCCC 


AGCAATTCCT 


GCAATAGGAA 


TTTCTGCTCC 


74040 


AAATAGTGCT 


TTGTCTGTTT 


TGCCGTATAT 


TGTAGAACTT 


TCTTTAAGTT 


CAGGCAAAAT 


7 410 0 


TGCCCTTGGA 


ACATTTAATA 


TGCTTAAAAG 


TTCATCATCC 


CACTCTAATG 


TTTTAATGTT 


74160 


TAATAATAAT 


GTTCTTGAAG 


CATTAGAGTA 


ATCGGTTGCA 


TGTTCTTTTT 


TTTGAGTCAG 


74220 
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GTTCCACAAT AT C C AT GT AT CTATTGTTCC AAAGCATAAT TCGCCATTTT CGGCTCTTTG 7 4280 

TCTGGCACCT TCTACATTAT CCAATATCCA CATTATTTTT GTTCCACTAA AATAAGAATC 743 40 

TAGCACCAAG CCTGTTTTTT CCAAAATAAT TTTATCTTTT CCTTCTTTTT TTAATTGGTC 7440 0 

ACAAATTTTT GCAGTTCTTC TGTCTTGCCA TACTATTGCA T T G T AG AT GG GCTTTCCTGT 7 4460 

ATTTTTTTCC C AT AT AAC CG TAGTTTCTCT TTGATTAGTT ATTCCAATAG CGTCAATTTC 7452 0 

ATTGGGCAAA ATTCTTGCAT TTGCCATAGC TTCTGTTATA ACTCCAAGTT GTGAGCCCCA 7 45 80 

TATTTCTGTA GGATCATGTT CCACCCAACT TGGTTGTGGA TAAATTTGAG TAAATTCTTT 7 4 640 

TTGAGCAAAC CCCTTTATGT TTGCATTTTT ATCAAATACC ATTGCTCTCG AGCTAGTAGT 7 4700 

ACCTTGATCA ATAGATAAAA TGTATTTCAT AGTTTTTCCT TTTTCCTTTA ATAAAGATAA 7 4760 

ATATTTTTTC TTTTAGTCTT TGTTATTTTT TAGTGTAAAT TCGTAAATTG TAGCTCCCAA 7482 0 

AATTGCTCCA ATTATTGGGC CAATTATTGG TACAATAACT ATACTTAGAT TGTTAAATCC 7 4 880 

GTGATTTTTA AATCCAGCAA ATAAGAGTAA AATTCTTGGT CCCAGATCCC TTGCAGGATT 7 4940 

AATAGCATAA CCGTTCATTC CTCCGAAACT TATCCCTATT GATAAAACCA CTGCTCCTAC 7 5000 

AATAAAAGGA ATAAATGGAT TGTCGCTGTG TTTTTTTGTA AAATCTCCAA CAACAGAAAT 750 60 

TAAAAACATT AGCAAAAAAG TTCCAAAAAT TTGATCAATA AATCCAGGCA AAAATCCAGG 7 512 0 

AACAGCAGGG AAAGTTGCCA TTATTCCTTG AGTATTTTCT AAGCCAGGAT CCATTTCTAT 7 518 0 

CCATTTAGGA T AAAAT AC G A CAAGTGTCAT TAATGCACCT GTAAAAGCTC CTAATATTTG 7 5240 

TGCTACAATG TAATGTAAAA GTTTTGAAAC GGGAAACTTT CCAACACTTG CTAATCCTAT 753 00 

GCTAACAGCT GGGTTTAGGT GTGCTCCGCT CATTCTTGCT GCTGTGTAAA TACCAAACGT 7 53 60 

TACACCCAAT CCCCATCCAA ATACTATATT TGTATATCCT CCTTTTATTA TTTCTCCTGG 7 5 420 

TATTTCGGGA CTTGAGGAAA ATAATACTGT CATTGCAACA GATCCAGTTC CTAGAGCCAA 7 5480 

TAGGATAAAT GTTCCCAAAA ATTCCGATAT AAATTCTTGG AATTTTGTAT AATTCATAAT 7 55 40 

TATATCTCCT TATCTTTATA ACTATTTTAT TTTTTATTAA GAAGTTTTAA TTTTTGATTT 756 00 

TTTAATCTGA ATAATATTAA ATC TTTTAAT TAAATTTTAT TTTGTTTTTT GCAAGATGGT 75660 

TAGAATTTTT TTATTTTAGT CTCTTTTATT AAAAAAAATT AATTTTTCTA ATAAAAGCCT 7 5720 

TATTAAAATT ATATTTAATA TGTTATTTTT AATTAAGATT AATGTCAATA ATTTAAGAAT 757 30 

TTTAATTTTT AAATTATGAA TTTCTTTTCT AAAATTTGTT TAAGGATTTT TTGTTTTATA 7 58 40 

TTAAAATTTT TACATTGGAT TTTTTCAT T A ATGAAGTTTT GTTCGTTAGT AGTTCTTTTT 7 59 00 

TTTAGCTTAT ATTTGAATTT ATTTAAGTTA TTTTGGAGGT AGAGTTGGTG ATTGTAATAG 75 9 60 
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AAGGTTTAAT TGGGGTAGGA AAAACTACTC TTGGAAATAT TTTATCAAAG GAGTTGGAAG 7 6 020 

TTCCTTTTTA CAGTGAATTG AATAATGATT TTACTTTAGC TGTATTAGAC AAATTTTATA 7 6080 

AAGATAAATC CAGATGGGCA TTTCCAGTCC AAATTAATTT TCTTAATGAG AGATTTAAAT 7 6140 

TAATAAAAGG TGTATTTAGA AGAAAAGGGG GCATATTAGA CAGATCTATT TATGGTGATT 7 6200 

GTGTGTTTGC GTCTCTTTTA AATTGTGATG GGCATATTTC TGATGAGGAA TATAAAATAT 7 6260 

ATATCGATCT TCTTGATAAT ATGCTTGAAC ATTCTCAGCG ACCAAGTTTG CTTGTTTATC 7 6320 

T T G AT TG T AG TATTGATGAA GTTGAGCGCA GAATTAAAAA TAGAAATAGA AGCTTTGAAA 7 6380 

TGAATATCCC CAGAGATTAT CTTGAGGGTC TTAATAGGAA ATATTTAAAG TGGTATGATG 7 6440 

AATACAACTT GTCGTCAAAA ATAAAATTTT CTTACGATAA TATAAATATT TTTAGTGAAG 7 6500 

AAGATAGGAA TAAAGTGATT TCTTTAATTA GAG AT AAAC T TGTATTATAA T T AT T TAT AG 7 6560 

TAGATTGACA TTCTTTTGTT TTATTTTAAG GTTGAGTGTT AATGGAGGTT GTTATGAGAA 7 6 620 

GATTATTTCT TCTATATATT TTATGTTCTT TTGTTTTTTT GAATTTATTT GCTCAAGGTA 7 6 680 

GTTCTTCTTA TATTGATAAG CAAAAAGAGC TTGCTATTTT TTATTATGAG GTTGGTCAAA ' 7 6 740 

GAT AT AT AAA CGTTGGTAAA ATTAAAAAAG GAAAGCTTTT TCAAGCAAAA GCTTTAAAGA 7 6 800 

TTTATCCAGA TTTGAAAAAG GGGTTTGATA TCAAGCTTGC AGTTAAAGAG CTTGATGCTA 7 68 60 

GGATTAAAGA TGACAATCCC AAGGTTGTTA TGCTTGAGGA TATTAAGCTT GAGGAGATAC 7 6 920 

CTGGAATAGT GCACGAAAAA AT AG AAAT C A AT GAT T T T AC AAATGCTCCT AAAATAGAAT 7 6 980 

ATATTGCTCA AAGAGAGAGA AGCAAAAATC AAGATAAAAT TATTAAGTTT CAATTTGGAA 77 04 0 

- AGTTTGCAAG AGCTTTAATT TCTAGGAACT TTGATTTGTT TGATTCAGTT ATTGCGGATA 7710 0 

AAGTTAACGT TATGGGTCAA TTTGAATCAA AAAATGATTT TATATCAACT TTATCAAGTG 77160 

' CTTCATCTAA GGCCGATGCT GATGAGTTAG AGTATTTATC AGTTGATGAT TATTACGATT 77 220 

TAAAGTCTTT. AAAAATTTCA AAATCCAACG ATACTTCTTT TGCTGTTAAT GTTAATGCCA 772 8 0 

AAAAAAATGA TGT TACT AAA AATTTTCCAT TTTGGAAAGA ACGTCAAACT TTAATTTTTA 77 3 40 

C T AC AGAGG A TGATAATAAT TGGTTTTTGT CTTCCATAAA TTGAAATCTT AGTGTTGTGA 7 7 400 

TTAAAAACAT CAT C AC T AAT ATATGTATAA ACGAGTCTCC AATTTTTTCA TAAATGGTTG 77 46 0 

TAAACGTTGG GGACAGTTTT AC GG T T GAT A ATAGGTATCC TTTTTTAAAA GTTTCCAATT 77 52 0 

TTTTAATGGT TTCTCCATAT TCGTTGATGG TTGCAGTAAT TCCTGAGTTT GTAGCTCTAA 77 580 

TAGTTTTGAT TCCATTTTCA ATGCTTCTAA ATTTAGCCAC AACAAAGTGT TGCCATTCTG 77 640 

CTGAATTTGT TTTTGACCAA GAATCGTTTG " AAAAATTTAC T AAT AT ATT A GCGCCTTGGG 77 7 00 

TTTTGTAAAA CCTTGAAAGC TCTGGAAATG CATCATCATA GC AT ATT AAA GGAGCAAATT 77 7 60 
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TAAACTTTTT CAATTTTAAT ATTTCGATTT TATTTCCTTC AATCTGTCCT AAAATTCTAA 77 82 0 

AGTTTTTTAA AAAAAAGTTT CTTACAAATT TATATTCGTA AAATGGAATT TTTTCTGCAA 77880 

AAGGGACTAA GAATATTTTG GAATATATGT TTGTAATGTT GAGGTTTGGT TCTACCATAT 77 940 

AAATAGAATT TTGTTGAATC CCTATGGCTT TGTCCAAATT TGAGGGAGCC CCAATGGCAA 78000 

ATGGGATTTT GTGTTCTTTT ATAAAATTTT TAAGCTCATT GTGCAAATCA GAGCTTTTAA 7 80 60 

AGTGCTGATC TTCTTTGCTA AAAGGGTAAG TTAGCACCCC TTCGCTCCAG ATTACAAATT 7 812 0 

CTATTTTTGG ATTTTCTTTT AAGGCTTGCT CTGTAATTTC AATAGAGTCT CTTATTCCTT 7 818 0 

TTTTGTCATT TCCTGGCAAC CATGGATCAG TGTTAAGCTG AATAGCTGCA ATGTTTAGAC 7 8240 

TGTCTATTTC TTTTGCTAAT AAGTTTTTTA GCTCAATTTT TTTGATCATT CCGTAAGTAA 7 8300 

AAGATGCTGT TATTAGCAAT GTTGGAAATG CTATGTTTAG CAAATTTGTT TTGTTTTTGT 7 33 60 
GGATTAGAAA GTCTGCAATT CCCGAGTTTA AAAAGTAGAC TGCAAATGAT AC AAAAAAT A " 7 8 420 

C AC C AAAAAT GTCTGCTATT TGAATTAAAT TGTTGAAGTT ATTTACGGTG AAAGCTGCAA 7 848 0 

GCCCCCAAGG AT ATGC T AAA AATCCAATTG ATCTTGAGTA ATCATAAAAT GTAAAAAGCA 78540 

. TTGTTATGCT CATCGTTTTA TTTTTAAAGC TTTTTAAAGA GTAATAAAGG AAATAGCCTA 78600 

AAGTTAGTGA ATATGGAATG TACCCTATTA TCACTCCAAT GAATGTAATC CATCCAAATG 78 660 

CATGAAAAAA CCCAAGCCAA AAATTTTGCA GGCTGTTGGC TATTATAAAG TAAAATACCG 7 8 720 

TCAGTCCCAT TAATGCTTTT TTATCTTCTA GTTTGTTTAA GGCTATAAAA AGTGGTACAT 7 8780 

AAG C AAC AAA TCCAAGGATT GAATATCCGG TTTCTTTAAT TTCATTTGGA ATTGCAAGTG 78840 

TTGTAAGAAT TCCTGAAAAT GCGGCTAAGC AAAAGCATCT AGTTTTCATT TTTCCTCTTT 78 900 

TTTACTATTA TTAGTAACAT AATGGTGTAA TATATTTAAC ATTATCATTA ATAATTTTAT 78 960 

ATGATAGTAT TAATTTTTTT GTATTATTTT TTGGAAAAGT TATGCTTATA ATAGGTATTT 7 9 020 

AAAGAGTAAA GGGGATTATG TTAATTTTTG GTTTTATTGG TTTGTTTTTT TTAAATATTT 790 8 0 

TTAGTTTGCA TGCCCAAGGA ATAGTTACTA ATAAAGATGC TCAAGAAGAG TTTAAATGGG 7 9140 

CTCTTAATTC TTATAATAAT GGAATTTACG ATGATGCTCT TTTATCTTTT AAAAAAATTT 79 2 00 

TAAGCTTTGA TCCTAATAAT CTTGATTATC ATTTTTGGAC TGGCAATGTT T ATT AT AG AC 7 9260 

TGGGTTATGT TGAAGAAGCT TTAATGGAAT GGAGAAATTT AAAAGATCAA GGCTATAAGG 7 9320 

TTCCCTATCT TAGACATTTG ATTTCTACTA TTGAGCAAAG GAGAGGTATT TTTTCAAATT 793 80 

ATGAACTTAA TTTTAAAAAA CTTGTAAAAG TTGCTTCTCT TGATAATTCT ATTTATAAAA 79 44 0 

GGCCACATGG GTACCAGATT ACATCTTTAA GGGCTGATAA GTACGGCGGA TATTACGCTG 79 5 00 
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CTAACTTTGT AGGCAATGAA ATATTGTATT TTGATGTTAA TAACAATGTT AATGCTTTAG 7 95 60 

TTAAAGATGG CTTTAGTTAT TTAAAATCAC CTTATGATGT TATTGAAGCT AATAATCTGC 7 9 620 

TTTATGTGAC TCTTTATTCA AGT G AT G AAA TTGGTGTTTA TGACAAAGTT CTTGGAGTTA 7 9 680 

AAAGGAAATC TATTGGGAAT AAAGGCACAA AAGATGGCGA ATTGCTTGCT CCTCAGTATA 7 9740 

TGGCTATTGA TAAGAGAAAC TATATTTATG TAAGTGAGTG GGGAAATAAA AGAGTAAGTA 7 9800 

AATTTGGACT TGAAGGTGAT TTTATTTTGC ATTTTGGTTC TAGAACTTCA GGCTATAAGG 7 9 860 

GCCTTTTAGG TCCCACAGGC GTTACTTATT TGAATGAAAA CATTTATGTT GC AG AT T C T C 7 992 0 

TGAGAAATAC CATTGAAGTT TTTGATACTA GTGGTAATCA TTTATATTCA GTTTTTACTT 7 9980 

CTATTGAGGG AATAGAGGGG CTTAGCAGTG ATTTTGTAGG TAATAATGTT AT AG TAT C C T 80040 

CAAAAGATGG TGTTTATAAA TATAGCATTG C T AAAAAG AC AATTACAAAA ATTTTAAAAG 8 0100 

CAGATAAAAT GAATTCTAAA ATTTCTTCAT CTATTTTGGA TGCCAATAAT CAGATGATTG 8 0160 

TCTCAGATTT TAATAATGCC AAGGTTTCAG TTTACAAGAG TGATGCAAGC CTTTATGATA 8 0220 

GTTTAAATGT TGATGTTAGA AGAATAATTA GGCTTGGAGG GCCTAAAATT TACGTTGAGC 802 3 0 

TTAATGTTAG CAGTAAAAGC GGATTACCAG TTGTTGGGCT TAAAAGTGAA AATTTTTCAA 803 40 

TTTCAAATGA AAATTATTAC ATTGTCAATC CCAAGGTGGC ATATAATGTA AATGCTTCAA 8 0400 

AAGACATTAA TATAGCAGTT GTTTTTGATA AATCTTCTTA TATGAAAAAA TATGATACAG 8 04 60 

ATCAAATTGT AGGGTTAAAT GCCCTAATGG AGTTGTCAAA AAATAAAAAC TTTAGTTTTA 80520 

TAAATGCAAC AAGTGTGCCC ATTATAGATA ATATTGAAAG CTTAACAAAT AGCATTAGAA 805 80 
ATACAAGTTC TCTTGGTCCT TATAGTACAG ATGCTGTAAA AACAGACGTT AGTTTGAAGT 1 8 0 640 

TGGCAGGTTC TGGGCTTATG TCAAAAAGCT CAAGAAGAGC AGTAGTTTAT TTTAGTGGTG 80700 

G TAT T T T AAA TCGTAAAGCT TTTGAAAAGT ACTCTTTAGA TACAATAGTA AGCTATTATA 8 0760 

AAAATAATGA TATAAGGTTT TACTTAATAC TATTTGGTAA TGATCCTATT AATAGTAAGC 80820 
TTCAGTATTT AGT TAATGAA ACAGGCGGTG CTGTAATTCC TTTTTCATCT TATGAAGGTG _ 808 80 

TATCTAAAGT TTATGATTTA ATTTTAGAAC AAAAAACGGG CACTTATTTG TTGGAATATT 8 0 940 

ATTATCCAGG CCCTCAAGAA CCTAATAAAT ATTTTAATTT ATCTGTTGAA GCAAATATAA 810 0 0 

ATCAACAGAC AGGAAGAGGG GAGTTTGCAT AT T T T AT T AA TTAGATTTCT TTTTGATTTT 810 60 

ATTAGAGGTT TAGGCTATGA GACTTAATGC GGGGATTGTG GGACTTCCCA ATGTGGGTAA S112 0 

ATCTACTTTA TTTTCATCTT TGACATCATC TAATGTTGAG ATCGCGAATT ATCCTTTTTG 8118 0 

TACCATTGAG CCAAATATAG ' GAATAGTAGA GATTCCCGAT GAAAGGCTTT TAAAAATCTC 812 40 

AGAGTGCATT ATTCCACGCA AAATTATTCC TGCTGTTATG GAATTTGTGG ATATTGCAGG 813 00 
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TCTTGTCAAA 


GGAGCATCAA 


CAGGCGAAGG 


GCTTGGCAAT 


AAATTTTTGG 


CTAATATTCG 


81360 


CGAAGTTTCT 


CTTATTGTTC 


ATGTTGTAAG 


ATGTTTTGAA 


GAAAAAGAGG 


TTATTCATAT 


81420 


TAATGACGAT 


ATTAATCCTG 


AGAAAGATAT 


AACTACAATT 


AATGTTGAGC 


TTTGTCTATC 


81480 


TGATCTTGAA 


ACTGTTCAAA 


AAAGCCTTCA 


AAAACAAGAA 


AAAAATGC C A 


AAAGCACTGA 


81540 


TAAGAAAATT 


AGTGAATCTT 


CTAAGGCAAT 


TGTTTTAATG 


TTAAAAAGAC 


TTGAAGACCA 


81600 


TTTAAGCAAT 


ATGAATCCTG 


CTGTTGAGTT 


TAAATTTGAT 


GATTTTGAAT 


ACAACTTTAT 


81660 


TAGATCATTA 


AATCTTTTGA 


CTTTTAAAAA 


AGTTTTGTAT 


GTTTGCAATG 


TTGATGAAAA 


81720 


TTCACTTAGC 


GGCAATAAAT 


ATACAGATAT 


TGTAAAAAAT 


ATTGCCTTGA 


AAGAAGGAAA 


81730 


TGATTTTTTA 


ATGTTATGTG 


CCAAAATTGA 


AGCTGAACTT 


GCCCAAATAA 


AGGATATATC 


81840 


TTATAAAAAT 


GAAATGTTAA 


AATTATTTGG 


AATAAATGAT 


AGCGGTCTTG 


GCAATTTAAT 


81900 


TAAAAAAGCC 


TATTATACTT 


TGGGCCTTAG 


AACCTATTTT 


ACAGCAGGTT 


TGCAAGAAGT 


81960 


TAGAGCTTGG 


ACATTCAAGC 


AGGGCATGAG 


AGCACCCAAA 


GCTGCTGGAA 


T AAT T CAT AG 


82020 


TGATTTTGAG 


AGAGGTTTTA 


TTAAAGCAGA 


AGTTTATTCT 


TGTGAGGATT 


TATTTAAATT 


82030 


TCAAAGTGTT 


CAAAAATTAA 


AAGAGAAAGG 


AC TTGTT AG A 


ATTGAAGGCA 


AAG AAT AT AT 


82140 

c 


TGTAAGAGAT 


GGAGATGTAA 


TCTTTTTTAA 


ATTTAATGTG 


TAGATTTATT 


T TT AT AT T AT 


82200 


GCGTGATTTA 


TTTTTTAATA 


ATGTAAAATT 


AATTAGTTTG 


TTTGTTTTTA 


ATGTTGTGAT 


82260 


TTGTTTGCTT 


TATTTGGGTT 


TTTATGACGC 


AAGTTTTTTT 


TACTTTGTTT 


TAGCACTTCT 


82320 


TTTGGTAAAT 


TTTTTTGTAA 


TTTTTTTTTA 


TTTAAGATAT 


TTTTATTCTA 


TTTCTTTTAA 


32380 


GGGATCTAAG 


ATT TATT AT A 


AGGGTATTTT 


TTTAAGTTAT 


AATTTTGATT 


TTAGTGATAT 


82440 


TATTTCGTTT 


GAAAAAAGAT 


TATCAGACAA 


TGTTTTGATT 


TTGCAATTAA 


AAAATAAAAA 


32500 


AAAGATTAAG 


GTTTGTTTTT 


GGACAGGCAA 


CGGTTCAAGT 


GAATTATTTA 


AAGAGCTTAA 


82560 


AATTAAGAGA 


AAAGATCTGT 


TTGTCCCAAA 


ATTGGAAAAT 


TTTCCAATAA 


GATATTATTT 


82620 


ATCTTGTACT 


TATCTTTTTA 


TGTTTTTAGC 


TCGTATTATG 


ATTGCTTTAT 


TTGTTTATTA 


82630 


CATTTCATTA 


AGCAATATAT 


TTATTTTTTT 


ATTTATTTGT 


TTTATTGATA 


TTAAAGTTTT 


82740 


GT TGGGGG AT 


TTTTGAGTTA 


TTAGCAATAT 


AGTGTTATTT 


TATGAGTTTA 


GGAAAGATTC 


82300 


AATCTGTGAA 


AG AAAAAT T T 


TTAAAAGTGA 


AATTTATTTT 


TATGAATTTT 


TTGAAAAAAT 


82860 


TTTTATTGCC 


AGAGAATTTG 


AATTTAACAA 


TAAAAATTAT 


TTATGCTTTT 


TATACAAAGA 


82920 


AAATCATCAG 


' ACAAAAAAGG 


TATATATTTT 


GAATAAAAAA 


ATTTCTTATT 


. CCATGCAAAA 


S2930 


GGTTTTTGAA 


TATATTAATC 


AAAACTATTG 


TACTAAATTA 


ACTTAAATCT 


TTGATTGACT 


33040 
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ATATTTGAAT 


TAGTTGATAT 


ATTAAAGCTA 


TTGTTTAATA 


AT AT T AT T AA 


GGAGTATAAC 


83100 


TTGAGAAAAA 


ATGCATCTGC 


ATTGAAGCGC 


TCTCGTCAAA 


ATTTAAAAAG 


AAAGATTAGA 


83160 


AATGTAAGTG 


TAAAAAGTGA 


ATTAAAAACA 


ATAGAAAAAC 


GCTGTATCAA 


CATGATAAAA 


83220 


GCGGGTAAGA 


AAGACGAAGC 


TATTGAATTT 


TTTAAATTTG 


TTGCAAAAAA 


ACTAGACACT 


83280 


GCTGCTAGAA 


AGCGAATAAT 


TCATAAAAAT 


AAGGCTGCTA 


GAAAAAAATC 


TCGTTTAAAT 


83340 


GTTTTGCTGT 


TAAAGTAAGG 


AAATTAGTTT 


ATGTCTTTTT 


C AAGAAG AC C 


AAAGGTTACT 


83400 


AAGTCAGACA 


TTGTTGATCA 


AATATCTTTG 


AATATTAAAA 


ATAATAATCT 


GAAATTAGAA 


83460 


AAAAAATACA 


TAAGACTTGT 


AATAGATGCT 


TTTTTTGAAG 


AGCTTAAAAG 


TAATCTTTGT 


83520 


TCGAATAATG 


TTATTGAGTT 


TAGATCTTTT 


GGTACATTTG 


AAGT T AG AAA 


AAGAAAGGGA 


83580 


CGCTTAAATG 


CTCGCAATCC 


TCAAACAGGG 


GAGTATGTTA 


AGGTCCTAGA 


TCATCACGTT 


83640 


GCGTATTTTC 


GTCCAGGCAA 


AG AT T T G AAA 


GAGAGAGTGT 


GGGGTATCAA 


AGGTTAAATG 


83700 


CCGGTTAATA 


TCGTAGATTC 


TTATAAATGG 


GATTGTAAGC 


TAGACTCCAG 


TTTAACTTTT 


83760 


AGAGGAAAAT 


TAAAATTTGA 


AGGAAC TTTG 


TATCTTGATT 


CTTCTTTTGA 


AGGTGAAATA 


83820 


TCTTCAAAAG 


GGGGTGTGCT 


TTTTATTGGC 


AAGAATAGTA 


AGGT T AT T AC 


CAATGTGGTA 


83880 


ATT TGTG AT A 


CATTAATAGT 


AGAAGGAATT 


TTGAAGGGCA 


ATGTAAATGC 


TGCTAGTAAG 


83940 


GTTTATTTAA 


ACAGCGGTTG 


TAAAATATAT 


GGGGATGTAA 


AAACAAAAAA 


AATATTTATT 


84000 


AATGATAATA 


TAATTTTTGA 


TGGTAAGTGT 


GAAATGATAA 


AGTCTAATGA 


AATTGTAGAT 


84060 


TTATTTTCTT 


TCACCGTTTC 


ACAAATAAAA 


GATACTTTGC 


AATAGGGTCA 


GTGTTTTTTA 


84120 


TTAATTAATA 


ATAAGTAGAT 


TTTTATAAAA 


TCCTTTCTTA 


AAAATTTAAT 


TCGTAGAGGA 


84180 


AAATATGGAT 


AAAAAAAATG 


GTGGATTTGA 


TTTAGAAAGT 


GAAATAAGGC 


GGTTGGATGT 


84240 


TTCTAAAGAG 


TTTAAGATTG 


AAGATAATTT 


GAAAAAAAAA 


GTGGTTAAAG 


TTGTTGCTAA 


84300 


AAAGGATTCT 


GCATCTAGCG 


TG AC AAAAT C 


TGC AGATTT A 


AGTGGCGTAA 


AGGATTCAAA 


84360 


CGGGGTAATA 


TTTTCTGATT 


T T G ATT AT GA 


TATTCCTTCT 


TCAGGTTTAG 


AAAAT AAT AT 


84420 


TAAAACTTTA 


GAGCAAAGTA 


ATATCATCAA 


ATTTTTTAAT 


GGTAAAGATT 


ATGTAGAGAT 


84480 


TGAAAAACTT 


TATGATAAGC 


CAATTACAGA 


GGTTAGAAAA 


ATTGTTGAAG 


GTCTTGGGAC 


84540 
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A ACCGAATTA 


ATATTTTTAT 


TGGTGAAAAT 


84600 


ATTAAGTGAG 


AATAATATTG 


ATGTTTTATT 


TACAGGTGTG 


CTTGATGTGC 


TTAGTGATGG 


84660 


TTATGGGTTT 


TTGAGAACTG 


CATCAAATTC 


TTATCTTTCT 


GGAGGCAATG 


ATGTTTACGT 


84720 


TTCTCCCTCT 


CAGATTAGAC 


TTTTTAATTT 


AAGGACAGGT 


GATATTTTAT 


ATGGC C AAAT 


'84780 


TAGATCGCCT 


AGAGATGGTG. 


AG AG AT TT T T 


TGCAATGGTT 


AAAAT TAAAT 


CTATTAATGA 


84840 
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TCAAGATCCT ACGTTTGCTC AAAACAGAAT ACCTTTTGAT AATTTAACTC CTCTTTATCC 8 4900 

CAATGTGAAA TTGAATCTTG AATATGAAAA TTGCAATATT TCTACAAGGC TTATTAATCT 8 4960 

TTTTTCACCT ATAGGTAAGG GGCAAAGGGC TTTAATAGTT TCTCCTCCAA AAGC GGG AAA 8 5 020 

GACTACCCTG CTTCAAAAAA TAGCTAATGC AATAACTACT AATTATTCAG ATGTTATTTT 8 5080 

AATGATACTA CTTATTGATG AGAGGCCAGA AGAAGTTACA GATATGATTC GTAGCGTTAA 8 514 0 

AGGCGAAGTA ATTGCATCTA ATTTTGATGA GCAGGCTAGT AGGCATGTTC AGGTAGCAGA 8 5200 

GATGGTTATT GAAAAGGCTA AAAGGCTTGT TGAAAACAAA AAAGATGTTG TTATTTTGCT 8 5260 

TGATTCTATT ACAAGGCTTG CAAGGGCATA TAATCAAACT ATGCCAACTT CTGGTAAAAT 8 5320 

TTTATCGGGT GGGGTAGATT CTAATGCTCT TCATAAGCCA AAGAGGTTTT TTGGGTCTGC 8 53 80 

TAGAAATATA GAAGAAGGGG GAAGTTTAAC TATTATAGCT ACTGCTTTGG TTGATACTGG 8 5440 

TAGTAAAATG GATGAAGT T A TTTTTGAAGA ATTTAAAAGT ACCGGTAATA TGGAATTAAT 85500 

TCTTGATAGA AGTTTGGCAG ACAGAAGACT TTTTCCTGCT ATTAATATTA AAAAGTCAGG 855 60 

T AC C AG AAAA GAAGAATTGC TTCTTAGTGA AGAGGAGCGT TCTAAGATTT TGCTTATTAG 8 5 620 

AAGAATACTT GGAGGTGTTG ATGATTATGA GGGAGTTGAA GTTCTGATAG AAAAGATGAA 8 5 680 

AAAAAGCAAA AACAATGAAA TTTTCTTGAA' GACAATGAGC AATGGTAATT GAATAAATTG 8 5740 

ACATTATTTC TAATGTAAAT TAAACTTTAT TGAAGATTAA GAGGAAGGTT TTATGAGAAA 8 5800 

AGATATACAT CCTAAAAATA ATTTAGTGGT ATTTAAAGAC GGATCAAATG GAGCAATGTT 8 5860 

TTTAACCAAG TCTACTTTGA ATTCAAAGGA AACTATTAAA TATATTGATG GAAAGGAATA 8 5 920 

TCCATTGGTT ACTGTTGAGA TTACAAGCAA ATCCCATCCT TTTTATACGG GTCAGCAAAA 8 5 980 

GTTTGTTGAT GCAGCAGGAA GAATTGATAA ATT T AAT AAA AGGTATAAAA AGTCCTAAAA 8 604 0 

ATTGGCTTTT TTGTATAAAA TTTTGAGAAA AT AT T AAT AA ATCTTTTTTA AGCTATATTC 8 610 0 

TTTTCCTATT AATTTTTCTA GGTTGTTTTT TTCTTCTTCG TATATTTGGT TATTTACTAA 8 6160 

AGATGCAATG CTGTTGTGTT GTC TTATTTG TGTTAGAATC TTTGTGGATA TTTCTTTAAT 8 6220 

ATCTTGCGGT GTAATTGTAA AGTAGGCATT TCGAATATCT TGTCTTAAGC TGTCACTAAT 8 6280 

ATTTAGCATT TTTCTTCTAT AGCTTTGCAA AGCTTCTGTA GCTTTAGTTT TTACATAGAT 8 6340 

GTTAGTTCCT ATT AAGC CT A TCAAATAGGT ATAAATCTCA TCATCTGTCA TTTTATTATT 8 6400 

AGCTAATTCT TCTAAAGATT TTTCGAAAGC CTGGTAAGTT TTGGTGAAAT TGGGATCTCT 8 6 460 

GTAGGACGCA AAAGAGAAGA TTCCATTGGC GATTGATGCG CTTGCTCCGT- ATGCACCCCC 8 652 0 

CATTACCCTT ATTTTTTCCC AAAAAAT T C C ACTTCTTAAT ACATGCTCTA GAAAATTTGC 8 6580 
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TTTTGGATAA TTCTCATCGT TGATTTTGTA ACTGGGGAAA C AT AT AGG AT T AAAAGC T AC 8 6 640 

TTTTGATTGG ATAATTATTA TTTCTCTTAA TGCTTTGCTG TTTGCGTCAA GATTGAGCAA ,8 6 700 

CCCGTTGTAA TGATTGCTCT CTTCTAGGCT TTCTTTTAGA TTGAAAAATT CATTTTCTAA 8 6760 

GTTTTTAAGA ATGTCGTCAG TATTTCCCAT TATTAGTGCA GATAGATTGT TTTTTAAAAT 8 6 820 

TATTTTATTT TTTAAATTGT CTAATTTATT TGCGATTTCT TTTAAAGATT CTGTATCGGT 8 68 80 

TTTTGCTTTT TGCCAAAATT CTCTGCCTGT TATTCCATTT TGCAATTCTT TTAAATACTC 8 6 940 

ATTTAATTTT AGTTTTGATT TGGATCTTAA CATTGCTAAA AGATGTCCCT TAGGGATTAA 87 000 

TAAGGATTTA AAATCATTTT TCAAGCTTAG TGTTATTTCT TTTAATCTCT CATAATCATG 37 0 60 

AAAGTTAATA TTAATTAAAA TTTCTTTTAT CAGCTCAAAT GATTCTTTAA CTTTATTGTT 8 712 0 

AAAAGAC TT A AAGC TAATGT TAAATGAATT TAAAATGTTT C C ATCGAT AT CCTCGTCGTA 37180 

GCTTTCAGAT ATATTTATTT GCCCCAAAGT ATTTTGGATT TTATTGTTAA TGTTTATGTA 872 40 

AGAATAATTT TTTGTAGATA AATCTTGAAG AGCTCTTTTG AATAAAGATA GGTATATGTA 873 00 

ATCTTCTTTT TCTAAAAAAT C T AATTT AAA AAATAAATTT ACATTGAAAA T ATT G T T AC T 873 60 

CTTAAACTTA AAAGAATGTA GATTTAGCTC TTTTATTTCA TTAAGATCCA AACTTTTTTC 87 420 

TATTTGTTTT GGCAAATCTT CTATTTTTAG TAAGGGAAGT TTTGCTATAT CTGCTTTAGA 87480 

ATCTTTTTTA TTTTGGTATT TTTTAAACTG ATTGTAGTCT TTTTTAAATT GTAAAAATTC 87 540 

TTCTGGATTT TGCTTAATTT CAATTTCCCT TGCCATCAAT TTTTTTTCAA TTTCTTCTTC 87 600 

CATTTCCTTT TCTGTATCGT GTGATGGAAT AAAGCTTATT . AATGTATAAT GATTATTAAA 87 6 60 

TATTAGATAT TTTTCAATTA AATTTTCGAA GTAATAAATT CCTTTTTCCA ATTTATTTGT 8 7720 

AATTTCATTT ATATAGTAGC TTGTTTGTAA TGTTTTGATT GGATGTAGTC CATTTAGCCA 877 80 

ACCTTTGAAA CTTTTTATCA TTAAAGCGAT AGGAAAATTT TGCCCTTTTT CTTCTTTTAA 87 8 40 

AGCAAATTCG TAGCCAAAAA GAATTCCTTT TATTAATTCT TTTGGAATTT TATTTTTTAC 87 9 00 

TAAATTTTTA AGCTCACTGA AAACTAGATT TTTAAATTCT TTTTCTTTGT TTTCAACGAC 87 9 60 

ATTTTGGAGT CC AAATGAGA AAATAGATTC TTTTAAATCT GTATTGATTC ' CGCTAATGTG 88 02 0 

GGCTATATCT TCTCCTATCC CACTTTTTAA GATATTAATT GTGAATGAAC AAGAATCGTC 8 3080 

TAAGAGTATT TCTGAGAGAA TCTCAAGACC AATGCTGTCT TCAATATTAT TAATTTCTGT 8 8140 

GCAAAGCCAA TTTATTGTGT ATACCCCAAG AG AATT AT C G TTTTCTTTAG GAATTTTATA 8 82 00 

TGTTAATTTT TTCCCCTTTT CCCATCTTTT AACGTTTTCT ATGTTAATAT TGACATTGCT 8 3260 

TTTTTCTTTT TTATAAGGCC TTATTATGTA TTTTTCAATG AAATTTAGAT TTTTTTCAGT 8 3320 

TTGAGTGTTG CCGCATAAAA ATATTTTGCA GTTTTCAAGT GTATAATATT TTTTATAAAA 3 33 80 
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ATCTAAAAAA 


CTTTCATAGG 


TGAGATCAAT 


AATATTTGTT 


GGGATTCCGC 


CTGAATCGTA 


83440 


TTTATATGCA 


CCCTCTTCAA 


AAAGAGAACT 


GCTTACTATT 


TCATTTATTA 


GAGAATTTTT 


83500 


ATTTGAATAG 


CTACCCTTCA 


TTTCATTAAA 


GACAATTCCA 


GAT AC TTT AA 


AATC TTTTGG 


83560 


ATTTATATTG 


TATCCTTCTT 


GCATAAATGA 


CTCTTTTTTA 


AGCAATGGGT 


TAAATATAGA 


83620 


ATCGGCATAG 


ATATTAAATA 


AATTAAAATA 


GTCTTTTTCA 


ATTGTTGATG 


CTGCTGGGTA 


^ 83680 


GATGGTTTTA 


TCTGGGAATG 


TCATTGCATT 


TAAAAATGTG 


TTTAGACTTC 


C TTTTAAT AG 


88740 


GTAAAGAAAT 


GGATCTTTTA 


TTTTATATTT 


GCTAGAGCCG 


CAAAAAATTG 


TGTGCTCTAA 


88800 


AACATGTGCA 


ACTCCAGTAT 


TGTTTGAAGG 


TATTGTCTTG 


AAAGCTATGC 


AAAATG C AT T 


83360 


TTCTTTAAAA 


GAATCGCTTT 


TTAAGTGAAA 


TACTTCAAGA 


CCACTCTCAT 


GTTTAAAATA 


83920 


ATATCCTTCT 


GCATCATGTT 


CTTCTAAATA 


AGTTTTTGAA 


ATTAGTTTGA 


AAATTTTTTT 


83980 


CTTTTTCATT 


TATGTCTTTA 


ATCCTTATTT 


TACAAATTGT 


GCTATTTCAC 


TTTCATTAAA 


89040 


TTCAAATATG 


TTTGGCAGCT 


CCTCTGTGTC 


ATCTAGTTTA 


AATGTGTATT 


CTGGGAATTT 


8 9100 


AATAATAATT 


TTTTTGTTTT 


CAAAGTAAAT 


TACTGCTTGT 


TGTAAATCAA 


ATAATAATTC 


89160 


GTTAGGTAGA 


ATTTTTTCTT 


TAATTTTTTT 


TATAAAAAAT 


GGGAATGCTT 


CATCTGTTTT 


89220 


AATTATGTCG 


TCAATATTAT 


GAATATAATT 


TCCTTTATCT 


TGAATGTAAT 


AACTTCTGTA 


89280 


ATTTGTAATG 


GGGCTATCAT 


TAATTTCTTG 


GGTTGCAATA 


AGTATTATTG 


TATAAATATT 


89340 


GTGCCCATGG 


TAAATTTCAT 


AGTTTATTTT 


TAAGCTGAAT 


TTTTTATTCT 


CAGGTTTAAG 


89400 


CTCTTTACTA 


ACAATGTCAA 


GTCTTGCTAC 


AATTTGGCTC 


ACATATTCAT 


TAATCTCATT 


89460 


ATTCAATTCT 


TCAAGATTTC 


CTTTTTCTTT 


TCCCTCAATT 


ATTAATTTGG 


GTATTCTAAT 


89520 


ATTGTATTCA 


TAAAATTGTG 


AATCTTCTTT 


TGAGCTTATT 


GAATTTATTA 


TTAAAGAATT 


395 80 


CATTTTGTTG 


CTATTTAAGC 


TAATATC TTT 


AAAATTGATC 


TTGGTTAATT 


TTTTTGTACA 


89640 


TCCGTTAAAA 


ATCATTAATG 


TAG AT AT T AA 


CATAAAAGTT 


GTTTTTATTG 


TTCTTGGATT 


89700 


TAGCATGCGA 


TGATTTCTCC 


CTGCAATATT 


TATTCTAATC 


CTGTTATAAG 


ATATTATATA 


8 97 60 


ATAACCTTAA 


TATGAATTAA 


TATTATTTGT 


AATTTTGTTT 


AAAAATTTTA 


C TT AAG AC AT 


39820 


ATCTTAGGAG 


ATAGGATGCT 


TGATCTGAAA 


TTTATTAGAG 


ATAACCTTGA 


TCTTGTTAAG 


89830 


AGAAGTATTA 


AAGCAAGAGG 


CCTTGTTTTA 


GATATTGATA 


AGTTAATTTA 


TCTTGATGAT 


89940 


AAGAGAAAAA 


AACTAATTAC 


CAAAATTGGT 


GAGCTTAATG 


C AAAAAG AAA 


TGAAAATTCT 


9 0 0 0 0 


TCTAAAATGC 


AAG AAAAT C T 


TGATAAAGTT 


TTAAAAATCT 


CTTTAATAGA 


AACCGGAAAG 


90060 


ATTTTGAAAA 


AACAGCTTAT 


TGATCTAGAA 


GAAGAGCTTG 


AAAGAGTATC 


TGTTGATTTT 


90120 
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GACCTTGAAA 


ATAAGAAAGT 


GCCCAATATT 


739 
TTGTCACCTG 


ATGTGCCTAT 


TGGCAGTAGT 


9 013 0 


GAAGAAGATA 


ATTTTGAAAT 


AAAAAGGGTT 


GGAGTTGTTC 


CACAGTTTGA 


TTTTAAGC C A 


9 02 4 0 


AAAGAT C ATT 


TAGAGCTTGG 


CAGAGATTTA 


GATCTTCTAG 


ATTTTGACAG 


AGCACGTGAG 


9 03 00 


A^-GCGGGA 


GTAAA'TTTTA 


TTATCTTAAA 


AATGAAGCAG 


TTTTTTTAGA 


AATTGCTCTT 


903 60 


P'TTAJ^^^TCT 


CTTTAAATAA 


ATTAAGAGAT 


AAAGGTTTTG 


ATGTTTTTAT 


TACTCCTGAT 


90420 


GTTGGAAGAG 


AGTTTATAGT 


TGATGGAATA 


GGTTTTAATC 


CTCGTGGCAA 


CGAAAGCAAT 


90480 


ATTTATAAGA 


TTGAAGATAC 


AGATAAATAT 


CTTGTGGGCA 


CTTCTGAAAT 


TACGCTTGGC 


90540 


QQ ! r ^ r i i A r r T ATT 


ATAATAAAAT 


AATAGATCTC 


ACTTTGCCAA 


TAAGAATGGC 


AGGGTTTTCA 


90600 


CATTGTTTTC 


GAAAAGAAGC 


T GG AG C AT AT 


GGTCAGCTTT 


CAAAAGGTCT 


TTATAGAGTT 


9 0 6 6 0 


CATCAGTTTA 


GCAAGGTGGA 


GATGTTTTGT 


TTTTGCAAAG 


CAGAAGAATC 


TGGAGTTATT 


n n 1 n n 

9 0 / 2 U 


CATGATGAAT 


TTTTAAGTAT 


TCAAGAGCAA 


ATTTTTACTG 


AGCTTGAAAT 


TCCTTATAGG 


9 U / o U 


GTTTTAAATA 


TTTGTTCTTT 


TGATCTTGGT 


TCTCCAGCTT 


ATAAAAAATA 


TGATATTGAA 


o n o a r\ 

y u o 4 u 


GCTTGGATGC 


CTGGAAGAGA 


CGGAAAAGGT 


GGTTATGGGG 


AGGTTACTTC 


AACTTCAAAT 


r*i r\ o n r\ 
9 0 9 U L) 


TGTACAGATT 


ATCAGTCAAG 


AAGGCTTAAG 


ATTAGATACA 


AAGATCAAGA 


T GG AC AAAAT 


n a n c C\ 

9 u y D U 


AAATTTGCAC 


ACATGGTAAA 


TGGAACAGCA 


ATAGCTACAA 


CAAGGGTTAT 


TATTTCTATA 


91020 


CTTGAAAACT 


TTCAGGATCA 


AAAGGGAGGA 


GTTAGAATTC 


CTAAAAGTTT 


GGTTAAGTAT 


9 1 U o U 


ACAGGCTTTG 


ATTATATTCC 


TTTTAAGAAT 


TAGAATTTAG 


TATTTTTTCT 


GGGAATGTTT 


91140 


CTATAGCTTT 


TAGCAATATT 


TCATGCTTTT 


TTAAGTTTTT 


TGGAAATGGT 


GCTGTTAAAT 


r\ t inn 


TTTGTCTAAA 


TTTTTTAGCT 


CCTTCTTTGG 


AGAATACTAT 


TCCCATAAGA 


TGCTTGAATA 


912 60 


ATATATTGAT 


CGACAAATAA 


TTTTCGTATT 


CTTTAATGTA 


TTGTACCATT 


TGCATCAATA 


913 2 0 


■ TATCTTTTCT 


TGTAAGAATT 


TCATCAGTTT 


CGTTTAAAAA 


TTCTCTTGAG 


GCGTTTGCAA 


91380 


TAAAGTATGG 


ATTTTCAAAC 


GCACTTCTCC 


CAATCATGAC 


AGAATCAACA 


AAAGATAGGT 


9 1440 


GTTTTTTAAT 


TTGCTCTGAG 


TTATTGATTC 


CCCCATTTAT 


CTCGATAAAG 


AAATTTTTAT 


y i j uu 


TCTCTTTTTT 


CAGCTTATAT 


ACAAATTCAT 


GTCTTAATTT 


TGGAATATTC 


CTATTATTTT 


9 1 b D U 


TAGGAGAAAA 


TCCTTTTAAT 


ATTGCAATCC 


TTGCATGTAC 


AATAAAATTT 


T T GAT AC C AA 


9 1 o z U 


AATCTGAGAT 


TATTTTGACA 


AAGTTTTTTA 


CCTCAGAATA 


ACTTTCATTT 


TTGTAATCAC 


y i o y u 


TAGATAAAGG 


CCTTATACCC 


AATCTATGTT 


TAATTGAAAT 


AGGCTTATTT 


GTGTTTTCTT 


917 4 0 


TCATCGTTTT 


TAAAATTTCA 


CCTACTTGAT 


TAGCATTGCC 


CATTAGACAA 


GCTCCACAAT 


913 00 


TTGCATTTTG 


GATTTTTAGA 


GATGGGCATC 


CAACATTAAG 


ATTGTATTCG 


TCAAAATTAA 


91360 


AGTGTTTTTC 


AAGAATTTGA 


ATAGCTTTAA 


. GGGCATCATT 


TTTGGAGTTT 


GTTGCTATTT 


91920 
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GAATTGCAAT TGGAGATTCT AAGGGGTTTT GCTTTACAAT TTTTTTTACA TCACCCATAA 919 8 0 

TTATTGACTT TGCAGAAATC ATTGGGGTAT ATAATGTAAC TTTTTTTGAT AAAAGTCTTA 92 0 40 

TTAAATATCT GAAATGCTCG TCTGTAATGT TTACCATTGG GGCTATTGAT ATTTTTCGAT 9 210 0 

TCATTAACAT TAT AT AAT AT GTTAGAATAA ACGAGCTGAT TTAACAATTA TTTATTCTTT 92160 

TTTAGGAGGA ATTGTTATAT GCCTGGAAGA AAGGATTTAT TTTTTTTAAT ACTTTTTCTG 92 2 20 

TCATTTTCAA TTATAATTTC TTGCAGAGTA AAAGGAATTG TCATTAAAAA TGGCAATTGT 922 30 

ATTAAGGC T A AGGGCATAAG CGAAAAAGAA ATCCTTTTGG CATCTGTAAG TTGTAATTTG 92 3 40 

CATTATGACT TGAATAGTGA TTCGATTAAT GACGGCATTA AAGCAAATAA TTTAAATTTA 92 40 0 

TCTAAGATTA AAGCTTTTTT ATTAAATATG TATGTATATT GCTTTAATTA C C AAT AC AAT 92 4 60 

TGATATTGAA AAAATGAAAA CAGTAGAAAA AAAT AT T AT T GAGTTTTATA ATCAAGGCTT 92 52 0 

GCCAATTAGC AGTAATAGAG ATTTAAGATA TTATTTAAAT AGAATTAATG AT AC AAAT TT 92 530 

TCAAATTCTA GCAGGTTCAA TAAGAAATGC AGAACTTTCT GCTTTAGAAT TTACGAGACA 92 640 

TTTTGGTTCC AAATTAGATA AAATTAAAAA TGCAAATCAA GAATACTTTA AATTTTTTCT 927 00 

AGTTGATATA ATC TTTGGC A ACCCAAAGCT TT AT C C T AAA G AAAT AT T AA GGATTGCTTC 927 60 

AACTATTTAT TATTATTTAG ATTAATATGT ATTAAGGGAA GTTAGATGGA GTTTTTATAT 92 82 0 

TCTGATGAAG AGAATTATTT AAAAGATAGA TTTTTTGATT TTTTTAATAT GAATGTAGAT 92 8 80 

AAAGATAAAT ATACAAGTAT TGGAATTTGT GGTGGTCGAA GTATAGTTAA CTTTTTAAGC 92 9 40 

GTTTTTCTTA AACAAAATTT TTCTTTTAGA AGATCGCATT TTTTTTTAGT TGATGAACGG 93 000 

TGTGTTCCAT TAAATGATGA GAATAGTAAT TATAATCTTT TAAATAAAAA TTTTTTTTCT 93 0 60 

AAAATGGTTG AT AAAAATT T AATAAGCATT TCCAAATTTC ATGCTTTTGT TTATAGCGAA 9 312 0 

ATAGACGAAG CCACAGCTAT TCATGACTAT AATATTGAAT TTAATTCTAG GTTTAATATT 93130 

TTTGATTTTA TTATAGTTTC TGTTGGTGAG GATGGCCACA TAGCATCGCT TTTTCCTTCA 93 2 40 

AGAAAATTGT TGTTTTCAGA TGTAGAAGGT TATCAGTATG AAT AC AAT T C TCCCAAATTC 933 00 

' CCAAGCAAAA GAATAAGCTT AACGCCGAAA TCTTTGTTTG GTTCAAAAGC TGTTGTTTTG 93 3 60 

TTATTTATGG GTGTTGATAA AAAGTGTGCT TTAGAAAATT TTTTAGCTTC TAATAGTTCT 93 420 

ATTAATGAAT GTCCAGCCAG ACTTCTCAAA GAGCATCCCA ATTTACTAGT, TCTTACAAAC 93430 

ATTAAAAGAG ATGAAAGTTA TGCAGGATCC TAGGCTTTCC AAGTATAAAA -ATGCTAAAAA 93 540 

TTTAAGCAAA AAAACCGTTG AAGAAATTGA TACTTTAAGT TTAAATAAAA- ATTTTTCCGA 93 600 

TTCAGAGATT CAAGGCTCTA TGCTTAGATC TTGGATAAGC CTTATTAAAG GAAATAAAAA". 93 6 50 
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TAAAACACCT GTCGAGCCTA AATCCAACAA 

CAAAGAGAGT AAGGTCACAA AG AT T GC AAA 

TGCTAAGATT ATGTCTGAGC TTGATGATTC 

AAAGATTAGC TATATTGCTC CAGAAGAAAG 

T AC T AAGAAA TCAAAAAAGG TATGTTAAGG 

ATAAAACGTT AGGAAAATCT AAGGCAAAAT 

TTTTTATTCC TTTTGATTAT TTGTCTCAAA 

AGGATGAGAA TATTAAAACG CTTGTTATAT 

AATATGTTTT TTCAATGCTA GAAGAAGAAG 

AACCAAGGCA ATTGAGCATG GAGACAATAG 

TTAAGATGCA GGGGAATCTT AAG AC AG AT A 

TTTTAAGCTA TATGGATTTT AATGAAGAGA 

ATTTAAATCC TGTTGTGGAC AGTGAAATTC 

TGAGAATAAT GGATAATGAC CTTCATAATA 

CAATTATTAT T AAGG AT AAA GCTGATGAGG 

AAAGGCGCAA AGAAATCATT TTAGACGAAG 

ATTTAAAAAC TATGACAACA GCTTTTGTTA 

ATTTAATAAT ATATAGAAAA AATGAGGAAT 

AAAAT AT AT T GATTTTTTTA AATCAAAAAA 

TCCTGAAAAT GAT C C T AC AG TTCTTTTTAA 

TCTTCTTGGA GAAGTGCATC CATCAGGAGA 

AACAGGCGAC ATTGATGAGG TTGGAGATTT 

AAATTGGTCT CTTGGAGCTT ATTTCAAAGA 

GACATCTTCT GATTATTTAA ATATTCCAAA 

CGATCAAGAG ATTCCGCGCG AT AC AGAG AC 

CAAAGATAGA ATACATTATC TTTCTAAGGA 

AGGGCCTTGT GGGCCAGATA CTGAAATATA 

TGACTGTAAT ATTACGTGTT CTTGTGGTAA 

GCAATACAAT AAAGATGAAA ATGGTAATTA 

GGGAATGGGA CTTGAGAGGA CAATTGCTTT 
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TATTAATGAG TTAAAGCCAG GGTTTATTCG 

ATATTTTTTG GCTATTGGAC TTGAAAAATC 

GGATATAATC TTAATTACCA GAGAAATTTC 

AAGAGCATAT TATTAAAGAA TTTGAAGAGT 

TTGATGATAA CTTTGCTTAT GAGTTATTAA 

CAATTTATAA AAAAGTT AC T GGTAATGATA 

TTGAGCATGA ACAACTTTGG GCATTAATTA 

TATATAATTA TTTAAATAAA GATCAAAAAA 

ATAGAAGAAA ATTTGTAAAA GATCTTGTCA 

AGGCAATTTC AAATAAGCTT AAGGATAGAT 

AACTTGATGG AT C T AAG AT A CTTGTTGATA 

AAAATTTGCT TAATAATATT AATATGCGGG 

GAGAAAAAAT AT T T GAT AT C AATGTAATAT 

TTTTAAGAGA G T T T AC AG AC AAAG AG AT T G 

TTAGAGATAA AATGCTTTCA AATGTTTCAA 

AAGCTTTTTT AGGAAAAATA AGTAAAAAAG 

ATT AT ATT AA AAATTTAACT TTAAAAGGCG 

TTATTTAATG ACACTTAATA AGTTGCGTAA 

ACATTTTGAA ATAATGGGGA AATCATTAGT 

TACAGCTGGC ATGCAGCCCC TTATCCCGTA 

TATGCTTGTT AATGTTCAAA AGTGCCTAAG 

AAGCCATTTA ACTTTTTTTG AAATGCTTGG 

GTATTCTGTA AAGTGTAGTT TTGAATTTTT 

AGACAGTCTT TATGTGAGCG TATTTGAAGG 

TGCTAAAGTT TGGGAAAGCT TGGGTATTTC 

TCATAATTTT TGGGGGCCTG TTGGATCTAA 

TGTGGAT AC T GGAAAGTCTA AGTGTTCTCT 

GTATTTTGAA ATTTGGAATA ATGTTTTTAT 

CATAGAATTG GGTCGAAAAT GCGTTGATAC 

TTTGCAGGGC AAATC TTC AG TTTATGATAC 
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93720 
93780 
93840 
93900 
93960 
94020 
94080 
94140 
94200 
94260 
94320 
94380 
94440 
94500 
94560 
94620 
94680 
94740 
94800 
94860 
94920 
94980 
95040 
95100 
95160 
95220 
95280 
95340 
95400 
95460 
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AGATGCATTC ATGCCTATAA TAAAGAGAAT AGAATATATT TCTGGTAAAA TTTATGGACA 9 55 20 

AAAAGAAGAT GATGATAGAT GTATTAGAAT AATTTCTGAT CATGTTAAAG CTGCTTGCTT 955 80 

TATTCTTGCT GATAGTTCTG TTGTTTTTCC CTCCAATTTG GGGCAAGGAT ATGTTTTAAG 95 640 

-AAGACTAATA AGGCGATCTA TCAGATATGC AAAGAAACTT GGGATAAAAT CCCATTTTTT 9 5700 

AGCTGATCTT GTTGATTCTG TAGAAGCTAT TTATAGATCT TTTTATAATG AGCTAACAGA 9 5760 

AAAAAAAGAT TTTATCAAAA AGGAATTAAG CAAAGAAGAA V GAAAAGTTTT TTAAAACTTT 9582 0 

ATCTCAAGGA GAGCAAGAAT TTATTAAAAT AACAAGAAAT TTGCCTTCCA AGACTATTCC 958 80 

TGGTGATATT GCTTTTAAAC T AT AC GAT AC TTATGGTTTT CCATACGAAG TAACAGAAGA 9 5 940 

GCTTGCTATT GAATATGGCT TTAATGTTGA TAAGTTGGGT TTTAATGAGC ATTTTAAAAA 9 6000 

GCATCAAAAA ACTTCAAAGA AAGGGGGTGA CAAAGTTTTT AAAGGAGGGC TTGCCGATTA 9 60 60 

TACTTATGAG ACCACTAAAC TACATACAGC GACCCATTTA CTGCATAAGG CACTTCAATT 9 612 0 

AGTACTAGGC GATCATGTTA GACAAAAAGG AAGCAATATT ACTGCTGAGC GATTAAGGTT 9 618 0 

TGATTTTGTT CATTCTGAAA AG ATG AC GG A TGATGAGATA AAAAAAGTTG AAGAGATTGT 9 6240 

TAATTTACAG ATAAAAAATT CTTTGTCTGT AAAAAAAATT ATAATGGAAT TAAGTGAAGC 9 6300 

TCGAGAAAAA GGTGC TATGG CTCTTTTTGG AGAAAAATAT GACGATTTGG TGAGCGTTTA 9 6360 

TGAGATAGAT GGATTTTCGC TTGAAGTTTG TGGAGGCCCT CATGTAGAGA AT AC C AAT G A 9 6420 

ACTTGGTACT TTTAAAATAC AAAAAGAACA ATCCTCATCT TCAGGTATAA G AAG AAT AAA 9 6480 

AGCTATTTTG ATTGATGAGT AAATTACTTA TTATTTGTTG ATTTGTTTTA ATAGGAGGCT 9 6540 

TTATGATAAA ATCAATTTTA GATTATTTAT TAACTTTGCA TCCTGTATTA TTGGGAC TTT 96600 

TAGGTTCTAC TTTCACTTGG TTTACTACAG CTTTTGGAGC AGCA.GCAGTT TTTTTCTTTA 9 6660 

GAAAGGTAGA TAATAAAATA ATGGACGCTA TGCTTGGTTT TTCAGCTGGC ATT ATG AT AG 9 6720 

CGGCCAGTTT TTTTTCGCTT ATTCAGCCTG CTATAGAAAG AGC TGAAGAG C TTGG AT AC A 9 6780 

TTACTTGGGT GCCGGCTGTT TTTGGATTTC .TTGTTGGGGC ATTTTTTATA TATATTGTAG 9 68 40 

ATGTATTTGT TCCAGATCTG GATAAACTTA CTTTTATTGA TGAAGACTTA ACTAAA.CATG 9 69 00 

GTAAAAAAGA TTTTTTACTC TTTACTGCTG TTACTTTACA TAATTTTCCA GAAGGATTGG 9 69 60 

CTGTTGGAGT TGCTTTTGGA GCCTTGGCGT CTAATCCAGA TATTCAAACT TTAGTTGGGG 970 2 0 

CTATGCTTCT TACGCTTGGT ATTGGTATTC AAAATATTCC CGAAGGAGCA GCTATTTCTC 970 8 0 

TGCCTTTAAG AAGAGGTAAT GTTGCTTTGG CAAAATGCTT TAACTATGGC CAAATGTCAG 97140 

GATTGGTAGA AATTGTGGGG GGGCTTATGG GTGCTTATGC GGTTTATTCT TTTACTCGAA 97 2 00 



TTTTACCTTT 
TAATACCTGA 
TTGGTTTTAC 
CGCTGATATA 
TTTCTTCTTC 
GTTGCATGTT 
CTTCAATTTT 
CATTTGGCTC 
GAC TTAAGGC 
GTGATTGCTC 
GATAGCTTAT 
CTATTTTTCT 
ATATTACATT 
TTAAGAATGT 
GTATTTTCAT 
CCGTTTCTAT 
TATATAATTT 
GTATTGAGGC 
GTACAGTTAA 
TTGTAAAAAG 
TTAGTATTCC 
CCCCTAAGGC 
TTGTTTTAAC 
CTATTCCAAG 
TTGAAGAAAG 
ATTCGGCAAG 
GTATTACATA 
TTGGAATAGA 
TAATAAAGGG 
CTGTTTTTTG 



TGCTTTGGCT 
AGCTAAGAGA 
ATTAATGATG 
TTCTTCAGTT 
AATGCATCCA 
GTGAGTTACA 
GCCTGTTGAT 
TAT TGC GAGA 
GTTTGTATGA 
TACTATTTCG 
ATTATCATAG 
TCTAAGCTCC 
GCCTTCTATT 
TGATTTACCA 
GTTTATTTTA 
TATAAGTTCA 
GTTTATTAAA 
TGTTCCAAAT 
TGTTCTTGAA 
CAATACAGCT 
GGGAATAGCT 
GAATGAAGCG 
AATCATTGGT 
AATTGGCACA 
AATGTCAACG 
CATTATGCCA 
AAAAGT AT T T 
TAATATGAAA 
TGCTTTAAAA 
TATAGTTTGT 



TTTTCTGCAG 

AAAGACATTG 

TTTCTCGATG 

TTAGTATTTT 

TTAAGGAAAA 

ATGATTATTG 

ATTGGATCGA 

GTTCTTGCAA 

AGTTTGTCTT 

TCTAGTTTTT 

ATAGACATTA' 

AGGATATCGA 

TTAATGCCTT 

CAGCCAGATG 

TTTAAAGCTT 

TTTTTTGGTG 

AATTTTGATG 

CCTTTGTCCA 

GGTTCATTTA 

GTTTCTCCGA 

GCTGGAACCA 

TATTTGTATG 

AATATCATTA 

AAAAAAATCA 

CTCATAGACA 

GTTCCTATTC 

AATATTAAAT 

TTTAAATTTA 

TTTTGAAAAT 

ATTATATTTT 
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GAGCTATGAT 

ACAATAAAGT 

TTTCACTAGG 

TAGGATTGAA 

ATGCGGTTCT 

TGTAACTTTC 

GAGCAGAGGT 

TACAGAGCCT 

TG AC C T C ATT 

TTTTATCTTT 

AAAATGGGTT 

AATTATTTGA 

CAACAAGATC 

GGCCTATTAA 

TAAAGTCTGT 

TATCTTTTTC 

TTAAATTTAT 

GGTGTCCTTC 

AATTTGTTGC 

AAGCTCTTCC 

TAACTTTAAT 

ATTTTGGGAT 

GGGAGCTTGT 

GTC C AAAAAG 

GTATTTTGTA 

CAATGCATAT 

AA.GAAATT C C 

AAGGACTACT 

AATGCCAAGG 

CTTCTTGATC 



TTATGTGTCA 
GCCAAGTATA 
TTAAAATTAT 
GAATAATTCA 
ATCAGATATT 
TTTTAAGTTT 
AGGTTCGTCC 
TTGCTGCTGG 
CCAGAGTGCA 
TGTTCCATGT 
AGGGGTTTGG 
ATAAATGTTT 
GTTCATTCTG 
GGCGGTAATA 
ATAAAATAGA 
TTTTATCACT 
TATGAGTACC 
TTGAAATAAC 
AAGTCCCAAG 
TATTGCAAGA 
TATAGTTTGT 
TGTTTTAAAT 
TATTGCTCCT 
TCCAAAAATT 
AAATATTTTA 
TGAAATAGCG 
ACCATATGCG 
TTTATCAATA 
CACAATTGCT 
AAGATATTTT 



ATTGAACAAT 
TTTGGTGTTA 
CCAAATTTTC 
TCAGTTGAAC 
CTTCCGGCTT 
ATTATTAACT 
ATCAGTATTA 
CCTCCTGAGA 
GATTTTTTTA 
ATTTTTGGAC 
AATACCATTC 
TTTCCCTCAT 
TTGAGAGTTC 
CTATTTTTCA 
TTCAGATTTT 
TATTTAATCC 
ATAATAACAA 
ATTAGTAAGT 
TTTGTTCCCA 
ACTATTCCTG 
GTTTTATTTG 
GCTTCTTCGG 
GAGAGTATTC 
ATTGCAGGAA 
CTAGAAGTAT 
GTTGTTAA.TA 
CCAGAATCTC 
TAATGCATTT 
AGTGCGGCTT 
ATTATTTTTA 



97260 
97320 
97380 
97440 
97500 
97560 
97620 
97680 
97740 
97300 
97360 
97920 
97980 
93040 
98100 
98160 
98220 
98230 
93340 
98400 
98460 
93520 
98580 
98640 
98700 
93760 
9S320 
93830 
93940 
99000 
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ATTTAATATC 
CTTCATCAAC 
TTATTAGGAC 
CTAGGGATTC 
TTTGAAGTAT 
TTTTGATTAG 
GTATAATGTC 
TGTTGTGAAT 
CAATTTGTAT 
AAAATAAAGT 
GAAAAATTAA 
TATTAATTAA 
TAGTATAAAA 
AGAAAAGAGA 
CAGTTAGTGT 
CCATTAATAC 
AAATACCTCG 
CTAATGCAAG 
CGCTAATTAT 
ATCCCAAATT 
CAAAAAATCC 
ATTGTCTATA 
GTAAAGCAAT 
TACCATAAGA 
AAATTTTAAT 
AAAACAATAT 
TTTCAATTAT 
AGCTCATGCC 
TTAATTTAAT 



TTTTGATATT 
ACCTAATGTA 
AGACATAGTT 
AAATTCTTTT 
TTTTTTGGTA 
TGTTTTTAGA 
AATTCCCTGA 
GTCTTC T ATT 
TTCTTTGCCG 
TTGTTTTTTT 
TACCGCTGTT 
TTTATTGATT 
TTTTTGAGTA 
GCTTCTCTGT 
TCTAATAGGA 
TGCCACGGTT 
ACTAGCCGAT 
AGATGCAAAT 
TGTGGGGATT 
GTCTTCTCTT 
GTAAACTACA 
AAATCCTTTT 
TAAAATAGAA 
TTTTTGTAAA 
TTTGTTATTA 
TGATAGGGAG 
TTTTCTTTTT 
AATGTTAAAT 
TATGTTTTTA 



AAATTGACCC 
TTGATTATTT 
TTTATTTTTA 
TTTGTTAAAT 
GATGGTTCGA 
ATAGCTTTGT 
TCTGAAATGC 
GAGATTTTGT 
TCTTCTGTTT 
TTGAAATAAA 
AAAAAATATG 
TGAGTTTTAG 
AATTTGTAAT 
GAACACCCGA 
GAAAATATGT 
TCTCCAATAG 
GGTATTATTA 
TTATATGATT 
ATCATTATGC 
TGAAAAATGT 
CTAGGGATTC 
GCTTTTTCAA 
AAAAGTGTAG 
TTGCTAGTAG 
AGAAATGGCA 
CTGATTATTG 
GTCTTTAAGC 
TGTATTACTT 
TCCCTAAAAA 
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ATTTTTCTTT 
CATTTTCATT 
AAGCCTTAAT 
AGCCTACAGA 
TTTTTATGTA 
TAGATATGCT 
TTCCCCAGTG 
CTGTGTTGAT 
TAAATGGCAC 
ATAAAGAGTT 
CAATAGAATT 
TCACTTTTTC 
TATTGAAAAT 
GGCGTATCCC 
TTTTTATAAA 
CTCTTCCTAT 
TATTATATAT 
TTGGAACGGC 
TTAATATGAG 
TTTTTACTAA 
CTGCTAAAAG 
GTAAATATAT 
TTAAAAAGGA 
GATCCCAATT 
TTATTCCAGT 
CAGATATAAG 
TCAGATGCAT 
GACTTGATCT 
GCCTTGTTCT 



GCCTTTAATA 
TTTTGTTAAA 
ATTGGGATAT 
GCCTATTGTG 
TCTTTTATTA 
GTCAATTGAA 
TGAAATTTTA 
ATTTTTGTTA 
AAAGC TTTG A 
GTACAATACA 
G AT T AT AAAG 
TTTAACCCTT 
AGCAATAATA 
ATGTCCATAG 
AAGAGGAGAG 
TGCCAATATT 
TGTTTGCCAG 
TTTGAGCGAT 
TGATGAGCTT 
AGCTGCAATA 
CTCTATTACT 
CGCAAATCCC 
ATTAATAATG 
TGTGCTGAAT 
TTTTAATATA 
AAT AAAAG AT 
TTTTTAAAAG 
TAAGTCAAGT 
T C AAC AAT AT 



AGTTTTTCAA 
GTTTTTTTAC 
AATTTAAAAT 
CTGTTTATGG 
AATACATTGT 
CTTGCAATAG 
T TAT TAT AT A 
ACAAT AAAAG 
GTTTTGTTTA 
TATGCTATTA 
AAATAGAACT 
TATTGGAAGA 
C TAG AG C TG T 
GCAATGTTTA 
CCTCCTCCGA 
GTTCCTGCTA 
TCTGTTGCTG 
GAATAACAAA 
ATTAAATTGT 
AATGTGCTTC 
GTTTGTAAAA 
AATCCAATTG 
AATGC C AAAA 
AAAAAGTTTA 
AACAAACCCA 
TTGAAAATAA 
AATCCCTTAA 
TTTTTTTTCT 
CTTGTCCAGT 



99060 
99120 
99180 
99240 
99300 
99360 
99420 
99430 
99540 
99600 
99660 
99720 
99780 
99840 
99900 
99960 
100020 
100080 
100140 
100200 
100260 
100320 
100330 
100440 
100500 
100560 
100620 
100680 
100740 
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TGAGCTTGTC ATG AAA T C AA. TAAAT7GAGT 7ACGC77TTA 7CCTCG7ATT TGTTATTTGT 10 0 8 00 

AACTATTATT AAATTTCTC'T TAA.TGG7GTA. T7GATTGCTA 77TA.7CGTTT CTTTTGTAGG 10 0 8 60 

ATATGTGCTG 7 T AA_C AG AAA. GAATAT7CAA A.CCCTTTTCT A.TTGAATTTT TTGCGTATCC 100 92 0 

AAGACCTATA TATCCTATCG AGTGGGGAGT AAGGCTGGTT "TTTGA.ATTA CCTCTCCATT 1009 8 0 

. AG ATG TTACC A.CTATTCCGT C T T GT C 7 AAA. 7TGAJGC7TCT TCGTGAGTTT TGAATATTTT 1010 40 

AT C AA.G AAG T AGGTCTTTTA. TAGACGAATA AGAAXCAGAA GAAG A.GT C T C G AT T GAT AAA 10110 0 

GTTGA7TTTA GCATCAGGAC CTGCCACTTG 77TCCAATTT TGAAGTGGTC CATTTAGTAT 101160 

TTGAGGTAGA 7T7TCTTCGG TAATATTTGT AATG TTT ATT 7CAGGGCTTG TAATGAAAAT 1012 2 0 

TAAAGCATGA TAAGCAAACA CAGTTTCT7T 7GCCCC7TGT 7CAATTTCTT CTTTTGTTAA 101280 

; ATGTC7TGAT GATATTGCGA 7TT7A7A7A7 7 7TGTTAAAT AGCCGG7TTA TGCCAACACT 1013 40 

-ACTTCCTTGT GCATCGTA'TG TTACTT7AGT A7TATTGTTT A7TTGA77AT ATCTTAAAAT 1014 0 0 

CA7T7GG7GT AGTATTGGGC 7TACAG7TGG AGAGCC7CCA A7TGA7ACAA TTTTTTCATT 1014 60 

GTGT7GAT 7'T 7TACAG7TGT AT AAT AAAC 7 7G7TGA7AGC A T AAAAA.T T A AGATAATAAC 10152 0 

'TTTTT7CATC AAGC AAAC 7 7 7777GT7TAA G 7 A 7 AT AAT A GC A T 7 AA 777 AAAATAAGTC 101580 

■ AA7TACAAAT TAACTG7ATT GA7TAAG77A 7AATTGAGGA A_TAA.~A.GCAA. AT AT TTT AAT 101640 

TT7T7GG7AT AAATTACTAC 7AGATT7A7A 7GTGAAGTTT 7GCGA-GGTAT TTAAATGGCA 1017 0 0 

GTAGTGAAAT C TAGTG AGA7 7 G AAAAAGG ~ 777GTT7TAC 77ATCAAAGG GGCTCCCCAT 101760 

AT 7 G 7 7 C TT G. AAAGAGAAC'T CTCAAAAACA GGTAGGGGAG GGGCGA7AGT AAGGTTAAAG 1018 2 0 

CTTAAGAACT TAAAAAA7AA ATTTGTCA7T AGAG AAAC TT 7 AAAAGGGGC AGATACCGCA 1018 8 0 

GA-AGCTAGTG AA-.TTTATGA AGTT AG7GC T CAGTAT7TAT ACAAA.GATAA AGACGTTTTG 1019 4 0 

GTT TT'7 AT GG ATGTAGAAAC 7TA7GA7CAA G7TAGT7TGG AC TT AAAAGA AAGTGCTAAT 10 2 0 00 

TTACAAGATA AAGTGCC7TT 7TTGCAGGAG 7GTGAAATCT A7TCGG7TGT AACTTTTGAC 10 2 0 60 

AA T G 7GGTT A TTGATATTAA GCTGGC7CCA AAGATTGCTT 7TGAAGTTGT AGAAGT T GAG 10212 0 

GCGGC7GTTA AAGGTGATAC TGTAACAAAT GCAA.TGA.AAA A7ATGACTCT TAATACAGGG 10 218 0 

C TT GT AG 7 AA AAGC TCC ACT TTT T ATT AAC GTTGGAGATA AGGTGTTAAT TAATTCTGAA ,10 22 40 

AC T AAAGAGT ATGCAGAGGG G ATT AAAAA.T 7AAA.TTAATA. 77GTG77TTT GTTGTTTTGC 102 3 00 

TTGT7CTTGC GACATAAATT ATCCGC-AGA.T AAAAGAGCTT GATTA.7AAGA TAAATTATTA 1023 6 0 

TTTTA27GAA AATCGCTTAG ATTACT7TAT GAGTTT7GAT 7TTGCAATTA. AAGTTATAAA 102420 

TTCAAAAGAT GTTTTTAAAT TATCAATAGA G AAT AAGAAC ACTAA.TGAGT TTATTCAAGT ' 102 48 0 

GATTAATAAT AATTATAGCT CTTTTTTTAT 7GATTC7AGC CTTGGAAAGG ATATTCTATA ' 102 540 



796 

TTGTAAGGAT TTGAGGTTTA ATTTTTTTGA TAAAACTTTT GAAGATTTTA CCTCATGTGT 10 2 60 0 

TCGTCTTTTT GATAAGGGCA TGAGAGTATA CAATAGAGAG CTTGTTATTT CTTTGGGTAT 102 660 

GTCAAAATAT GATTTAGATG ATGTTCACAA TTATGTATAT AAGTCTAAAG ATATGGAAAT 10 2720 

GTTAAACAAG TTAAGCAATT CCAAAGTATT TTTTGTTAAA ACTTATAAAG ACAAACTACA 10 2730 

TCCGGTCTCT TCAGTTGTTA GAATTGATTC AATAGATATT CTAGAGATTG ATAAAGCATT 102 840 

TGATAATTAC ATAAGTTTTT ATTATGTCGA AAAAAATTCA AATCTTTTTT TTAAAGTTGG 10 2 90 0 

C TG AAAAG AT CAAAATGGGC CCACCAGGAC TTGAACCTGG GACCTACCGA TTATGAGTCG 102 960 

GGTGCTCTAA CCAACTGA.GC TATGGGCCCT TAGCTTTAAT TT ATT AT ATT TATTTTTTAT 103 0 20 

TCATTGTCAA GTTCATTTTG AATAACTTCT ATTTTAGAAG TTAATGCGTC TAATTTGTTA 10 3 0 80 

TTAATTTTAT TTTTTTCTTT TGTTAGAGCT TGTATCTTTT GTTGAATGTT TTTTATTTCT 103140 

TCTTGTTTTG TTATTTTTAT TAAATCATTA TTTAAGTTTA ATATTTTTTG GTTTATTTTT 103 2 00 

TCTATTTTTT GAATTATTGA GCTGATTGCA TTGGTTTTGG CTGTCATTTT ATCTTTTTTT 103 2 60 

GTGATTTCAA TAAATTCTTC AGCAATTTTT TTTAAAATGT TTTCTTTGTT TTTTGTAATA 10 3 3 20 

ACATTGATTT CGTTTTTTAT TGTATTCTTT TTGTATATTT TTTCTTTTTT GCTTGTAGAT 103 3 80 

ATTATTTCTT TTATTTCTTC TTTTATGTTT TTTATATTTG TTTTGATTTC ATTTATTATT 10 3 440 

TTAAATTCTT TAACAATTAC ATTGTTTAAC TTTTTATTTA ATGAAAATTC ATTCATTATG 103 5 00 

CTTTCAAAGT TTTCAGAAGG GTAATATTTT GTGAATACCT GCTTTTCAAA TTCTTTTGAT 103 5 60 

ATTTTATATA CATTTATCAT ATTAATGATA TTGTTTATTG TTGAGC TAAC TTCAAGCATT 103 620 

ATTCTTTGTA AATAATTTTT TGTTTTATGA TCACTTGCTA ATTCTATTTT TTTATATTTT 10 3 6 80 

TCAAGTTTCA ATTTAGAAAA ATTCATATTG TATTTTGATA TTAATTCTAG ATTTTGAGGA 10 3 7 40 

TAAATTTCGA TTATTGTTTT AGCAATTTCT TTAAGGTTTT TTTTATATGA TTTACTAGTA 103 8 00 

GAT T TAT AT T CTTTTTTAAG AATATAAATT TTTTTGTTTA AATTTTTTAA TATGTTTTCA 103 8 60 

TTTTCTTCTG ATTTGCTTAA ATTGCTTTTC ATTTGATACA ATTCTTTTTC TACTAATTTT 103920 

AAATTGGGAT AGTGGTTTAA ATTTTTTAAT TC TACT AT AT TATTATTTTT TAATATTTTT 103 9 80 

CCAAGCTCAA TTAAATTTTT GTCTTTTTCT ATCTTTAACA AGTTGATTTC TGATTTGATT 104040 

TTTTTCATCA TGGGAACTCT GGTTTTATTT TATGCTCTGT CAACTTTTTT TTCAAGTTCA 10410 0 

AATTTAGATA TTTTGTAATA AATTTTTCGT CCATGAGGAC AATGTTTGAT TTCTAGTTTA 10416 0 

AAAAATTCAT TTATTAAAAA TTTACTAAAT TCAGCGCTTA GCATGTCATT - TCTTTTGACA 104220 

GCCTTTCTAC AGGCAATAGT TGCGTATAAG TCAGATTCAA GAGAATTTAT TGTCCTACTT 10 4280 
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CTTCTTGATT GAAAAAAGTT AATAAGAGTA TTTTCATATT GACTACAAAT ATTAGGAATA 10 434 0 

GATTGAAGTT GATATTTTTT AGGGCCTATT TTAGAGATTA TAATGTCCAT TTGTTTGTAT 104400 

TCTTCAATCT CACTATCTAT AATTTCTTCT ATGTTTTTAT CAACTACTGT GAATTCAATT 1044 60 

GGTACTAGAA GTTTTTGAAC ATTTTTTTTT GAATTTCTAA GTTTTTCATA TATTATTTTT 10452 0 

TCGTGAACTG CGTGTTGGTC TATGAAGTAA ATTTCATTTA TTTTTTCAAC GATTAAAAAT 1045 80 

T C AG AGAAT A TTTGTCCAAT ATAGTTAAAT TTTATTTCTT CTTTTTCATT TTTATTTGGA 104 640 

GGTTCTTCAA ATTCTAAAAA ATTGTCAGAG AAAATGTTTC CAATGTTTTC CCTGAGTGTT 1047 00 

GGTCTATTTT GTATAATTGA ATT AT AC C TT CTAAGGTCAA TATTGCTTTG TGTTGTGTTT 10 4760 

TTGTTTGGCT CGTTTACATC TTCTGTTTCT AAATTATTGT TTTGTGGTAT ATCATATGTG 104820 

TTGATTTTAT TAAAGTTTTC TGGTTGGTTT GTCATTTCTA TTAAATGATC ATCTTCTGTT 10 4 8 30 

AATTGTCTTT TTATTATTAT GTCTTGGTAG TTATTTATAT TTTTATCAJUV AAAATTATTA 10 4 9 40 

ATATTGTCAG ATATTAGTTT AAATAAAAAT GGAAGATTGT AAAATCTTAC TTCTTTTTTT 10 5 000 

TGAGGGTGTA CATTAAAGTC AATATATTCA GGGTTTATTT CTAAAAATAA AT AAC AT AT T 10 5 0 60 

GGGAAGTTGC CAGGAGAAAG TATTCTGCTG TGTCCATTAG TTATTGCTTC TAAGAGATCT 10 5120 

TTTTGATCGA TAGGTCTTCT GTTGACAAAT GTTTTAATAT GTCTTTTACT TTTTTTAGAA 105180 

AAGTTATCTG GTGCTAAAAA TATTTCTATT TTTATATTGT CATGTTCTTT TTTTAAGACC 1052 40 

CTAAATTTAT TATTTTCTAT TACATTTCCA TATACATTTT GAACCCTGTC AATTAACGAT 10 53 00 

TCTTTAAAGT AAATTTTTCT TAGCTTTTGA TTTAAATTAA TTTCGAAATT^ GATTTCGGGG 10 5 3 60 

TGGGTTATTA TTTTTTCTTC TAAAACTTTT AGACACATTT TTGTTTCAAT GGGTTCTTGC 105420 

TTTAAGAATC TTTTCCTTGC TGGGAAGTTG TGAAATATTT TTGTGACATC TACTATTGTT 1054 80 

CCGTTTATGG CGGGTTGTTT TTTAAAGCAT TTTTCAATTC CATTTTCTAC TTCTATTTGA 105540 

TAGCTTTCAT TGCTAGTTGT TGAGCTTGTT ATTGAAATGT TGGAGCAAAT TGCAATACTA 10 5 6 00 

GAGAGAGCCT CTCCCCTAAA GCCTAGAGTT TCTATTTTTC TTAAATCTTC TTCCGATGAT 105 6 60 

ATTTTTGAAG TAGTGTGTGG TAGATAGCAG ATTTTTAAAT CTTCTTTACT TATTCCGCTT 1057 2 0 

CCATTATCTA TTATTAAGAT TTTTTGAATT CCCCCTTCTT CAAGAAAAAC CTCAATTTTA 105780 

GTAGCTCCAG AATCTATTGA ATTGTCTAGT AGTTCCCTTA ATATTGAACA TGGCCTGTCT 10 5 8 40 

ATTGATTCTC CTGCTGCTAT TTTTTGAAC C AAGTATTTAT CTAAGAATCT TATTTTGTTC 10 59 00 

ATTGAAATTT ATATTCCTAT TATTTTTTTA ATATTTTCAT TTTTTTTGTA ATTTGGAAAT 10 5 9 60 

TTTTTTATAA GTTCTCTTAG TGTTTGATCA TTGTTATTTT CATTATATTC TATTATTCCT 10 6 02 0 

AGTGCATGTA AGGCCTCTGG ATTGTTTGGT TTTAATTTTG TATATTCTCT TAGAAGGTCT 10 60 8 0 



O *B J»£ Sj iii* ii»V! H ,„ ffp^S! jl 



793 

TTAGCTCTTG TGTTATCATT AATTTCAATT AGAGTGGTTG CAAGATTATA TTTTGCTTCA 10 6140 

AT AT C TGAAT TGATTATTGC TTTTTCAAAA ATTTCAATTG CTTTTTGATA ATTTTTTTCT 10 62 00 

TTTTTGTAAA GTATCCCAAG ATTGTTTAAG GCTAATTTAT TATTTTTGTT TATTATCTTT 10 6260 

TCAAGAGTTG AGATTGCTTG ACTTTTATTT CCTGATTTTT CATATGCTTT TGCCAGGTTT 10 6320 

ATATAGGCTG AAGTATTTTC AGGGTTTTTT TCAATTACTA AGCTGTAAAG TGATATAGCA 10 6380 

TTTTGGTAAT TTTCTTTTTT AAGATTTATA GATGCTTTTA AATATAAATA TTCACTTTTT 106440 

TC TGGATTT A AATCTATGGC TTTGTTTATT GTTTCAAGAG ATTCTTCAAG TTTATTGTTT 10 6500 

TCAAATTTTG CTATTGATAG GTTGTAAATA GCAATTTCGT TAGGTTTTTT TGCATTGGCA 10 65 6 0 

TTAAAAAAAT TTAAATACTC TTCACTTTGT TTGAAGTTGC CCAAGTTATT TGATACTATT 10 6 620 

CCTGCTTTTA ATGCATAATT GGGGTTTTTG TCGAGATTGT AGGCATTTTT AAAGCTTGCA 10 6680 

AATGCTTGTT GCATATCGCC ATTTTTTTCT TCTGCTATTC CTTTTTGGTA GTAGGCGGTG 10 6740 

CCATAATTTT TATCAATTTG TATTGCTTTC TCAAAAGATT CTATTGCTTT TTTGTTTTTA 10 68 0 0 

TTTAGCATCA TTAAAGCTAT TCCTTTGTTA TGAAGTGCTT TTTTATGTTT TGGGTCGAGT 10 68 60 

TTTATTGTTT GATCAAATGA TTCTATTGAG TGTTCATACT TTTTAAGCTT GAATCTAATG 10 692 0 

ATTCCAAGTT TATAGTGATC TTCTTGGGTA TTTGTGAGTT TGATAATTTT TTCGTATGCA 10 69 SO 

TTTTCTGCTT TTAGCAAATC TCCATTGTTT TCATAAGCTT GAGCTAAAGT TTTAGAGGCC 107 0 40 

TGGGCGTCAT TGGGATTGTT TTTyAAGAAT TCGTTTAGAT CCTTAATGGC TTGTTGGCGT 107100 

GATTTTGTGT TTTCAAGATC AATGGGTTTT ATTGAATGAA CCTTAGATTT AAGGTCCTCC 10716 0 

AGGTGTTGTA TTTTATTAGC TTGAGCTAAA GTTTTAGAGG CCTGGGCGTC ATTGGGATTG 10722 0 

TTTTTTAAGA ATTCGTTTAG ATCCTTAATG GCTTGTTGGC GTGATTTTGT GTTTTCAAGA 107 2 80 

TCAATGGGTT TTATTGAATG AACCTTAGAT TTAAGGTCCT CyAGGTGTTG TATTTTATTA 107 3 40 

GCTTGAGCTA AAGTTTTAGA GGCCTGrGCG TCATTGGGAT TGTTTTTyAA GAATTCGTTT 107 400 

AGATCCTTAA TGGCTTGTTG GCGTGATTTT GTGTTTTCAA GATCAATGGG TTTTATTGAA 107 4 60 

TGAACCTTAG ATTTAAGGTC CTCyAGGTGT TGTATTTTAT TAGCTTGAGC TAAAGTTTTA 107 52 0 

GAGGCCTGrG CGTCATTGGG ATTGTTTTTy AAGAATTCGT TT AG AT C C TT AATGGCTTGT 107 5 30 

TGGCGTGATT TTGTGTTTTC AAGATCAATG GGTTTTATTG AATGAACCTT AGATTTAAGG 107 640 

TCCTCCAGGT GTTGTATTTT ATTAGCTTGA GCTAAAGTTT TAGAGGCCTG GGCGTCATTG 1077 0 0 

GGATTGTTTT TTAAGAATTC GT T TAG AT C C TTAATGGCTT" GTTGGCGTGA" TTTTGTGTTT 1077 6 0 

TCAAGATCAA TGGGTTTTAT TGAATGAACC TTAGATTTAA GGTCCTCTAG GTGTTGTATT 10 7 82 0 
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TTATTAGCTT 
TCGTTTAGAT 
ATTGAATGAA 
GTTTTAGAGG 
GCTTGTTGGC 
TTAAGGTCCT 
TTGTAAGGAT 
AATAGTAAAT 
AATTTGTTGC 
CTTCCGGTAT 
GGCCTATAAA 
GAATTTGAAG 
TCCGGAGTTT 
TCATTTTCTA 
TTTTTTTTTA 
TTTGGAGATT 
GGGATTTTGC 
CTGTCAGAGT 
TCAAAATTTT 
TGATTAGCAG 
GCTAGTGTAT 
TTTGCAACAG 
AGCATTATTT 
CCAAATGATA 
TTATTCATCT 
TGTTTCTAGG 
TACAATATGC 
ATTTCTTAAA 
GGTAATAAAT 
T-TC TTTTTC T 



GAG C T AAAGT 
CCTTAATGGC 
CCTTAGATTT 
CCTGAGCGTC 
GTGATTTTGT 
CTAGGTACTG 
CTTTTGGTAT 
TTGAAGCTTC 
TTAGACCTTT 
TAATATCGTC 
TTTTCCCTAT 
AAATTTTTTT 
TTAAAATATT 
TTTTTTGAGA 
GTTTTTCCAA 
GTATTATTTG 
TTTTTTTAAA 
AGTTTTCTGT 
CGTTTACATT 
AATCTCTTTG 
TTGTAAGCAT 
AATATGCTTT 
CTCGATTTTT 
AGATAAGTAA 
ATGTATAACT 
TTGTCTTTAA 
TCGGTTCGCC 
TAGCTTATTA 
TGAGAGTAGT 
TTAGAAGTTA 



TTTAGAGGCC 
TTGTTGGCGT 
AAGGTCCTCT 
ATTGGGATTG 
GTTTTCAAGA 
AGGCTTTTTG 
ATTAATGAGA 
TTTATTTTTT 
TTTAATTAAT 
TAATATTTCA 
TATTGTTTGA 
TAAAGATGTA 
CTCCGAATTT 
ATCGTTTAAA 
AT T AAAT AAA 
GTCTTCTTCT 
TTCAGATATG 
TATTGTGCTG 
TSTTTTTGTA 
CAAGTCTTTT 
TGCAATGTCT 
TTTATAGTTT 
GTCATTTAAT 
GAAAATTAAA 
CCTCTTGCCA 
AACTATCTTT 
CCTTCAAACT 
TAAGCAAAAT 
CGTGGATAGC 
TTTTGCCCTG 
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TGAGCGTCAT 

GATTTTGTGT 

AGGTGTTGTA 

TTTTTCAAGA 

TCAATGGGTT 

TCTTCTTTAT 

TTTGGTTCAA 

GAATTTTCAA 

TCTTTTAATC 

TAGAGCTCTT 

CTGGGTGGAG 

GTATTGTTAT 

TTTTCTTTGG 

ATATTTTCAC 

TTTTTTTGGT 

TTTGGGTTTG 

TCTTCATCTT 

TCTTTAATGT 

TTGTC TTGAC 

GATTCAAAAG 

TCATTTTGGG 

CGATCTATTA 

TTGCTTTGAT 

AGCAATAATA 

ATTAAGTTTT 

AAGTATTTGA 

TTTGTCAAGT 

GCTGTCTTTT 

CATAGTATAA 

TTGAACATAG 



TGGGATTGTT 
TTTCAAGATC 
TTTTATTAGC 
ATTCGTTTAG 
TTATTGAATG 
CTAATTGAAA 
TATCTTTTTT 
TCAATTCATT 
TGTTTTTTCC 
TTTTTATCAA 
AAAGCTCACT 
TGTTTGAATA 
ATAAATTTGT 
TATTTGATTT 
CATTAACACT 
TATTTGGTTT 
CAATGCCAAC 
ATCTATTATT 
CTTTGATCTT 
GACTACTGTT 
GGTATTTGTC 
CGCTATTTTT 
ATATATAGTA 
CCGAAAAATT 
TCTAGCTCAA 
TTTTTATCTT 
TGTTCAAGAT 
TTTTCTGTTT 
GAGTCCCAAG 
GCATTAGCTC 



TTTCAAGAAT 
AATGGGTTTT 
TTGAGCTAAA 
ATCCTTAATG 
AACTTTAGAT 
AATTTCTTTT 
TATTAAGGTT 
TACTTTTTGA 
AAGTGTGACT 
GTAGCTATAT 
TTCTTTTTGG 
TTTACTGTTG 
GTTTTGCTTA 
TCCACTTAAA 
TAATTTCGGA 
TATTTTTTCT 
ATCATCGTTT 
AAATGCTATA 
GTCTAAGATT 
GGCAATTTCT 
TTGCAGAAGT 
AACTTCGTTT 
ACCAAAGCCC 
TGTATGTTTT 
TTAAAGAATT 
CTTTTGCGTA 
TAATTTTTTC 
TTGATCTAAG 
C TTTTTGGT A 
TGTTTAGTAG 



107830 
107940 
108000 
108060 
103120 
108180 
108240 
108300 
108360 
108420 
108480 
108540 
108600 
108660 
108720 
108780 
108340 
108900 
108960 
109020 
109080 
109140 
109200 
109260 
109320 
109380 
109440 
109500 
109560 
109620 
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CGCACTGTCA TAATTAGGTC TACTTTTAAT AGAATTAGAA TAATATTTTA TTGCTAAAGG 10 9 6 30 

ATAGTAACCT TCCCCTCTGT TAAACATTAT GTTGCCTAAT TCATAATATA GTATGTAGTC 10 9740 

GATTTCACCC CCTACTGCAA TTCCATCGAG CAATGCTCCT TCTGCTTCTG TTAGTTGATT 10 9 8 00 

ATTTTCTCTG TATGCTATTG ATAAAAAGTA ATAGCCGAGT TGTACTTTTG GATATTTTTT 1098 6 0 

AATAGCATCA CTTAGTGTTT CGATTGCTTG AATGTAATTT TTGTTTTTCA TCTCTTCTTT 10992 0 

GCCAATTCTA ATTAGCCTTT GAGAATATGC CAATTTTGAA TTTAATATTA AAATTAAAAA 10 99 8 0 

TAAAATAAAA ATCTTGTAAT TTTTATTTAA AAATAAATAA ATCCTCATTC TTTTCCCATT 11004 0 

ATACTTATTT TAGATTAAAT GCCTTTAGAT TTCATAAGCT CTTTTTTAAA ATTTATTTTT 11010 0 

TGCTTCAATT TTGTTTTGAA AAAAGAAATA AATTCTAATA AACTATTTTT TT C AT TAG AT 11016 0' 

TTTATCTTTC TATTGTTTTT TAATTCTACC AAATTCTCAC AATATATTAA ATAGCACATT 11022 0 

GCAGGTAATA ATTTTTTCTC ATTTTCATCT TCCAGTTTTT CAATAAGATT AAATCTTATA 1102 8 0 

TTTTTGATAA TAATTTTTAA AATCCTTGAT CTTGTTTTTA GTGATTTTAT T AAAAG AT AT 110 3 40 

GATTTTTGGT AATCTAGTTG GTTAGGATTT ATTTTTTGTA TTTTTATTAT TTTTTTAGGT 1104 00 

ATTGTAATTT TATTTTCGTC AAGGTAGAGT AGTATGTCTG ATATAAATTT GAAATGCTTA 1104 6 0 

TATTCAATAT TTGGGTAAAA AGATAGAAAA TATACAAATA TTTGATTTTG TATTTCAAAG 110 52 0 

GTTTTAGATT TGAAAAATTC TTTCATGCGT TGACAAAAAA TTTTTTTATC CTTATTATCA * 110 5 30 

G CAT AAA TAT AGAATGCAAT CCAGCCATAA GTTTC TAT AT TCTGAGAATT TTTTTTGACA 110 640 

TAATGCATAA TAATTTCTAA AAATGCACTC TTAATGTATC TTTCTTTAAA G AT TG AG C T T 1107 00 

TCGTATGGGT TGAAATTTGT TTTGTCAAAA GATATAAAAA AATCTTCTGT TTGAAATTTT 1107 60 

GCAGTTATAA TTTCTTTTAT TTTTTCTTTT ATGTTGATTA ATTTATGTTT TTCAATGTAT 110 820 

TCAAGTGCAT CTATGAAAGA TTCCCAATTA TTAGATATTT TGTCTTTGAA AAACCAAGTT 110 830 

AAATATTTTT TTGTTATTGT TTTTTCAATT AC AT AT AAAT AACACTTTAA TGTGTCTTGA 110 940 

AAATCTTTTG GGGCGTATTG TGTGAAATCG CTAAAAAAAT AATTAAAGCT AATATTTTTA 111000 

CTCGAACCTT TATAAAAAAT TTCATTAAGA CTTAAAGTTT TTAGTGCACG TAAGTAGTTT 1110 60 

AAAATTTCAT TGTATTTTAG CGCTAGAATT TCTTCTTCCA AGTATTTGTA AGGTTTTATT 111120 

AAAATTTTAA TAAAAATATT TTTGCTCAAA CATCCAACTG GCCAATATGT AAGTATTAGC 111130 

ATTCTTTTTA ATT TT ATT AG TCTACTTTCT TTATTGGTTA AGCTTGATTT AAAAAC TTTT 1112 40 

TGATTTTCTG GTCGATATTT TAAATTTTTA TTTAAAATAT TTAATATTTT - AATTAAnTCC 1113 00 

GGnTCCTAC 1113 0 9 
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(2) INFORMATION FOR SEQ ID NO : 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53585 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4: 



AGCATTTAAT 


TTACAATTTA 


AACTATCTTT 


TAAAGATTAC 


ACCTTATGCT 


AAAAAATAAG 


60 


TTTTTGGTCG 


C AAAAATC GC 


AAATCCACAA 


TTTATCAACT 


AAATACTAAT 


AC AC AC T T AC 


120 


AATCAATCAA 


TTCCTAGCTT 


ATCTTTCAAT 


AAGTTCAATT 


TTTCAGCATC 


CATACTAAGC 


180 


TTATTTAAAT 


CCAAAGCATT 


AATAATTGCA 


ATTATCTCTT 


CGTGGGAAAA 


TCTCTTTCCT 


240 


CTTAAAAAAT 


GATTTTCAAA 


ACTGTTAAAA 


GCGATGGGCA 


CAATTTCTCT 


TACTATGCTT 


300 


ATCAATGCTT 


TAGCATATTC 


GCGCATTTCT 


TTTGGCGAAT 


TTTCTTTAAT 


TTCTTTTGGA 


360 


CTGTCTAGGG 


CTAATCGCAA 


TTTAATAAAA 


T G AAAAAG AT 


TATTTAAATC 


AATTTGCCAA 


420 


TACCATTCGG 


TATATAAACT 


TAAGGGCAAA , 


ACTATTCTTG 


AGAGTTC TTT 


TGGAATATTA 


480 


GCATTGATCA 


TATCTTGATA 


AAGCTCATAA 


GAATGTTTTT 


GATGATGCTT 


TATTTTGTCC 


540 


GACAATTTTT 


CCAAAGACTT 


AAACTCTTTT 


TCAGAGCTAT 


TACTAGAAGT 


TTGACACTTT 


600 


AAATCTTCTT 


CTAAAGGGAC 


ATAAAATTCC 


TCTCTTGCCA 


AGCTGTAGCA 


TCCAGAAACT 


660 


TCATTAATCC 


TTGC CGTTCT 


ATGCCTCATC 


CATTGCCTTG 


CAACAAATAT 


TGGAGCTTTA 


720 


AC ATGAAATG 


T AAAAAC C AC 


CTGCTCCAAT 


GGGCTTGTGT 


GCCCATTTCT 


TATTAAATAG 


780 


TCAATAAGTT 


LLOLAIL1 I 1 




TTPTPTTCTC 


GATAAGAAAT 


CCTTGCAGCC 


840 


TTAACTATTC 


TCCTATCATC 


TCCCATGAAA 


TCAATAAGTT 


TTAAAAAACC 


ATT AT CC AAA 


900 


ATTTTATATT 


CTTTATTCAA 


AAATTAATTC 


TCCTTCCTTA 


AGGCAAATTT 


TATTAGTTAA 


960 


GAATATAAAT 


ATGCAAGTAA 


ATATTGAAAA 


TGTAAATATT 


C AT AAC G AAA 


ATATATTATA 


1020 


TCATAAGAAC 


AGCCTTAATA 


GGGAGATCAA 


TATTGATCTT 


ATTAAATAAA 


AAAGGCAGAA 


1080 


ACTAATACAA 


TTAGCTTCAA 


ACCTTTTTGC 


TTTAACCTCT 


AATTATTTAT 


AAATTTATAT 


* 1140 


ATCTAACTAT 


CTCATGTATA 


AAGAAATAGC 


CATTACTTTT 


GTAAGATCTC 


TTGCGCC TTG 


1200 


AGCTACCTTA 


ACAACATTAG 


AAATAGCCTT 


TGCAACATCT 


TTTTTTGCTA 


AT AC TTG AT C 


1260 


CTTATTTGAC 


GGATTCAAAC 


CATTAACCAT 


ATTGAGAACT 


TTTTGAGCCT 


CTTGAACTGT 


1320 


TTCATCCAAA 


GCCCTTTCAG 


AAGCCATTAA 


AGTTTCTTTA 


ACTTGCTCCA 


CTTTAGCAAA 


1330 


rjri rp ^ fjr rji fji rjpi rji r^i 


GTTAATTCCA 


ATTCCTTATT 


ATTTGGGGAT 


TTATTTAACA 


TTATTTGCTT - 


1440 
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CTCTATTAAA 


AATGTTGCTT 


CACCAGCAAC 


AGAAACAGCT 


TTTTGGGTTT 


CTTGAACAGC 


1500 


CTTTTTAGAC 


ATTTCAACAA 


CCTTGTTTGC 


ACCCTCAGCA 


ACCATTCCTG 


AGCACTTTGC 


1560 


CACAATAGTT 


GCTTCTTGTG 


ATGCAACAAC 


AGTCCCTTTA 


GCAACATCTG 


ACATTAAAGA 


1620 


CATTGAGCCT 


ACAAACTTTT 


TAACTACTCC 


TGCATCATTT 


GATTCTACCA 


ATTCAAGAGA 


1680 


TGATTCTCTA 


ACTCCCTCTA 


ATTTACTAGA 


AACATCTTCG 


GTTACCTTGT 


TAATAGTATC 


1740 


TAAAGCTTGA 


TTAACCTGAT 


CTTTTTGATC 


TAATTTTTTG 


TTATCTTTTT 


GATCTGAGTG 


1800 


TTCTAAAACA 


TTGGATTGAG 


GCTTGAGAAT 


ATTTGCATTG 


TTAGAATCTG 


C AAAC AC AT T 


1860 


TAAACTTACA 


AATCCAAACA 


ATAATCCATT 


AATTATTAAA 


TTACTAAATA 


TTTTAGTCAT 


1920 


TGTTAATTCT 


CCTTATTTAA 


ACATTTATTT 


TTATTATTTT 


AAAAC AT AAC 


TAAATTAGAA 


1980 


TCAATACATA 


TTTAAATAAA 


AATATATAAT 


TAACTTTTTT 


AATTAAGAAT 


GACCTTAAAA 


2040 


ATAAAGGGTT 


TTAATAAAGA 


TTAAACACTT 


AGATTTTACA 


TTAAAATGGG 


GAGAACGGTG 


2100 


TTATTTCATA 


ATAGTTAGAT 


TTATTATTAT 


AAAATAACAC 


ATGAAAAATA 


TAACTCAATC 


2160 


ACAAACAAAA 


ACAAGGCTAA 


TAACAAAAAA 


TTTTTAAAAT 


TAATACACCT 


TAGCAAACAT 


2220 


TGCCATTAAG 


ATCAATACTA 


ATTACATTGC 


TAACAAATTC 


AAAAAACCAA 


ACGAAATATT 


2280 


TTAAGTTTTT 


TTAAAAAAAA 


TATTTTAAAC 


AATTAATTTA 


TTAATTTGTA 


TTTTAAATGT 


2340 


ATAAAAAAAC 


ATTGAAAATT 


AAACAAATTG 


AAATATATTT 


AT ATT AG AAA 


T C AAAAAT AT 


2400 


TGAGCTTGCC 


AAATAAAACT 


AATGATTAAT 


TTTTTTTAAG 


GATTACGTTT 


TGAAAAGAAA 


2460 


CAAAATTTGG 


AAAACGTTAA 


AACTGTTTCA 


AATAACTTTA 


CTGTTCTCAT 


GCTCTTTTTA 


2520 


TTCTAAATCA 


AAC AAC AC AG 


AAGCGATAAG 


TGAATTACAA 


TCAAGCCCTA 


TTAAACTTGG 


2580 


AAAAATTAAA 


GTTTTACAAA 


AAAC AG AAAA 


GATTGTAAGC 


ACCCAAAATC 


TTCAAAACTT 


2640 


ACAACAAAGC 


CAGTTCTTTA 


AAAATGAAAA 


AGAAAAAATA 


ATTAAAAAAA 


TTGCACAAGA 


2700 


ATTTGATGAG 


AATGAAAAAT 


TGATTAATAA 


AATAGGTCCA 


AATATC GAAA 


TGTTTGCTCA 


2760 


AACAATAAAC 


ACGGATATTC 


AAAAAATCGA 


ACCTAATGAT 


CAATTTGGAA 


TAAAT AAAAC 


2 820 


TTTATTCACA 


GAAAAAAAAG 


ACAATAATAT 


TGACTTTATG 


TTAAAAGACA 


ATCGACTTAG 


2880 


AAGATTATTT 


TACTCATCTT 


TAAATTATGA 


TGAAAATAAA 


AT C AAAAAAT 


TAGCCACAAT 


2940 


ACTCGCGCAA 


ACATCAAGCT 


CAAACGACTA 


C C AT T AC AC A 


CTTATTGGTT 


TAATTTTTTG 


3000 


GACAGGATTT 


AAAATCCAAG 


AAGCATTTGA 


AAGCGCTGTT 


AATATTTTAA 


CTAAAGACGA 


3060 


GCAAAAGCGC 


CTAATTTTTA 


ATTTTAGAAC 


AAAAACAGTA 


AAAGAGATTC 


AGGAAAATTT 


3120 


TGAAAAACTA 


AT G C AAG AG A 


GAAAT.TCATG 


GATAAAAATC 


GTCGATAACA 


TTATTGGCGA 


3180 
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ATATGACAAA AATACGGGAG GATGCAAAGC TGATGGAAAA ATTCTCGGAG AAGTAATAAG 3 2 40 

GGTTGGATAC GAGCATGAAC TCGACTCAAA TAAAAGTATG CAAATTTTAA ACAATATTGA 3 3 00 

AACACCGCTA AAAACCTGTT GTG AC C AC AT AC AC T AC T AA TTGGTGGTGT ATGTGCGGTT 3 3 60 

GGTGTACGAA TTAAAGGAGG TTAACATTAA AAAAATTTAA AATATTAAAA ACATAAAATA 3 42 0 

GAGATTTGAT TTTTTAATAT GAAATAATAA TATTGTTATT CGACAAATCT TGAAATGCAG 3 48 0 

TTATATTATT TTGTATTAAA ATCAATCACC ATTAATTTTG ACTTATAAAT ATGCATAAGG 3 5 40 

AGAGTGTTTT GACAAAAAAT AAACTAAATA TCATTGCAAC AATACTAACT TTAATTGGCA 3 6 00 

CTTCATGTGC TGTTAATCCA ATTGGTCCAA AAGTAAAAAG CCGCACCGAT ATAAAAGAAA 3 6 60 

GCAACCAAAA ATCTGGAAAT CCAGAGTCTT TAAATCAAAA ATATCAAGAA GAAACTAAGG 3 72 0 

TCTCAAAATT AG AAGC AC C T ACCAAGAAGT TAAAAGATCA GAAAAATGAA TAAATTAAAA 37 30 

GAAATTCTTG AAACGCTTAA AGGCAGCCCC GATTACGAAA ATATAATTAT AGGAC T AC TT 3 8 40 

TATCACAAAG CATTGGGCAT TCAAGAACAA CTAGACAGCC ATTTAGAATT AATACAAAAA 3 90 0 

AAAGAGGAAT TAAACGATCT ACTAATACAC GCAGAATTTG ACCTAATGCT AAAAGAAAAG 3 9 60 

TTCAAAGAAA CTTTAGAAAA AACTGTTAAA GAAGTTTACC CAGAAATTCA AAAAATTAAA 40 2 0 

GAAGAGTACT CTGTAAAAAA AAT T AC AG AG GGTCTTGATA CAGAAATACT TGAAAAAAAT 40 8 0 

GAAGATGC TT ATAAAAAATA TTACATAGCA T AC T AC AT AA AT G AAAAT T A CCAAATATTT 4140 

GATTATTCTA CTTACAGTGT TGAATTTAAA CAAAACTAAT TAAACCAATA ATATAAGCAA 42 0 0 

CAAACAAATG TTGCACTTGA TATTTTTTAA AAAAAGAGAA GTTAATTCTT CTCTTTTTTT 42 6 0 

TTGCTTACAG CCCAGATCCA AATAAATCCA AACTAAAACA C AAT AAT AAA TTTAATCTAA 43 2 0 

TAACAACTAA CCTAAACACA ACCAAGCTTA GCATCATCGT AGCAACACTG ACCTTAATTT 43 8 0 

GCATCTCATG CGCCGTTAGT CCAATGGCTC C AG AAGT AAA CAGCTACACC AATACAAAAG 44 4 0 

AAGACACCGA AAATTTAAAA AATGCATCTG GGGACATTAA TTCTTTAAGT CAAAAATCTC 45 00 

TAAAAGAAGT TACAATCGCA AAATTAAAAG AATTTGGCAA TAAACTAACA GCTCAAAAAA ■ 45 6 0 

ATGAAGAAAC TACAAAAATA GAAAAAATTA CTGCCGAAAA AGAATCTGAT CTCTTAGAAA 4 62 0 

CTCTTGACAG TAAAATCCAG CCTGTGTATT TTACTAAACC AGAAACAACC GAAGAAAC T A 4 68 0 

- AAAAT AATGT AAAAATGCAA ATAAAAAGAA TAATTTATTC ATCCTTGGAT TACGATAAAG 47 40 

GGGAAATAAA GAAATTAAAA GAAATTATTG AAAAAGTTAA GGGAAAAGAT GGGGGCGAAT . 4 300 

ACATGATTAT AGATCTACTC TATGGCAAAG C T C TAG AT AT TCAAACACAA ATAGACAAAC 4360 

AT T TAG AAT C AACAAAAGAA GATAATTTAA ACACTCTAAG CGAAG AAAAT TTAAAAGAAC 492 0 

TACTAATACA CGTAGAATTT G AC TT AAT AC TAAAAGAAAA GTTCAAAAAA GCTTTGAAAA 4980 
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AAACTGTTGG 


AGAAGTTCCC 


CAAGAAATTC 


AAAAAATTGA 


AAAAGAG AC T 


AATATAAAAT 


5040 


AATACATAAT 


AAGCCACATA 


GATGAAAATT 


ACCCAACAAT 


ATTTGATTAT 


TCTACTTACG 


5100 


ATGCTAAATC 


TAAACAAGAA 


AAATTAAATG 


AATTAAAAAA 


ATAATC T AAA 


TAAAAAATAA 


5160 


TATATTAAAC 


TTTATATTTT 


AAAAAAGAGA 


AGTATTAACT 


TCTCTTTTTT 


TAAGCTTACA 


5220 


GCCCAGATCC 


AAATAAATCT 


AAATAAATTC 


AATCTAATAA 


TAATATTATT 


ATTATTTGAC 


5280 


AATATTTTTA 


ATATAATTAT 


AATATTATTT 


TATATTAAAA 


ATTAATTAAT 


AC TGGTTTT A 


5340 


ATTT AT AAGG 


AGAGTATTTT 


GAAAAAAGCC 


AAA.CTAAATA 


TAATCAAGAT 


TAATATTATT 


5400 


ACAATGATAT 


TAACTTTAAT 


TTGCATCTCA 


TGTGCACCTT 


TTAACAAAAT 


CAATCCCAAG 


5460 


GCAAATGAAA 


AC AC C AAGCT 


TAAAAAAAAC 


ACCAGACTGA 


AAAAACCCGC 


CAATCCAGGG 


5520 


GAAAACATCC 


'AAAATTTTAA 


AG AT AAAT C T 


GGAGACCTTG 


GCGCTTCTGA 


TGAAAAATTT 


5580 


ATGGGAACTA 


CCGCTTCAGA 


GCTAAAAGCA 


ATTGGTAAGG 


AGC T A.GAAGA 


TCGAAAAAAT 


5640 


CAATACGATA 


TACAAATAGC 


CAAAATTACT 


AATGAAGAAT 


C T AAC C TAT T 


AGATACTTAT 


5700 


ATTCGGGCTT 


ATGAACTAGC 


TAACGAAAAT 


GAAAAAATGC 


TTTTAAAAAG 


ATTTCTTCTT 


5760 


TCATCTTTAG 


AT T AT AAAAA 


AGAAAACATA 


GAGACATTAA 


AAGAAATTCT 


TGAAAAACTC 


5820 


ATAAATAATT 


AC G AAAAC G A 


CCCCAAAATT 


GCTGCAAATT 


TCCTTTATCG 


CATAGCGCTG 


5880 


GATATTCAAT 


TAAAACTGGA 


AAAGCACTTA 


AAATCAATAA 


ATGAAAAACT 


GGACACTCTA 


5940 


AGCAAAGAAA 


ATTCAAAAGA 


AGATTTAGAG 


GCGTTGCTAG 


AACAAGTAAA 


ATCTGCCTTA 


6000 


CAGCTACAAG 


AAAAGTTTAA 


AAAAACCCTA 


AAC AAAAC T C 


TTGAAGATTA 


CCGTAAAAAT 


6060 


ACTAACAACA 


TTCAAGAAAA 


T AAAGT AC T A 


GCAGAACACT 


TTAATAAATA 


TTACAAAGAC 


6120 


TCTGATTCTT 


TACAATCTGC 


CTTTTATTAA 


TTTTAATAAA 


AAAATTAATA 


TATTGAACTT 


6180 


TATATTTTAA 


AAAAGAGAAG 


CTAAAACTTC 


TCTTTTTTTT 


AGGCTCACAA 


CCCAAATCCA 


6240 


'aataaatcca 


AATAAATCCA 


ATCTAAAAAT 


AACAATAAAA 


TTTAATCTTT 


AAATATTAAA 


6300 


TAATAATATT 


GTTATTTGAC 


AATTATTGTA 


ATATAGTTAT 


ATTATTATTT 


TATATTAGAA 


6360 


TTAATTAATA 


TTAGTTTTAA 


TTTATAAGGA 


GAGTATTTTG 


AAAAAAGCCA 


AACTAAATAT 


6420 


AATCAAGATT 


AATATTATTG 


CAATGATATT 


AACTTTAATT 


TGCACCTCAT 


GCGCACCTTT 


6480 


TAGCAAAATC 


GATCCTAAAG 


CAAATGCAAA 


CACTAAGCCA 


AAAAAAATCA 


CCAATCCGGG 


6540 


GGAAAACACC 


CAAAATTTTG 


AAGATAAATC 


TGGAGACCTT 


AGCACTTCTG 


ATGAAAAAAT 


6500 


TATGGAAACT 


ATCGCTTCAG 


AGCTAAAAGC 


AATTGGTAAG 


GAACTGGAAG 


AT C AAAAAAA 


6660 


AGAAGAAAAT 


ATACAAATAG 


CTAAAATTGC 


TAAGGAAAAA 


TTTGATTTCC 


TAAGCACTTT 


67 2 0 
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TAAAGTTGGT CCTTACGATC TTATTGATGA AGATATCCAA ATGAAAATAA AAAGAACGCT 67 80 

TTACTCATCT TTAGATTATA AAAAAGAAAA TATAGAAAAA TTAAAAGAAA TTCTTGAAAT 6 840 

ACTTAAAAAA AATTCCGAAC ATTACAATAT AATTGGAAGA TTGATTTATC ACATATCATG 690 0 

GGGCATTCAA TTCCAAATAG AGCAAAATTT AGAATTAATA CAAAATGGAG TAGAAAATCT 69 60 

AAGTCAAGAA GAATCTAAAT CATTGCTAAT GCAAATAAAA TCCAACTTAG AGATAAAACA 7 02 0 

AAGAC TT AAA AAAACCTTAA ACGAAACTCT TAAAGTTTAC AATCAAAATA CTCAAGATAA 7 08 0 

TGAGAAAATA CTGGCAGAAC ACTTTAATAA ATATTACAAA GA.TTTTGATA CTTTAAAACC 714 0 

TGCCTTTTAC TAATAGAAAG AAAAAAAATA ATATGTTGCA ,CTTGATATTT TAAAAAGAGA 72 0 0 

AGTTAATTCT TCTCTTTTTT TTTAGACTCA TAATCTAAAT TCAAATAAAT CCAAACTAAA 72 6 0 
ACACAACAAT GTCTTTCAAT TTTTATAATA GTTTAAATTT AAACTTTAAA TAATTTGATA - 73 2 0 

TAC ATT TATA ATATGTAATA AAAATTATTT TGTACCCAGA ACTACATTTT TACAAAAGGA 73 8 0 

GAATATATTT TGAAAAAATA CAAATTGGCG TTTACTAAAC TGGGAAAAAC GTTACTTTTG 7 44 0 

TGTTCATTTA TGTGTTCGTG CTTTGATTGG CTGAAAACAA GAACTTGTCG CAAAAATAGA 7 5 00 

GAAATAATAG GGCCAGTAGT AGAATAAATA AAAAAGAGCA AAGTATTTGC TCTTTTTTAT 7 5 60 

TTATATTTAT TGATTATTAC TTAATTTGAA CTAAGTTTTT ATTAATTAAT AATTAATTTT 7 62 0 

AAATTTTAAT TAATTTTGAT TATTAAAATT CATTAAAAAG AAATCGAGGA ATAGTATTTT 7 68 0 

GAAAATCAAA C CAT T AAT AC AATTAAAGCT TTTGGGATTG TTTTTATTTT CTTGCACGAT 77 40 

TGATGCCAAT CTAAACGAAG AT T AT AAAAA CAAAGTAAAA GGAATACTTA ATAAGGCAGC 780 0 

AGATGATCAA GAAACAACAA G^TGC TG AT AC AAACTCAAAT GCTGCAAAAA AT AT AC C AAT 7 8 60 

_ TGCTGACAAT GACAAAGTAG CAGCAGAGCT AAAAAAACAA TCGCAAGCGG CAAAAACAGT 7 92 0 

AGCAGCAGCG CCAAATAAAG GATCGCAAAA TCAACCACAA ACAACACCAA ATAAAGGATC 79 80 

GCAAAATCAA CAAGCAGCAC CAAGCCCACA ATTGCAAAGC TTAAGTTTTA GCGCAGATCT 8 040 

. GTCAAATCTG CCAAAAACAA CAGCAGCAAG AGCTGCATCA CTAACAAAAC AAAGAATACC 810 0 

TATTCAAGCC GTTACAACCG TACCCGGAAA TACAAGAACT TTTAACAGCA GAAATAGCGG 8160 

GCTGCCAACA TTTGCCTTAA ACTACAGCTT TAGTCAACCA ACAAGACAGC AAACAAATTC 822 0 

AAGCTCTGCT GTACAAACAA CAACATCTTC TGGCAGTAAA TTACAAACAT TAAAAAACGA 82 80 

ACTTATTAGA GCAATTTCTG AAGAAAAAAA TAAAACACAA AACAACTTTG GATTTAGAGA 8 3 40 

AACTTACGAT CAATTCAAAA TGAAAGATTC TGCATTTGAA CTGCTAGATG TTATTTCAAG 8 4 00 

TGC T AAAGTT TAT G AC AG AA GTTACGCGCC ACAGCTTAAC TCTAACACAC CAGAAGCAGA 84 60 

AAATGAAAGA AATAAATTCT ATGCGCTTAT GGATTTTGAT CAATACAAAA TTGAACAATT 8520 
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TGGATCAATA 


ATGGAAGCTC 


TTTACAATGA 


GAATCAAAAT 


CACAGCTTAA 


TAAGAGAATT 


8580 


AATGATATCA 


GGGC TTGGAA 


CACAAATTTC 


TTTCGAACTT 


G C AC TAG AAG 


AAAT AAAT AA 


8 640 


AAAAATTGAA 


ATCTTTAACC 


AGGATTACTT 


AAACGCTAAA 


ATCAACAGTT 


TTGATTTCAC 


87 00 


CATGAAGCTA 


AAAGAGCTTA 


AATCAAAACT 


AAATCAAATA 


TTAGATAAAA 


G AAAAG AAT G 


87 6 0 


GTCAAGACAA 


GCTGATGGGC 


TTATTGCTAA 


TGCTAGCTCT 


AATTCAAGTT 


TAAGCGATTC 


8820 


CAAATCCTTA 


GCAGAGTACA ^ 


TTAAAAAAAG 


ATACCTAGAT 


AATATGCAAA 


ATGCTCGCCA 


8 8 8 0 


GTCTGTTCTT 


GAAGCATACA 


TTAGTATAAT 


GTAATTCAAA 


TAGTTTATTT 


AAAAAACGAA 


8940 


AATAAACTAT 


TTTGCAACTA 


TTTAATCAAA 


AGAAGAGCAC 


TGGACTCTTC 


TTTTTTTTAT 


90 0 0 


TGTTCTATTT 


CAAATTTGAA 


CTAAATTTAA 


ATCATTAAGT 


ATTAATTTTA 


AATAATTAAA 


90 60 


GTTACTTAAA 


ATTTTTATTA 


AAGG AC C AAA 


TTTTGAATAA 


AATAAAATTA 


TCAATATTAA 


912 0 


TAAGATTGGG 


GATAACGACA 


TTTTTCTCTT 


GCGATCTAAA 


CAACAAAGAC 


AACAAAGACA 


9180 


AAGTAGCAAG 


CTTTACGGAA 


ACAAAATACA 


ATGAATTAAG 


TCCTCAAAAA 


GGCACAAAAA 


9 2 40 


CACAAGATCA 


AAGATCAACA 


AAAAACTTAA 


AAGTTTCAAA 


CAAAGGCGAA 


GCGGATCTAA 


9 3 00 


TTGACAAGCT 


TTTTGAAATT 


TTAGCAAGAG 


AAATGACAAT 


AATAAAAAAA 


GAAAAACTTC 


93 60 


AAAC AG AAAT 


ACGCAGCCAA 


TTTGGACTAA 


AAAATAGCAT 


GTTTGAACTG 


CTTAATGTTT 


9 42 0 


ACAAAATTGA 


CTCCACAAAT 


GGCACAAGGC 


TTCAAGAAAA 


AATGAACTCA 


AGCCTCGCAG 


94 8 0 


AATCTCAAAA 


AATGAGAAGA 


CAATTTTATT 


CAT C AC T AAG 


CTATAACACC 


AC T GAT AT T T 


9b4U 


TCAATTTAGC 


AGAGATTGTA 


AACAAACTTT 


AC AAAGAC C C 


AAAAGCCCAC 


GATACAATAA 


9 600 


AAAAAATATC 


AGGTGGTATA 


CGAATCCAAC 


AAGGATTTGA 


AGTTGCACTT 


GAAGATTTAG 


9 6 6 0 


CAATCAACAT 


GGATAAGCTA 


AAAGCAAATG 


ATTTTAACAA 


AAATACTTTG 


GAAGAAATTT 


97 2 0 


ATAATTTAAT 


TGTTGATTTA 


ACCTTAATAA 


AAAAAGAATG 


GCTTAGCACA 


ATAGAAACAC 


9780 


TAATTAAAAG 


CTCAAATGCT 


ACCTTGGAGC 


TACAATACAA 


T AC AG AAAAG 


CTAAACGACC 


9840 


ACATTGAGCA 


AAC AT AT AAA 


GAT AC TAT G A 


TTTCTCTTTG 


CTTGAAATCC 


GAGCAAACAT 


a o n n 

9 y u u 


TACTTCACTT 


AG AC AC ATT A 


TTTAAATTTA 


ATAATAATTA 


AAAAATAAGA 


CCTTGTAC CC 


99 6 0 


AAAGAGAGCG 


CATGCTCTCT 


TTTTTTTTGA 


ATTCTTCTTG 


TACAATAACA 


ATTTTGAATT 


10 0 2 0 


AAAGTTATTA 


ATGGGGTAAT 


TAAAATTATT 


AATTAATATA 


AATTACTTAA 


AATTTTTATT 


10 0 8 0 


GAAGGATAAC 


ATTTTGAAAA 


ATAATAAATT 


AATTGCAATA 


TTTTTATTGC 


AT G TAT T AAC 


10140 


TGTGCTAATT 


TTGATTTCTT 


GCTCTCTGGA 


AGTCAAAGAC 


AGCAATGAAA 


GCAAAAAGCA 


10200 


T AAAAAAG AG 


AAAAGGAAAG 


G AAAAG T AG A 


AAATCTGCTT 


GTTGCTATTA 


AT AAT TT AAA 


10260 
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AAATCCAACA AAGCCCGCAG CTGGAAAAAA TAAAGCAAAT TCAAAGGCTT CAAAACAAAA 10 320 

AAATAATCCC AACGCTAATG CCAACAATGC TCCAAAAAAA ATATTAGATC CTGAAGTTGC 10 3 80 

AAAGCTAATA CAAAAAATAC TGGACAGATC TGAGAATATT ATTCAAATAA GCGAAATGGA 10 440 

TTCTTCCAGG GGTGAACCTA ATGACCAATT TGGAATGAGA GCAGAAATAT TTAGTAAAAT 10500 

ATTTTTCAAT GCAAACTCAA CAGTGCATTT TGACAGCCAC GAATATACAG AAGAGAGAAG 105 60 

GATGCTTTAC ACATCTTTAA ATTTCAACGA AGGAAAAATT TTTAATCTTG GGCAAATTTT 10 620 

ATCAAAACTC AGCCAAGACT CAAACTACAG AGGTTTGGTT AAAGAAACTC T T AT AAAC AG 10 68 0 

AGGCTTTAGC ATTCAATTAG CAATGGAAGA AATCAGCGCA AAAATACTAA ATGTAAAAGA 107 40 

TAAACTACAA CAGCTAAACA AACCTAATTT GGAAACACTC TACAATGATT TTGAAAAACT 108 00 

TACATCACTT AAAGAAAAAT GGCTAAAAGA CACAGATGAC CTTATTGACG AGTACAATAC 10 8 60 

TAACCCTGAC TTACAAACTG ACGTTTCAAA ATTAAATGAC ACCTTAAGAT CAAAAAATTC 10 920 

AAGAGCTCAA TTTGCAAACA TTC AC GAT AT AATTTTGGAC TTAGTAAACA C G AC T AC C AA 109 80 

TATTCTTGCT CCAATTCAGT AAT AC TGGTT TTGCATTCAA AAGGGGGGAG AGGGGTTTAA 110 4 0 

AAACCTCTTT CCCCTTTTTT ATATTTAATT T T AAT AT T AA TTTAATTTTT C T AAAT C AAA 1110 0 

AT AAT AAAT A GTTATTAGTA CTGTATTTAA ATTAATTTAC AAGCAAGTAT TAT T AC T T TT 1116 0 

TCATTGACTT TGTCATAGGT TGCTTCATTG ATTTGGTATT TTTGTCTGGC AT TG AC T T C A 1122 0 

TCATATCTTT ATCTGTCATT GGAGCTGTAA CTTTTGAATC TTCATCGCTA GTATTTTCCA 112 8 0 

TCTCATCTGA AATTCTTGTA GTTTCGCAAG CAACAAATAA TATTGCACTC AAAAATATAG 113 40 

CGTACATTAA TTTTGTCATT GTTTATTCTC CTTCTTTAAA ACTGATATTA TATTAAAATA 11400 

TAATCTTAAA ATAATCAATA TCAATTGGTT TTTTGTTCTA AATAAAAAAA ATTATTAAAC 114 60 

AATATACAAA CTATTGATAA AATCCGTATA AAATGATATC T TAT AC AAAT AAATTTGGAC 1152 0 

TGAGGAATAA TTAAATATTT GTATGTACAT AAATTTTAAT ATTTTAAAAA ATAATTTAAA 115 8 0 

T AAAT TT AAT ATTACAAAAG ATAAATATGA GTGCAATTAA AAAC AAC C TG ATTTACAAAA 11640 

ATGAACATGC AAAGCCTTTA AATCCCATTC TTTGTGCACA GTTTTACATT AGAACTTACA 1170 0 

GCATAGATTC AAAAGCAGCA ATTGAAATAA AATCAGAAGC AAACTATTTA GGCCAATACG 117 60 

ATAAAATCAC ACTAACAAAA GGCAAGCTAA AATCAATTAG CATATTGGCT CACAAAACCA 11320 

GTATGGATAA AAAAGGTTTA AAAAAC C T AC TTCAATTAAA AAAT C AC AAA GATTTTAATC 11880 

ATTTTTATGA AAATAATTAC ATAAGATGTT " GTTTAAATTT TGAAGATAAA CAAAAAAAAG 11940 

AACTGAATTT AATGCCCTTG TTTCATTATC ACAGTTTGTT AAGCATCAAT AAGGCAATTC 12 0 00 

TAAGTAACGA CAAAGAAGGC AATTTGCAAT TTGGAAGCTC ATTTTACGTA TCAACCAATC 12 0 60 
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ACAGCTGGAA 


ATATTTAAAC 


TTTGCCAAAT 


TTCAAAAAAG 


TCT AAAT AAA 


ATTAAACTTA 


12120 


TCTACTCTAA 


TTATTCTAAT 


AAAAAAT AT T 


ACATTAAAGT 


AAGTCAAAGC 


ATTTACGATG 


12180 


CACTAAAAAT 


ATTGACCAAT 


GCTTCAAGGC 


TAAAAGAATT 


TATCAAATAA 


TTATTTATTA 


12240 


AAATTAAACT 


TAAACACTTC 


CCACACACGT 


TTCAAAGAGG 


CTCCCAACGC 


GAGCCTTCTT 


12300 


TGTACAAATT 


TTAAAAATAA 


GTAAAATTCA 


TATTTTAAAA 


TGTGAGCTAT 


ACTTTAAGAA 


12360 


TAGCTACATA 


CTTCATCAAG 


GCCAGTAGAC 


TGTTTAAATC 


AATATGAAAT 


AACACTACTT 


12420 


TTAACTA-CCT 


CCAAAGAAGT 


TCTTTTGCAT 


TAGAGAACTT 


CTTTTTTCAA 


TAATTAATTT 


12480 


C T AT T AT T T T 


T AAT AAATT T 


AAT C AAAT T A 


GCTTTAAAAC 


AACTTATTAA 


TAATTAATAT 


12540 


-TAATTATATA 


ATGAAAAAAC 


C AAAGG AT AA 


GGAGAAATAA 


ATGAGCAAAA 


AAGTAATTTT 


12600 


AATATTACTA 


gaaattttg'a 


TCTTGTCTTG 


TGATTTATCT 


AT AAAT AAAG 


AACAAAAAAC 


12660 


■ C AAAGAAAAA 


ACATCTGAAA 


AGCAAGAATC 


TGAAAAACAA 


AATATTGAAA 


AACAAGAGCC 


12720 


TGAAAAACAG 


AAACAAAATG 


CAGCAAAAAT 


AATCCCTACG 


GTATCAATTC 


AAACGGTAGA 


12780 


AATAAGGGAA 


TCAAATCAAA 


TTCCAAAAAG 


CATTGAGAAG 


TACTACAAGC 


AAGCTTATCC 


12840 


GATTCAAACA 


TTCACTCTTG 


ATTTTAGCAT 


CACAAGAGAA 


AAGGAATTTC 


TAAAACCAGA 


12900 


AG AT AAAAT C 


TTGCCCACAC 


AGGGGAAAGT 


GGAGTCTTTG 


AGCATCTTAA 


TAAATAAAAA 


12960 


AT T GTT AG AC 


TTTAAAGCCC 


C AG AAAAT C C 


AAAAAGCTCA 


ACTTTAAAAA 


ATTTCAAAGA 


13020 


AATTAAAAAT 


ATTGAGAATT 


TCTTCCAAAA 


TCAAGACTTA 


TTATTTGTCT 


TAACCCTTAA 


13080 


AGATAAAAAT 


AACAACAACA 


CTATTAACAT 


CATGCTCAAT 


CCCCCAAACG 


ACATCCAAAA 


13140 


ACCCAAAGAT 


TATATTTTAA 


AAGACCTTAA 


AGACACAATT 


AAAAAGGGTA 


CTGGTGAGAA 


13200 


ATACTTAAAT 


CCTATCTATA 


GATTTCAAAT 


AAAAAACAAA 


AAAGATTATC 


ATTCAATAGA 


13260 


■ TTACAAC AAA 


GTGACTATTA 


GCGAAAAAAC 


AATAGAATTG 


GACCTACTGC 


CTCACGAACA 


13320 


AGTCTTTCAA 


ATGAATAAAA 


ATTTCACTAA 


AATTTTAGAC 


ACAATAACAG 


AC TTAAATAA 


13330 


TCTAAAATTA 


G T AAT TC AAA. 


AAGAATTAGT 


GTAAAATTAA 


ATCGGGCTTT 


AAAAATAAAA 


13440 


TACATTTAAT 


TGATTAATTA 


AATCCAATGA 


TATATAATTA 


CATCTAAATT 


GCTTAGGTTA 


13500 


AAGGAATGAT 


TAAATGGTTA 


AAAAAAT AAT 


ATTTATTTCA 


TTTTCAATAT 


TTATTGTGTC 


13550 


TTGCAGTGCA 


ATTGGTCGTG 


GGA.TTTTAAT 


AGATTCTATT 


CTTAACAATG 


TGCACAAAGA 


13620 


ATT AGAAC AA 


GAAAAAAAAG 


ATGAAAAAAA 


G AAAAAC CCA 


CAATGAAAAG 


C C T C AAT AG A 


13680 


AGAAAATGCT 


GACAACAACC 


CCGAAGAAGA 


AGATGATGAT 


GAT C AAAAT G 


AAGAGAGTGA 


13740 


GCAGAGCAAT 


TAAATCATTT 


TCA.TATTTTA 


AAAGCATTTT 


ATTAGCTAAT 


AGTTAAAATC ■ 


13800 
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TTACGCCTAC 
CTCCTTTATT 
CCTTTGTATC 
TTAAAAACAG 
ATATTGTTAA 
AAATCTATGA 
AAAATG C AAA 
TTGAACGGCA 
ATTAGCTGTA 
TTAAAAAATA 
AAAAAAGAAC 
ATCGAACCTG 
C C AC TAGAAG 
CAAGAAAAAT 
AATATGCAAA 
GAAACAATAC 
G AC C AC AAAG 
AAAAACACAA 
AAATTCATAA 
GCAATAAAAA 
CAAGAAAACT 
ACCGAGAACA 
ATTTTTGAAG 
GCTAAAAAAT 
TTTCACCCAA 
GAAAAATTTA 
TCCAAATTAA 
CAGGTAATAA 
AC AC T AAAAA 
GTTGTAGTTG 



ATTTAAATAT 
GATAAATCTG 
AAT AT AAAAA 
CACCACTACT 
ATTTTAATTT 
TACCCCCTTA 
AAATGTGGTA 
AGCTTAGAAA 
ATGCAAATAT 
TTTCAGAAGT 
CTGAATCAAA 
GAAAACAAGA 
AACCAGAAGA 
TATTGTTAAT 
AATTTTTAAA 
TTACCACAAT 
AAGAAAATGT 
TAACCTTAGC 
CAAAAGAATA 
ATTTAGAAAC 
CTCCAAGCGC 
TAGAAATAAT 
ACACTAAAGA 
GGCAGGAAAA 
ACCCAAAATT 
CTAAAGTTAA 
CAACCAACAG 
ACTTAATCTT 
AG AAA AAG C A 
TTGGCACACC 



CTTAATATAT 
AAAAATTCTA 
AGAAGAATGG 
TCAACACCAA 
TAAAAAAATA 
AATCCCCTTA 
TAATGTTTCT 
AGCTTTAAAA 
GGATACAAAC 
CATTAAGAAC 
CATAAATCAA 
GATGTCCTTA 
AGCAAATATG 
TGGAGCTTCT 
TCCAACTACA 
TGAAGAAGAA 
CACTTTAGGA 
ACAAAACCAA 
CTTAAAGCAA 
ATCTAAAGAA 
AAAAAAAGAA 
AAAAAACAGA 
TCCCCTAGGA 
AGAAAATTCA 
TTACAACAAA 
AAATGAATAC 
CATCAGCAAA 
ATTGGTAGAA 
AAAGAAAAAA 
ACT ACT ATT A 
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TCAAAGGAAC 

AGTATGCTGT 

TGCTTAGAGT 

ATTACAAATG 

GTAAGAATAA 

AAGGGGATTT 

CAATATTCTT 

ATTGCAATAT 

GATAAAAACA 

AGCTTGCAGC 

AGCACACCCC 

AAATCTGAAT 

GCAAAATCAG 

GACGAGATCA 

GTAGAATTTA 

GAAATTAATA 

AAT AAC T C TT 

AAAT AC AC C A 

G T TAG AG AC T 

TTTAGAGAGC 

T C AAC T GAGA 

TTGCTCGAAG 

AC AAG C AC AA 

AGTCAAATAG 

TTGACAGCTC 

AAAAACACAA 

ATAATTAACG 

AAAAAT T AT C 

CTATTTTAAG 

ACATAAGTTA 



ATCGATTTTC 
AC AC T T AGT A 
TT TAG AAAAA 
AGCCAAAGGC 
AAATTTAAAA 
TTATATTTAA 
TTTTAAAGGA 
TTACAACATT 
AAGCCTTAAA 
TTGAATCAGA 
CTATTTTAGA 
TTGGCAGCGA 
AAGAAGAAAT 
CAGATCAAGA 
AAATTTCAAC 
ACAACAAAGA 
TAGAAAATGC 
CTCACTTAAA 
C TC T AG AT AA 
TTGAAAATTT 
GCAACATTAA 
AGCTAAACAA 
TAAAAAAGGT 
AC TGGGACTT 
AAGAATATAA 
AAG AAC AAC T 
CAACAAAAGA 
AATAAATCTT 
CAATCGGGCC 
GAGTACCAGA 



ATCCGATGTT 
C AAAG C AAAT 
TTTAGAAAAT 
AAC GC AT TAT 
AAAT AGT AC A 
AAATAAAATC 
GTGAGAGGCT 
GCTGCTAGTT 
C G AAT AT AAA 
CCCTAAATTA 
AAT T G AAAAA 
AAGCTTAATG 
TGCAAAAATA 
ATTGGGC G AA 
AACCACCAAC 
CAAAATTTTT 
AACTTTAAAC 
AAATGATGAC 
AGCGCTAAAT 
ACCAAAGGAT 
T AAT AC T AAT 
AAGTGAGCTT 
CAT AG AT G C T 
GGGCTTTAAG 
AGTTTTGGCT 
AAAAGC TGAG 
ATTTGCAAAC 
TGGCAAAGCT 
TGTTTTTCCG 
ACTGTGCATA 



13360 
13920 
13980 
14040 
14100 
14160 
14220 
14280 
14340 
14400 
14460 
14520 
14580 
14640 
14700 
14760 
14820 
14880 
14940 
15000 
15060 
15120 
15180 
15240 
15300 
15360 
15420 
15430 
15540 
15600 
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TGATTTTCAA ACTTAGTTCC ATTAATCTTT AAATTGCCTT TAATTTCAAT ATTATCCACA 156 60 

TCAATGATCA ATTTTTTTGC TTTAAATTTT AT ATT CTC AC TTTGCGCACC AAGCTCTTGC 15720 

ACGCTCAATT CAAACTGATC AAGCCTAATG CCAATTTTTT TAGGATTAAG AACACTTAGA 157 8 0 

ATGTAGAAAT AATTTTTATC AAAATGATTA TTATCACTTT CTTGGAAAAT ' ATTAAAATTA 158 4 0 

CTTTGAAGTA AAATCACCTC ATCTTCTGCT GTTAAATCAA AATTAAAGTT AGATATACTA 1590 0 

CAAGTACTAA TCTCTAACCC TTCGTACTCT TTAATAGTAA CAACGCCCTT TTGAGTTTCA 15 9 60 

AAGTCAAAAC TTTTAATAAC ACCTATTCTA CAAATAAAAA CATTTTCAAA AAGAAATTGC 1602 0 

TTTAACACAC CAGTAGAAGA ACCTTTTAGG CTGCCTGACC CTGTGCGAAA ATCATTATTT 16080 

TGCATAATAC ATTTCCCCTT TAGAGTAAAG CTCTAGGTTT AAAACACACT CTCTGGTACT 1614 0 

ACTTAATCTG GCACTGGTGT TTTTAACCTT GCAGTCAAGA GTATTTCCAT GTCTGTCTTT 16200 

AAAGCTTAGA TTATCTGCAA TCTTAATGTT GTGAGTAAAC ATCACTTGCG CTTGATACAA 162 60 

ACTTAAACCA GACTTAAAAC CTAAAGCATC CTTTTGAGGT ACAAACAAAA GCCCATAATC 16320 

TTCAAGTCTT TTGTACTCAG CAGCGCCAAA CTGTTCAAAA TTCATGAAAA TAAATTTCAA 16380 

ATCAACATCT TGCCCGGGAT TTCCAATATC AACAATCACA GCGTCAACGT ATCCTTGCCG 1644 0 

CCTTAGGTAT TCTATTAATC CTTTTGGCGA GTTACAAGCA AAGCTCTCTT TGATCACTTT 16 50 0 

TGTTTTTTCA AGCTCATTCA TAAAAAAAAT TGCTTTGTCC TTAAACGCAT AATTTATTGC 16 5 60 

ATCAGCAATA GTGCTGCCTT TGAAATTCTT ATACTCAAAT TTTCTCTCTA AAAAGGTTGC 16 62 0 

TCTGGACAAA AGATACAATT CACACTCAAA ACTAAAATTC TCAGCCCCAC CAATTCTCTC 16680 

. AACAGGCGCT CCCAAATACC CAGCCATAAT AAACTGGTAA TCTTGCTGAT CTGAAAACTT 167 40 

TTTATAATAA ATTTTTACAA TGTCTGCAGT TTTAAAATCA GAAAAATCTA AAGGCACATT 168 00 

AAAAATTTGA AGTTTAGCCT TTTTACTAGT TATTAAATTA TTCTCAGAAT ATGTATTTTG 16 8 60 

AATAAAAATA TTCAAATCAG GAGCACCATT TTGAGTGGTA ATAACAACTC TGGGCCTAAG 16 92 0 

GCCTGAAAGC CTGCCGCCAA TGCTATTCTT AGAATTAACT GTATTGTAAA ATTCAATCTT 169 8 0 

AAAATCGTAC TGAAATATTA ACATCTTTTT TAAATAAAAC TCCTTTTAAA TCAATATTAA 17040 

ATTGATTGAT TAAATTCTTA ACAAATCAGC CTAAAAGCAA AATTTAATTT TTTACTCCTT 17100 

ATTTGATTTG TAAATCACCA TCACTACAAC TTCTAACCCG GTGAACAAAA TCTTATGATT 1716 0 

AATGTCTAAC ACATTTTTTG AACCTATCTT TTGAATAAAA AGTCTTAAAT CTCTCTCTAA 172 2 0 

TTCCTCAAAA GATCTCTGCT GATTTAGTTT AAAATTGAAA ATTTTAACCT' TAATAACTAC 172 8 0 

" ACCATTCTC A ACAGCATAGG AATGCAAATT GAAAGACAAA CAAAAAAATA AAATAAAAAT 17 3 40 
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TGTACAAACT TTTCTCACAA ATGCCACCAA CTTGCCTTAA ACTTGTAAAT GCCTTGCTAC 17 40 0 

CTTTGCTTTT TGGCTTTATA GATCACCATT ACAGACAAAC CATTAAAAGT TATGCTATGC 1746 0 

TCAATGTTTA AAATATTCTC AGGTCCTATT TTATTAATTA CATTTTGTAT TAACCCTTCA 1752 0 

GCAGAAGAAA CAGAATGATC TTCGTTTAAA TTGCCACTAA TTTTTACTTC TTCGTATAAA 17 580 

AACTTGACTG CAATCTCTTC GTCATCTTGA AGATCATAAG AATATAAATT AAAACTTAAA 17 640 

AATAAAAAAG AAATTAAAAT TAATTGTCTC ATTAATATTC TCCAAATAAA AATTATTCTG 1770 0 

GCTTTAAAGC CTAAAAAATT AAACTTAAAA AGTTAAACTT AAAAGATTAA AAACTTCCAA 17760 

AGCAAATCAA AAAAAT AT T C AAATTCAAAA ATTTAAATAA ACTGATCTTC AAGAGAATCA 17 82 0 

AAAAACTCAT CTTCACTCTG GTCTTCATTA AATGTATCGT CTCTGCTTTC TCGATCATCT 178 8 0 

TGGTACTCTC TTTCCCCATC ATCTGGATCT TCGCTTTCTA GCTCATCGTC TTGGTACTCT < 17 940 

CTTTCTAGCT CGTCTGATTC TTGGCTTGGA TCATCTAAAA ATTCACTTTC TGCACCGTTA 18 000 

AG ATCATAC T TATCTAAGAT TCGTCTTTTG TTGCATTTTT TTACACCTTG TGGGCTTTTG 180 6 0 

GAAGGTCTTG AGTTTTTTGA AAACTTTGAA CCAACAGATT TGTTAGGCTT GCTCCTTAAA 1812 0 

GACTTCAGTT TGCTCTGATT GTCAGATATT CTTTTTTTAA TATTTTCACC AG AT T T T AC A 1818 0 

TTCTTAAGCC TAT T GG ATT G AAAATAGTTT TCCAGAAAAA GAGCTTTTTT AATAATTCTC 182 40 

TCTGCAATAA GTTTCGTATA TTCCGGATTT TCAATAAGGC TTTTGTTTTT GTAATTTCTT 183 00 

GTTAAATATT TATATTTTCT AATAATCTTA AGTAGTGGTA ATTCCACTTC TTTTTGAAAT 183 60 

CTACCCCTAA CAAGTTTTGC TTTTATTATT CTTTGCAAAT TATTACAATA GGCATTCAGT 1842 0 

GCATTAAGCT TAG T AAGC AC TTCTTGACTT TTGATGCTGC CAGCTTTATC T T GAG ATT T G 18 48 0 

ATTAAAATCC CATTGTCAAG ATCATGCATT AAT AC AT AC G CCAAATCTAT GTCTTTTTTG 18 540 

AAATTCCATT TTCTAAAATC AAATGGTCTT GCAACACTTG CATATGTCGT TGAAACAATA 18 600 

AATAAAAAAA ATATTAAAAT AAGTTTAAAT TTTATCATTA ATATTCTCCT AAT AT T TAG A 18 6 60 

TGTTTTTAAT TAATATTTTA ACCTTTATAA GTCAAAATAT TAAACGTTTT GCAAATTTTT 1372 0 

ACTTGCAAAC TAATTTCAAC CTCCTCTAGA TAAACTGTGT CTTTAAGCTT TAATGAACTA 187 8 0 

ATGCTTACCA CCTCGTGAAA CCCCACCGAA GGcTGTACAT GCTGTAATAA ACCCCCAGAT 138 40 

TAAACCTTTG CCTGAATTGC AT TTTT AT AA AATTGCTATT AAATTCTAAA GCACTATTCA 13 90 0 

TAAAAGGAGT TTCTCTTAAA GCTCTTATCA AAGTTTGATC ATAAATAGAT GACAAAATCC 18 9 60 

CTTTATTAAT TGTTACAATC TCAGGCCTTG GAGTAATGTT AAAGTTTACA TATTCACTTT 190 2 0 

TTGTATTTGT AAAATCAATT ACTGCACGGG CTGAGCTTAC ACTTGAGAGA TTTTCTTCTA 190 3 0 

TTAGATCGTG CTTTACAAAA ATAAAAAATA GCTGGGGAAT GTACCCAAGG ' CCTTTAAAAT 19140 
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CAAGCCTTGG 


AAAAAGTAAA 


ACAAAATTAG 


AAATGCTTGC 


TAAACTTGAA 


ATTTGATTTA 


19200 


CAATCTCTTT 


TATTAACTTA 


CTAGCTTGCT 


CTTTAATCAC 


TTAAAACCTC 


TTTTGCACTT 


19260 


AAGGCATTCT 


AGAATCGTCA 


TCAATTCCTC 


TTGAATTTAA 


TTCACTAGCG 


CTATTTAGCA 


19320 


AATTTGTCAT 


GTGCTCAACC 


AAAGGTAAAC 


TTTCAAAAGC 


TTGCGCCAAA 


ATACTACCAA 


19330 


GATTTGAAAA 


AGTATTTCTT 


AATGGGTCTA 


GCACACTGCT 


TGTAAAATCG 


TAATTTTTAG 


19440 


CCCACTCCAA 


AAGTTC T AAA 


GTTTTTTCCA 


AAATTGAGTC 


TAATCCAGGC 


T C AAAGG C AG 


19500 


TGTTTATTAT 


TTTGCTATTT 


AAAACTTCAG 


GCTGCCCCGG 


ACTCTTTAAA 


GACATTGTTG 


19560 


GCATCCTAAA 


ACTTAAAACT 


TTTTCTAAAT 


TATTCTCACC 


CCTTAGAAAA 


TCACTTACCA 


19620 


AGCTAATTGC 


TTTTGAATCA 


TTTTTGGCAT 


GCCCTTCGTT 


TTTTAATTTC 


TGTGCAAGCT 


19680 


C AAC C AT AAA 


AG AG AAAT C A 


TTTGAATTTG 


AATTTAAATT 


TGAATCTGGA 


TTTGAATTTT 


19740 


GTGAACTTTG 


AAGAATGTAA 


AGTTTTCTTA 


AAAAATCATT 


TCTCTCAAGC 


TCTGTTTCAA 


19800 


AAGATCTTTT 


TCTTTTTAGT 


ATTTTATTTG 


CACTTTCTTT 


TTGATCATCT 


TTGAAAACCA 


19860 


AATTTTCAAG 


ACTTAGAGCA 


GTCTTTTTGT 


CTTTTAAATT 


TTTAAATTCT 


TCTAAAGGCA 


19920 


AATTTAAATC 


ATTAAAACCA 


TTTTTTATAT 


TAAAAAAATC 


TACAAGGCTT 


GAGTCTTTAA 


19980 


AAAGATCTCT 


AAAAGACATT 


AAATTTTTCC 


AAACAATCTG 


GCTGTTTGCA 


TTTTTTAAAC 


20040 


CTAATGGTTC 


TTGCAAATCC 


CCAAAAGGGA 


AAGTCTTGTT 


AAAATTGGAA 


TCTAATCTAA 


20100 


AGTCTTTTGG 


TAGATTAGTT 


TGAGCTTCAC 


CAGAATTATT 


AACAAAATTC 


TGCTTAAAAG 


20160 


TGTTTTTAAT 


ATTTTCAGTT 


TTAAAATATG 


AATGCTCTTG 


AGAGCCAAGA 


TCCAATTTAT 


20220 


CTACTTCTGG 


CTTTAAATAA 


GAGCTTAGAC 


TACTTTTATT 


CTTATTTAAG 


TGC C CATC AG, 


20280 


GCAAAGCGAT 


TTTGTCTTTT 


AAATCTAAGT 


CTAAATCCAA 


ATCTTTTAAA 


ACGCTTTTTG 


20340 


GATTGTTTTT 


CTGAAAATCA 


GGACCTAGAA 


AATCCTTAAA 


AGAATCAATT 


TTGCCTAAAA 


20400 


CATTTAAAGA 


TTTAAAAGTT 


GCTGATTTTT 


TAGAATTATC 


ACTTTTGGGT 


CTTTTCAAAC 


20460 


TTTCAAGTTT 


TTCAAGGCTT 


AAGGATAAAA 


AATCCTTACT 


ACCTTTTCCA 


CCCAAACCAC 


20520 


CAAAACCCTG 


ACTGAAAAAA 


TTTTCCCTTT 


TTAGACTTAA 


AAACTCTTTT 


TTTAAATTAC 


205 30 


TCTTTGTGGC 


ATTTCTGTCA 


AGAACGCCTT 


CTAATGTAAT 


TGTGAATTTA 


TTCTCATTAT 


20640 


TGTTTTCTTC 


GTACATAAAA 


ACCTTTAAAA 


CACGCTACTA 


AAAGACAAAA 


ACCTCTCGTA 


20700 


TATTTCCTTG 


TTAAGCTTTA 


AATTGGCTAC 


TCGGTTAACC 


TCTACAAGCT 


CCTTGTAGCC 


20760 


CATTTTTTTA 


ACATCTTTGT 


ATGTACAAAT 


GCCCATTACA 


ACAGGAAAAT 


AATACTTATT 


20820 


AGTTTCTCTT 


GTCAAATAGT 


CTATGTATTT 


AAAATAACTA 


GTCGCAATCT 


CTTGCTTATT 


, 20880 
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CATTGCTACC 


TTCTTGCAAC 


AAAGACTCAA 


AACCAGGCTC 


TAAAGAATCT 


TCTGAGTTTA 


20940 


AGTCTGAAGG 


CTTGCTGTTT 


GTGATTAAAT 


CATAACTCCA 


GCGCTCATTA 


ATGTAGTCAT 


21000 


ACTTAATGTA 


GTCGCCGTTT 


TTATCTTGAA 


AACTTTCAAT 


GTAAACCAAC 


CCGGGCTTTT 


21060 


TAAAACCTTC 


AATTGTTTCA 


AAAAGTGAAT 


ACTGAACTGA 


AAAAAGAATT 


GTGGGAAGAG 


21120 


CGTACTTGTA 


AAGCTCAGAA 


TATCTTCTCT 


CTTTGTTTAA 


AATTTCGTAA 


AATTCATCTA 


21180 


AAAAACCTCT 


TGAGATCATT 


AGTTTGGTTA 


TTTCTTTTAA 


TGTTCGCAGA 


TCATTAAGCT - 


21240 


TGCTAATAAG 


CTCATCTCTT 


TCAACGTCAA 


ATCCTAAAAC 


GCTGTCCCAA 


TCGTACATGG 


21300 


GAATATCTTT 


TAAAACGTAT 


GTATGTGTTT 


TGGCTCTGGT 


TAATATTTTT 


AACTTGTATC 


21360 


TCATTTTTAA 


TTCTTATCCT 


TTTAAATTTG 


CTTTTAACAA 


TTTTAACTTG 


TTTTTAACAC 


21420 


TTTTAACTTG 


CTTTCTCAAC 


ATCACAATTG 


ATTGCATGAA 


TTGTAAACTT 


AACAGTATCA 


21480 


TTATCAGCTG 


AATACTTTCT 


AGTTGGAATT 


TCTGCAAAAA 


AGGCACTATT 


TGAAATAATT 


21540 


TTAAGTCCCA 


TTTGATCGTT 


AAACACCAAT 


CTTTTTAACT 


TTTTAGATTT 


TGGTACATTC 


21600 


TCGTAAAATT 


GCTCGTTGCT 


TAGCTTTGTT 


AAGAGTTTGT 


AATCAAGAGA 


CCCTTTGCTT 


21660 


ACTTCTAAAT 


CAAAAATATG 


AACAACGGTT 


CTTGGATCTC 


TAAAGCTTGG 


AATTGGAAAA 


21720 


TTTCTGTCTT 


CTGTGCTTGC 


TTTAGCCATT 


ACATTAGGCT 


CTGTGCTGTA 


CTCAAGAGTG 


21730 


CCTGTGTCTA 


TTAAATTGTC 


ATT AAAGC T A 


AAAAATATTA 


AATCAAGTGA 


ATAATATTCT 


21340 


CTCATTATGA 


TGCTCTCCTT 


AAATATTCGT 


TTATCTCTTG 


TGTTGTTATT 


ATTAAATTAA 


21900 


CGCTATTAAA 


GCTGTCATTG 


TACTTAAGCG 


CAACCTCTAA 


GCTTAAGCTT 


AAGCCCTCAG 


21960 


AAGAGTTAAT 


TTTAAGTTTA 


ATCTCCTTGT 


AAGAGACAAT 


AAGACCTTTT 


TGTTTAAGTT 


22020 


CATGGAAAAA 


ACATTCAAGC 


CCTGCTGTGT 


ATTCGTTTGG 


C AAATTGC CG 


TCCAAATTTA 


22030 


AAGAACCAAG 


CTTGCTGTTA 


GCTCTATTGT 


TTTTATTCCA 


AATTCTAATA 


AGCTCTTTGA 


22140 


TTGCTTCATT 


TTTAATGTAA 


AAAAGCGTAA 


AAGTCTCATC 


AATCGGATCG 


C C TGAG AG AC 


22200 


TAACCCCTTC 


TTTGAAAGCT 


AAAATGCCGT 


CATTGCCGGT 


TTCATTAAGA 


AGTGAGTAAA 


22260 


AATTAATATT 


GGTCTTTCTA 


AGAGAATCAA 


TAAGAGAATC 


ATCATAAACA 


GGAACAGCGT 


22320 


TTAAAATCAT 


CCCATAAGGA 


TTAACAGCGT 


GAAAAATACT 


' TGCTTGATGC 


AAATACGCTG 


22330 


CTGTAAAL 1 1 
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CGGCGTAAAC 


AGCAATAATA 


TTTTTAAGCT 


22440 


CACTTTTGTC 


TTTGCCTTTT 


AAAAAATCAG 


GCAAATTGGG 


ATCTTTAGTA 


GAAATTACAA 


22500 


TAAAATTGCA 


AATTTTTCTA 


ATCTCTTCAA 


AATCGCTACT 


AATAACATCT 


TCTGCTTGAT 


22560 


TTACAAAAAC 


TACAAACGGA 


TGTAAATTGG 


ATTTTAAAAA 


ATCTTTAATC 


TCTTTAATCT 


22620 


GGTTGTAAAC 


ATAAAAATCA 


ACAGACTTAA 


GCCCGTCTTG 


CCCAAAAAAA 


TCGCTCATTG 


22680 
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AT TT C"TC ~ AA- 
GGGCCTTTTG 
AG 7GC TT AC T 
T 1 2. T^G -_AAGG 
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TTC AAAA.-AA 
AAAC TAAAA.C 
TTGCTAATCG 
GTAAACTCAA 
C AAA CGTCC T 
GAAAA-CCCTA 
GGGGTAAGAC 
AACCT-TTCCA 
TATAAATATT 
C C ? AC AAOC A 
TTAGCCTCTT 
T AATCTTC AC 
TTCCCAAAAG 
AAAGCCTCTG 
CTA.TCTTCTG 
TT AAAAC TAG 
AATAAACATC 
TAT AC AC C TT 
CTTCTGGATT 
TA G rru ~*~ l TC ~* T ^ 
CTTGTGAATA 
TTTAACTACT 
TTTGCAAAAA 
TATCTCTTTA 



AGCGCTCAGC 
CATCTCAAGT 
TGC T AAAA.C A ' 

AACCCCTTTT 
TTCA.CCTCTC 
ACATA.TTGGC 
AGCAAAGATA 
ACTTAAATCT 
CAT AAG AAT C 
A.TCTA A ATTC 
CT-TCGAAAGA 
AATACGGGTG 
TTTTA AAATT 
TGA.TCATCCC 
TGGC C T T AAA 
AAAAAACTCT 

CTA.GTTTGAA 
C A/T T AAAAG A 
AGTATTGTAA 
ATCAAAAATC 
GGCGTAACTA 
AATTAACAAA 
AGATGCATTT 
TATACTTATA 
C C T AT TAG AG 
TCGCCCCCAC 
AA.TTTTTCAG 



TGCTCTTCTG 
TTTTCAAGAA 
TTGCTTTTGT 
TGCACAAAAC 
TTTTAATTTC 
TTGTTTTAAA 
GTGCATA.TTA 
ATAAGTTAAA 
ATTCTCGTGT 
TTTGTAAGCT 
ATTAAACTCT 
CTCACTTTTT 
GTTGTAAGTG 
TGTAAGTATT 
CTTCTTTTGC 
AGCTCTTTTT 
AAATTGATCT 
TTCTTTGTTT 
ATTAAGCTCT 
AATGTCTTTA 
TTTAGACCTT 
TTAACCAAAT 
TTTTGATCAA 
AACATTCCTT 
ATTGGATCTT 
ATATTACTTA 
AGCCTTTTGC 
AGCTGCTAGA 
ACTTAATGTT 
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CTATTTTCTT 
GATCTTGTAA 
AGAT T AAAAG 
TAACGCTTAT 
TTTCTATTTC 
ACCTGTATAT 
GAAACACCAA 
AGCAAATAAG 
AAAAATTCCA 
TTAAATAAAA 
TTACAAGAAT 
AATACAAGTA 
TTTAAGATTT 
TTTATTAAAA 
TTTTAGATCC 
GG AC TT AG AT 
TTTATTTCAlA 
GAAAAAATAT 
TTTTTAATTT 
AATTTAATCT 
CTTTGTAACT 
CTCCGTACTC 
AAATATTTAC 
TAAAAACAAC 
TGATTACTCT 
AACTAATATT 
T C TT AAAT C T 
GTCAAGATTT 
AT T T AAAT T A 



CTTGGAAGAA 
ATTTGTAACA 
CGGATTGTAA 
TGTATCTTTT 
TTTCTATTTC 
TTGCAACAAA 
GAAGCCCATC 
AATCGCCTTC 
AAAAGTGTTC 
CAAAACTTAA 
TTCTACCCCT 
AATTGCTAGT 
CCAATTCTAT 
AC TGT AC AG A 
TGGGTTTTTC 
CTTTTTGCAT 
TAAGTCCTTT 
TAGAATAAAA 
CTTCGGATTT 
TTACACTCAA 
TTTTTGAACC 
AAATT CC AAA 
ACCTTCAATC 
AGTATCAGAA 
GAATTTACAG 
AATCA.TCTCT 
TTTATTAAAT 
GTGGGAAAAT 
AAACCCTTTA 



TCAGACTCTT 
CTTAATGCTA 
TAATTAACAT 
GGC ATT TATA 
TTTCTATTTT 
AATCTGATTA 
AT TAT TT AAA 
AAGCTCTTTT 
ATACACTTTG 
AAAATAAAGC 
TAGATTTCTG 
ATTTGTAGCA 
TTCTTTAAGA 
CTCATTTAGT 
AATGCTTTTA 
GAT AAG T G AA 
TTGAATAGAT 
CTCTTTGTAA 
GATATTAATG 
CAAGAGCTCC 
CCCAAGATCG 
TTCTCAAGAG 
TCAACTACTT 
CTTTTAAATC 
AAAAAAAGTT 
AAAGATTTCA 
CATCCAAGCA 
ATTCCAATGA 
ATCTGTTTCG 



22740 
22300 
22860 
22920 
22980 
23040 
23100 
23160 
23220 
23280 
23340 
23400 
23460 
23520 
23530 
23640 
23700 
23760 
23320 
23880 
23940 
24000 
24060 
24120 
24180 
24240 
24300 
24360 
24420 
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TCTTTTTAAC TCGCAACCAA TAAAATAATA AATTAAAACA AACATTGTAG AATCATTTAA 2 443 0 

ACTTTCAATT CTTATTCTCT TGAGAATTAA AATATTTTCA AGTAAATTTA AATATAAAAA 2 4540 

AAATTCTTTG AT AC TT AG AT CTTTAAAATC AAGCATTAAA AGCTTAAGTA TTTGCTCATA 2 4 600 

CACTCTTTGC AGTGATTCTA AATTCTCACT CTTTAGAGTT TTTAAATTTG CACTTAAGGC 246 6 0 

CTGATTGGTA TCTAATTTAC TGTCATTCAT TTTTTAGCTC AATTTTATCC TAAGGATTGA 2 4720 

ATTTTTTGTT GCCAAAATTG TTCCAATAGA AAAGTCAAGA AAACTTGTTC TAAAATTGCT 2 4780 

ACTTGAAACT TCTGTGTATG AATTTAATAT CGGCTGATGA CCGTCTTTTA AAAGCAGTAG 2 4840 

TTTGCTACTT CTTGGATATA TTAAAATTTC ATCATCTAGT AAATTTGTAG TCTCAAGCTC 2 4900 
AATATCTGCA TCATTATTAA TTGCGCTTAT AAAATCAAAA AGCATGTCTT TGTATGAATA ■ 2 49 60 

ATTGTTGTTT GGAAGTCTTT CAAGTAGGCG GCCTTTGATT TTACTGGTTG TAAGTATTTT 2 5 020 

AAAAGGCACC CTTCTCTCGT CTTCCAAATT AATTTTTGAA AG AT CATC AT TTATTGATTT 25 0 80 

TATTTGATCT AATATGTTTG TCTGTTTAAC TGTTTTATCT ATTTGATTTG GAAGATTCAA 2 5140 

AAGTCCGTAC AT AG T T T CAT TGTTAGACTC ATCAACAAGA AGAGTTCTTT TACTGCCTCT 2 5200 

TGAGAGTGTA AGTCCACCTC TTAAATAGTG CGCACTCATT AACTTTTGTA TCTCAATTAT 2 52 60 

TGCTCCTAAA AGCCCTTCTC TCATGTTAAT ATTTGTGTTT GCCTCTACGC TAACTTTTCC 2 5320 

ATCTGGTGCA TAGTAAGTAA ATGCATACTG AAAAGGTAAA TAGTTAATTT TTACTATTTG 2 5380 

TCTTTGGAAC TTTATTGTTG AGACTGTGTT AAAAT C ATT A ACCTTTAATG TGGGAATGTC 2 5 440 

TGTTAAATTA GAATACCACT TAATAATTCT GTCGCTTCCA AGGGAAATAT TGCTACTTTG 2 5500 

TATTTGCTGT GAATCTAGAA AATGATAATA TTCTGGGATT GGACACTCTT TAACTAAAAC 2 55 60 

ATCCCTTACT GTGTTTACAT ACTCGTCGTT ATTTAATATG CTCTCATCCA TTCAAATTCT 2 5 620 

CCTATTTTAA ATTGAATCTT TTATTTGCTT GACTAAAAAA AGAACTCTAA CTCCATAAAC 2 5 630 

ATCTCTTCTG TCTTTAAATT CTAAAGCAGG ACCTAATGCT AAAGC GTGAA TAACAGATGC 2 5740 

ATTTTTGCTA GATTTTTCTA AAACCCCTTC GCTGTTTATT ATTAATTTGT CTTCTGCTTT 2 5800 

GATGGTTTTG TCTTTAGTAA TCAAAACACA TTCAAAACTA CAAGTGATTG GAACAACCGT 2 5860 

GCCGGTTCTT GAAAAATCGT C AAAGT C T AC ACAAACCCCA T AAAG AT C AC TACCACCGCC 2 5 920 

TTTTGC TATT TGCAAATTTG AACCGTTAAC AATAAGCTTA ACTCCGCATT TGTAGCAAAA 2 5980 

AT C T AAAGC T TGATAATTTT CAAACTTATC AGCAGAAGAG CTTTTAAGTC CGCCTTTTTG 2 6 040 

AGCAAAATAA AGCCCTTCGT CTTGAAATTT GTGGCTCTCA AATACCGGGT AACTGCTAGC 2 6100 

ATTAACGCTT TGCAGTTTGT . CTAAAACAAT TTTTTGAGCT 'TGATTTTTCT TTAAACTTTC 2 6160 

AAGCTGGCTC TCAAGTTCTA CTTTTGATGC TTTTAGCTTT TCTATCTCTT TT TG AAAAT C 2 6220 
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AATTGAATCG 


CTCATTAATA 


AJTCTCCTTTT 


TTAAATTAAT 


TTTTTGTTTA 


ATTTTTCATT 


26280 


AAAAGCTTAA 


ATTACAAAAA 


TTCAAACAAA 


TTTAAGCTAA 


TTTAAGCTAA 


TTTAAGCTAA 


26340 


TTTATTACAA 


TAAAATTGAT 


TCTTAATCTC 


TTCCCACTGA 


TTAAGCATTG 


CTTTTCTTAA 


26400 


ATCATGATAT 


GTGTTAAAAA 


AAGCATTTCT 


GTCTCTTAAA 


TTATTTTTTT 


GATCTGATTT 


26460 


TATTCTTTGA 


AAATTTATGA 


CTTTGTATGA 


ATTTTCTGAA 


TTCTTGTTCT 


GATCAATGTT 


26520 


AGTCTTTGCA 


AGCCTTATTA 


GTATTGCGCG 


GG AACTCGGG 


TCAATCTCTT 


CAAGGTTGTA 


26580 


AGTTCCAGCT 


ACAGCAAATA 


TTTGAGCTGA 


TTTTACATAC 


TTTCTAATAA 


GCTCTTCAGC 


26640 


TTGTCCTTTT 


ACAACCTCTT 


TAAAAGAATA 


CCCTTTTGCT 


AAAAGATTTT 


CTGTATTATA 


26700 


CTCAAAACTT 


AAATT AT C AT 


TTGCAAGTTT 


ATTTATCTCA 


ACAGATTCTC 


TTAAGTCATT 


26760 


GTGAGAATAA 


TTAACAGTTA 


AGTTATTACT 


TGCACTTTTG 


AGATTTTTAT 


AT T C C AAAAA 


26820 


CTCACGAACC 


AAAGAGTCGC 


TT AAAAC TTC 


ATTGTTTTTA 


CTTTTAGACT 


CTTTTAAATC 


26830 


TTCTTGGTTT 


TTGTCTGTGC 


CTGAAGCCAT 


TTTTTCCATA 


ATTACTCCTT 


TTAAATAACC 


26940 


AAACTTAATT 


GTTCTTTTAA 


ATTTTCTTTT 


GCCTTGTCGC 


TTAGATTTTC 


ATTTTTAATT 


27000 


AGCTCTAAAT 


ATTTAAAATA 


AACATCAAGA 


AGCAAATTGT 


CTTTTTGAAG 


TCTTTGCTCA 


27060 


TAGCTTAAAG 


CTTCAAGCTC 


ATTAAACTTC 


ATATTTAATC 


TGTAATATTT 


GTTAAGCTTG 


27120 


AGATTGCACG 


CATTAGCAAC 


AGATTCTTGA 


ACGCCTTTTA 


AATAATCATA 


ATAATTGCTT 


27180 


TTATCTCCCT 


TGCCGCTGCT 


GCCAAGCCCT 


TTGACTTGCT 


CATTAAAGCT 


TCTGGTTAAA 


27240 


GGCTCTTTGG 


TATCAGCGCC 


AATTTTTGCT 


TTAACAAGTT 


CAAATGCGTC 


TTTTAAAAAC 


27300 


TCTAAATCAT 


ATTTTATTAC 


TTCTAGGCGT 


GCATTCTCTG 


ATGCTGTGTA 


AAAAATTCCA 


27360 


TCATTGTTTA 


GAGTGTTTTT 


AATCTTGCTA 


1 AGCTCTCTGC 


TAAGCTCGTC 


AGAGACGCTA 


27420 


CTTAATGCTT 


GAAAACTTTT 


GTTTGGCTCT 


TGAGCTTTAA 


AAAAGGTAGA 


AAATATTTTG 


27480 


CCTTTGCTGT 


TTGCCAAAAG 


ATTAATTTCT 


TCTTTTGCAA 


TCTCTAAAGA 


TTCAACAAGT 


27540 


CCCACCAAAT 


GTTCGTCTTT 


GTAAAACAAA 


AAATT AT AAT 


TTCTTATTCT 


TTTTTCTATT 


27 600 


T C T AAAT AAA 


TTTGTTCTAA 


AAGACAAATG 


TTAAGCAGGA 


AACTTTGCGT 


GTAAGCAGGT 


27660 


TCTTGCTCGC 


C T AAAAC AT A 


ATCATAATTT 


TCATAAATTA 


TTACTCTGCT 


TTTATCTATT 


27720 


TTTACAACTC 


TTGCTCTCTC 


AAAATC AT C C 


GGGTCTTTTG 


AGTTAGAAAG 


GTACTCCACG 


27730 


TAACTAGAAT 


CTCTTTTGTT 


AATAATTTTT 


TGAAAATC C A 


AAT ATT T AAA 


ACCTGTGGGT 


27340 


AATTCGCTGT 


TAACCTTTTT 


GCTTAAATCT 


TCATCTTCAC 


TTTTGGGTTT 


■ TACCAAAATA 


27900 


TAACCTGGTC 


CATTAAATCT 


GTAGCTTATC 


ATTGCTTCAA 


GAAGAGCTTC 


TTTTAACTGA 


27960 
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ACCTTTAACC C C AAAAG AG A CTTGCTGCTT TCTTTCAAGC AAGAC TTTTC AAGC AGGC TT 2 3 020 

AAATTAATTC CATTCTTAAG TGCATCTTCT GCGGTACTTT CTATGTAGTT TCTAAAAAAA 2 3 080 

ATTGAATATC TGTAAACATC AATAGGATTG ATTTTGGATT TATTGTTTTT TATTTCCATT 2 8140 

TTAAATTCGT TAATC ATTTT TTTAAATATC ATTATACATT AT T AT AT C AA AAACAGTTTT 2 8200 

TTATTCAAAT TGTTATTATT TGATATTAAT TATTAAACAA TATTGATATT CAAAATGTAA 28 2 60 

AT AT T AAAAT TTAAAATTGA TTTAAAATTT TATAAAAAAC TAATACGTTT TAAAGTATTT 2 8320 

ATGCTAATAT TAATTAAAGA ATATAAGTAA AAC T T AC AAA ATATTCTACT TACTTTTGCT 28380 

AG CAT T GT T A AAAAATAGAC ATTGT AAAAT GATATTAAAA AGAAAATTAA ATTAATACTT 2 8 440 

TATCCAATCC CAATAAATAT TAAAAAGGTA GAGAGCTGTT TCTCTACCTT TTAATATTGA 28 500 

■ AATGCAGAAA ATCTAATTAA AC T AAAAATA AAAAAATAAT GTCTTCTTGC CTTCTATTCC 2 8 560 

CCTTTGAGCA ATAAAAGATG TTGCT AAAAG AGATGCTCTA ATTGCTTTTA TTAAAGCTCT 2 8 620 

GTCTGCTTGA AATGTAGATT TAATAACCAA AAGTAGTCCA AGGAGAAATT CTCTTGTTTT 28 680 

TAAATTTTCA ATGCTATTAA TCTCTTCTTC GGCTGATTTT ATTCCTTCTT CATCTTTATG 2 8 740 

TAAAAAATCA ATCTCTTTTA AC C C T AC TG A GTCAATTTCA CTTACTGTGT GAGAATCAAA ^ 2 8 800 

ATTGACTATT GTC C AAT AAA ATACTTTTAA AATCTTGTCA ACAATCCTAA ATGTTATGGG 2 88 60 

AATGTCAAAA TCAGAAATTT TATCAAATTC T AAAAG TAG A TGATTGTTTA GCTTTTTGGC 2 8 920 

TAGATTGATC GTAGAAACAA GTTTTGATTT TGATTTTTGG ACCTTTAAAT GAGCATCATT 28980 

TAAATTATTT GCATTTAAAA CCTTATTTAA ATTGGTCTCT ACTTCTAAAG CAGAATTAAT 2 9 040 

CACTTGAGTT GATAATTCCT TGGCAAATTT AACATTATTA AATTTAAAAT CTTGTAAATT 29100 

GCTCTTTGCG TTATTGACTT CACTCATAAT AAAG AC AC T T AAAAGTCTTT TAAAAAAGAA 29160 

' AAAGACAAGT TCTCACTAGA ACTTGTCTTT AAAAAATCAT ATCTCAAATT TAAACATTTC 2 9 220 

CATAATTTTT CAAATTTTTC AATTCGTTGT TACTCTCGCT TTCAGTAAGC ACTTTTTTAA 29280 

TTACTTTAAA AATCTCTTCA TTGCATTTTA CAGGTTTTTG AAC AC TCTC A T C ATT AT C T T 29 340 

TTTTGTAAGG ATCAGCACCA AATGCATCAA CTACCTTTTG GAAAAATAAA CTTAAAGCCT 2 9 400 

CCCCTTTGCT ATTTTTAATT TTATAGCAAA CATATTCTTT AAAGC C T AAA GATTGTTGCT 2 9460 

CAGTGGGGCG TCGCTTTTTG CTTGCATCTA CTGCTTTAGA AACAATGCTA GAAAT ATTGT 2 9 520 

C AAAAG AGCT TATAAATTCT TTTTGTCTGT TAACATCCTT AGAAAGCCAA TCAAAAAATT 2 9 580 

CTTTATAAGA TTTTTCGTAC TCAGCTTTTA AAGCTTCTTC TCTACCATTA ACACTCATTG 2 9 640 

CATCTTTTAA AAAGACTTTT AAAGACTC T A GCTTTTCAGC TTCTTCGGGA GTTAAAGAAA 2 9700 

TCTCTTTGGG AAT C AAATC C TTAACTACAT CGCTAACAAC AAGAGGGATG CCATTCCCAG 297 60 
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AATCAATTTC TGTAAGCGAT TTAACATCGC CAAACTGCTT ACAAGAAAAC ACCGCCAATA 2 9 820 

ACATTAATAA AATACTTATC CTTTGCATCA AAACCTCCGC TAAAATAAGT CGTCATTATA 2 9 880 

GTTCATTTTT TAGCATTATC AAGAAATACA AAAAATCAAT CTCTTTGTTT TATTCTTTAA 29940 

AATTATTCTT TTTATCCCTT TTTATCCCTT AAGAACAAAA AAGAAATTAA AACTTAAATT 3 0000 

TTTATTTCCT TTACAGGCCT AAACATATAA GTAAAGGTTA AAATTTTATT TGAAAAAAAA 3 00 60 

CAAAGAGGGA TATATATTTG TCTAATGTTA TAAATCAACA ATTCATTGAA AACTTCTTTA 3 012 0 

AAACTACAAA TAGGGTCTTA AGGCCTTATT TGTAGTTTTA AAATAAAAAA TGCGTCTTTT ,3 0180 

TAAGCCTTTT GCCTTAAATG TCCTTTTAAT GAAAAACAAC AAGCCTTTTG GGATTCCCAG 3 02 40 

CAGCAGAAAT AAAATACTTT ACAAAAATAT TGCAATATAA TTTGCTAATA AAAATTGAAT 30300 

ATTTGAAATA AAAAAAGGAT ATTCAATCAG CTAAAGGAAG GTCATAAGGA TATGATAATA 3 03 60 

AAAAAAAGAG GACTTTTAAT ACTGGGCATT GCTACTGTAA TCTCGTGCTC AGCAATGTCT 3 0 420 

AAACCAAAAG ATGATATTGT CTTTGGTGTT GGAATTGGAA ACGAACCAAC ATCGCTTGAT 3 048 0 

CCACAATTTT GCAGCGATAG GCTAGGTAAT TTAATTATAA AC G AAC T ATT TGTAGGGCTT 3 0 540 

TTAAGGGGTG ACCCCAAAAC GGGTGGATAC AGGCCAGGAC TTGCAAAAAA TTGGGACATT 3 0 600 

TCTTACGACA ACACCTGCTA TACATTCCAT TTAAGAGACG ACATTTATTG GAGTGACGGC 3 0 660 

ATTAAAATAA CAGCAAGCAC C AT TAG AG AT TCCTACATAA TGGCCTTAGA AAATGAGCTT 3 072 0 

GATGTGCCAC AT AT T AAC C T ATTAACATCA AAGATAAAAA ATGCACAAGA ATTTTACGAA 3 0780 

ACAAAATTAA ATGCAGATGA AGTTGGAGTA AAGGTAATCA ATGAGCAAAC TTTAGAAATA 3 0 840 

ACTCTCTCTC GCCCAGCAAG ATATTTTCTT GACATGCTTA CACACCCAAT AT T TAT AC C C 3 0 900 

ATTCCT ACGC ACATTGTTAA AAAGTTTGGA AACAAATGGA CAAGCTCAGA AAACATGGTT 3 0960 

ACAAGCGGGC CTTTCAAGCT AAAAAGAAGG ATCTTAAACG AAG AAAT AT C TCTTGAAAAA 31020 

AATGAAAAAT TCTATGATGC TAAAAACGTT GCTATTAATG AGCTCATATT TGTTACTATA 310 8 0 

AACGACACCC GCAGAATTTA CAGTATGTAC GAGCACAACG AAATAGATGC TATTTTTAAT 3114 0 

AACATCCCCT TAAGCCTTAT TAATGAGCTT ATCTTAAGAG AAGATTTTTA TTCAGCTGAC 312 00 

ATTAATCAAA TTGGGTTTTT TTCACTAAAC ACAAATGTTA AACCTCTTAA CAATGTAAAA 312 60 

GTAAGAGAAG CATTGGCTCT TGCGGTTGAC AGAGAAACTC TAACTTACAG AGTTCTTGAC 313 2 0 

AACAACTTTA AAGCAACAAG AAAAATAAGC C CT AATATT A AC AAC T AT AA TTATGGGAAA 313 30 

AAGCTTAAGC CATACAACCC GCGAAAAGCA GAAAAGCTCT TAGCCGAAGC TGGATATCCA 31440 

GATGGTAAAA ATTTTCCAAC TCTTACAATA AAAT AC AAT A AAAATGACCT TGAAAAAGAA 315 00 
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GTTGCTAGTT TTATTCAAAG C C AATGG AAA AAAGTTTTAA ATATTGATGT AGAAATTGAG 315 6 0 

CCTGAAACAT GGGTCAACCA CATATCAAAT ATTTTAAAAG GTCAATATGA GATCTCAGTA 31620 

AGGTCCTGGC AAGGAGATTA TTTAGATCCC ATGGCATTCT TTAATATATT TGAAACTAAA 31680 

AACTCACATT TTGCATCTTA CGGATATTCA AATCCTGAAC TTGATGAGCT TATAATAAAA 317 4 0 

TCCGATCTTG AAGAGGATGA AAAACTAAGA TTAGAAATAT TAAAAAAGAT AGAAGAAATA 3180 0 

"ATTATTGAAA ATGATTATCC AATAATTCCA ATATACAGTG TTGCGGGAAA CTATCTTTTT 318 6 0 

AAAAAC GAC A AATGGCTAGG GTGGAATACA AACAATTCAG AAAGATTTGC CCTATCAGAA 3192 0 

ATAAAACCTA TAGAAGAATA ACTGATTTTT AAACTTTTTC ACAAATAGGG TCAAAATTTT 319 8 0 

GACCCTATTT ATGAAAACTT ATTTTTGAAT T AGTGC T AAA GCACTCTCTT TTAAATAAAT 3 2 040 

CAAATCATTT AAAACCTTAT TAAAGTCAAT GCTGTTACTA AGAATGCAAC TACATATTTC 3 210 0 

TCTTAATTTT TCATCTATAT CTGAATATTT TTGATTTAAA AGTTTCAACT CTGGCTGTGG 3 2160 

ATCAAGAACA TCATAATTGC CTACACTTAA CATTTTAAGC TTACTTAAAG TATTGCTGCT 3 222 0 

TTTTTCTACT AACCCGTGCT GTATTTTTAA AATCTCTAAT ATTTTGTTTA AAAGATTAAT 3228 0 

CTTTTGCTCA CTAGATTCGC TAAAAAAATT GCCAACTTTA ATCTCGCTGT AATTAGATAT 3 2340 

CCTGGAGCTT ATTTTGTCAG TCAAGCTCTT AAATTTTCTT TGAATTTTTA AAATAGCATT 3 2 400 

TTCTCTTTCA GCTAAAGAAA GCTCAAAAAA ACTTAAATCA TATTTATTAC AGTTATTTTC 32 460 

TTTCATACCA GAAAAATCAT TTAAATAACA AGAAATTACA GCTACTGAAA TGATATATAC 3 2 520 

ATAAATATAT CTCTTCATGT ATATTCTCCT AATGAAAATT TAATTTATTT CAAAAGTGCA 3 258 0 

AAATTATTTC AAATAACTAA AAAACATACA AATTTTTCAT GAACCTATTA TTCAATTTAA "3264 0 

ATATATTATT TAA'TATTAAA AT T AC T T AAA AATTCTTAAT AAGTTTAATA AACTTAATTT 3 2700 

TTTCTAGTTA ATTTAAAGCT TTCTGTTTCT ACGATATCGC TCTCTGGCTC TTAATTTAAG 3 2760 

TTTTTCTCTG TTTTTCTGAT AATACTCTCT GTTATAATCT GATGCTTTTT GCTTATTTTT 3 2 320 

GGC C AAT AAA CTTTTATTGC TCGACTTATT AAAAGAACTA CAACTTAAAA GACATATTAA 3 2 880 

AAAAAAAAGA AGACCGGTAA TTCTCATATT TCACTCCCCC AGAAATACAT TTGAATAGAT 3 2 940 

* TGAAAAAATA AATCTTAAAA ATGATTACAC TAGGCAAATT TGACAAACTT AGCAAATTTT 3 3 000 

TCTAATGCTA ATTTAATAAA ATCTAATCAA AATTGATGTA AAATAAAC TC TCTTTTAAAA 33 060 

AAAATTAGCT TAAATATTTC AAACTGAGCT TTTTTTCAAA GTCAAAATTA TGCTTCCAAA 3 312 0 

AGCATTACAA TTAAAAAAAT CAAAGTTTGA GAACAAAAAT ATAGAAAAAA TCTGTTTTTC 3 318 0 

AT AAT AG AC T CCTTAGTGGT AAAATAATAA AAATTAAATT ATAAATCATA TGAATAATAT 3 3 240 

TTTCCAAAAA AATAAACTTT AAAAAAAATT TTTCAAAATC TTTAAAAGAT TG AAT AT T AA 3 3300 
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TTTTATATTT TTTACAAAAA TTTGCATTTT TTAATATAAA AATTTAATTG TTTTAAATAT 33360 

TTATTTAATA TTTATTTAAT ATTTATTTAA TATTTATTTA ATATTTATTT AATATTGATT 3 3 420 

TAATATTGAT TTAGCCTAAA TTCAAGGCAA AAAAGAATTT TTAGCAAAAT CAGCACAAAA 3 3480 

GACAAAAACT TTTAAACAAT TATTAATTAC AATAAACTTA AATTGATAAC TAAAAATTTA 3 3 540 

GATAAAATTA TAAATATTTA AACCTGCCGA AATGAAATAA TTTTTCTTTA TAATTTAGCG 3 3 600 

TTAAAAGAAG ATACGCATTT GCAAGAGAAT CAAGCGCATC GTCTTTTGTT TTGCCATCTC 3 3 660 

CTTTGTAGCT GTAAATATCA GATATTACAT TTTTACTTAT TATTTTTAAA AATTCTATTT 3 3 720 

TGCGGCTTTC AAAC AAAGG A ATAAGCGCGC ATATTCTTTT AAATTTATTG CTTAAAGGTT 3 3780 

TTATTGGTGC AACTTTAAAA TAGTGACTGC TTTTGTTTCT CAAGAAAAGA ATTGTTTTAG 3 3 840 

TTAAAATTCC ATCCCCCTTG GTACTGTCTC TCTCCTCAAT GTAAACGGTA TTTACATTGA 3 3 900 

AATTTTCTAT TAAAACTTGA ATGGAAGCAA GC ATT AAAC T ATCACTTACT GGTTTTTGGT 3 396 0 

CTTGATAAAT ATATGCATAA AACTTCTCAA AAGTGCGCTC TAAAACACAA ATAGCTGTAT 3 402 0 

TGTCTCCACC CACTGAGAAT GCAGGATCAA TGTACATTAT TGGGCTTTTA AATTCATAAT 3 408 0 

CTTGATTGAA AATCATCTCA TTAAATAGCG TAGATTCATT TAAAATCCAC TCCCCGTAAA 3 414 0 

GCACACGAGC CCTATAGGCG GGAAAACGCC TGTAAAGTTT TTCCTGAGTT TGAATAAAAT 3 4200 

CTGCTGAATT TAAAGGATTG TCATAAGTTG TAAAATTATA TGTCTTAAAA ACATCTGTAT 3 4260 

TTTCAATATA ATC GGTTTT A AAATAATGCG CAGGGCTTTC CGGATTTGTA TCAAAAATAA 3 4320 

TAATTTCTTT ACCCTTTCTA AGCC TTTTT A TTACTTCAAG TAAAGTTTCT CTGTGAATTA 3 4380 

CTGTTGCTTC ATTTACATAA ATTATTGCAC TATTGCCCCC ACGAATCTTG GAAAAAGCAT 3 4440 

CTCTGTTTTT ACCCCCGTAA ATATTAAGCT TAAGACCTGC TATCTTACAA AAAGACTGCC 3 450 0 

CGCTTTTCTT TTTCTCGTAA TCAATTCGCA GCAAGCTGCA AATTTTCTCT ATTTGCTTTA 3 4560 

CAGTATTTGT CAT C AAC AAA CCAATTGAGT TGCCTATAAT AAAATTATTG GTATCTTGCT 3 462 0 

CATAAAAAGA TTTGTTTTCA ATAAGCTTTT TAACAAGCAA AT ATGAAGC T AAAAACGTCT 3463 0 

TACCACTTGC AATCCCACCG CTAAATATTA CTTTTGAATA ATTGTTACTT TCTATGTCAA 3 4740 

AAAGAACTTC CTTTTGCTTA GCAGTTAAGT ATTTATTTTC AAAATCTTTA AAACAAATTT 3 480 0 

TGGTTGGTTT TGGCTTAATA TAATCCAAAA TGTTAATATT AAAC TT ATT T TTAAACTTTT 3486 0 

TCTGAAGATT GAG AAAC GC T AATGATCTTA AGAATTTCAA ATTTTACTCC AATTTTAAAT 3 4920 

TCTTACTACT TAAAACAGAT TTAAGCTTAA CAAGAGTATC AAAATCCTCT C T C AT G C AAA 3 4980 

TAGTAATAAG TTTTTTTTCA ATCTCTTCTC TCTTTTTAAT CCTATCAGCA ■ AGCTCTCTTT 3 5 040 
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CAAGGCTTTC TTGGCTTTTA AGCCCTCTTT TTTTATTGGC GCTAATCTCG CTTTGAAGTT 3 5100 

TGCTAATTTT TAAATCCAAA ATTAATACTT CCTTTTTTAT TGCCGCTAAA CTGAGATTTT 3 516 0 

TACATCTGTG GTGGGAATCA ATAAAAGAAC AAACTATCTC GTAAAATAAC CTTTCAGCCT 3 5220 

CATTTTTGGC ATTTTCAAGC TCACAGGCCT TTTTTGTAGC AAGCAGCACT AAATTGTTAA 3 52 30 

AATTGTCCTC ATTAAAAGAC ACTTTAGTAG TGCTTTCTTC TGCCAGGTCG C T AG AAAAAG 3 53 40 

AATTCTTTTT ACAAACAGAA TCACCGGATT TAAAATATTT ATTTCGGGCT TTTGCTACAA 3 5400 

AAGATTCACT AAC AC C T AAA ATTTGAGCGA TATCTAAATC TTTTAAACCT TTTTTAAATA 3 54 60 

AAAAAATATA TTCTTCTTTT CTATTTTTAA AT AT C ATT AT TTTATTTTAA TTAAGTTCTT 3 5520 

TTAAAAACTC AATAAAAATT AATGTTTTTT ACCGTGAGTA ATTTAATTAA AG AG AT C TAT 3 55 30 

TTTTTAAATA TAATAAAATT AATAAAAATA AGTGGTAAAA GGAGAAGGGA ATATTTAAAA 35640 

CAAAATATAT TCTGTTGCCA GCAATAACAT TATTGTGTAA TATGTATAGC GAGGTATTTA 3 5700 

CTCAAGAGCA AGAAACAAAA ATCAAAAAAA TCGTTGTTAA CGAACAAAAT GAAAGATTAA 3 57 60 

AACGCTTAAT AAAAGCTTAT GGAAAAATAC AT C TAG T AAA AGTTTAAAAG AC AT G AC AAT 3 5820 

TAAAGTAAAA AACAAAATAG CCTCAGGAGC AAGCAAAAAA GGATACTTCT TTAAAGGCCT 3 5880 

AAAGGGTATT TTTATGCCTT TTAAGCCTGC CAATCCTTAT ACTCCTAATT AAAAAAAATA 3 5940 

AAGCAATATC AAAATAGTCA AAATACTTGA AAGAGAAGCC AATAAATTGC GGGAGCATGG 3 600 0 
CTTCTCTTTT ATTTTTAAGA CCTAATTATT TTAGATCTTT GATTCAATTT GCAAAATAAC ' 3 60 60 

CAATTTGAAA TATTTTGGCA AACTGGAAAC AAGT C TT AAA ATCACAAGCC AGATTGCATA 3 612 0 

GCAAGCTTGT AATTCCAAAC AATGTTACTG CTATATTTGC ATAAAACAAA TTCACACTAA 3 618 0 

CAATAAAAAT AATAAAAATA AAACTTAAAC TGATACGCTT T T AAAAT AAA AGTTTTAAAC 3 6240 

TTTAGTACAA ATCTAGGCAT TATATTAACT TTTTACATCA ACATACTAAC TAATTTATTT 3 6300 

TATTTTATTT TTCATAAAGT GGGCTAAAAT TTAAATTTAA CTAAATTTAA TAGAAGGAGG 3 6360 

AAAAAATGAA AATTGGAAAG CTAAATTCAA TAGTTATAGC CTTGTTTTTT AAACTATTGG 3 6420 

TCGCATGTAG TATTGGATTA GTAGAAAGAA CAAATGCAGC TCTTGAATCG TCCTCTAAGG 3 6480 

ATTTAAAAAA CAAAATTTTA AAAAT AAAAA AAGAAGCCAC GGGAAAAGGT GTACTTTTTG 3 65 40 

AAGCTTTTAC AGGTCTTAAA ACCGGTTCCA AGGTAACAAG TGGTGGACTA GCCTTAAGAG 3 660 0 

AAGCAAAAGT ACAAGCCATT GTTGAAACAG GAAAGTTCCT TAAGATAATA GAAGAAGAAG 3 56 60 

CTTTAAAGCT TAAAGAAACT GGAAACAGTG GTCAATTCTT GGCTATGTTT GACTTAATGC 3 6720 

TTGAGGTTGT AG AAT C G C T A GAAGACGTTG GAATAATAGG CTTAAAAGCC CGTGTTTTAG 3 6780 

AGGAATCTAA AAATAATCCT AT AAAC AC AG CTGAAAGATT GCTTGCGGCT AAAGCTCAAA 3 68 40 
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TAGAAAATCA 


ACTTAAAGTG 


GTTAAGGAAA 


AAC AAAAT AT 


TGAAAATGGT 


GGAGAGAAAA 


36900 


AAAATAATAA 


AAGCAAAAAA 


AAGAAATAAA 


TATTAAAAAT 


ATTGTCATTA 


G AATGG AC T A 


36960 


AAAGTAAAAT 


TTTTAGCTCG 


TCCTAATATT 


TACAATTTAA 


TAATATTGGT 


TTATTGCTTT 


37020 


TACTAAAATA 


CAAAAAAAGG 


ATAATGTTAT 


GATTAAATGT 


AATAATAAAA 


CTTTTAACAA 


37080 


TTTACTTAAA 


C T AAC TAT AC 


TTGTTAACCT 


ACTTATATCA 


TGTGGACTAA 


CAGGAGCAAC 


37140 


AAAAAT TAG A 


TTAGAACGAA 


GCGCTAAAGA 


CATTACAGAT 


GAAATAGATG 


CAATTAAAAA 


37200 


AGACGCTGCT 


CTTAAGGGCG 


TAAATTTTGA 


TGCCTTTAAA 


GATAAAAAAA 


CGGGTAGTGG 


37260 


GG TAT C AG AA 


AATCCATTCA 


TACTTGAAGC 


AAAAGTGCGA 


GC T AC T AC AG 


T AGC GGAAAA 


37320 


ATTCGTAATA 


GCAATAGAAG 


AGGAAGCTAC 


TAAAC T C AAA 


GAAACTGGAA 


GTAGTGGTGA 


37380 


ATTTTCAGCA 


ATGTATGATT 


TAATGTTTGA 


AGTCTCAAAA 


C C AT T AC AAA 


AATTGGGAAT 


37440 


ACAAGAGATG 


AC AAAAAC AG ' 


TCTCAGATGC 


AGC TGAAG AG 


AATCCTCCAA 


CTACAGCTCA 


37500 


AGGAGTGCTT 


GAAATTGCAA 


AAAAAATGAG 


AGAAAAATTA 


CAAAGGGTTC 


ATACAAAAAA 


37560 


CTACTGCACC 


CTTAAAAAGA 


AGGAAAATTC 


TACTTTTACT 


GATG AAAAAT 


GCAAAAATAA 


37620 


CTAATAAACA 


ACATTTTTAT 


AATCAATTAA 


AAACAATACC 


CAACCAAATC 


CATCTGGTTG 


37680 


GGTTTGGGCT 


TATAATTTAA 


ATGTTAGCTT 


GCAATTAAAA 


TCAACAAATA 


TTAAACTCTT 


37740 


CGCCCGATAA 


T C AAG AC ATA 


AAATAAGTTA 


AAG TT AC AAC 


AATTCACCTA 


. AAAGAC TT AG 


37800 


AATTTAAAAT 


GACATTAATC 


TTTTCAAACA 


AAATAATTAA 


ATATCCTTTT 


TGATGTTATT 


37860 


TGGAATTTCT 


TTCCTTTAGA 


CTTTAAATCA 


AGACTGTCGT 


AAAGCACCTT 


ATTATTATCC 


37920 


AT T AC AAG AA 


AATGCACAAA 


AACCTGATCT 


TTCACCTTAA 


TCTCTGTTAT 


TTCAAACTCT 


37980 


CTGCCGGCTT 


TAGGCAAATA 


AAGTGGACTC 


TCGTATCTAA 


CCTTGGAAAA 


TATTTTATAA 


38040 


CAACTAAGAA 


TTTTACATGG 


AT T T AAAAT A 


TAACAATCCT 


TTCTAATGTA 


GCCTAATTCC 


38100 


AAAAACCGCT 


GATAATTTAA 


ATTAACGTCT 


TTTGCTGTAA 


AATCAAACCC 


CGTTAAAACA 


38160 


AATATCCAAT 


AGTGCAAAGA 


CAAAAAATAA 


CATCCGGACT 


TTTGAACGTC 


TTTAAACAAT 


38220 


TCTGCATTGC 


TTTGTAATAT 


TTTCTCAATA 


AACATTTTTA 


AATACACAAT 


TTTTAAATAT 


38280 


AATTTTTAAA 


TAATTAAACA 


TTCCCGACCA 


ATTTTTATCT 


AAACTTTAGA 


ATCTAAAAGC 


38340 


TTAATAAGAA 


AACATTTGGG 


TTTAAGAATC 


TTTAATATTG 


TTAGAACCAA 


GCCACTCAAA 


38400 


ACCATTGTTT 


TAATGGCAAA 


AGTTTCAATT 


AAAAGTTTGT 


AGTATTCTTT 


CCTTTTGATC 


38460 


TTATTAAGCC 


TTTTCATCTT 


AACCCCTAAT 


ATAAGTTTTT 


TACTAATACT 


ATAGTATAAA 


38520 


AAAATTTATG 


TTTTGTAAAT 


ACTTTTCTAA 


ATTTTTCCAA 


AATTACTGTT 


AAAAAATAAA 


38580 
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AACTTCAAAT 


CAAAAGTTAA 


AGGGTTTATT 


GGGGATTCTT 


TTAAAAGAAT 


CCCCAATAAA 


38640 


CCCTTTAAGG 


TAACAGGTCC 


TTATATTAAG 


AGCGACACAT 


TGCGTGTCAG 


TCTGTACCTA 


38700 


TAAAGTATAC 


ACTAACTTTT 


CAAGTTTTGC 


AAATAAATAT 


TTCATTTTCG 


TTTATTTCTT 


38760 


AAAGTTTCAA 


ATTCTTTAAT 


TATTTTTAAT 


AAAAAATCTT 


TTTCCTTAAA 


AAAAATTTTC 


38820 


TCTAAAAGAA 


AGCTTGTAAG 


CTTGGGATTT 


TTTTTATAAA AAGAATAAGC 


TTCTTCCTTT 


38880 


TTAAGCTGAA 


ATCTTAGTGG 


TTTTATTGGG 


TTTTGATTAG 


ATTTTTTTAA 


ACTTGGACTT 


38940 


TCTTTTGTTT 


TAAGAAGACA 


AATTGTATCA 


TTGATTCCGT 


TTTTAACTAC 


ATACTTTTCT 


39000 


TCAATAAGCC 


CTTCTTCTAT 


TGCTGTTGCA 


ATTTTAAGAT 


ACTTATAAGT 


TTGAGTTCTG 


39060 


GCAAGTCTAT 


AGTCTTTTGC 


AAAATCATCA 


AAACTGGAAT 


AATTGTCAAG 


TTTATAATAT 


39120 


TCTTTATCTT 


TAATTTCTTT 


TAAAACCTTC 


ATTGCTTCTA 


TTTTGCAATA 


AATTTCTTTT 


39180 


TGAAAATTAA 


TGTTTAATTT 


TTCTTTAAGT 


TTATTATAAT 


GAACAAGTGC 


TTGCTCTTCT 


39240 


TCTCTAACGC 


TTTCAGATAA 


ATTTCTTTTA 


TTTATCTTTA 


TCTCCACTTA 


TAATCCTCCT 


39300 


TTACAGCTTG 


AGTACACTTA 


GTGTACGTAA 


CTTGATTTAT 


TTAAAAACGC 


AGTAAGCGTG 


39 3 60 


TTTTGGTACT 


CTATTATGTA 


ATCCTTCGTC 


AAATCAAATC 


TATCATTTTT 


TGCTATTCTT 


39420 


TTGTTTAAAT 


CTTCTCTCTC 


AGATATTGTG 


CCTAAGAAAT 


TATTGTTTTT 


TTCTAAAACC 


39480 


TTTAAAAGTT 


CTCTGTGCGT 


GTTGTTTCTT 


TTAAATTTAG 


TATTAATTAA 


ATACATTGGC 


39540 


AAAGTTAATA 


ATAACTTGTT 


CATAAAAAAA 


GTAAATAAAT 


CTAAACTTTC 


AACAGCCCAT 


'39600 


TTCTCTGCTG 


TTATTGGTAT 


TATTATGTAA 


TTGCTACATA 


CAAGGGCATT 


TGTTAGGGTA 


39660 


AAATCTAAGC 


TGGGATTTGT 


ATCAAGTATT 


ATATAATCGT 


AATGATTACT 


TAATAACTTT 


39720 


AGCTGTTCTT 


TTAATTTAAA 


TTCTTTATAT 


GGAATAGATT 


CTGAATTGAA 


TTTATGTAAT 


39780 


GTTAAATAAC 


TTGGAATTAA 


ATCCAGATTT 


TTGTTAATTG 


TGATTAATGC 


ATTATCTATG 


39340 


TGTAAATTTG 


ATATTAATAC 


CTCATATATA 


TTTCTATTTA 


TTAAATCTAT 


ATTATTGTCC 


39900 


TTAATTTTAT 


TAAAAAAATA 


GCTTGTTGTT 


GAAGCTTGGG 


TATCAATGTC 


TATTAAAAGA 


39960 


ACCTTGCATT 


TGATTGAAAG 


CAATGTGGCA 


AAAATTAAAC 


TTGTTGTGCT 


CTTGCCAACA 


40020 


CGACCCTTTA 


TGCTTGCGAT 


TGTTATTACT 


TTTGTCTCTT 


TTTTATCCAT 


TCAGGAATAA 


40080 


TTCfCCCTTT 
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TGACAATTTT 


TTGCTATAAA 


AAGCGTAGAG 


TTCAGTTTCT 


AGTTCTAAAA 


40140 


TAATATTTAA 


TAGTGTGTTG 


TAATAGGGGC 


TGTTTACCCT 


ATCCTTTTTA 


AGTAAAATAT 


40200 


GAAGACCGTT 


TAAATAACAA 


AAAACAGAAC 


CTTTTTTAAA 


CCTAAATTCA 


ATGTATTCAC 


40260 


ATTTTCTAAG 


AGTGTAAGTT 


TCTTTCTTGT 


TGAAATTCTT 


TACAATAAAT 


GCTTTGTCAA 


■ 40320 


GTTTTCTTAT 


TCCGTAATAA 


ATTCCCATAA 


ATTCATCATC 


TTCTCTTACA 


GAGAATAAAT 


40380 
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GAAACATGCT TATGTCTTCT ATGTTAAAGA TTCCCCTTAA AG AAAT G AAA AATTTCGTAG 40 440 

GTTCATTCTT GCTTATTCCA AATG T AT AAA AGTCATTAAA GATTTTAGTA TGGTATATCT 40 500 

TTCTACCCTT AACCTCCTCA AT C T TAG AAA AAACGGTAGC CTTTTTTCCT TTTTTGGCCT 40560 

TTGGCTTGTT GTCTGCGTCC AATTTTAACT CTTTTTGCTT TTGCTTTAGT CGTTCAAGTA 4 0 620 

AAGCCGTCAT TTTTTTCCTT TTTCCTTAAT AGTAAAGCCA AGCTGTACAT TTTCTCCCTA 40 68 0 
GCTCACTATT TTAATCAAAT TATTATAGTA GGAATTGTCA AATACCTTAC TATATTTAAG ~ 407 4 0 

ATCAGGCTCA TTCTCAATGA ATTTTTTTAA AGTAGGAATT AGCTTATCAT TATCTACTTT 40 80 0 

ATGCCTCAAC TGTTCTAATA AT AT AC T AAA AATGTTGTTT TTTATACTTT TTTGTCTTAC 40 86 0 

CATTTTATCT TGGATTTTGG GGATCTCTGT TTTTGCTCTT TTTACGAGCT TTTCTAAATC 40 92 0 

TGGATATTTT TTGTGTTCTA T TAT G AAAT G TGGTTTTATT T T GT AAAT T T CGTATGTTTT 40 9 80 

GCCAAAAAAC TTTTCAAGAT CTTCTTTTTT ATATTGTTCT TTTTCTAATT CTTTTATTTT 4104 0 

TTCTTCAAGT ATTTTTTTTA GAATTTCGTT TTTGTTTTTA TATTTTTTTT CCGGTTCTTT 4110 0 

TATTTTATGT ATTATTCTTT TATATCCACT GTTTCTGAAA AATTTGCACA 'GATATCCTGG 41160 

GTTGTTTATA TTTTCTTTTA TTACATTTGA TATGTGCTTT TCAATCTTTT TAGGATCTAT 412 20 

TTCTTTTAGG TCATTTTCAA TGTGTTTTAG GTTTCTTAAA TGATAGATTT TAGTGCTGTT 412 8 0 

TGTTGTTTTC AAATTCATTA TTAAAGCCGG AATTTCTGTT TTGAAGTTAC ATTTACTTAA 413 4 0 

ATATTTTTTT ATTATTTCAT TATTTGTTGT TTTTTTGGAA TTTTTGTGTA TATTTCTATA 4140 0 

TTCTTTATAT TTATATATAT TATTAGTATT ATTAATACAC TCCCATTTAA CACTACTATT 414 60 

TATTTGATTA AATTTTTTTA TTCTTTGCGT AAATTCGTTA ATTTTATTTA TTATTTTTTC 4152 0 

TTTAAAGTAT GTGTTAATTA TCAAATAGCA TTTTTCTTTT TCGTATTTAA GTTTATAATA 415 8 0 

AGTTTCACTT CCAGAATTTT TTCCCAAATG TTTACAGTAG TTTAGCGTGA CTTTAAATTT 41640 

TTTCTCTAGT ATGTATAAAT AGTTTTGTAG TGTTTTGAGC TTTATGAGTT TTTGTTTATT 417 0 0 

TCTTTCAAGG TTTTTATTTA GTAAATAAAG TATGTTTTTT TGTGTGTATT TTTTAAAGTT 417 6 0 

TAAGTTGATA AAGTTAAGGG TAG AG AT T AA TACAATCAAG TTGTGTTGGA AGTTCATTGT 4182 0 

GGTTTTTTTT ACTCTTTTTG TAGTGTTTGG TGATTTCTTT TTTAATGTTT, TCAATTTTAT 418 8 0 

ACTCCTAATA TAAGT AGTTT CTTTAATTAT AATTTAATTA ATAGTACAGT TTCTTAAAAA 41940 

AGTAAAGTAT TTTTATATAA AAAATAAAAA AAAGTATATT TAATACATAT TTGTTAAATA 42 00 0 

TACTTTACAA AAGTAAGTTT TTGTAATAAA AT AT AAT AAA TAATAAACTT ATATTAGGAG 42 0 60 

TAAATTATTT TTACGCTTTA ATTTTTATTT AAAATAGTGA GCTTATTAGC GATGGGTTTA 4212 0 



;0 >3 



825 

ATTTTATTAA GAATTTAGAT TATTTTATTT ATTTATCCTT CATTCAAGAG TTGGGCTTGG 42180 

GTGAAGGAAT TATCCCCATT AATTTTATTA AATTTTATGC ATTCAGTGTA TTAGCGCTTT 422 40 

TTATTTTGAT TTTAAAGACT TAAAGGTTAA GGACCTAAAT AGCTTGACTT ATGCATTATT 42 3 00 

GTATTTTCTC TTTTTAAAAA GAGAAAAAGC CTCCTAAGAG ACTTTTTCCA GAAGTAACAA 423 60 

AT T G AAAAAT ATATAAATTC AATTTTTAGG TTGTAATAAA CCCTTCCTAC ACTAGCTGAT 424 2 0 

GCCTTGTAGG GGGGTTTACT TATATATTAT TTTAAAGCGT TTTTAAGCTC TGAAAGATTT 42 4 80 

TTAATTTCAC TTGCTGATCC TTCTAGGCTG GTTCCAGCTG TGTTGTATTG TTGTACTGTA 42 5 40 

ATTGTACCAT CTGTTAAGAA CACCAAATCT TTAGTTTTTT TGCTGTCAGC ACTAATTGTT 42 600 

AAAGTGCTAG TACTGTCTTC CCATTTACCT GTTTTTTTGT TAGAACCTGC AGTGTCATTC 42 6 60 

AAAAAGACTT TTACTTTTCC ATCTTTTTCA ATTTCTCTTT TTAGAGTAAC AGTACCTTCT 427 2 0 

TTAATTTCCA CTGTTGTTTT TCCGCCTACA AGACTTCCTT CAAGCTTAAT GCTATTTTTT 427 30 

AGAGTTTC T A CTGCTTTTGT AGCATTGTCA GCATCTGTTA TTTGTGAGTA TTCAAGTGTA 42 8 40 

GTTCCGTTTG ATCTTGTTAA TTTCTTTGAG TCTAATTTAT TAGCTTTGAG AGTTTCCTmT 42 9 00 

GTTATTGACC CCTGTTTTTT AGTAACTTTA CTTGAAATTT TTTGGTTGCT GGCATCAAAT 42 9 60 

GCTTCTAAGG TTACTGTGTT TAAATCAGCA GAAACTGTTA ATTTTACTTT ACTCTTGTCA '43 02 0 

GGCTTTGAAC CTTCAAGGGT TCCAGAACCA TTGTTTTTAT CGGAAGTTCC TTTAAGTTCA 43 0 80 

ACCTGATCAA TTGTTGCTCT T AAAT CAT AT TTGCCGGAGC TATTTTTTTC TTTGCTTACA 4 3140 

AAAAT T T T AT TAG C ATT AAA CAAAGACACT GAGTCTTCTG TCACCGCAGG AAGGTCTTGT 432 00 

TTAGCGTTTT GATGTGATTT TTTTACTAGAG TCTTCAAGGT TTAGATCATT TTCTTTTTGA 432 60 

GAACCAATTG ACTCAGCACC TTTTTGTGCA CATCCTATTA AAGCTAACGC TAAAGCAAAT 433 20 

CCTATTAATA ATCTCATAAA TTCTCyTTAT TTTAAAGCGT TTTTAATTTC ATCAAGTTTT 433 80 

GTAATTTCAA CTGCTGACCC CTCTAATTTG GTGCCATTTG AGTCGTATTG TTGTACTGTA 4 34 40 

ATTGTGTTTT CTTTTGTAAA CACAAGGTCT TTAGTTTTTT TACTGTTTAC AGTAATTGTT 43 5 00 

AAAGTTGAAG TGCCTGAATT CCAAGCTGCA GTTTTTTTAG TAGCAGCACT AC TGTC AGTG 43 5 60 

TCATTAAGTT CAACTGAAAC TTCCCCAGAT TTTGAAATAT TTTTGCTTAA AGTAACAGTT 43 62 0 

CCTTCTTTAA CCACCAATGT TGTTTTTTCA GCAGTTAGAG TTCCTTCAAG AACATAGCCT 43 6 80 

TTTAAAACCT CTTTAGCTTT TCCAGATCCA TCGCTTTTAA TTC CTGTGTA TTCAAGTCTG 43 7 40 

GTTCCGTCTG CTCTTGTTAT TATTTTTTCA GATACTTCAC CTTTTTCATT GAATTTTTCT 43800 

TCTGTTGATG ACTTGTCTTT GGAAGTTACT TTTTTTGATA CTAGTGTTTT GCCATCTTCT 438 6 0 

TTGAAAACTT CAA.GTGTGGT TTGACCTAGA TCGTCAGAAA TTGTTAATTT TACTTTACTT 43 92 0 
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TTGTCAGCTT 


TTACGCCTTC 


AAGTACTCCA 


GATCCATTGT 


TTTTATCAGA 


AGTTCCTTTA 


43930 


AGCTCAAGCT 


TGTCTACTGT 


TGCAATTAGA 


TCGTACTTGC 


CGTCTTTGTT 


TTTTTCTTTG 


44040 


CTTACAAGAA 


CTTTCATTTC 


ACCAGGCAAA 


TCTACTGAAA 


CGCTGTTTTT 


CTCGTCAAGG 


44100 


CTGCTAACAT 


TTTGCTTACA 


TGCTATTAAG 


GCTAATATTA 


GACCTATTCC 


CAATAAATAT 


44160 


TTTTTCATAA 


TATATTCTCC 


TTTTATATTA 


AT AT AAC TT A 


ATACAAGTAT 


AATTATATTA 


44220 


TAAGATTAAC 


AAATAACAAA 


TAGAAAATTG 


AAAAAAAATA 


AAATGATAAT 


AACTTCAATT 


44230 


AAGTTTGGTT 


TTAATTAAGT 


TTGGTTCTAA 


TTAAGCTTAG 


ATTTAATGTA 


GATTTTTTAT 


44340 


TTAAAAAAAG 


TCCCAGTTTT 


GGGACTTTCA 


GGAAAAAGAA 


AAGTTAAATG 


TCTTTTAAAG 


44400 


TATTAAGGTA 


TATTTTTTGA 


GTATTTTTTG 


TAAATCTGCA 


TTGCAATTGG 


TTTTATTTTG 


44460 


TCAATGTGAT 


TTTTTAAAGC 


AGCAATGTTT 


GTCTTGATTG 


ATTTTAGAGT 


CTGATCTTTT 


44520 


TTTAATTTGC 


TGGTATCAAA 


AAGCGTAAAT 


TCAGGATAAT 


TTTTGTTATT 


TACTTTTTGT 


44580 


TTAGTCTTCA 


CAAGAAATGT 


TTGTAAATAC 


ATAATATAGC 


TTGAAAGATG 


CGCTTCGTAT 


44640 


AAGCTTAAAG 


CCTTTAGTGT 


TGACTCTTGT 


GGGGATGATG 


. QTTCTTCTGG 


AAGGCTTGCT f 


44700 


ATTGTAGAGC 


ATGAAAAAAT 


TATAAGACTG 


TTTAATAAAA 


AC AAAAAGGG 


GAAATTTTTA 


44760 


ATTTGCAATT 


TTATCTCCTT 


TATTTTCTTT 


TAAGTTTTGG 


GCTTTGCTGT 


TAGCAGTGCT 


44820 


TGTATTTTCT 


GGAAACTCTT 


TTATTTGTTC 


TTGGAGTGCT 


TGAGTTTTGA 


TTGACATTAG 


44880 


TTCATTTCTC 


TCTTCTCTTA 


AATGTTCAAT 


GATGCTTGCA 


TCTCTCTGAT 


CATTAATGCT 


44940 


TGATATAAGT 


TGAGTAATCT 


TATTATTAAC 


ATTTTTAATT 


TCATTTAATA 


TTTTTAATGA 


45000 


TTCTTCTTTC 


TCAAGGGTTG 


TGATTTTGTC 


TTTGTAGATG 


CTCATTATTA 


GATTGTAAAG 


45060 


ATTAAGCCCC 


AAATATATAC 


CCTTTTCTAC 


TTTGACTTCT 


GTTGGAGAAT 


CGCTACTTTT 


45120 


TAGAAAATCA 


TATAAATTAT 


TTAAAGCGTC 


AATGC C AG AG 


TTGATATTCA 


TTTTATTGTT 


45180 


CATTTTTTTT 


CCTTTTTATT 


TATATTTTTT 


AAGAGTTTTT 


GAATAAGCAA 


AATTAAATTT 


45240 


TCTCTAAACT 


GTGGTTTTAT 


TGCCAAAATC 


ATCGGCATTA 


TTACCAGCAC 


AATAAATCCT 


45300 


CCTAAGATAA 


TTAGTTTTGT 


ATTGTCAATT 


GTTGACAAAA 


AAATAAGTAT 


TGTATCCATA 


45360 


AATGTCTCCT 


TTTATTTATT 


TTTATACTTT 


GTTTAGTATT 


GGCATTTCTT 


CTCCCGTGCT 


45420 


TAGTTTGCCC 


GATCCAACGT 


AGTACCAGCC 


ATTGTAAATT 


GGTGTTTTAA 


GTGTGGGCAT 


45480 


GTTTTGAGAA 


GAAAATGAAG 


QTATTAAAAT 


TTTTGCAGAG 


CTTTTTTCAA 


ATTGAAGGTA 


45540 


AAATTGTTTA 


TTGTGATCTT 


CTGTTGAGCT 


TGAATACCTG 


ATTTCTGCAT 


CTATTTGTAA 


45600 


ATAAATGTAA 


TTGTCTTTGT 


ATGATTCGTT 


TATTACAATT 


GATGTGCTAC 


TTCTGTTTTT 


45660 
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GTTGTAGGTT 


TATTTTTATA 


TTGAAATTCT 


ATTATTCTAG 


CATCATCAAC 


45720 


rp a r n r rp,TPTP-T 


AGCCCCCCAA 


AGTCGTATGG 


TTTTCCTTGC 


CACCAAATAG 


GAATCTCTAC 


45780 


AA 1 1 luLuun 


ATTCCGTTTT 


TATAGCAGCT 


TACAAGTTGT 


TCAGTTTTTG 


TATCAAGAGT 


45840 


A rnr"T ir P'T , P PP-T 1 


ATT A ATTTAA 


AAGAGTTTTT 


AAATTTATCT 


GTAAAATCGT 


TTATTTGTAC 


45900 


GCALLLLbl 1 


APnTPnPTTT 
nuu X v_t_j^_. x x x 


TAAGCTCATT 


TATTTCAGAT 


TTTTCTGCAA 


GAAATTCTTT 


45960 


TAAAC I 1 ILA 


IV TP A APtATTT 


C AAAT T G AAT 


AAGTTCAATA 


TCTTTTGTTT 


CTGAGTTGTA 


46020 


AA I 1 bjAAA 1 1 


TTP,TTTf~i A AC 
X X w x X X \j^\t\\~J 


ATGGCTTTGT 


GTTTGTGTGC 


TTTAAGCTCT 


CAATAAGTGT 


46080 


A/~"AT"T 1 'T , A A P T" 

AO A i 1 lAAb. 1 


TTTPT a A A A A 


CAGTATCAAA 


ATCTATGTTT 


TCAAGTGGTG 


TGCTTAGCTT 


46140 


rn 7\ A A a /"" , P r P r PT* 1 

I AAAAbL 111 


p ar,ATT APTT 


TAATGTAAAT 


GTTTTTTATA 


TATTCTTTGT 


TTTCTAAAAG 


46200 


X 1 1_- b, 1 i bjb. 1 A 


A X X r\\- I X 


TT ATTGCTTT 

X X X7i^ X JL VJJ V— r XXX 


TTTAAAGCAT 


CCAAATTCGT 


TGTTATAAAA 


46260 


TGI Alb, bj 111 


•PPT ATTTP-TT 
X Lj X rt. X X 1U1 X 


C T AGG AG AT G 


TTTGTATGTG 


ATTGCGCAAG 


TATCTTCTAC 


46320 


rp A Tip HHP A T 1 P A. 

1 Albl LA 1 b- A 


AT APP-A ATA A 


GGTCGCTTTG 


ATTAACTTTT 


GTTTTTCTGT 


TTAAGTCTTT 


46380 


rp a rnrprnp rp Aff 
1AI 1 lbrXAb.br 


PTTTPTTH-TO 

v_. X X X V— X X VJ X w 


GTTCGTTGGT 


ATTCATAAAT 


TCTCCTTTTA 


AATTTCTTTA 


46440 


Typmrpmrnt A AT 1 
Ab 1 1 1 i AAA 1 


TPTPrTTTAP A 

X vj X vjt xxx rxU n 


CGCTAGTAAG 


CAGAAGGTCA 


AAAAAAATGA 


TCTGCTGTGC 


46500 


1 AAA1 1 i 1 I 1 


TP T TP TTPTP 
lui X^w-X X*»jX^i 


CCTTTT ATTT 

V— V— x x x x ^± xxx 


CTATTTGTTT 


TTTGTCTATG 


ATTTTAACTA 


46560 


Tl LI i b,(_ 1 A 1 


PPP A ATT A AT 
LjLjL AA X X jt\Jt\ X 


ATTTTAATAA. 

.M. X X X X fxrl x iT-n- 


ACTCATATAC 


TGAGTTTTTG 


TAATCTTTGG 


46620 


GLAlAiAbl 1 


a p a apTTafJA 


PPTTTTTTAA 

Vj!J -X X X X X X iXXi 


ATCCCGCGTG 


CTTAGCAGTT 


ATTTTTTTTA 


46680 


bjb, 1 Ibl 1 1 lb 


X X X X X X X 


GfAATATTAA 


ATTCAATGGG 


GGACTTAATG 


TTTCCAAGCA 


46740 


Ti mrnrprn A rnnn A rn 

A 1 1 1 1A1 1A1 


T ATTTPPPPT 
1AX X I L-uV, ^ x 


GGAGCGTCTT 


CGTTTGAACT 


GACTTCTACA 


TTTGCGTGTA 


46800 


AAA AfTfTT'T 1 

AAAALjLjL 111 


a A AP^APP AP A 


AT AAA GCTCT 


CATCAGTGCC 


AATGGACTTT 


ATTGCAAAAA 


46860 


rp a AfrlPr 1 ATP 
1 AA 1 Abrb. A X b 


rp A A ZVPAPtTTA 


AC AAGAT T T T 


TGTTAAGCTC 


TTTTTTAAAG 


TGAAATGCAT 


46920 


T A. A A rn a T'H^rZ A 
1 AAA X A X X \ J A 


A AP-P ATTAGC 1 


AATGCAATGT 


ATTTAGAGTT 


AATGCTATTT 


TTAACATTAA 


46980 


r P r PPT l P. rn T £. A 
X lulLii X 


f^TTTTCAAGC 

\_j x x x x ur\nvj\j 


AGCTCTTTTA 


ACTCTCTTAG 


TATCTCTTTT 


TTGTAATCAA 


47040 


vJ' — X * — -t\ X X vJV^rt. 


A ATOAATTTT 


TCAATTTGGG 


TATTTTCTAA 


AAATTTTGGT 


ATCTCTTTAT 


47100 


TC ATTTTTAT 

X v_,r"l X X X X X fi X 


TCTCTGTTAA 


TAAGAAGCCT 


TTTGTTTGTA 


TTAAAAATAA 


TAATTTCATC 


47160 


CTCTTTGGTG 


TTTTCGTCTT 


TATTAAATGT 


GAAATCGCTA 


TCACTAAGTT 


br 1 bi 1 bj A X 1 X 1 


472 2 0 


TTTTGTCTCA 


TCATTTTTAA 


TGCAAATTCC 


GATTTTAAGC 


TCTTTTATTC 


CCCGAATAAT 


47230 


GCTAACTGGT 


GCAAGAAAGT 


CTTGATACCT 


AAGAGATGTT 


CCCATTTCAA 


TGTATTTGTC 


47340 


AGTTAATATT 


TTGTTGTAAA 


TGTCTCTAAT 


TTGAGTATCT 


ATTTCTTTGT 


AGATTGCGTC 


. 47400 


TTTTGCTTCT 


GTTTTGTAGA 


CTACTTTAAG 


AT AT GC AT AT 


TTCTTCTTGC 


CTAAGCTGAA 


47460 
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TTTGTATGTT TTTTTTTGGT 

AACTGTTCCG CTTGGCGCTG 

TTTGATTTGT TTTTTTTCTT 

GATTGTTCCA GGCCCACTTA 

TTTTCTTATT GCTTCGTAAG 

AAAGTAGCTT CCATTTTCTT 

TTTGTCAATG CTTGAACTTG 

TATACCGTAT TTTGTTCTCA 

TTCCAATATT CCCAAGTTTT 

TTGTCTTTTC CTAAAAAGAA 

ACGTTGATAA GGTCTATTTT 

TCTAGTTTAT TGGCTTTGCA 

TTTTCTTTTA AACTGCCTTT 

TCAATGTTTT CTATTAATTT 

TTAATTTCCA TTTTTAACTA 

AGTTTTACAA AATGTTTATT 

AAAAAATTTT ATTTAATTTT 

ACGTATGAAA AATATTTTAT 

TTATTC TGAT CTTAGGAGAA 

T AAAG AAC T T, AAAATTTCTT 

TTTTCTTGAA CAGGTAGTTC 

AAATGAAGAG AAGGTAAAAG 

AAAGGC T AAA ATGGCTCTTG 

ATTGCTACAG GTTGAAAAAA 

AAACATTGAA GAGGCTTGTA 

TTTTTATTTT TAATTCATCC 

GTGCTTGTTT TTGTTTTTTT 

ATTTAGATTG ATGTTAATGA 

AGATTATTAA TACTTTTTTG 
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TGTGCTTGTT TAAAAACTCA ATCTCAATGT CGCCTTTAAA 47 52 0 

TATAGTAGAT TGCTTGCCAA ATATTTTGTT TAGTTTCAAT 47 58 0 

GGTCTTGAAA GCAATCGTCT TGTAGTATTA AGTAGAGGTT 47 6 40 

AAATATTTAT ATGCTTAACT CCTTCAACAT TTAGCAGAGC 47 7 00 

TTGAGCTTTT GGGCGTGCTT AAGTCCTCTT TTAGTGCATT 477 60 

TTATTTTAGA AAAAAGTTCT TTTAAGACTT CTGATATTTG 47 820 

GAAAGTTTAT TATGTCGTAA ATTGAATTGT CTTTAATGTT 47 8 80 

GTATATGTTT TTTTTCATTT TGAATTTCTT CTATTGTTTT - 47 9 40 

TATCAAAAAT TATACTCATA TTTTAAAATC CATTTTTAAA 4 8 000 

AAAATTTATT GTTATTGTTT TGTTTTTAAT GCTTGGCCTT , 48 0 60 

GAGTTCTTTT GAAAGGTTTA AAAAAAAATT TTTAATAGAT 4 812 0 

AAGTTTAAAG TAAAAGCTGT AGTCAAGCCC ATAATTTGGA 4 818 0 

TGGTGTCTTA AGGTAAAAAA ATAAACGCTG TTTTTGTTCT 4 82 40 

AAGATCGTTG TTAAATACTA TATTAAATTT TTCATCAATT 48 3 00 

CCAAAGTCAT TTTAACATAT TTTATTCGAT ATTACTATAA 4 83 60 

ATTTTAAATG TTGAGATATA TTATAATTTA TATTTTTTTT 48420 

TAAAATTTAA ATATTTACAT AATAGTAATG TGTGTGGGAG 48 480 

TATTTGTTAT TTTATTATTC TTTTCTTGTA AAGAATTTAA 48 5 40 

GGCCTTCAAA GGTTTTAAAT GCTTCTAATG GTGCATCAAA 4 8 600 

TTGTAGATTC TTTAAATGAT GATCAAAAAG AAGCTTTGTT 48 6 60 

TTGATAGCAA TCCCGACAAG TTTAATCAAA TTTTTAATTT 4 8720 

AAATGCTTGT TACTGTTGTT AAGTGTTTAA AGGCCAAAAG 4 8780 

AGAGCTCAAA TGTTGCAAAT GTTGCCAATG CTAAACAGCA 4 8 840 

CTTACATAGA TAATTTGCGA CAATCTTTTA TGACTACTAA 48 9 00 

ATCTTGTAAA AAATTATGAT GCATCTGCTT CGTTTTAACT 4 89 60 

TTAGATTAGC TCTTAAGCTT AAGAGTTAAT CTTTCCGTTT 4 9020 

ATTGTAAATA TGTCTAGATT TGAAAATTTA AATTTTTGTA 4 9080 

TTTTAATTTA TCTGTGTAAT TTTAGATTAT TAAATAATGC 49140 

CTTTAAAAGG CATTATTAGG TTAATTTAGG CTTAAAACTT 492 0 0 
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TATTTAAGCT ATTTTAAATT GTTTTTTTAT TTAAAAAAAC AATTTATTAA GGCAGCTGCA 492 60 

AGCCTAATTC CTTTTATAGT AAGAAATAGT GCAATACATA CATTTAGTGT ATGTAAAGTG 493 2 0 

AGCTATATTT TTATTTAAAC CAATAATTAA ATAGAGGTAA TTTAATTTAT GAATAAAATA 493 80 

GGAATTGCAT TT ATT AT TAG CTTTCTGTTG TTTGTTAATT GTAAGGGCAA ATCTTTAGAA 4 9 440 

GMGATTTAA, AAAGCACCAC TTCTAACAAT AAGCAAAATT TAATAAGCAA TGAAAAAAAG 495 0 0 

TCTCTAAATT CTAAGAACAA TAGGCTTAAA GATTCTCGGT TAAGTAATTT TGAAAGCAAA 495 6 0 

AAAAATGACC AG AC AT T AAA AAAATCCAAA GACTTTAAAA AGGATTTACA AACTTTAAGA 49 62 0 

AATTCAAAAA ATTTAATGCC TAAAGACTTG GATCAGTCGA GTAATGATTT TGAAAATTTA ,49 6 80 

GACAATTCTG AGTCTTTGCA AGAAGCTTCT TCAAAGCACA ATATTGGCAA GTCAAGATAC 4 97 40 

GGTAAAGCTT TGCTGAAAAA TGATCACGAT GAGATTTGGA TTCCCCATTT AAACTTGGAA 49 8 00 

GAAGACAAAA ATTTTGAGTT TTTCAAGAAA TCTTTGCAAA ACGATGAGAA TAGATATGCT 4 98 60 

CTTGGTGGGT GGCTTTTAAA CAATGATGAG GTGTTAGTAA AAT AC AG AT A CAGCGAAAAA 49 92 0 

GATGTTAATC AGTTTTTAAT TGATATAGGA AAAAAGCGGT GGGGAGATTT GTCTTCTAAA 499 80 

ATGAGCACCT TGGTGCGATT GATTGGAAAT TATTCCGACA AAAGT G AC AG AGAAGATGAA 5 00 40 

ATTTCTCTTC TGGATATGAA TTTGTGTCAA CAATTTTATC TAACCAAGAT TAATGCTGGT 5 010 0 

GGTTCAAGCG CAGACATTCT TGTTGCTCTT GAAAAAACAA TCGATCAACA AATTAGCGGT 5 0160 

GTTAGCAAAG AACTTCTTGA ATTAAAAAAT TTTTCTCTTA C T AC AAAGT C AGAGCTTGAT 5 0220 

TGGTATTTAA ATTGGAAGCG CAATTTAACA GACGAAGAAG AAGAGACTTT GCAATGTTGC 5 0280 

AGGGTTTTGT TGGGCGGAGA ATTGGATTTT GAAAAT CTTG ACGATTTGTT TAAAAGGCTT 5 03 40 

GGAAAGGAAT ATTCTAGGTT GATATTAAGA AAGTTAGAAG AAATAACATT AAATTACGAT 5 0400 

GTTAATAGGT TTTTAAAAGA AATGGAGAAA TCACGTAAAT CTTTCAAACA AGCATTAGGT 504 60 

TCTATTAGGA ATAAAAGCAA AAGAGTAGTG ATTTTTAAGG TTAGAAATTC TCTTTTGGAA 50 52 0 

ATTTTTAAaC TTTATTACAA CAATATTGGC AGGAATAAAA AACTTTATGA TTATATAAAT 5 0580 

CGCATGTTAA ACAGCTTGAT AAAAGAGATT AGCAGGCGTT AAAGTTTTTA TTTTGATTTT 5 0 640 

TTTGTTAATT GCTCTACATT TTCTTCTAAT AATCTAATTT AAAAACTTTA AATATTAGAT 5 0700 

AGAATTTTAA, AAGTTTAAAA GGGGGAGCAT TTTGAAAAGA GTCATTGTAT CCTTTGTGGT 5 0760 

TTTAATCCTA GGGTGTAATT TAGATGATAA TTCAAAAATG GAGAGAAAGG GTAGTAATAA 5 0 820 

GCTTATTAGA G AAAGT GGAT CAGATAGGCG GGGTCAAGAA AATAGAGCCT TGGGGGC GAT 5 0330 

GAATTTTGGG CTTTTTTCTG GAGATTCTGG TGTAGTTTAT GATTTGCAAA ATTATGAAAC 5 0940 

TTTAAAAGCT CTTGAAAATA -AAAATAAATT T AT T GAT T AC TCTAAAATAG AGTTTTTAGA 510 0 0 
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AGGAACAAAA 


TCAATAAATG 


CTTTTATTTG 


GGCAGTTTCT 


GTTCGTTGGA 


TAAAAATTAA 


5 1 1 6 C 


AGCCAGAGAT 


TTGTTTGGGG 


AGTGTGGAGA 


TTTTATTAAA 


GAGCTTAAGG 


GC ATT AAGT A 


5 112 C 


TTCTTATCTT 


GTTTCTCCTG 


TTGATGGAAG 


CTATATTTCT 


TATGCCATGC 


CTATAATAGT 


5118 0 


TTTTGAAACT 


ACTAGAGAGA 


GTGATCCGCT 


TTATTCTGTT 


TCTGGGTTTA 


AATTAATAAG 


512 40 


CAAGGGAAAT 


GATATAAATT 


TTAATGAAAA 


TAAAAGCGGA 


TTTTGGGGAA 


GACTTCCAAT 


513 00 


GTCTGAAAAA 


TCAGTTGAAT 


CTGGGCTTGT 


AACCGCATAT 


CCTTTTGGTT 


CTAGCGATGC 


513 60 


TAAAAAAGTG 


ATTGAAGCTT 


TTGCTTCTCT 


TTATAATAAT 


GG AACTTGGA 


GTGATATGAT 


51420 


TGCCGAGATT 


AC TAT T AAGT 


CAAAGCAATA 


TCCAAAAAAT 


GAAAAAGTTT 


AC AG AAT T AC 


51480 


GCTTGATTCT 


CAGCTTTTTA 


ATGTTGCTAT 


GAAAAAAATA 


ATTGAAAAAT 


ATCCTAAAAT 


51540 


AAAAAGTGCA 


AGTTTTGCAT 


TTAATTCGTT 


AATTAACTAA 


AAAAATATTT 


T AAAAGC TAG 


51600 


CAGTTTAAAA 


CCACTAGCTT 


TTTAAATTAA 


TTATAAATTT 


C AG AC TTGG A 


TTTGCTATAT 


515 60 


AGTGTCTTTA 


AGTTTATTAA 


GTGTGGTTTT 


GGAATCTGCT 


TGATTAAAAA 


TTCCATCAAA 


5 17 2 0 


TCCGCTAGCA 


AGTATGCTTT 


TGTAAGTATT 


TAGCTCTTCT 


GGATCTTTTT 


CTTTTTTATC 


517 30 


TTTATTTTCT 


TTAATTTTCG 


CAAGCAGATC 


TTTTATTTCA 


TCTTCTTTTA 


GCTCTGATAG 


513 40 


AAATTTTTGT 


ACAGATTCTT 


CTATTTTGCT 


TTCGTCTCCA 


CCGCTATTTT 


TAAAATGTAA 


519 00 


GCCAATATTT 


GGATCTACTA 


GTTTTTCTTT 


TAATAAGTTT 


GTTAAAAATG 


TTAGTGTTTC 


513 60 


TTTTTCCGTG 


TTGTTTAAGT 


TTAATCTGCT 


TACTAATTTT 


TCTAAAGGTG 


TTGCTTTGCT 


5 2 020 


GAATTCAATT 


CTATCTTCAT 


CAACTAGGTT 


TGATTTGGCT 


TGCGATTTTT 


CATCTAGATC 


5 2 0 8 0 


GTTGTTTGGC 


TCGGCATCAT 


TACTTTTGTT 


TTTGCAATTA 


AGCATAAATG 


CTAATATTAT 


52140 


AAATACAATA 


ATCGTTTTTT 


TCAAAATAGT 


CTCCTTAAAA 


AGTATTTTAA 


TTATTATTAA 


5 2 2 0 0 


TTAGTAATTA 


TAGCATTTTA 


ATAATATGTT 


TAGAACATTT 


TAATTTAATA 


ATTGTTATTA 


52 2 60 


TTAATTATTA 


AAAATATTGT 


ACTAATTTAG 


CATTAAAAAT 


AATTTC TTT A 


TTAGGCTCAA 


52320 


TATTGCGTTT 


AAGATTTGCA 


ATGTTTAGTA 


TTCAGGAGGC 


GGGGTTTAAC 


GATATTTTAA 


523 30 


GTGCATTTGA 


TAAGCCAACA 


GAGAAAGCAT 


TGGTGCGAAT 


ACTTTCTCTG 


TTGCCAAATT 


5 2 44C 


GATTTTTAAT 


TTTAATTAGA 


TTATAAAAAT 


TATTATCTAT 


TATTAATTTA 


ATAACTTTTT 


52 50C 


TTAAACGATA 


A.TTGGAATCC 


GTTTATTCCA 


AGATCAAAAT 


TGGGCTCAAA 


GCCTGCAAGT 


5 2 5 6 C 


TCAGCGCTGA 


GTCTTTTTTT 


AAGATTTTCA 


TTGTGCCGAT 


TTGCGAATGT 


AAATGGAATA 


52 52C 


ATAAGTGAAA 


CTGTGTAGGA 


TGTTAAAACC 


ATGCTTGCTC 


CTACCCCTAT 


TAATATGTAT 


52630 


CCGGTTAATT 


GTGTTTCTCG 


GTGATTAAGA 


- AT AATTC C AG 


TTCCCCAAAG 


GATTGCTCCT 


52740 
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AATAAATTAA ATCCAAGCAC TGAGCCTCCA CCAATATAAT CCCCTTGGAC AAAGGATCCT 5280 0 

ATTCCAAAGG GCAAAAATAA ATTTAAAAGG AATGGCCCTA TTGGATTTTT TTTCTCTTTA 52 3 60 

TCATATTTGT TAAAACTTTC AATGCCTTTT TCAATTCTAT TTTGTGTGTC TTTTGTGGCA 5 2 920 

AAGATTTGAA TTGTCAACCC AAAAATTAAT ATTAATGTGA AAATTTTTTT CATGTTTTTA 5 2 980 

TTATCTCCTA ATGGTAAGTT TTGACAAGTA AAATATTAGC GCAATTTATA ATAAATTAAT 5 3 040 

ATTAATTTAT TGCAAGCAAA TAAAGTTTGG ATTGAGCTCG TTTGCTTGCA ATAATAGATA 5 310 0 

TTTAAAAATA TGTAAGATCT TAAGAAGATA AATTAAAAGT AAAAGAAGAC TTTTTAAAAG 5 316 0 

TTTAATCTAG CTTTGAAAAG CAAGTTTTCA AAGTGAGC C A TATAATTAAT TGGAAATTCT 5 3220 

TTTGTGAGAA TAATACTATC TGCTAGTTAT CCATGTTATT TAAGATTCTT TTGATC TTTG 53 2 80 

ATTGTCTTAA AGCTTCGAAT TTTATTTATT TCTTATTGAG CTTGGATTAA TCTTTAATTT 533 40 

ATCTCTTCTT AAAATCTTTT AAGACCATTT ATTAATGGCA TTAAGCTTTT ATAATGTTTT 5 3 400 

TATACTTTAA CTTTCTAATT TGTTTTTATG TTTATATAAT TTTAAATTAT TAATTCAAAT 53 46 0 

TAATGTTTAC AATTTTTTTA AAAAAAAGTT CTTTGATAAT GTAGTAATTT TTATTTTTGT 5 3 520 

ATTAAAAATA AAAATTGTAT TATGATTGGC ATGGGCTTCC tATTTTATAT TAATATTCTT 53 58 0 

TAATT ' " 53 585 
(2) INFORMATION FOR SEQ ID NO : 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35515 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 

GGTTTAGGAT CCTTAAATAC GTTGATCATG CGAAATGACA TATCAGAAAG TCTTTTCCTA 6 0 

ACACCATTCA TTAGACAACC CCCACACAAG ATGGCGTTGA AGTTTCTCTT TTTAGTTTTT 12 0 

CTAAAAATGC ATCAAGTTGT GAACAAAAAT TCTTGTTTGA GCCACAACTC CCCTCGCCGC 180 

CTTCTTCGCC TCCACTGCTA CTAGGATAAT AATCAAGTTC AAGTTCATTG AATTTCTCTT 2 40 

TTTTGATCCT ATCAAATTCA AATTCTCGAA CAACTCCCTG TTTTCTTAAT TGGCAGCCCA 3 00 

TATGGTAGAA AGTAAGTAAA AATATTTGTT CATACGTCAG TGAACTGGCA TCAATACCGC 3 60 

GTGTTACTAG AATAGCTTGA AGTAAGGATA AATGAAGTAG AAAATTTTGC CTGCTTAGTG 42 0 

CAAATTTGTC TATTCCTAAT AGCAATAACA "CTTCTGAATG GAGTTTTGTT ACTAAAAGTT 43 0 

CTTCTTCTCC tGCAACTTGT GCTTGTAAGC TTTCTTGTTC ACTCATTTTC ACTTACCTTA ■ 5 40 
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TACTTTTAAC TTTGCTTTAT GTTAACTTGC AAAAT AG T T T TTCTAGTAGC AAGTAGACCG 600 

• GCTAAAACAA AATCAATGTA TGAATGAGCT ACATCGGTTG AGTCTTTATC AACTTGTTCA 6 60 

TTCGGTGTAG GTAGCATATA CTTGCTAGGT TTAAATTTAA TAAGTTCAGA AT T T AG T GG A 72 0 

TAAATGAGTA TTTTATGTTT CAGCAAGTTT GAAGTTTCAA TGTAAACATC TTCTCTATTA 7 80 

TTAATAGCCT TAATAGTTTG AATTAAAACA TCTTCCCATT TTTCACAACT ACTTGCTGCA 8 40 

CCCTGTGCTG CTGCGTATGG TTTTACTAGT TTAAGTGACG TTGC TGGGTC AACTATTACC 90 0 

ATCATCGGGG TGGAAAATTC GTCGCCCAGT TCTAACTTTG AAAGTCCAGC CTCAATCTTT 960 

TCAAAGATTT TATCCATTTT ATCTTTATCA CCACTAGCAA CCTCTTCTTT TATCTGCTCG 102 0 

GGCATATTAA GCAGCCCATA CATATTTGGA AGCAGGCGTT TTTGATTTTT CCCATCTTTT 10 8 0 

TGAATCGAAA CAGTCCCGGT TAATACAAAG TGATTAATAA GTTTAATAAT TTCACTACTT 1140 

GCAAGCTTAT ACGCTTGAGC AAAAGGAAGT AAATTATTAT TAATGTCCCC AATATATGAA 12 0 0 

TC TGAAGT AT AAAATTTCTC AGAAGTC TGC TTTAAATGTC TGAATTTATA CTGTAATTTC 12 60 

AAATAATTAA GTCTTACCAC TTCAGAACTA AATCCAATAG TTGAGATAGT ATTAACCTCA 13 2 0 

TTGGCAATTG TTGTAGGATT AGCATTTAAA AACGCGTCCC ATTTTACGGT TTTTTGATAT 13 8 0 

CCCATTTGTA GATCAACATC TTCAATTTGA TCGGGCGAAA ACCATTTATA CATAATAGGA 144 0 

TCTTTAACTT CTCCTATGAT ATTTGCCACA GCTTTTGCAT AATAATTTTC ATCAAATAAT 15 00 

T C CAT ATT AA ATCCTCCCAA ATATTATTAA TTTCTACTCA TAGCTTTATT TCCAAATACA 15 60 

GCTACTTTTA CTAAATAAAC CTCATTGCTA ATTTGTTTTG CATCAGTCAA TGCTGTTGCA 162 0 

TTAATAGTTG CTTTATTTGG TGCTCCAGTC ACCTTTTCAA GAGCACCGTC TTTATTAAAA 1680 

AyAAGTTTrT CTTTTACTTT AAC C GT AG AA TCTTTTGCCA CTAAATAkCC CTCAAAATTA 17 40 

TTGGTAATTG GCACAATAGT AGCTGTTTTA CTAAACTCAT CTATGTCAAT GCATATTCCA 18 00 

TATAAGTCTT CACCTCCACC AGCCTCAACA TGTGGCTCAT AGTGACTTTG ATTATCTTGA 18 60 

GCCTCTTGAA TAACTCTTTT TACTCCACGC TTGTACGGAT ACCCCAAAAA TGGATGATTT 192 0 

TCCAATTTrT CAAACTTACT AGTTCTAGTG CCTCCAGAAG CAAAAAATTc TACATTTTTG 1980 

TCTCTAAATT CATTAGAATT GCTAAGCAAA CTAGCGTCAT GTTGGGGATT TTTCATAAAC 2 040 

TTTTCCAGTT TACTTCTTTT CTCTTGATAC TCTTTTACTA ATTGCGTTGT ATCTCCCATT 2100 

TATTTACCTC CTTTTATTCG CCCAAAGTTT AACCACCATC AGGtATTaCT rTyTTCTCAA 2160 
■ GGCCTCTATT TCCAAAAATT GCAACTTTTA TCAAATTAAT AGAATACTCT TGCCTAGGAT - 22 2 0 

ATCTATTTTG ATCTTGATTT CCATCTTCGG GTGCAAAATT GATTGTAAAT GAATCAGATA 22 8 0 
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GAGCATATAT GTTAATTGCG GTTGGTGGCC CACCTCCrGC CTTGATAATA ACiVCCGTTAT 2 3 40 

TATTTATGTC TAGkATTTCT CCTATTTTTA T AC TTGGATT CCTTGTrACA AGrTACCCTT 240 0 

CAAAATTGTT AGTAATTGGC AATACATAyG CrGTACAACT AAACTCACAT ACATCTACAC 24 60 

ATATCCCATA CATATCAGTA TCAGCTCCAA CTTCmACATA TATAGAGTTC TCTTTTGGAA 2 520 

CAAGTTTAAC sCCrCGyTTG TATGGAAAAC TATTyGCTGG rTCGTAAAGG TATTCCTCTA 2530 

TTTTGTCTGT ATAACTTGAA CATGCAAATG AATATGCATC AACTCGCTCA TTCTTrGATT 2 640 

TAAAACArCy ACTTrAACyG CyAAAAACCT TATTTTCAAT TGAACTCATt GATTTTrmAT 27 00 

ATTTyTTrAA TTTyAAAAGr ACATCATCAA GCTCGyTAAT TGmCTCCAAA TAGGGATCTT 27 60 

-CCCCTTGTrC rTCCTCAGCT TGTCTTGCTT GCCGTTTAGC TCTAGGAGCA GCGGAAACTT 2 82 0 

GTGCCCCTAA ATCTACCTGT GGGTCCTCAA CAGCCTCAAG ATTTTCTACT TGCATGTTGC 23 80 

CTTTTAAAGC CATAATTTAT TACCCTTTTA TTGCTCTATT CCCAAATACA CTAGCAAGCA 2 940 

CTATAAATAA ATCTTCAGTT AATTTGTGTG CCTTTGAAAG TGCTATTGCA TTAACAGATT 3000 

T-TTGAGCCCC AGTGACCTTT TCAAGTTCCC CATGTTGGTT AAAATTTAAT TTATCTCCTG 3 0 60 

GATTT AC AC C ATTTTGTCCw TCTTTCTTwA GCGTTAAATA CCCAGTAAAG TTATTTGTAA 312 0 

TTGGTATAAC AGTTGCCATA CCGCTAAACT CATC TAT ATC GGAAC AC AC T CCATATAAAT 3180 

CGTCTCCACC ACCAGCCTCA ACTTCTAGTT CGGTTGTTCC ATCTCCAAAA CTAAGCTTAA 3 2 40 

CACCCCGTTT AT AC GG AT AC CCTTTAGCAG GGTAATTCTC TATTTTGTCT TTACTGCTAG 3 3 00 

TGCAAACCCC ACCAGAATTG GAAAAAATTA GATTTTGGTC TCTAAAATCA ATAGAATTGC 3 3 60 

TAAGCAATCC TGAGTCTTGT TGGGGATTTT TCATTAATGC TTGAATTTCT GCAACTTTCT 3 42 0 

TATCAAATTC TTGTTTAATT TTTGTTATAT CACTCATTTA AAAACTCCTT TAGGCAATAC 3 48 0 

TTGTTCTTTT ATGTCTTTTT AGATTTTCAT AAAATTGAAT TCGTCTTTGC TTGTATGTAT 3 54 0 

TACTTATCGC TTGTACAAAT TCTGTGAAAT TAATAGGTAC AAAATTAGAA TCAAGCAAAC 3 60 0 

TTGCTCTTTC TTC TGATTT A ATAGCAATAT TCCCCTTAAT AGAGTCAACA GAAGAAGAAC 3 6 60 

TGCTACTCGC ATTTTTTCTT AATTTAATAT TCACTTTTGC TAAAGAAACA AGTTGCTCTA 372 0 

ATATCTCTCC ATCGATATGA CTTATGTCTG AT AC TTTGGC AATAGC TTT A ATTTGCTCAA 378 0 

TTGGAACGAA CTTGCGTACA AGTTCTCTAC GTTGTGCTTG CATAATGTCT TTTAATGTAT 3 840 

ATCCTTTTGC AAGTAGCACC TCTTTGTTAA AATGATTGCT AAGATGTGCT TTTGCAAGTG 3 9 00 

TATCAATTTC ATTAATTCGC TCAGCCTCTA GTAACAATTG CTTTTCAATA CGCTCCCGCT 3 9 60 

CTTCAACTTC TGCAAGTTCT TTTGTTATTC GTTCATTTAT ACTTAAATCT CGACTTGTCT 4 02 0 

CTTTAGATTT ACTATTTGCC TGCTCTTTAA AACGCATGTA CTCTTCAAAT TCCTGCrCAC 40 3 0 
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TkATAACTTT AGTATCAGCC TTAATTTGCT GCTCTTCTTT ATCTTGTGCy TGCAGGTCTT 4140 

CTTTTTCTTC TTTC TCAGTC ATCTTTTAAC TCCTTTTCTC AAAATGAGAA TAATTTCTCT 42 00 

TTTAACATCG CTAGCTCCTC ATTATTAAAT GAGCTACTTT GTATAAGCTG GTTATATTTA j 42 60 

CTGTAAAGCT CAATTAGCTT TATATCTCTy TCyACTTTTT GTTCTTCACT TAACATAATC 432 0 

AGCGAATTAA ACTTCATATC AAGCCCAAAA TACTTTGTAA GTTTTAAATT ACAAGAGTTC 43 3 0 

TCAACTTGTT CTTGTACACC TTTGAGAAAA TCGTAATAAT TACTCCTATC ACCTTTACCA 444 0 

TCATTTCCTA GyCCTTTAGC CTGCTCATTA AAACTTCTGG TTAAGGGCTC TTTAGTATCT 4 50 0 

GCACCAATTT TTGCCTTAAT T AATGC T AAA GCCTCCTTTA AGTAGCTAAG ATCGTATTTA 45 60 

ATAACCTCTA AACTAGCACT AGGGGTGGC C GTATAAAACA TTCCCTCATT ATTTAGATTG 4620 

CTTTTTAGCC TAGCAAGCTC CTGTGATAAT GAGTCATTAA GGTTTCTTAA ATTAGAAATA 4680 

TCTTTACTAT GATTGTTTGA ATTTTGTTTT CTCAAAAAAG AAGATAAAAT GCCACTTCCC 4 7 40 

C TAT CAT TAT TGCTCTGAGT AAGTGCACTT AAAGAAGTTG TTGCACTAGA r AGTGCGTC T 48 00 

TGTAGTTGTA CTAAAGATTC ATCTTTGTAA AACAAAAAAT TGTGGTTTTC AATACGTCTT 43 60 

TCTATTTCTA CGTATATCTT TTCAAATAAA TAAATATCTA GTAAAAAGCT TTCGGTATAA 492 0 

CACGGAACAT ATCTTTTTAA GATATAATCA AAGTTTTCAT ATATGATAAG TGGACTTTTA 49 8 0 

TGTATTTTAA CTGCGTCTAA AGAATTGTTC TTATTGTTGG ATTTTACTTT ATAGGTTATA 5 040 

TGATCAAAAT CAACTCCCAA ATCTCTTACA TATTCATAAT CAAGGTATTC AAAACCAATA 5100 

GGTAATTCTA TATTAACGGG TTGTTCGAGA TCTATTAGGG TATCTTTGGT TTTTACTAAA 5160 

ACATAGCCAA TCCCATGAAA ACGGTAGCTT ATAATACAAT TAAGCAGAGC ATTCTTAAGC 522 0 

TGTACCTTTA ACCTAGCAAG TTCAACCTCA CTAACATTGT GGGCAGCACT CTCAAGAAyA 52 80 

AGTCCGTTCT TGAGACAATC TTCTGCTACA TTTTCAATGT AATTTCTAAA AAATATTGAG 5 3 40 

TATTTGTATA GTTCTAGTGA ACTTATTTTA TCTATTAGTT TTGTTTTTCT TAAATCACAC 540 0 

ACCTTTTTAC TTCTCTTTAT TAAATTAGAT GyATGATA.GC AAAAA.CTAAT ATTTTTGTCA 5 4 60 

AT AAAATT T A CAAAAATCTT TGATTGCCAA AGTGAACACT TCGCTCTCTA TATCCTAAAG 5 52 0 

ACAACATCAA ATATGCTGCA GAyATTGCAT CAAGAGCATC ATCATGGGTT TTGyTATCCC 5 5 30 

C C TT AT AC G A ATAAATATCA TTAAATACAG AAGAACTACT GTACTTTGTA ATrTAAAGTT 5 640 

TyTTrTAAGT AAACGGCGTA ATTAACGTTG TTATTCTGCT AAATTTATTA GACTTTGGCT 57 00 

TAACTGGAAC AATTCTAAAA TATTGGCTTA TATTAyTTCT TAGCAAGATG" TATTCrCGGG 57 60. 

TCAATCCACC AGCACCTTTT GTATTATCTC TATCCTCTAA ATACAGTGTA TGCACATTGA 5 32 0 
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AATTTTCTAT AACrGTCTTT ACCATATTCA TAATATAAGG ATCATTrGCT GGTCkTTGGT 583 0 

CTTGAAATAC AAAAGCATAA TACTTATCAT CAACTCGCTC CATAACACAT AATGCAGTGT 5 9 40 

TATCCCCkCC AACACTAAAT GCTGGGTCTA AATATGCTAT CGGGCTAGTA AATACATAAT 6 00 0 

CATyAGTAAT ATTTATTTGT GTAAAAATTG AATCrGTGCT TGCTATCCAC TCACCTAGCA 60 6 0 

AAACTCTTGC TTTATATGAT GGTATATCTT TATAkAGCTT TTCTTGTGTT TCGAyAAATC 612 0 

CTTTACTAAG TAGmACATTA TCATAAGTTG TAAAATTATA TGTCTTAAAg G T C GC TAT AT 613 0 

TATCAATATA ATCGGTTTTA AAATAGTGTT CTGGATGATC rGGATTAGTA TCAAAAATAA 6 2 40 

TAGTTTCTTG CCCGCATCTT AGTCTTTTTA AGACyTCCTC TAAAGTTTGC TTGTGTAAAG 63 0 0 

TTGTAGCCTC ATTAACAAAA ATAAGTGCyG AATTACTTCC CCTAAATCTT TCAAAATCAC 63 6 0 

TTGCCTTATC TCCACCATAT AGATTAATAC GTAGTGAATC AATCAGAATA TATGAATTAT 642 0 

TTGTATGTCT TGGAATATAA GGAATTTTAA GAAGTTTACA TAGCTTTTCA AATTGTCCCA 648 0 

AAACATTAAC TTCAACTGAr CGTTGTGAAT TCCCwATAAT rAAATTATTm GTATCrCTAG 65 4 0 

ArTATAACTT TTTATTTTCA ATTAAACTTT TkAGAAAAAG ATArCATGCA AGATACGTTT 6 6 00 

TGCCrCTAGC TATGCCkCCG CTGAGTATAA TCTTyTTTTC ATTATTCTTT TTAATrCTTT 6 6 60 

TTATCACATT TTTTTGTTTT AAAGTTAACT GTTyTTCTTC AAACTTATCA AAATTAATTG 67 2 0 

AAGAATTTGT TAGCTTTACA AATTGTGATA TATCAACTCC ATATTTATTT TTGTATTCCT 67 80 

TTTGTAGTGT TGTAAAAAGT TTTGTTTGAT ATAAGTTCAC TTGTGCCCTT TACTATTTTT 6 8 40 

GTAGTTrCTT TTGCTTTCAG CnTCaTTArC mGTwGyAAGT TTTTTCATAC ATTCATAGTA 6 9 00 

AAGCTCCATT TCTCTTATTG AACACTCyTT TATATATTCA TCAAGCTCGC TTTTTAAAGA 6 9 60 

ATTAATTTCT CCATTAACAA CTTGCTTGTT TTTTTTACTA CTTGCTTTAT TTAAAGCGTC 7 02 0 

AATTTCGGCT CTTAAATTTT CTATTTTAGT wyGCATACyA rwAAGyTCAA CACTAGAATA 7 0 80 

TTGCTTAAAT GCACGTATAA ATCCTAATTy T AAATT AG c A CrCTCTAyAT CyAATTCrCT 7140 
TATAACTTTC CTAGCGTTAA CTTCTGATyT AAArGTTTGy GATAAAAGGT GTTCTAAAGT - 72 00 

ATCTTCACTA ATTGTTACTC TAGAGTCyys GTTAACAACA CTTTCTCCAC TTTCCCAyTT 7 2 60 

TTGTC tCATT CTCCACACAT TTACTTTAGA AACTCCyAAT TTaTyCGCTA TTTCTCTATC 73 2 0 

ATTTAACGAT CCTTCTCTAA AATAyrCAAC ATAATCATCA AAAGrCCTTT TAACTTTTTT 7 3 30 

CAAAAmAATT tCTCCTAAAA TAACAAAATT AACAAcTTGT TACTCTAAAT AGTAAAkCAA 7 440 

TTTGTTAATT GTTAACATAA ACTATTATAT TTTTGATGTT TATTGATAGA TATTTGATAT 7 5 00 

TTATTGTCTT TTATTAATTT AGAAATAGCA ATT AC C TAG T TTATTGAATT TTGGAATAAC 7 5 60 

CTGATTATAC TAATTTGGAA AAATCTTTTA TTGTTTTTAG AAGATACTTC CTTGTGCAAA 7 620 
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TTCCCTTATC ATAATAGTGC ATGATTATAA ATAATATCTC TACAAAGTCG AGAAC C AC AT 7 6 80 

TTATTGATTC TCGTTCTGGA TCTTTATTAC CAATCTCATC CATAATATTA GAAACAATAC 77 40 

TCAAAAACCG GGTAGAATAC TTCTCACCCA TCTTTTCCAA ACATTTTTCT AGCATTCCTT 7 8 00 

TCTTGTAGCT ACAATCAAAC TTCCTATTTT GGAAATTTTT ATACTTTTCT AT TAT AT GC T 7 8 60 

TATCTTTCAG AACGTCTTTA ATAAAATTTT TTGCAGGATC TATAATATAA TCTGCGATTT 7 92 0 

CATCAATACT TTTTCCGGTT TTTCTTTTGT ATTCTTGTAT TGATACAAAA CCTCTATAAA 7 98 0 

AATCCTTTTT TTGTTTCAGA GTTAATTGTT TAACTCCATA AAGTTTGCTT ATTTCCTTTT 80 40 

TTGTGCCTGG ACTCAAGCAA TCATAAAAAT CTGAAATCTC AT T T AT ATT C ATCATAACTC 8100 

TAGAGAGTAT ATAAATAAAC AATATTTTAA ACAATAGTTT TTGGCACTTT TTGAATGAAA 816 0 

ATTTTTATAG AAAACATTTT TATATTCACA ACAATGAAAT CTACAAAAAA ATAGCGGCTA 82 20 

GTTTAAAAAA TAACCAGCTG CTATTTTGTG TATATAAAAT TTAGTTACAT TTAAAGTTCT 82 80 

TTATCAATAT GAATTACTAT CCTCAATGTA TCCTTTAATT TCTTCAAAAT TATCTTCATT 83 40 

TTCAAAATAT TTTTTAACTT CTTCTAATCC TGATTTTAAT TTTTCTAAAT CTGATTGAAT 840 0 

AT C AC T AAC A TTTACATTTT CTTTTAAATT AGGCTCCTTT TCTAGAACAA TATATGCTTT 8 460 

■ ATTACCCTCA TTTAATTTGG TTCTTAAATT ATGTCTAGTA TCACTCAATT CTTTCAATAA 8 52 0 

TTTTCCTAAT TCTTCGCCTT CTTCATCCTC TAAATCTCCC CAAGTTTTGT ATATAGCTTT 8580 

ATTCCCATCA GTAAAATCAT CATATACAGG CCCCGTAATT TTATCTATAA CTTCTTCTGC 8 640 

TCCTACAATT GTTTTACCAT TTAT AC CAT C AATATCCTTA TTTATTTCAT CTATTTTGTG 87 00 

TGTAAGTGTT TTAATTTTAT ATTTAACTTT CTTTTCTTCT TCTTGTTTTT GTTGTTCCTC 87 60 

TCTTTCTTGT TTTTCTTTTT CTGCTTTAAC CCTAGCTTCT TCCTGTTGTC TTTTTTGTTC 8 820 

TTGTTGTTTT AGTCGTTCTT CTCTTTCTCT ATCTGCTCTA GCTTTTGCTT CTTCTTGTTT 8 8 80 

TTGTTGTTCT TCTTTAGAGT TTCTCTCTTC TTCTTTTTGC TTTTGACTTT GCTTCTCCAC 8 940 

TTTTTCTTTT TTACTATCTT GTTCTTCTTT TTTCTCCTCT ACAACTTCTT TTTCTTCCTC 9000 

AACTTTATCT TTAGATTCTT TTGCTTTTTG GTCTTCTTGT TGACCACCAC TTTGTGCTGC 90 60 

TGCTTTTACT TTTGGT AC TG GTGGATTGTC ATGACTATTT TCCGGCAATA CTGGTAACAG 9120 

TGCTATTGCT CTGTTATTAG GATCATCGCC CTGCATTAAT TCATTATCTT CATCTTCTTC 918 0 

TTGTAATTTT TTTGCTAATT CATCTACTTT TGAACTACTT GAAGTAATTT TATCTTTTGC 92 40 

TGGATCTAAA ACCTTATCTA AAAATCCTTT AATTTTCCCT TTTGCATTTT' GTTTTATATC 9 3 00 

TTTACCAGTT GCATAATTTT TACAAGAAAT TATAAGTGCA AAAACAGCAA AAATAATCAA 9 3 60 
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TATTTTTTTA TTCATACTTT TTGTTTTCTC CTTTGTTTTG AATTTCTATC TTAAAAGATA 9 42 0 

CCACTGTTAT TCTTTTTTAT CTTCTTCTAT TCCCTTAAGT TCTTCTTCAA TCTTTTTAAG 9 48 0 

AGAATCATCT ATAACTTTGT TTGCTAATTC ATCAGTATTG CTGTTGTCAC TGCCGCCATT 9 540 

AGAATAACTT ACACCCAAAC CTAATTCATT GGCACACTGC CAAGCTTGCA CTCCAACACC 9 600 

ACCTCGGTTT TTAGACCTGT CGCCTTGAGT TTTCCCAGTT GAAGTATCTA CTTGTTTTTT 9 6 60 

ATATTCTTCA AATTTCTGTT TGGCCTCTTG TAAAGCTTTT TTTCTCTCCC CCTTTTTCTT 9720 

TGCTAAACTC TCTTCAAGCT CCTTAAATTT ATCTTCAAGT CCTTTTCCTT TCAATTTTTC 97 80 

TTTTATTTTG TTTATTTTTT CTTCATACTC AGAATATGTT TCAATAGAAG TTTTTTTAGA 9 8 40 

ATCTAATTTT TCTATTTTAT TCTTTAATTC TTGAATTTGT TTTTCAATTT CTTTTGTATC 9 9 00 

TTTTTCATCT AATTTAGATA AATCTTTTGT CTCTAGAATT TCTAAAAATC CTTCAACTTG 9 9 60 

TTTTTTTATC TCTTGTTCTG TTTTTTTTAC ATTTTGTTCT GAACTTTCTA GATTTTGTTC 10 02 0 

TGAATTTTTT AGATTTTCAC C AC TTGC AT A ATTCTTGCAA GAAATCATCA AT GC AAAAAC 10 0 80 

AGCACAAATA ATAAACATTT TCATTTTCTT ATTCATAAGT T AC T C C T AAA ATCCTTAAGT 10140 

CTAACGCAAT GCCTAATAAA TACAATTTTT CAAAGATTTA AATATATAAT TTTGTTACAT 102 00 

TCAGCTATCA CATATTAACA AAACGCAAAT ATAATTTTAA CCAACTCCCC AAAATCTCTC 102 60 

CATTGCAAAT GCACCACTCA TTACAAAAGA CTACAAAATC CATACAACTT AAATTTCAAA 103 20 

GTCTTTGCTA TATATTAGAT AAAGT AT AC T GTCTTTCTTA TCCGACACCC TCAAAAAATG 103 80 

CCTATTCTGT TTATCACAGC CACTCCACAA CCCAAATTTC GCATGCAATG AGAACACCCA 10 4 40 

AAATTTGACT AAAATTTTAG GTTTTTGATA AAATATAAAT TrCATTTTTA TTAAATTTTT 10 5 00 

AT TACTTTT A CTTAATTTAA AAGTAACACT TCTAAGGAGA GGATTTTATG GATATTAATA 10 5 60 

ATTATTTTAA TTTAAATAAT TTCAATATGG ATTTTATGCT CAAACTATTT CAAGATTATC 10 620 

AAAATGTGGT AAATGAAAAT AAAATTCTTA AAAATTCACT AAAAATTTCT TCTAAGCCTA 10 680 

CTAAAAAAGC TTCAAAACCA ACTCCTAAGT TTTATTTAAC CTCAAAAAGT AGCAAAATAA 107 40 

TTGAAAAATG CGTyAAAACA TTAAAAmAAA yTGACCCwAT TTCTGGTTGG TTTCTACATC 10 8 00 

TACTCGCAAT AAGTGGGTGy AGGGG kGCmG AAATTCAAAA AGTwAAAATG CAAGATATTA 10 8 60 

CyCCkCTAyT AArCAAAACT GGAGAAACTT TyTACAATAT AAAAGTAAAT rTAGCTAAAA 10 920 

AAAGAAAT r T CACTTGyATT AGAGAAATTG TCATCAAATC TGAAGAATTT GAGGCTATTC 10 9 80 

AAAAAGCTCA CGAAAATTAC TTTAATGAmA AAAATCTyGA CTCAmGGCGT ACyTAyCTTT 110 40 

TC C AAAAAAC CAAACATAAA TTTAAAGATA ATCAAATTAG CATTATCAAT ATTTCTAAAA . 1110 0 

AAT T T AAAAw TCTTCTyAAA AAATCAGGmT TTCGTGCTAA TAAATCTCTT CATTTATTTA .11160 
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GAAATTTrTT TATTTCAwAT TTAAAATCTA ATGGyTATAA yTCTTTCCAr ATTAAAGAAC 112 2 0 

TTATGAAATA TCATTCAACt tCmgAAATTG ATAATATTTA TGGACTCTCT GCTGCTAAyA 112 8 0 

AAATTCACGC TTATAAATGC ATGAAAAATA ACCTTAAACT TTAAAAAAAC TACTTTAGTC 113 4 0 

TAAATATACG CTTTGAAGTT ACTTTAAATA TTTTCCCACG AGGyTTCAAG TCAAGTGAAT 11400 

CATATAATAT TTCTTTATTT TTTGTTGCTA TAAAGTGATA TCCATTAACC TTATCGATTT 114 6 0 

TAACTTCACT TATTTCAAAT TCATTGGCTG CACCTAAATA ATTTAAAGAy TCATATCTCA 1152 0 

CGCTACTTCT AATTCCGTAA TAATTAAGTA TCATACATGG ATTTATAATA AAACAATTrC 115 8 0 

TCTTAATrTA TCCAAGTCCT ATAAATCTAT AATACGCTGC ATTTATCTCA TAAGCATTAA 11640 

ATTCACGTTT CTTAAATAGr C T T G TAT AAT AATGTAGACA CAAAAAGTAA CAACCCCATT 117 0 0 

TTTGTATCTC yGGTCTTAAA GTTCTATTrT CTTGTTTTAT TTTATTAATA AGCATTAATT 117 6 0 

AATCCTCCTA TATTAAATTT ATTTTTTTAA TTTTTTAGTG CACCCATTCA CATGGGGACA 1182 0 

CTAACACTAT TTGyAAATGC T AT ATTGC T A GGGAAAAATA CTGTACCACT TGTTGGTAGT 118 8 0 

AGTCCCTTyA ATCTATCTGA TATTGCCCTT TTCTTAGGGT C AAGAGT AAA CACAAACTCT 119 4 0 

CCAAATTTAT AATTTAAGTG CTCAATTAGT GGATATGTAT TyGTAATATT GTAAATTAGC 12 000 

ATCTTCAACC TATCTTTAAT GGGCTTTTCT CTTTTTTTAT TTTCGTTTTG GATTC TATTT 12 060 

AATTCTTTTT GTAGACTATC AATCTCCATT AAATCATACG CAAGATTTTC AGCAGATTGA 1212 0 

TTATCCTTAA TTTCAAGGTC TGyACAATCA ACATATTCTA TAAATTCTCT TGCCCAATCA 1218 0 

AACTCAACTC CAGAACTATA AAAATCACTC CTTTCTACTA AATCTTCAAC AAGTT TT AT A 122 40 

AACGTATCCT CGTTAAAATT ATGTGCCATT AAGTATTCCT CTCTATAGTT ACTATAAATA 12300 

TCTTTTTTCA AAT TT AT AAT TTCTAATTCA CATTTATTAA CAAATTCAAA CACTTTTGAT 12 3 60 

ATTAAGGCCT CATCTCTTTT AATCTTACAG TTAATTGGTG CAGCATCTAT TAAAAAGAAC 12 42 0 

AAATTACAAT ACTCAA.GCCC AGTGCATGCT AGCTGCATTT GTGCTTGTAy ATAATATTTG 1248 0 

AAAAAATATT TACTGCTTAA AAAATTGC C A TTTTTATTGT ACTCAGCAAT AGCACTACTC 12 540 

ATATAATTAG AGTCGCTACT TTTAATCTCT AATAGTTCTA AATCGCCATT ATTATTAATA 12 60 0 

. AACCAGCCAT CAATTGTTGA GCCCAGT AAA GTTTCTGAAC TGCCCATTTT TTTGAAATAA 12660 

, TTATACTTAT CAACwCCGTT GGCATATTTA TTTTTATATA AAATATCAAT ATTATCACCG 12 72 0 

TATGCTTTAA CAAACTCTCT AAAT C C T AAA TTCTCTAACT CTTTGCCCTT GAGCATATAT 127 8 0 

AAATTCTCTT CAAAAGGTAG rCTCATATTA AAATATTTAA GCACTCTGTT" TATCATTAAA 12 84 0 

TCTTTCAGCC CAGCACCTCC AACAAGAATA -TTGCCTACTT CACTAGCACC GTATTTATCT 12 90 0 
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AACTTGTTTC TTTGC AC AC T AAAATCAATA TTkCGATTAA ATCTAAAACA TTCTTGACTA 12 9 60 

CTTATTCCTG GTAATTTCTT ACCTATCTTA CTTAATTTAC TTTTTTCTTT AATGGGAGAA 13 02 0 

GATTTTTCCT CAAwTATTTC ACAACCAGTA AAACTTTGTT GATTAAyACT TATCATTTTG 13080 

AGmTCTCCTT GAATATTTTC TTGTGGATTA TTATTGTTTG AAAGATTTTC CATCTTTTTn 1314 0 

CTCCTTwTwT TgTAAwAAaT AAnTATATAG CAAAAACTAT TTTTGcCAAg CTTTTTTaCA 13200 

AAAAwTTTTr yAAAAAAATA GTTGGGyTTA TTTAAATTCT CTTrTymAAG AACTTAGCTA 13 2 60 

AACCCAACTT GATTGGATTG TTTTGATAGC AATAAACTTT TTTAGCTATT T AC AT AC ATA 1332 0 

TATATATGTA TATATATGTA TAACAAAAAC TATTTTTGAC AACTTTTTAC ATAAATTATT 133 80 

TTAATAAAGT TAGGGTTTAA TCAAATTTGC TTATTAAAAT AATTTAAATA AGCTTTTCAA 13 440 

TAATTGAATA TATTmTAATT TAGAATTAAA ATCAATTTGT ATTTGTTAAA ATAAAAGAAC 13 500 

CTATTTAAAT TCTCTTGTTA AAAAATTCAA ATAAGTTCTA AT T T AT G AAA AAGCAAAAAT 13 5 60 
TAAGTGTTAA TTrATAATAC TCTTyATCAA TATTATAATG TrCCATTTTA AAAAATCAAA - 13 62 0 

TTTTACAATA C AT TAT TAT T TGCCACCTTG TAAATATTTC ATAAATAGGG CATTCAAAAT 13 6 80 

TGGC C C TAG A ATTGCTGCTG TTATTATCAT AAAATGTACT AGTCTGTTAC CC ATGCTAAG 13 7 40 

TTTTTGATTT AAACTCTTTT CTACATTGTC TATTTTGATA TTCAAGCCAT CCATTTTTAG 13 80 0 

GTTTAAATTC TTTTCAACAT TGTCTATTTT AGTGTTTAAA TTCTTTTCTA CAGTATCTAT 13 8 60 

TTTAGAGTCT AAATTATCTA TTTTTAGATT TAAATTCTTT TCTACATTGT CTATTTTAGT 13 920 

GTTTAAATTC TTTTCTACAT TGTCTATTTT AGTGTTTAAA TTCTTTTCTA CAGTATCAAT 13 9 80 

CTTAATGTCT AAATTAGATA TATCCTTTTG TAAATTCTTT TCTACATTAA TCAATTTTTC 140 40 

TTTTAAAAAT TCAAAGTTGT AATTATCATT ATGCAGAAAA ACAAAATCTA TTGCCTCTTC 1410 0 

ACTAAATCCT ATCTTTAAAA ACTCATTTTT TATACTTTCT ATATTGTATG TTCTGTAAGT 14160 

CAAACTATTC ATAAAATCTC CATATTATCC TTTTAATTCT TTATATTCTT TCATAAGTTT 142 20 

TTTAATTATT TCTTTTCCAT CACTAAATAA TTTATCTAAC ATAAACCCTG TAAATTTAGC 142 8 0 

ATTACTTTTA TAAAAATCAT AACTTTCTTG CTTTTTAAGT TGAAATCTTA AGGGTTTTAT 143 40 

TGGATTTTGT TTTGATTTTT TTACTATTGG GGTTTCTTGA CTCTCTATTT TATCAAGAGA. 14400 

'ATTGTAAATA CCATTTTCAA TTATATAATC TTCATTAAGA ATTCCTGCTT GTAATGCTTT 14460 

TGCTAATTTT AGATATATAT AAACTTGCGT TCTTGCCAAT TGATAGTCTT TTATAAAAGC 14520 

ATCAAAACTT TTATAACCAT CAAGTTTATA GTATTCATTA TCTTTGATTT CTTTTAAAAT 145 80 

TCTAATACTT TCGACCTTAT AAAAAATTTT CTTTTTTATA TTAGTCTTTA ATCTATTTTT 146 40 

TAAATCATTG TAATGAGCAA ATATCTCCTC TTTGGTAATT AATTTTTTTT CACCGTCAGa 147 0 0 
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TCTGTTGCCC TTGATATAAC TCTCTCATTT AATTCTATTT C C AT AAT AAA CCTCTTTTAT 147 60 

TTGAAATCCA TACGGATCCG TATGGATTTA TTTAACATAT TCATCATATA CAATTAAAAA 1482 0 

TCTTGATAAT ACCCCTTTAT ATTCATTAAT ATAATCTTTG GTCATATCAA ACTCTTCATT 14880 

TTTAGCAATT TTTTTATTTA AATCTTCTCG TTCATGGATA AATCCCAAAA ATCCTGTCTT 14940 

AGATTCAACG TGTTGTAACA ATTGCTTATG AGTATTGTTT TTCTTAAATC GTGTTATAAC 15000 

CAAAAATATT GGAATTTTTA TTTTTAAATT GTTCATATGA AATTCCAATA ATTCTAAACT 150 60 

TTCAACCGCC CATTTTTCCG CAGTCATTGG AACTATTATG CAATTAGTAG TCATTAAAGC 15120 

ATTTGACAGA GTGTAATCTA AACTAGGATT AGTATCTATT ATTACATAAT GATACCTCCG 1518 0 

CTTTAAAAAT TCTAAATTAT TTTGCAACCT TAACTCTTTT AATGGTATGG ATTCGCTTAA 152 40 

AAATTTATTT AAAGTTAAAT AAC TGGGG AT TAAGTCTAAA TTTTCTTTAA TCTTTACAAT 153 00 

TGAATCATTA ATATCTATTT TTTCTTTTAA C AC T C TAT AT ACATTAATTT TCACAATATC 153 60 

. AATATTTTGA TTTAAAATTT CTTTATAAAA ATAACTTGTA GTGGATGCTT GTGTATC C AT 15420 

ATCAATTAAA AGAACTTTAT GCTCTTTTGC AAGCAATGTT GCCATTATAA TAGCACTTGT 15480 

ACTTTTCCCA ACACCGCCCT T AAT T G AC G C TATTGTkATT ATTTTAGGTT TTTTATTATC 15 5 40 

CATTTTATTA ACGGTCCTTG TTCCGGGTAT TTTTTCCCAT AAAATTTATA TACTTGTTGT 15 6 00 

TCTAAATCCG TAAACATACT AAATAAAACT TTGTTGTAAT GATTATTTGT TCTTTTTTTA 156 60 

T C T AAT AAT C GATATAgCCC tTTrAAATAG CAAAAAACAC TTCCGGCTTT AAATCTAAAT 15720 

TC CAT AT AAT ATGCCCTTGC TAATGCATAT GCTTTTCTAG CCCCGTTTAT T TG AT AC TT T 157 80 

ATTAATGGCT TTTTTATTGG TTTTCTGTAG CCATAAAAAA T AC C AATAAA CTTATCTCCT 15840 
TCTTTAATTG GGTAyAAATG AGTTTCTTCA ACAATTCTTT CTCCATTAAA TAAGGCCCTC - 15 9 00 

AATGAT AAT C TAAATTCGTG TTTTTTCTCA TAAACTCCAA ATTTATAAAT ATCCATCATT 159 60 

ATTTTTGTAT GGTACATTGC TTTACCATTT TCTTTTTCAA Ty AAAAT AAA GCGTTCTTTA 16020 

TTTTGGCATT CAACTTTACA TTTACCTTTT TTTACAGTTT CAATAGGTTC TGGTGCAnTT 160 80 

TCCATGTTAA ATCCTTATAC GGCCTTTATG CTAAATTCTT CTGTGGTTAA AGAATTTTTT 16140 

TCATTTTTTA TTATTTCTrA TAATTCAAGA TGATATrTAC CAAATACTTT ATTGTATTCT 16200 

ATTTTCTTTT GGTTATTCAA ATATTyTTTk Ay AATwGGC T TTAGAATTTC AATATTTGTT 16260 

TCTTTTTTTA GTTGTTCAAT AAGGATATTG AAAAT ATTTT CCTTTAAATT TTGATAATTT 16320 

TGT TGAGAAT TTTCTTTTTT TCTTTCAATC GACTTTTCTA ATTTACGCTT TATATTGTTT 16380 

AAATCGCTAT ATTTATGATT T T C AAT AAT A AArTGGGGCT TATATTTGTA ATTTTCGTAT 164 40 
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AC TTTTTGT A AATTTATTTC TAATTGTTTG GGATTGTACC CGTTTTCTTC TAATTTTTTC 16 500 

CTAGTGTTGT ATAGAATTTC TTTTAATTTT TTTTGTTTTT CTTTCATGCA AGATTTTTTT 165 60 

ATATTGAATT TTTTTATTAG GGCAATTTCA TTTTGTTTTA AGATATTTAT TGCCTCAATC 16 620 

TTAGTATCTT TATCAATATT TAAATACAAA ATAGAAAGAG CTTCTTCCGT TTTAAAGTTA 16 6 80 

CAATTATTGA AATAATTTCT TAGTTGATAT TTTTCTATTT CTTTAATCTT TCTTTCTTCT 167 40 

TTTATATTAT TTTTATTACT TAAACACTCC ACTGAATTTA C AC T AC TAT T TTT r GAAAC A 168 00 

TTGTCTTTAA AATGkTTATT AACTCTAGAT TTAAATCTAG AGTTTTTTCG TTCTTTAAAG 16860 

TACTTGTTGA TTTTCTGGTA ACATTCTTTT TTAGGATACT TTAGCTTATA GTAAATTTCA 16920 

GTTCCACAAT TTACACCCAT GTGTTGGTAG TAATTAGTTG TrACTTTTAA TACTTTTTCT 16980 

AATTTGTAAA GATAATTTTG CATTGTTCTT AGTGTAGTGG G AGC TAG AC C ATTTCTTTTT 17 040 

AGATTTT C AT TAwAGTAATA GAGTATGTTT TGTTGyGTGT ATTTCTTATC TTTTTTGTTT 1710 0 

AGAwAATCTA GTGTTGAAGT AAGAkATATT AATTTGTGTT .GGTGTTTGTT GTrGCAAGTk 17160 

GGAnTTTTTG TrkTATTTrr AAAACCTTTC ATrTTTTcTC cTnTrTTTGt ATTAATrmTT 1722 0 

AnTATTATAA TGCAAAATTT TGATTTAAAA GTAAATACTT TTCTAAAAAA ATATTAAATT 172 8 0 

TTAATTATTA ATTTTGTTAA ATTAATATAG AAATTTTTAA TTCAGTGAAA ATATAAATTG 173 40 

ATTTTAATTc TAAAtTGGGC TACAATACAA AC AG C GT AG T T ATTTGAAC A TTTTTCAGTT 17400 

TTAACTACCT GTTTTTTCAA TTTACAAAAA AATTTTTAGC ACGGGCTTAA CTAATTTCTT 174 60 

TAGTAGATAA TAGAGAATTT AGCTAAGCCC TATTTTTTTG TAAAAATTTT TGTAAAAAAG 17 52 0 

TTGGCAAAAA TAGTTTTTGC TATATACTTA TATTTATTGA AAAAACAGGA GGAAAAAGAT 17580 

GGAAAATCTT TCAAACAATA ATAATCAAGA AAT AC AAAAT AATATTCAAG CAGAAATAGA 17 640 

CTTTTTAAAT GATATGGATA CTTTAAGAAT GAACTTGCCA CTTATTGACA AAAGTCTTAA 17700 

AGGATACGGA TATAAGTATC AAGATTTCAA TGTCATAGTA GAAGTAATTC AAAATGTTAT 177 60 

AAAAAAT C AC AATTTAAAGC TTGGTTTTTG GCAATTTCCA ACTTTTGTGT ATGGTAAAAA 17 820 

TGGTGAAGTT CCTGTTGTTA GG AC T AC AT T TTACAGTAAA AGTACTGGAT ACAAAGAGTC 17880 

GC TTGAT AC A TTAATTCATA CAGATAAATT ACAATGGAAC GGTGAAAATG GGTCTAAAAA 17 9 40 

TTTGAATACA ATGCCACAAC TTGTTGGTGC AGC T ATT ACT TATTTTAAAA GGTATGCTTT 18 0 00 

AGTTGCGTAT CTTGACATAA AAAGTGAATT TGATACTGAT GCAGCACCTA TTTACAATAA 18 0 60 

T C AC GAAAAC GAAAATTCTA TGCCTAGCAA GCAAGTTAGT GTTAATCAAA AACAAGAACA 1812 0 

AAAAAAGGAC ATAAATCAAG AAAAAAATCA A£TAAACAnC T T T AAT AAAA ACTTrAAATC 1813 0 

TGGCAAGGCT TATTGCTATG AAATTTTTAG AGACGCACTG TTT AAT AT AA- AAAATTGGGT 18240 



AAATGAAGGT 
TGATGATGCT 
GGTAAATATT 
TAAAGTATTT 
CATGTTAAAA 
CCAAATAGGG 
GCAAAATTAT 
TTTTGTTGTT 
GCTGATTTTA 
AAAGCGGGTT 
AGTTCTTCTT 
CyCCGkCTTT 
CCGTTTAGCA 
TTTTTTATTA 
TTATTTGAAT 
AGCCCkGCTA 
TC TGAAAGAG 
ACACTATCTA 
GTTTTAACAC 
ACATTATCTA 
TCAATTTTAG 
TTTATATCAA 
TATCTTTTAG 
TATATTTGTT 
CTTATrGTCA 
rTAGAATTTC 
TATAGACTTT 
TATGTyTTAC 
ATTCTGGATA 



GAAGAAAAAA 
TTAGArGATC 
yTAAAAAAAT 
ATGTCTGATA 
AAAGAAAGAC 
GGCTGTTAGA 
CTATATCACC 
CTGCTTGATC 
TTTTATCATC 
TTAACCAGTC 
TAGATTTTGG 
TTGTTTGTTG 
TTAGTAAAAA 
TTAATATTCA 
TGATATGTTT 
TCATTGTkAT 
ACATTAAATT 
TTTTGGCATT 
TATCAATCTT 
TCTTGATATC 
TGTTAAGTTC 
ATTGTTTTTC 
ATAAATCTTG 
CTTGAGTTAC 
TATTATACAC 
TTGC AAG AAA 
TTCCGCTATT 
nGCAGTTATG 
ATTTGGrTCA 



ATAATATAAA 
TTTTTrAAAA 
ATTTCAATAA 
ATCGGGAyGT 
AATTTAATTA 
TTATTAGCCA 
ATTTTTAAAG 
ACCATTACAA 
ATCATTTTCT 
AAGATGTGTT 
TTTTTCTTGT 
GGCATTGTTT 
TAAACAAAAT 
CTTAACTAAG 
TAAGTGAGGT 
AG AC ATT GC T 
CTTTTCAACA 
TAAATTCTTT 
AGTATCTAAA 
TAAATTAGAT 
ATTTTTGACA 
TAAATTTTCT 
TGCTATTAGT 
ACTTGCAATA 
TATTTTAGAT 
AACCTTTTTG 
GGTTTTGTTT 
GAGTGTTCGT 
TTAAGTTTrA 
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TGCTCTTATT 
GAATGC TGAG 
AACyAATAGA 
TTATAAAACA 
TATATTTGCA 
CCATTATTGC 
AATTCTGTAA 
CTATCAAGTT 
AAGAATTTGT 
TTTTGATCGT 
GTTGTTTCTT 
TTTAAAGTGT 
AATATGTTGA 
TATTAATACT 
rGTAGCTATT 
CCCATAATTC 
TTGTCTATTT 
TCTACAGTAT 
TTAGATATGT 
ATATCTTTTT 
CCATCTATTT 
AAATCTCTAT 
TGTTCCATrC 
TTTGTTGACA 
TAATTGGCTT 
TAATTTACAT 
TTTTAATGTA 
CTTTTAGTGT 
CTTTTGTTTT 



CGGGCATTAT 
CTTAAGAGTA 
TTTGATGATC 
AAAGTATTAA 
GTGTAGCAAT 
AGTTACTAAC 
CCACAGTTTT 
■ GAGTTTTTAT 
CAAATTCTCC 
CAGATAGCTT 
TTTGGGTTAA 
CATTATCATT 
TGATTTTCAT 
AAATATTGGA 
TrGAAATrAA 
CCAATACCCA 
TGGCATTTAA 
CAATCTTAGT 
CTTTTTGCAA 
GTAAATTTTT 
TAGAAAyAAG 
ATGTTAGCTC 
CCAGTCTAAT 
CTGTTTCCAT 
TAGAGATTTT 
TTTTAACTGG 
CTCTAAATAT 
TGATAArTCT- 
AGCTAAAAAT 



GTACTGATAA 
TAGAATATTG 
TAAATAAGCT 
AATTCTTTTG 
ATTAAAGCCC 
CGCTCCAGTT 
GAAAGTGGTT 
ATGATCAAGT 
AGCACCAGTT 
TTCTCTAAGT 
ATCACGyTTT 
AGAATTACAG 
TGTTACTCCT 
TAAACAATTA 
AGCAAATATT 
TTTAAGCATT 
ATTCTTTTCA 
ATTAAGTTCG 
ATTCTTTTCT 
TTCTACATTA 
ATTATCAAAT 
ATTGTGATAA 
AAATTC TTTA 
AAAATTTTCC 
TATATGTAAA 
GAATATTTAT 
ATGTTGATAT 
GGATAAGGAT 
GTTACTAGGT 



18300 
18360 
18420 
18480 
18540 
18600 
13660 
18720 
18780 
18840 
18900 
18960 
19020 
19080 
19140 
19200 
19260 
19320 
19380 
19440 
19500 
19560 
19620 
19680 
19740 
19800 
19860 
19920 
199 80 
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ACATAACATA CTCTGAAAGT TGTGTTTCAT ATTTAGCTAA AGATTTTAGT GTTGGAATAA 2 0040 

TTGGC GGTTT TGGCTCTTCT GGTAGGTTGG CAATAGTGGT GCAACATAGT ArCAAArCAA 2 010 0 

TTAGyAGACA ATGCAATCTT TTAAGCATTT TCACCTCTTT TAAGTATTTT GAT AT AT T C T 2 0160 

TTCATGATTT TGTTACGTGT TGCTTTAAGT GAAGTGATAA TTCTTTTGCT TTTrTCAGTA 2 0220 

GAGATAGCCT CTATTATCTC AATGTTGTAT TTTAAAATGT CTTGTATTTC TTCAAATATT 2 0280 
TTAGTTGACT CAGCTGTTTC CATAGATTTT AGTGTGCTTA TATATGTTTT GTAGAAAAAA t 2 0340 

TCTATTACTT T AC T AAAAGT ATTAATGTAA TTATGATCTA TGTTTGTATC AGTTTTAGCT 2 0400 

ATGTTAGTTA AGC TGGATAG TAAATTAAGT CCTAAACCAA TAGTGTTATT TTGCATTATT 2 0460 

TGTTCTTTCC T TAT AG AT AG GTTTTCCTTC CTGATTGAAT TTCAGATCAT TAGATATTTT 2 052 0 

GAGATTTTTT TCATCAGAAT TAACTAAGTC AATGCATTGA TTGATTTTTT CATTTAATGG 2 0580 

AGCGAGTGCy ktATTTATTG CTGGGGTTAA TGCACTCTCA AGTCTTTCCA TATTTGCTGT 2 0 640 

ATAGATTAAT TTATAATGAG AATACAGCTC AT AAAC C AAA AAGAATCCTT TATGTGCAAT 2 0700 

TTCATCAAAT" TCATCTTCAA AT TT AG AAAA TATATCAATA AGGGTTGATA AAGACGTAAG 2 0760 

TCCAAGCTCA ACATTATCTT TGGATAATTT CATAAGTTAA TCTCTTTTTT TAATGTGATT 2 0820 

TTTGCCATTA C C ATT AC CAT TCTTAAAAAT CTTGCCTATT ACAATAGTCA ATATGTCTTT 2 08 80 

TAGTAAAGGC TTGAGAAGAA TTAATACTCC TAAAACCAGC ACTGTTACAA AAATCATTAC 2 0 940 

CGCTATAAGT TTAATTTCGT TTAAATTGAT AAGAAGTTCG GTTAATTTAA TAGTATCCAT 21000 

TTTTTAATCC TTCATTTTAA TTTTTTATTT TTATACGTAT ATTATATACC AAAATCATAA 210 60 

TTTTTGCTAA AAAGTTTACA GTTTTAAAAG ATCTGGGACT GGATCTCCAT ACAAGGAGGC 21120 

TCTTTTTTGG AC AT AC CATC CTTTATAAAT GGGAATTCTG GTGAATAGTC CGCGGGGGCC 21180 

CGCAATTTCA T AAAC C C TAT . TGTATGTAGT TTCATCAGAA TACTGAAGTT TTAATGATTT 212 4 0 

TTTCTGCATC CTATTATCAT TGATTTTTAC TTGAATTTCA ATATCAAGAT AAACGGGAGA 213 0 0 

AT TAT C GT AA CTTTTAGAAA AAATAAGAGT TACATCATCA TTGTCTTCCA TATTAATArA 213 60 

TATCGCGTTA TTCTCATAGT CAGAAGGATA AAGTGTAGTA CTTCTAGTTA TGCTGCCATA 21420 

AGCAArATTT GATGGTACTC CAAGTATATG TTTAGGAACG GGTGTTTTTT GAATAGTATC 214 80 

TGATGAAGGC ATTATCAAAA GATsATCACT TCTAGATAAA GTGGCTGATG ATATGCTATC 215 40 

TGTAAGGCGT GATTTAATTT T AC T AAAAAG GTTAGAAATA TTAGTAGAAT CGTTGTTAAT 216 0 0 

TAATTTGTCC GTTATTTTAG CATAAATTTT TTCTACAAAA TCTTTATCAG CTGCAAGTTC 216 60 

TTCGGCAATT GTAGACTTAA TTATCTGCTT AAAATAGTCT AATCCyTCTC CTTTAAATAT 217 20 

TTTGTCTTTA GAAGCATCTA AAAAGTTTTT AAAGGTGATA GCATTACTGC TTGCAGCTCC 217 8 0 
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ATCATCAAGC AGTAAAAGAT CAGTATCGTT AACGGTCGTA ACCTTATTTA AATCTTTTAT 213 40 

TTGAACCGTT TCTTCTTCAT CAATTAGTAA TTTTTCTTGA TCATCAGCCA TAAAACCTCC 219 00 

TTAGTTGTTA AAAGTTATAA TATTGTTACC ATCTGTATTA TTAATTTTGA GAACTCTACC 219 60 

AATAGGAATA ATTCTCTTAA TAAAAGCATA AATTGAATGA TCATAGCCCT TAGGAAGTGA 2 2 020 

GTTrAATACT AAAGCyTTTT TAGATGCAGC rTATCCCGGC TTCTTTTCTC TAAGAATTAT 2 2 080 

CTTTTTTAGT CGTTTTCCTT TCTTAGTGCT AGGC GAAAT A AATGTAGTAA AGTTTGTTTT 2 2140 

TATTACCCCT TTTAAAGAGA TATCAATAAC CCCAGCTTCA GGAGTAGTAA CTTCAATGTC 2 22 00 

CACATTTAAA AAGGTC TTG A AAATCAGTCT AAATGACTCG TCAGTGCCAA TATGACGTAA 22 2 60 

AGCAAAAATA AC AC T ATT AA TATTGCTTGT AATACTTTGT AAAGTTTGAG TTTTTGCATA 22 320 

AAAGATAGAT AAAACTTGAG ATATCCATAT TGCAATATAT CTTGATTTTA TATTTTCTAT 2 23 80 

TACATTAATG GATATGAAGT TGGAATTAAG GGAC TTAAGT TCATTAAGCA ATGCTTGTGC 2 2 440 

ATATTCTGTT TCTGTACGTA TAAATTTATG AATTTCGGTG TTTTTGAAAA GATTGGGTAT 2 2 500 

TTTCATATTT GTTAACTATC CAATATCAAT AAGCAATCTA TCTGTCATAT TGAAAAGTAG , ,2 2 5 60 

CATTGTGTCA TCATTAATGG CAATATCTTG ATTTTTTTTA AAATCGCTAT CACCAATTTT 2 2 620 

TGTAATACTC TCAGTGTCTG TATCTTTAAT ACAAGCACTT ATTTCCATAA ACTTAATTCC 2 2 680 

TTTAACTTCA TTAACTGGAG CAAAAAAGTC TTGATATTCA AAGCTrATTC CCATATCAGA 2 2 740 

ATAGTTATTT GAAATAATCC TAGAATAwAT rTCCCTAATT TGAGAGTCwA TrTTTAAGTA 2 2 800 

GAGrTAGTTT TTAAGGTCAA GTTTATACTT TACTTTCATr TAAACATATT TTCTTTTCCC 22 3 60 

TAGyGATATT TTATAGGATT TmCGTTGTCC AGTTGAATTG AGrCCATCAA TTTCkATGTC 2 2 920 

TCCCTCAAGT AAAGTmC C AC TAGGAGTTGT TAGATATAAT GTTTCCCAAA GTTTTGCTTT 2 2 980 

• AAATTCAGGA CTATTAATAT TAGATTTACT AkyGTCTAGT AAAGTTTCCT TTArAATTAG 23 0 40 

ATATATGTTG GCTTTACCAG CTGCACTTTT AATATTAGTr TACTCAAyCC CATCAAGATT 2 3100 

AAGTAAAGCm GTGCGAACCG CrCTGTAAGT TGTGCTTTTA GAAGAAATGT GTTCTTCAAT 2 3160 

AGCAGCCCAA TAAGTrCCAC CcGGTTTCAT TTTAGAAAAA AAGAGATTAA GCTCATTAAT 2 32 20 

TATTTCTTCT TCAATTAATG CTAAAGAAGA CGCAATAATG TTATAAATTG AGCTTTGrTT 2 32 80 

ATCATCAATA TT AATmC CAT AATTTACACG CAAATATTCT CTTTTCGATC TTACAATATC 23 3 40 

C TTAATTGT A CGTTTTAAAA TGCCAAAATC AGAATC AAAA ACTATrCTCA TAAATTAAAC 2 3 400 

TCCATATTCA AAACATCGCC tGAGAAAAAA AAGGATATrT GTGCTTTGTT GTCTTGTATA 2 3 460 

GTAGTTGAAA TATTTATTAA ATCTAAGTTA AGyTCTTTAG ATATTTCrTG AAAATAATTT 2 3 520 
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-TTTACAGCGT GAAGATTGTT AATTTTTAAC AGTTTTAAAA GCAAGAAATA GTCCArTCCC 23 5 80 

CAATGAGGAG CATAGCTTAA ACTACCCCTT AAGGTTTTTA AAAATATCAA AAATCTTTGT 2 3 640 

TTTTGTTCwT C AATTC CATC AACAAGTGAT AAATCGTTAT TAAATACCAA TTCAAAATTA 2 3 700 

TTGCCTAATC TTAAATCCAT ACTAkTAATT AT AC C ATAwT TAG C AAAAAT TACTTrAACA 23 7 60 

AACTrTTAAT ATCAkAATTA ATTTTAGTGG TTGCTATTTT TAGGCTGACT GGTTC AATT r 23 82 0 

CTGGGCCTCC TTGTGyGGkT rCkAyTTTTA TACCCTCAAT AGCACTTACA ATATTTTTGA 23 8 80 

GAATTGTTTT TAAGCTAGTT GTTTGGTTAG CTATTTCAAT gTTATTGTTT GCTTTAATTT 2 3 940 

TAACAGTATC AGAGATTAGA TTTAAAGTCT TTGGGCTAAT TGCACTAAGT AT AT AAAAAT 2 40 00 

GATGTTTGTC AAAGTGAATA TCGTTATTTT TATCAAAAAT ATTAAyGCTT GATTGAAGyA 2 4 060 

GTAAAACGyw ATCACCTTTT. GATAGTTCTA AACTGATATT AGAGATATTT TTTGTGTGAA 2 412 0 

TTTCTAAATC TTCAAATTCG GGTATTGTAA CAATAGCTTC TTGAGTTTGA TGTTTAAACT 2 4180 

CCTTTACAGT GCCAATTTTA AT T AT AAAAA TGTTTGAATA AATCCAATTT TTAAGGTCTT 2 42 40 

CTTGAGCCAA TGCCTGGCCA TAAAGGCGTT GATTCATTCT GTAAATTTCA TAGTCTTCAT 2 43 00 

TCATTCTAAT TCTAGTCCCC TTTATTTTTT ACGTTTTGTA TTAGAATCAT CTTCTAACTT 2 43 60 

T AAT ATT AAT GAACACTCTC CTGTATTGCT AAGCCTTGCA CTTGTTTCTT TTATAGTGGT 2 442 0 

TTTTATCATT TTCCCTAGTC CATC AAT AAA T GAG AC T T T A TCTCCAACAT TTAACTTATG 2 4480 

TGTGAAAAAT GTTTTTGCGT TCCAAAATAT AAGATTTTTT TTGAGTGTTG TGCCCAAAGT 2 4 540 

- AATTTCTTGT TGTGGTATAA ATTCAAGCCC ATAGTCTTCT AATGCCTCGT AGTGGACATT 2 4 600 

TTCC'CCCTTT TTTATATAAT TAGTAAATAT CAGATAGCAT TCATATCCCC GTAAACCAGT 2 4 660 

ACCAATATCG GCTATTACGT TATGAACATA TGTTCCTTTw ATTTTGTCAA TAAACTCTTT 2 4720 

TGGTGTTGTG GCATAAATAT CTTTGTCAAT AATTTTAAGA CAATCTTTTT CATC CAT ATT 2 4780 

AAGGATATTG CGATTGGGAA ATACAGATTC TATTGCCTCC TkCACCGTTT TGC CTTTAAA 2 43 40 

GTTTTTGCCT TCTTTGCCTG CCAAyTyrCG ATTGAAGAAr TTGCTTTTAG TTAATAAACG 2 4900 

AACATCAAGA TCTACACTAA AATCCCCACC CGGATAATCA GTGCTCATAG GAGGTCCTAA 2 49 60 

AGTTCCTGCC ATTATGAAAT CAAAATTTTT TTCATGAGCA AATTTCTTAT AATATATTTT 2 5 020 

TACTATATCT C C AAATTT AA TGTCGTCGGT GAAGTCTAAG GGAAGATTCC AAAGTACGAC 2 5080 

TTTTGC TTGT TTGGAACTTA TAGTATGAAT ATTTGAATAC AC GTTGG AT A TkGAAATATC 2 5140 

AAT AT G AATT CCATCTTGTG TATTGATGAT AATTTTAGGA ATTTCTTCGG CGAAAGGAAT 2 5200 

TCCATCAGGT GATTTTTTTG ATGTATCTAC ATTGTAGAAC TCAATTTTAA AAT CAT AT T G 2 52 60 

TAGTAACAGC ATTTTTTATC CTTTATATTT TTCyAATGC a AATGTTTTTA CTATTTCTAT 2 5 320 
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TGATArACTA ACCTCAACTT CGTCAATGAA AGGAGTATCT TTAAACGAAA GACTTGTAAT 253 80 

TACAGCTAAT TGTTTAAGGC CAAAAGTTGG AC TAT AT AT A C T AAAAGGG A CTTGTGCTTG 2 5 440 

TATTCTATTG GCTAGTTGTT CTTTTACAAG ATGmGCGTCA AArCGTAGCA TAGTATTGCC 25 5 00 

AAAAACAGTC ATTTT r AGT A AAGAAAGCAT ATCCTTATAT AAGGATGTTA GTATTCCACC 25 5 60 

GTTTAATGAk ATATGTTCAC CAGTCATTAC CGGATTGTAG CTTACATATT CCGCTTTTCT 25 620 

ATCATAATAA TTGATAACTG GTCTTTTAGA ACAACTAGTA TTrTAAGTGC GTGTTATGAG 25 680 
■ TTCATTTTTT GGTTTTATAA AAAACAATTG AGGAAyATAT CCAAAACCTT TTAGATCCAT - 2 57 40 

TCTAGGAAAT AAC ACTAAAA AATTATCTGC TCCrAAAAGr GCAAATATTT GGGTTATTAC 2 58 00 

ATCTCTTATT ' ATTyGAGwAA TyTCCTGGGG TAACATTGTT TTATTGTTAG 'TATTTTTATT 2 5 8 6 0 

GTTAATATCC ATAAGTAATT ACCTTTtAcc AAAATTATGG wGTGyTGTTA GCATTGTCTT 2 5 920 

GATTTTGAAy TTCTTCTTGT AGTTTTTTTA GAGCCGCACC CTCATCTCCG CCCATCCATC 25 930 

CAGGTAGCAT CGATTTTAAT TTTGCAAAGA AATAATTAAG ATTAAAAATA CTTTTAATGC 2 6 040 

CATTAATTAT GGGATTAATA ATGTGTGTTT CAAACGCAAA GTCTTTAAAG TAATTAGTTA 2 6100 

TCTTATTAAT GAGGTCAAGT AATGGGTC C A AGACAGTAGT GGTTAAGTTT TGAAGAGTTT 2 6160 

GCTCAGCTGA GGCCAAATTA CTT TGAAT AG TCTCAGCATT ATTGACTTTT TTTGTAAGGC 2 6 220 

CGAAAGATTT AAAATCCTCG AACATTTCCA TCATCTTGGT AATTCTAGAC TCTAGATCTA 2 6280 

CTTGTGCCCC GC TTTGCC AG GCCATTTTGG CATCTTCTAT ATATTTGTCT CCAACACCTG 2 63 40 

ACTTCTTTAA TAGATCAAAA AGCTCACTTC CATCACCCCC AAGAACACTA TTAACAGCCT 2 6400 

TTACTGCATC TTCGCTGCTC ATAGCACCAC TGGATTTAAG CATAGCTGCA AATTCTACTG 2 6460 

CGTTTTTCAA ATTAGTTTCA TTTAACATAT CTAAATCCCT TAAAGTACCC TTAAAGACAC 2 6 520 

TTGCTTGATT TAAGAATTCT TCTTTTTCTA GGTCGCGCTC AAATCCCTTC ATTCCGCCAA 2 6 580 

TAATCTTTAA AAGACGCTCT TTCTCTTTTG GATCACCATA AAACGCTTTA TTGAGAAGTT 2 6 640 

GTGTTCTTTT TGTTTTGGTG TCTTCTTCAA CCGCTTTTTT AGCAAAACCT AAAAGGCCTC 2 6700 

CTCCAACTTT ACTCATAGCG TTGCTAATGA T ATTC C C TAG GGCACTACCT ATAGCAATTT 2 67 60 

TGGCAACAAG TCCTTTTCCT TGAGAGGCCG CTAACATTTT ACTTTTTGCT TTTGATTCTT 2 682 0 

TTGCAAGTTC TTTATACTCA AGACGCCTTT TGTCTCTATC AGACATTAAA GATCTTCTGA 2 6380 

AAGCCTCTTT TCTAGCTTTC TCAAACCCCA TGCCCTGTTT TATAAGTTTT TTAGTTTGTG 2 69 40 

TAAGT C TATA TTTCTCAACA CGCTCTCTTA AGC TTTC AAA TTTAGATTGT" CTACTAAGTT 27 00 0 

CTTTTTTCTT GTC CGAC AAA TTATTTTTTA CAATATCTTT AGTGCTACCC AAACTAGATT 27 0 60 
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TTTTAGGTTT AAGATATTTT TCCATTTTAG AAATATCTTG TTCAATGGCC TTTTTTGTTG 27120 

CAGCATGATC AAG AAT AC C T TTAAATTTAA TGGTGAATTT GTCGCTCACT AAGTCCTCAC 2713 0 

' TTGCTTAAAA TT AAT T C ATA CAATTCTTTT TCTAATTTAA TCTCAGCAAG TCTATTGACT 27 240 

TCTAAAAGCT CGTCATAAGG CAATTTTTTA ACCGAGTmGT ATGAGCAAAT ATTCATAATT 27 300 

ACTGGaAAAt AGTATTTATC GTTCTTAATC TCGTCAAGCA AGTTAAAATA TTTTTTTCTA 27 3 60 

GTCTCATCAA GACTTGCAAT AGCTTTATCA ATATCTCTAT TTCTTTTGyT CATTTAGCAA 2 7 420 

CCAGCTCATT GGAATTTGAT GTAmTTGATG AAAGyGAAGT GGCTACTTTT TCATAATCAA 27 48 0 

AATTTTCATT AATATAGTCA AAAGCAACAA AATCACCAAC ATTATTTTCA TACTCACTCA 2 7 540 

AAT AT AC T AA AGCGGGCTTT TTTAGATCAT TGTCTAAATG AAAAGTATTA AATTGTGCAG 27 60 0 

TGTAAATTAT TGCAACAAGA TAGTCCTTAT AATAAGAAAT AAATTCTCTA TTTTGATCCA 27 6 60 

AAATCACATA GAATTCGTCT AAAAATTTTG GACTTATCAT TAAGCTTGTG ATTTCTCTTA 277 2 0 

AGTATTTAAC CTCATTAAGC TTTAAAACAG CGTCACTTTG ATTAAATCCT AGCACTTTAT 2 7780 

CCCATTCATA GACGGGAAGT ACTCTCAGCG GATATTCATA AGTTTTATTT TTAGTTAAAA 27 840 

TTTTCATTTT ATATCTCATT ATCATAATAA GAmTCTCCTT TTAAGwGTTG TTTGGTTTAG 27 90 0 

ATTTTTGGCA ATTAATAGCC CTAATTTCAA AAGATAC TTT TTCGGCCTCA GCAGAATAAC 27 960 

TTCTTGAAGG CTCTTCAGTA AAAATTGCAT AGTTAGAAAT AATTTTGGTA GCAATTCTAT 28 02 0 

CATTGAATGC TAAATCAAGC ATTTTATCCT CTTTTCTCAC ATCCATGTTG TAAAACTGTT 28 080 

CATCAGAAAG TTCAGTTAAC AAAATGTAGT CATGACTACC TAGTGTCACT TCAATGTTGA 2 3140 

AAACATAAGT TATTGTTTTG GGATCTCTTA AGCTTATTAC AGGCATACCT TTATCTTCAC 2 82 00 

TACTAATCAC TGCTCTTGTT GTAGGTTCGC TTGTAAGCTC TAGCTTGCCA CTATGTAACT 282 60 

GCGTACCACC AATTGAAAAA TAAACTTCTC TTAAATCATA AAATTGCATT TTTAGCCCCC 2 8320 

CTTTTAAGCA CTTAAGCTGT TTTGATAATC AACTATATCT TGAGTAGTAA TTACTAAAGC 2 8380 

AACAGCATTA ATGCTAAAGT TATAAGTAAT ATTCACGCTA AGTTCTAATT TAAGTTGTGG 2 3 440 

CGTAGGAGAA AGAGTAAGCC TTAAATTTTT ATACTCTATT ATCAGTCCTC TATCCACAAA 2 3 500' 

CCTTTTCAGT AAACATTCAA TTGCTGAAGT ATATGCATTG TCTCTAGCTC C AC TAAGTTG 28560 

TAGTGCAGAT AATTTGCTAT TTTGCCTATT GTTTTTGTTC CAAATTCTAA TAAGCTCAAT 2 3 620 

' AATCGCTTCr TTTTTTATAT AGTGGTATGT AAATTGTTCG TCTATTGCAC CTCCAGCTAG 2 8 630 

'GTCAACACCT TCTTTAAAkG CrGGTACACC ATCAAGCCCA GTTTCATTAA GAAGTGAATA 2 87 40 

AAAGTTGATT TTTGCAGTTC kCAACTTTCC AATTACAGTA TCATCAACAA GTGGTGTAGC 28800 

AGCCAGCGGC ATGCCATAAG GATTTACAGC . AT G AAAAAT A CTAGCTTGAT GkArATATTG 288 60 
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ACTTATAAAT TTrAGGTGTA AATTGTCTTT ATTrTTrCTG TAAACAGCAA TATTTCTTTC 2 3 920 

TTTTTCAGTA TTGC CTTTAT CTTTAAATAG TTCTTTTATT TCTTGTTCTT TAGTC GAGAA 28980 

TACAAAAAAA rTTGAAGGyn TTTTrAAyTT ATyATArTCA TCTTTrTAAA TyTTAAGTCC 290 40 

ATCATCkGAm kyATCnCCCT CAGTrTTAAT AAGTACAACA AAAGTGTGTC TATGTACTTT 2 9 100 ' 

AAGATAwTTT TTTArCTCTT CrGGyTTATC CTTATAAATr AAAAGATCGG CTGATTTTAA 2916 0 

yGATTCTTCr CTTGAATTGA AAAAATTyGA CATTGCAGTT TTAAGCAGTG TTTTTTCTTT 29 22 0 

TCCAAACTGA TCTTsTCCAT TyCCATTmTC TTTTTCTAAA GTTTCAATTT GTTTTTCATA 2 9280 

rTTATTAACG GTTAAATTCA ATATTTTATA GyTAGCAGCA TCTTTATTAA CTTTGATTTT ^2 93 40 

AGCTGTTTTG TAAACCAAAA GTGGATTATA AT AATT rGG,C CTACTAGCTT GAATTCTAGA 29 40 0 

GTCAAGCAAA CTTACACTAA TTGTATCTTG CGGCAATTTy GTATTCCTCC TTTAAAATTT 2 94 60 

CAATTGCTTT TACACTAGCA TTAAATGCTA TAGATGCACT GTATGCATGG TTGC TAT ATT 29 52 0 

TTGTGCCTAA ATTAATCAGT CCAACTGTTT GCATATTAGA TGTTGGGTAA ATGTArAAGT 2 9580 

TAATTTTATT AATATAkTCG GGTTGTAGAC TGGGCAAAkT ATACTTATGA GCTTTATTGT 2 9 640 

- GTAGAAAGTC ACTAAGCATA CTATAAAGCA TTAACATGCG TGAATTAGCG TCAAAGTCTT 2 9700 

TGGCGTTTAA CACTATTGCA ATAATATATA TTTGAAAATT TATACTAAAT TCCAAAGCAT 29760 

TTTCATAAAA TACACCGGCT CTAkAATTAT GATCAAATAG ATTTTCTGTA CCATCAAATT 2 9 820 

TCAATGCTAT TATATTTGAG CTAGCAGCTG TGATTTTTGA AAGATATGGA TGATTGTAGG 2 98 80 

TATTTATGAT ATCGCACTCA AAATTATTTT CAGTTGCATA yGCCTTAAAC CCTTTAAATA 2 9 940 

TTTGrGTTAA ATGATTTAAT ACCATATCTA AAGTGAAAAT CATTCAAGTG TTACCTTATA 3 00 00 

AGTAATCTCT GATAACATTT TGGCTGTATC AACAA'GTGGA ATTGCTGCAG TGTTACTACC 30 0 60 

CCTTTTAAAC TTACTTTTGA TTGTATTAGC CTTTAAGGCT GGAGTGACTT GTGCTGATAG 3 012 0 

TAGATAATTT TCATAGTAyC TTATAAAAGC TTGTCCAATA GCCTCCATTC CCGATTTAGG 3 018 0 

GTCAAGATTA AACTTAGAAT TTATATAGCT*- ATTATTGATA TATTCTCTAA ACTCAGAACT 3 02 40 

ACTAGCAATT TTGGTTAAAT GTTTTCTTGC TGGTAAATTG CTACTCCCTT TTTCATGCAT 3 03 00 

TTTAGCAATA CCTGCACGAC CACCAAACCA CCCAATTTCC AATTCCATTT TAAATTCTAG 3 03 60 

TTTGTCCATA TAAATTCCTT T AAAAC C AAA GTAAAATATC CkATTGAAGA GTCAATACTA 3 0 420 

AATATTTCAA AGTAAACTAA ATCTGCAATT GATATTCGGT CTTTTrGTTC ATAGTTAAGG 3 04 80 

TCTTGATATG TGTAAAGTTT GGAATATCCT TGAATATCAG ACATATCAGA ATCATAAAGA 3 0 540 

ATTGCAAGTT CTTGTGGCTT TATGTCAATA ATAACTCCTG CrAATTCArT GTACTTAkTT 3 0 600 
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TTATCAAATA CTCTCTGATA AGAAGAATCA TTTTCAAGCT TTACAACAGT ACCTTTATAA 306 60 

AACTTTAAGG GTTTAGGATC CTTAAATACG TTGATCATGC G AAATG AC AT AT C AG AAAGT 3 0720 

CTTTTyCTAA CACCATTCAT TAGACAACCC CCACACAAGA TGGCGTTGAA GTTTCTCTTT 3 07 80 

TTAGTTTTTC TAAAAATGCA TCAAGTTGTG AACAAAAATT CTTGTTTGAG CCACAACyCC 3 08 40 

CCTCGCCrCC TTCTTCGCCT CCACTGCTAC TAGGATAATA ATCAAGTTCA AGTTCATTGA 3 09 00 

ATTTCTCTTT TTTGATCCTA TCAAATTCAA ATTCTCGAAC AACTCCCTGT TTTCTTAATT 309 60 

GrCArCCCAT ATGGTAaAAG gTAAGTAAAA ATATTTGTTC ATAyGTmAGT GAACTrGCAT 310 20 

CAATACCrCG TGTTACTAGA ATAGCTTGAA GTAAAGATAA ATGAAGTAGA AAATTTTGyC 310 8 0 

TGCTTAATGC AAGTTTGTCT ATTCCTAGTA ACAATAACAC TTCaGAATrA AGTTTTGTTA 31140 

CCAAAAGTTC TTCTTCAGCC TCAACTTGTG TTTGTAAGTT TTTTTGTTCG CTCACTTCGA 312 00 

TTTACCTTAT GTTTTTAACT TTGTTTAATA TGTACTTGCA AAATAGTTTT TCTAGTAGCA 312 60 

AGTArCCCTC CTAAAACAAA ATCAATGTAT GAATGAGCAA TATCAGTTGA ATCTTTATCC f 313 2 0 

ACTTGTTCAT TTGGTGTAGG TAACATATAC TTGCTAGGTT TAAACTTAAT AAGCTCTGGG 313 80 

TTTAATGGGT AAATAAGTAT TTGATGTTTT AGCAAGTTTG AAGTTTCAAT GTAGACATCT 314 40 

T C T C T ATT AT TAATAGCCTT GATAGTTTGA ATCAAAACAT CCTCCCATTT TTCGCAGCTA 315 0 0 

CTTGCTGCAC CCTGTGCTGC TGCGTATGGC TTTACGAGTT TGAGmGAAGT TGTAGGGTCA 315 60 

ACTATTACCA TCATAGGTGT AGAAAATTCG TCTCCTAGCT CTAACTTTGA AAGTCCCGCC 3162 0 

TCAATTTTTT CAAATATTTT ATCCATTTTG TCCTTATTAG CACTTTCAAC CTCTTCTTTT 316 80 

ACTTGAT tga tGTGGCATAT TAAGAAGTCC ATACATATTG GGAAGTAGAC GTTTTTGATT 317 40 

TTTTCCATCT TTTTGAATTG AAACAGTGCC TGTTAGTACA AAGTGATTAA TAAGTTTAAT 318 0 0 

AATCTCGCTA CTTGCAAGCT TATAGGCTTG AGAGAAAGGA AGTAArTTGT TATTAATGTC 318 60 

AC C AAGAT AT G AGTC TGAAG TGTAAAATTT TTCAGACGCC TGCTTTAAGT GCCTAAATTT 3192 0 

GTACTGTAAT TT'TAAGTAAT TAAGTCTTAC CACTTCAGAA CTAAATCCAA TAGTTGAAAT 3198 0 

AGTATTAACy TCATTAGCAA TCGTTGTAGG ATTAGCATTT AAAAACGCAT CCCACTTTAC 3 2 040 

AGTTCTTTGG TAGCCCATCT GAAGATCAAC ATCTTCAATT TGATCAGGCG AAAACCATTT * 3 2100 

ATACATTATA GGATCTTTAA CTTCCCCTAT AATATTAGCC ACAGCTTTTG CATAATAATT 3 2160 

TTCATCAAAT AATTCCATAT TAAATCCTCC CAAATATCAT TAATTTTTAC TTACAGCTTT 3 2220 

ATTTCCAAAT ACTGCTACTT TTATTAAAwA AACATCGTTA CTAATTTGTT TTGCATCAGA 3 2280 

CAACGCTATy GCATTAATAG TTGC CTTATT TGGTGGTGCT CCAGTCACCT TTTCAAGAGC 3 2340 

ACCGTCTTTA TTAAAAACAA GTTTGTCTTT TACTTTAAGC GTAGAATCTT TTGCTACTAA 3 2 400 
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ATAACCCTCA 

ATCAATGCAT 

AATTTGATcA _ 

AGAAAATGGA 

AAATTGTATG 

GGGATTTTTC 

CGTTGTGTCT 

GTGTTACTGT 

AATACTCTTG 

TTGTAAATGA 

TGATAATAAC - 

TTGTAACAAG 

ACTCACATAC 

TAGAGTTCTC 

CATAAAGGTA 

CTCGCkCATT 

AACTCATTGA 

AAT C T AAAT A 

TAGGAGCAAC 

ATTTAGCTTG 

CAAAAACACT 

CTATAGCATT 

AA.TGCAGCTT 

CGTGAAGTTA 

GCATATTCCG 

TGCACTAAAA 

TATTTTrTCT 

TCTAAArTCT 

TTTAATTTCT 



AAATTATTTG 
ATTCCGTATA 
GCTTTTTCCT 
TGATTTTCTA 
TTTTTATCTC 
ATAAACTTTT 
GCCATTTGTT 
TTTCTCAAGG 
TTTGGGATAT 
ATCAGAGAGG 
CCCATTGTTA 
ATACCCTTCA 
AT C T AC AC AT 
TTTTGGAACA 
TTCTTCTATT 
CTTTGATTTA 
TTTTGAATAT 
AGGATCTTTT 
TGGAATTTCT 
CCCTTTGCCT 
AGCAAGCACT 
AACAGATTTA 
ATCACCyGGr 
TTTrTAATTG 
TACAAGTCAT 
CTAAGCTTGA 
TTACTACTAG 
ACAGAATTmC 
GCAACTTTTT 



TAATyGGAAC 
AATCATCTTC 
CTTGAATAAC 
ATTTGTCAAA 
TAAACTCTAC 
CAAGTTTACT 
TAACTCCTTT 
CCTCTATTGC 
CTAGCTTGAT 
GCATATGCAT 
TTTATATCCA 
AAGTTATTCG 
AT CC CAT AC A 
AGTTTAACCC 
TTGTCTGCAA 
AAACAACCAC 
TTTTTAAATT 
GCTTGTACTT 
GATTCTAACC 
TTTAAAGCCA 
ATrGATAACT 
TCATTTCCCC 
TTyACACCAT 
GAACTACAGT 
CCCCACCACC 
CTCCACGCTT 
TAAAAACTCC 
TAAGCAAACC 
TATCAAACTC 



85C 
AATAGTGGCT 
ACCACCAGCC 
TCTTTTTACC 
TTTGC TGGTT 
AGAATTGC T A 
TCkyTTmTCT 
TATTGCCCAA 
CAAAAATTGC 
CTTGATGTTC 
TAATTrCGGT 
ATATTTCTCC 
TAATTGGTAA 
TATCAGTATC 
C AC GC T TATA 
AGCTTGAACA 
CCGAACTACT 
TTAAAAGAAC 
CTTCAGCCTG 
CTAATTGTGG 
TAATTTAATT 
CTTCGGTTAA 
. C ATTCTTTTC 
TTgtCCATTT 
TGCCATGCCA 
AGCCTCAACT 
GTATGGATAC 
ATCCGAATTG 
AGCATCTTGC 
TTCTTTTATT 



GTTTTGCTAA 
TCAACGTGGG 
CCACGCTTrT 
CTAGTGCCTC 
AGCAAACCAG 
T GAT AAT C T T 
GGCTTAACCA 
AACTTTTATC 
ATCTTCGGGT 
TGGTGGCCCA 
CATTTTTATA 
TACATACGCA 
AGCACCAACT 
TGGAAAAC T A 
TGTAAAAGAA 
AAAAACCTTA 
ATCGTCAAGT 
TCTTGTTTGA 
ATTATCATCA 
ACCTTTTAAA 
TTTATGTACT 
AAGCTCTCCT 
TTCTTAAATG 
GTAAACTCAT 
TCTAGTTCTG 
CCTTTAGCAG 
GAGTAAATTA 
TGAGGATTTT 
TTTGTAATAC 



ACTCATCTAT 
GTTCATAGTG 
ATGGATAyCC 
CAGAGGCAAA 
CGTCATrCTG 
TTAATAATTG 
CCAGCTTCAG 
AAAT T AAT AG 
GCAAAATTGA 
CCACCAGCCT 
CTCGGATTTC 
GT AC T AC T AA 
TCAACATATA 
TTTGCTGGAT 
TAAGCATTAA 
TTTTCAATCG 
TCTTTAACTG 
CGTTTAGATC 
ACATTAGGAG 
GCTCTATTCC 
TTTGAAAGTG 
TGTGCATTAA 
TTAAATACCC 
CTATATCAGT 
TTGTACyATC 
GATAATTTTC 
GATTTTTATC 
TCATTAATGC 
CATCGCTCAT 



32460 
32520 
32580 
32640 
32700 
32760 
32820 
32880 
32940 
33000 
33060 
33120 
33180 
33240 
33300 
33360 
33420 
33480 
33540 
33600 
33660 
33720 
33780 
33340 
33900 
33960 
34020 
34080 
34140 
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TAAAAACTCC TTTAAGCAAT ACTTGTTCTT TTATGTCTTT TTAGATTTTC ATAAAATTGA 3 42 00 

ATTCGTCTTT ' GCTTGTAAGT ATTACTTATC GCTTGTACAA ATTCTGTGAA ATTAATAGGT 3 42 60 

ACAAAATTAG AATCAAGCAA ACTTGCTCTC TCTTCTGATT TAACAACAAT ATTGC CTCTG 3 4320 

ACAGAGTCAA CAGAAGAAAA ATTGCTACTC GC AGTTTTTC TTAATTTAAT ATTCACTTTT 3 4330 

' GCTAAAGAAA CAAGTTGCTC TAACATCTCT CCATCGATAT ^ GACTTATGTC TGATACTTTG 34440 

GCAATAGCTT TAATTTGCTC AATTGGAACG AACTTGCGCA CAAGTTCTCT ACGTTGTGCT 3 4500 

TGCATAATGT CTTTTAATGT GTATCCTTTT GCAAGCAACA CCTCCTTATT GAAATGATTG 34560 

CTAAGATGTG CTTTTGCAAG TGTATCAATT TCATTTATGC GCTCAGCCTC TAGyAAyAAT 3 4620 

TGCTTTTyAA TACGCTCCCk CTCTTCAACT TCTGCrAGTT CTTTTGTTAT TCGTTCATTT 346 3 0 

ATACTTAAAT CTCGACTTGT CTCTTTGGAT TTACTATTTG CTTGCTCTTT AAAGCGCATG 3 4740 

TACTCTTCAA ATTCCTGCGC ~ ACTTATAACT TTAGTATCAG GCTTATTTTG CTGCTCTTCT 3 4800 

TTATC TTGTG CTTGCAGGTC TTCTTTTTCT TCTTTCTCAG TCATCTTTTA ACTCCTTTTC 348 60 

TCAAAATGAG AATAATTTCT CTTTTAAAAT CGCTArCTCC TCATTATCAA AGGAGCTACT 3 492 0 

TTGTATAAGC TGGTTATATT TACTGTAAAG CTCAATTAGC TTTATATCTC TTTCCACTTT 3 4980 

TTGyTCTTCA CTTAACATAA TCAGmGAATT AAAyTTCATA TCAAGCCCrA AATACTTTGT 3 5040 

AAGTTTyAAr TTACAAGmGT TCTCAAyTTG TTCTTGCACA CCtTTrAgAA AATCGTAATA 3 510 0 

ATTACTCCTA TCmCCTTTAC CAyCATTTCC TAryCCTTTA GCCTGTTCrT TAAArCTTCT 3516 0 

GGTTAAGGGC TCTTTAGTAT CTGCACCAAT TTTTGCCTTA ATTAATGCTA AAGCCTCCyT 3 5220 

TAAGTAACTA AGrTCGTATT TAATAACCTC TAAACTAGCA CTAGGGGTGG CCGTATAAAA 3 5280 

CATTCCCTCA TTATTTAGAT TrCTTTTTAG CCTAGCAAGC TCCTGTGATA ATGAGTCATT 3 53 40 

AAGGTTTCTT AAATTAGAAA TATCTTTACT ATGATTGTTT GAATTTTGTT TTCTCAAAAA 3 540 0 

AGAAGAT AAA ATGCCACTTG CCCTATCATT ATTrCTCTGA GTAAGTGCAC TTAAAGAAGT 3 5460 

TGTTGCGCTA GACAGTGCGT CTTGTAGTTG TACTAAAGAT TCATCTTTGT AAAAC 3 5515 
(2) INFORMATION FOR SEQ ID NO : 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26811 base pairs 

(B) TYPE: nucleic ,acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) 'SEQUENCE DESCRIPTION: SEQ I'D NO: 6: 
GTTGTTTATA C ATT ATT AC C TTCTTTGTAT AAAATCTATC CAATAGAAAA GTTTTAAAAT 



60 
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TTTTCTATTG GATTAGCTGT TTTTATATTA TATTTTAAAA ATTTTACATA AGCTTGTCGA 12 0 

- TTTCCATTTT TATATTATCG GACAATCCTC CAAATACAAT TTGAACACTA TTTCCTTTTT 18 0 

TTAATATTCC ACTGGCACCT AGATTTTTGA AATAGGCGTC TGATTTAATG ACTTCTATTT 2 40 

GTTTTAGATT GACTCTTAAT CTTGATGCAC ATGCATCAAT GTATGTAATA TTATCTTTTC 3 00 

CTCCAAGACC CTCTAATACT TTTGAAGCGG TTTCTGATAA GCTTGTTTTT TCTGAACTCA 3 60 

TCATGGTTTT TTCCATCTCT TCGTCTTCTC TTCCTATTGT TTTAAGATTG AATTTCATGA. 42 0 

TTGCAAATTT AAATATAAAG TAAAATCCAA TAAAGTAGAA GATTCCCAAG ATAGGAATTG 48 0 

CTATCCAATT TGTTTTGCTA TTTCCCTGAA GT ATTC C AAA TAGGAACATA TCTATAAATC 5 40 

CGCCAGAAAA TGTTAGTCCA ACTCCTACGT TTAAAAGGTG TGTTAAAAGA TATGCTAGTC 60 0 

C AAAAAG AGG AACATATATA AAGTAATAAA GTGCTGGTGC TGC AAAAAGG AATGCAAATT 66 0 

CAAGAGGCTC TGTAATTCCT GTTAACATTG ATGTAAAGCT AGCAGATAGT AGCAATGAAG 72 0 

CTACGTTTTT TTTATTTTCA GGTTTTGATG TATGGTACAT AGCAAGCGCC GCCCCAGGTA 78 0 

ATCCAAAAAT CATAACAACA AATTCCCCGC TAAAAAATCT TGTTCCTTTT GCAACTTCAA 8 40 

AGTGTACAGT ATTGGGATCT GCAAGTTGTT TGAAAAATAT ATTTTGTGCT CCTGAGATTA 90 0 

ATTCGTTATT TATTTCCAAT GTTCCCCCAA CAGCTGTTTG CCAAAATGGC AAATAAAATA 9 60 

TGTGGTGGAG TCCAAATGGA ATTAAAGATC TTTTTATTGC TCCATATGCA AATGTTC C AA 10 2 0 

AAAGTCCTGA TTGTTCTACA ATTCTTCCAA ACGAAGTCAT TGCACCTTGG ATAAAAGGCC 10 8 0 

AAATAAATGT TAAAAATATT CCTACCACAA ACATTGCCAT TGTAGTTACA ATTGGCACAA 1140 

ATCTTGTGCC CCGAAAAAAT GCTAAGAATG TGGGTAATTG AATATTATGG AATCTGTTGT 12 0 0 

GAAGAAAGAC AGCAACAAAT CCTGCTATCA ATCCTCCCAT TACGCTCATT TGAAGAGAGA 12 60 ■ 

AT ATTC C AAG TACACTTGTA TATTCC TGGC TTTTTGCAGT TGCAGCTGTT TCAGGCATTC 13 2 0 

CTAATTCCAA TAGTGCTTTT AAGCTTGCGC TTTCTGGTGT GATTCCTTGT ATGTACAAAA 13 3 0 

. TCCCATTTAT AGTTTGATGC ATAACCAAAA ATCCCACTAC TCCTGCTAAA GCAGCTGTTC 1440 

CTTTTTCTAC TTTAGCAAGT CCGATTGGAA TTGCCGCTGC AAACATTAAG GGCAGATTAG 15 0 0 

' CAAAAATTAC TTCCCCTGTA TATTTCATAA GATAAAGTAT TGAGTTAGCA ACAGTTCCTT ^ 15 60 

- TTCCAAGGAC TTCTTCTAAT CCATAAGCCT GAATCATTGT TTCATTAGTA AATGCTCCCC 162 0 

CAATTCCCAA TAAAATTCCA GCTGCTGGTA AAAGTGCTAT TGGAAGCATG AAGGCTTTTC 1680 

CTATTTTTTG T AAT ATTGT A AAT AT AG AT A TAGATGCTGA TGATGTTGAC ATAATTTTCC 17 40 

CCTTTTTATT AAGTGCAAAT TAATTAATTA AAATAATTAA T TT G AAT AAT ACGCTTAATA 18 00 
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TCTTAACAAG ATTTTTTAAT CTTGTAAATA TCAGTATAGA ATAAATGATA GTATATTGAA 13 60 

TTGCTGTTTA TAAAATTTTG TATTTATAAA AAACATTAAA GATTGTTTTT CCCTTTAATT 19 2 0 

TCATGGCATT TGTTATAAAG CATTGCTTAT AATCTTCGTT TTCATTGAAA TTATTTTAAA 19 80 

TTAAATTTAG AAATAAATCG GATCAATTTG GATTAGGGTG TTTGCAATGG AATTAATCAT 2 0 40 

CAATTAGCAT TGTAAAGTTA AATACCGATT AAATATTTAT AGATTTCACT AGTTTTGTCA 2100 

GAGTAATCTA TGGGCAGTTT ATTGTCGCCA TCTCTGATAT TTGGATTAGC GCCTTTTTCG 2160 

ATAAGTGATT TAATAAAATT TAAATCATAT TTTTGAATTA TGGCACTATG AAGAGCTGTT 2220 

TGAGAATTTT GATTTGTTAA ATTAATATTA AATTCTTTTG TTATTAAATA ATTTATAATA 22 80 

CTTTTTGCTT TTACATTTAT GGCATAAGTA AATATTGGAT TGCCGTTGGA AAATATTGTA 2 3 40 

TTTAGTGAAA AAATATTATT ATTTTTTAAT AAAAATTCTT TAAAATCATC AAGTTTATGA 2400 

TTTTCAGTTA AATTTTGTAG TTGCTTTTTT TTCTCAATGT ATAAACCATA TTCTTTTTTG 2 4 60 

ATTTTTATTG CCTTAAGAAA ATCATCTTTA TTTTCTTGCA AGTCTATGTA ATAAGGGCTC 2520 

ATGTCTATAT TATTTTTATA ATATTCTATG GGAGTGATAA TATTTTTTTC ATCAAGATAG 25 80 

TAAACGTTTA TTAGTTCTTT GAAGTTTATG' TTTTTATTTT CTGGGATTAG ATCAAATCTA 2 640 

ACTTTATAGC TTTCAAATTT TTTAAAAGGG ATTAAATTAT AATTTTGATC GTAAAACAGT 27 00 

AATTCTGTTA TTTGTCCGTT TGTATTTTTT ATAACAGGAA TAATATTTCC ATTCTCATCA 27 60 

ATACTTATTT CTGTATTTTC TCCATTTAGA ATAGGTAATT TATATTTATT ATAAATAGGG 2 8 20 

GTAATATTTT CTTTTATTTG TTCTAGTTTT TCTTTAATTT CTGAATTTGT TGTCCTAATA 2 8 80 

TAATTTTTAT AATTTGTTTG AATTTCATAA GAACTTTTTC CAATGTTTTT AGCATATTTC 2 9 40 

TCAAAACTAG CATTAAACAC TGTATATAGT GGATCAAATT TTGACATCAA TTCCATTCTT 3 00 0 

ATTGGTACTG GAAAATTTAG TAGGTATTTT TGAAAAAATT GTTCGTTTAT TTTATGTATT 3 0 60 

TCGAAAAATT CTTTTTCGAA AATATTAAAA TCTTCTAATA ATTGCTTTTC GGTGAAGTAA 312 0 

TAAGATAAAT TTGAACTAAT AATAAAAAGA GTAAAAAAAG TTAAATAATA TAAAAAGTAT 313 0 

AAATTTTTTA ATTTATCTCT GATTTTATTT CTTAAATTTT TATTGAAAAT TGTAAAAGAT 3 240 

- AAAAATCCAA TAACAAGGTA CCCAGAATAT AGAAATATTT TGCTTAGCAC ATAATAACTC 3 3 00 

ATTTT ACATC CTTTTAAAGT TTATTTTTAA ATTATATCAA AATATTTCTA TATTTTTATT 3 3 60 

TACTTTACTT TATTTTACTA AAAGCATACA ATTAGGCATT AAATGAAGAA GTTTTTAATA 3 42 0 

TCCGTTTATT TTTTATTGTT TTATGGTTGT TCAACTATAT CTTTGGTAAA AATACCAGAA 3 48 0 

AAAGATAAAA TAAATTTAAC TGTTTTATCA TCTTTAATGA ATTATCCTGA TTTGAAGATT 3 5 40 

TCAAATTTTA AAAT AAAAG A CTACGAACAT TTGCATTATT CAT C T G AT T T TGAAAGC TTG 3 600 



ii j «.j H o ;>v ! ir !! h a ji *:p ;t i n ic? 



854 

AGTG AT AC T A AAAATAGTGC TTATATTTAC GTTGATGAAT CTAGTTTCAA TAATAATATT 3 660 

AATTTTATTA AAGATCTTTT TATTTATAAT AAGAAATTAT AT AG AAT AC T TATTGCTTAT 3 72 0 

AGCTTGACCC AAGGTGCATC TTTTAAGGCA GAAGTTTTAT CTTATCTTGA AAAACAAAAA 3 780 

ATTATGAAAA ATTTTTCATT GAAAATAAAT TTTCCAACTG C T AAAAAAT T TATGGATAAT 3 840 

AAGTATTGGA TTGTAATTGC AAAAAACCAT TTAGATTCTC TTGTTAAGAG TAAAAATTAT 3 90 0 

TTAGTCTTGG CGAATGTAAA GATGGAATAT AT AC TC AAAA AGTTTTTAAC TT GAG AAAGC 3 9 60 

TTTTTACTCT AGATCTTCAA ATATTTTTTT AATTCGTTCT TTTTTTTCAA GTTCATATTT 40 2 0 

TTCCAAATCA AG AG C T AT TG ATTCTTTAAT TTTATCTGTA TTGTGGAGGT AGATGTTGGC 40 80 

TTCTATTTTT TCTTTTGTGT TTTTAATTTT TAAAAATTTT TTACTCTTTT TTATTTTATC 4140 

TATTTTGACA AG AT C AT T AA TTATGCTTAA TTTTAAATAA ATTATATTTT CAGTTACTTG 42 00 

GAATTCTTTT GCTATTGTTT TTTGGGGATA CTCTTTAGAT TTATATTGAG ATAATTTTAA 42 60 

TTTTAATGTG GTTGTTGGGA TCAATATGTT TGCTGCAAAT ATGTTAGCTT CTGTTACCAT 43 2 0 

TTGACTATCT TGAATGTTGT TATAATAGTT TTCATTTTTA GATAGATTTT, TTATTTGATC 43 80 

TTGATGCATC AAATAATGCC CCAAGTATTT TGCTATTGTA AATCTTTTAT TTTCAAGGCT 4 440 

CATGTTTTCA TTTATATATA AAGATTTTTT ATTTAATTGA ATATATCCTG GAAAATCTTT 45 00 

ATTCTTATCT TGAAAACTTA TTTCGAAAAT TTTAAGATCT TCTCCCATGG CAATTTTTAC 4 5 60 

TATAGGAACA GGAATAAGTA ATATTTTATG TTTTGATGTT ATATAATCCG AATAGGCTTT 46 2 0 
AGAATTTTCA AT AC AAG AG C TGAATTTGTT TTCATTCATT TAATATAAAT ACTCTCCTTT - 4 6 80 

C TGTATTGT A TAATATAAGT TAATTATGAA ATACTGTTTT TCTTTGATTT TAATGGTTTT 47 40 

TATTTGCTCT TCTTGCAAGA TTTTAAATAT TGCTGAAGAT TTAGAAAAGA ATTTTGAAAA 48 00 

AATTGAAAGA GCAGATTATT TTCTTTATTT TTATCCAGAC AGTCAAATAT ACATTAAAAA 48 60 

AGATAAATCG AGCAATAAAT TTAGTGTTTT TTTAAATGTT ATGTTAGATT CAAATTTAAA 492 0 

TTTTACTAAA GGTCATTTAA AATTAATTCA AG AC AAT AAA TATATTGGAA GCATTGCTAT 49 80 

TTCTAAGGTA GTTAGTATTG GAAATTTTAA GTTTTTGTAC ^ATTAATCTTG ATAAAGATAA 50 40' 

TTTTACTCTT ATGTCAAAAG> CTTTAACCCC TTACAAAAAG CTAGTCTTTT TATTTAATGA 5100 
GGATTCTTTT CAGGTTTGGA CTAAGGATAC CTTGCAATAT GATCCAAGAT TTATTGATGT " 5160 

TAATTTCAAG AAT AC AAAAA ATACTTTAGA ATATGCATTT AAAAAC AAAA T T TT AT AAAA 5 2 2 0 

AAAC TT AC AT ATTATGGACT TTCTTGAAAA TTTTTAAAAA ATATTTATTA- CTTTTTTATT 52 8 0 

TGCTATTTTT AACATTGTCT TGTTCTACAA TCTATTTTGA TGGCATTCCC G AAT T AAAAA 5 3 40 
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AAGATTCCAA 


ATATATTAAA 


TTAATTCAAG 


355 
AGAATAATAA 


AATTTCTTTA 


AGACATTATT 


5400 


TTACTGTTTC 


TAATGCTTGG 


AACTTAAGGT 


AC AAAGAAC C 


TTTATTTTTA 


AAAGTTGGAA 


5450 


ATGATATAAT 


TGCCTTATTT 


CTATTTAATC 


GGCATAAGCT 


AATTGATAAT 


AAATATCTTC 


5520 


AAACCTTTTT 


TAGCGTTGGA 


AGAGACATTT 


CTTTAAAAGC 


TTATTTAAAG 


CTTATTAAAG 


5 5 80 


CGAGAAAATT 


TGTTATTACA 


AATAGTTCTG 


AAAAGATTAT 


TAAAACCATT 


GTATTTTCAA 


5 640 


ACTTACCTGA 


CAGCGAAGAT 


ATTCTTTTCC 


AGAACAATAT 


GCTTAATAAG 


GCACAATAGG 


5700 


CCTTTAAAAA 


GAATTAAAAG 


CCTAATAATT 


ATTATTGAAA 


ATATTTTTAA 


ACAATAAAAA 


57 60 


GGAAAGTTTT 


ATGGGTAAGT 


ATGTAAAAGG 


TTT A.TTT'f'TT 


CAATTTAAAA 


ACAGTGATAT 


5820 


T AAC TAT AAA 


AAGGAAATTC 


TTGCGGGCAT 


TACTACTTTT 


TTGAGTATGT 


CATATATTAT 


5 880 


AGCTGTTAAC 


CCAGCAATAC 


TGTCTAACAC 


AGGCATGCCA 


ATTGGTGCAC 


TAGTTACCGC 


5940 


AACCTGTCTA 


ACAGCAGCAT 


TTTCTACTAT 


AC T AATGGG A 


CTTTATACCA 


ATACGCCTTT 


6000 


AGCATTGGCT 


TCTGGAATGA 


GCTTGAATGC 


GTTTTTTGCA 


TTTTCTGTAG 


TAATTGGGAT 


60 60 


GAATATACCT 


TGGCAAGTTG 


CATTAGCTGC 


TGTTTTTATT 


GAAGGACTAA 


TTTTCATTCT 


612 0 


CTTATCTTTT 


TTAAGAGTAA 


GGGAGCAAAT 


TATAAACTCT 


ATTCCGATAA 


ATTTAAAATA 


6180 


TTCTATTTCG 


GTTGGAATAG 


GGCTTTTTAT 


TGCTTTTATT 


GGCTTTGTCA 


GCGGGGGAAT 


6240 


TAT C ATT AAA 


AATGATGCTA 


CATTGGTTGG 


AATCGGATCA 


TTTGTTGACT 


TGAAAGTTTT 


6300 


ATTTACATTT 


TTAGGATTAT 


TTTTTATTGT 


AATTTTTGAA 


CAATTAAATG 


TAAGGGGAAG 


63 60 


TATACTTTGG 


GCAATTTGCT 


CAGTCACTGC 


CATAGCTTGG 


ATATATGCAA 


TCTTTAATTT 


642 0 


AGAAGGTGCC 


CAGGCTATTG 


GAAT AC AAC T 


TCCCAGCAGG 


ATTTTAAAAT 


TTGAATCCAT 


6480 


TGGACCAATA 


TTTAATCAAT 


TAGATTTTTC 


TTATGTTTTA 


AATGAGCATT 


TTTGGACTTT 


6540 


TATATCAATA 


GTTTTTATTC 


TCTTGTTCAA 


TGATTTATTT 


GAT AC TGTGG 


GTATTTTAAT 


6600 


AAGCGTTACA 


ACAAAAGGTG 


GCATGTTGGA 


TAAAAATGGA 


AAAATTCCTA 


ATGCAAAAAA 


6 6 60 


AATATTACTG 


GTAGACGGCA 


TTGCTACTAC 


TTTTGGAGCA 


AT AATGGGT G 


TTTCCACTGT 


6720 


TACTACTTAT 


ATTGAAAGTT 


TTACAGGAAT 


TGCTGAGGGT 


GGAAAAACGG 


GCCTTACTTC 


/-non 


AATTGTAACT 


GGAACATTAT 


TTCTATTTGC 


AGTTTTTTTT 


GCCCCATTGT 


TTATTGCCGT 


6840 


TCCTGCTAGC 


GCAACTGCTG 


CAGCATTAAT 


ATATGTAGGA 


TTTTCAATGT 


GTAGAGAAAT 


6900 


AATTAAAATT 


GATTTCTTTA 


ATATTAGAGA 


AAATATTTCC 


AGCTTTTTAA 


T.? TTTTTTTT 


59 60 


GATTCCTTTA 


GCTTATAGCA 


TTTCTTCAGG 


ATTTTTTGTT 


GGCGCAGCAT 


TTTATATTTT 


7020 


AGTAAATGTA 


TCATTTAATT 


TTTTTAGCAA 


AG AAAAGATT - 


AAAATTTCTC 


CTGTACTGCT 


7080 


AATATTATGC 


TTAATTTTTA 


TTATTAAATT 


TATTTATGGC 


TATTAATATT 


TCTATAAAAT 


.7140 
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TTGATTTATC AATATATTTT ATTATTAGAT TAAAATCCAA TAAATAGCGT TGGTTTTATT 7200 

TTTGATATAA AAT AAAATTT GAGGAGTAAT TTGTAATGAA TCAATCCAAA GAAACATTGT 7260 

TATTTCAATT TAAAAATAAA ACCATTGATT ATAAAAAAGA AATTATCGGT GGTATTACCA 732 0 

CTTTTTTAAG CATGGCATAC ATAATAGCTG TTAATCCGGC AATATTATCT A.GCACAGGTA 73 8 0 

TGCCAATTGG CGCATTAGTT ACTGCAACTT GCTTAACATC AGCATTTTCT AGTATATTAA 7 44 0 

TGGGGCTTTA T ACT AAT AC C CCTATATCAC TAGCACCAGG TATGGGTCTT AATGCATTTT 7 50 0 

TTGCATTTTC TGTAGTAATT GGAATGAATA TTCCTTGGCA AGTTGCACTA GCTGCTGTTT 756 0 

TTATCGAGGG GCTAATCTTT ATTGTGCTAT CTTTATCAAG AGCTAGGGAA AGTATTGCAA 7 62 0 

ATTCCATACC GGTAAATTTA AAATACTCTA TTACGGTTGG AATAGGGCTT TTTATTGCCT 7 68 0 

TTATTGGCTT TGTCAATGGG GGAATTATTG TTAAAAATGA TGCTACATTG GTTGGAATTG 77 40 

GATCATTCAT TGACTTGAAA GTTTTATTTA CATTTTTAGG ATTATTTTTT ATTGTAATTT 7800 

TTGAACAATT AAATATAAGG GGAAGTATAC TTTGGGCAAT TTGCTCAGTC ACTGCCATAG 78 60 

CTTGGATATA TGCAATCTTT AGTCCAGAAA GCGCAGTAGC TGCTGGAATA CGTTTTCCAG 7 92 0 

ATGGAATTTT AAGATTCGAA TCTATTGGGC CAATATTTAA CCAGTTAGAT TTTTCCTACA 7980 

TATTAAGCAA ACATTTTTGG AGCTTTATTA CAATTGTATT GGTATTGCTG TTTAACGATT 8 04 0 

TATTTGATAC TTTGGGC AC T TTAATAGCAG TGGCAGCAAA AGGAAATATG TTAGACAAAA 810 0 

ATGGAAAAAT TCCTAATGTC GGCAAAATAT TTTTAATTGA TGCCATTTCT ACTACTGTTG 816 0 

GAGCAATAAT GGGAGTTTCA ACCGTAACCG CATACATTGA AAGTTGCACA GGAATAGAAG 822 0 

AAGGTGGTAA AACCGGACTT ACAACAATAG TAACGGGAAT AATGTTCTTT ATTGCAATAT 82 8 0 

TCCTTTCACC ATTATTTATT GCAGTTCCTG CTAGTGCAAC TGCTGCAGCA CTAATATATG 8 3 40 

TAGGATTTTC AATGTGCAGA GAAATATTGA AAATTAATTT CTCTAATATA AGAGAAAATA 840 0 

TTCCCAGTTT TTTAATA.CTT TTTCTAATCC CCTTAACATA CAATATCTCT TCGGGGATAA 8 46 0 

GTATTGGAAT AATATTTTAT GTTTTAATAA ACATAA.TACT TAATTTATTG GAAAATAAAA 8 52 0 

AAAATAAAAT CTCTCCAGTA ATGATAATAC TGTGCCTAGT TTTTATTATT AAATTTATTT 858 0 

ATATTTATTA ACCGATTTGT TATTTATAAA AAAAATTTAA AATTTGCAAT TTCAAAAACC 8 64 0 

TAAATTATAA AT CAT AAAAA AGAGTCTTTA TTTTTTAAAT AGTTAAGTCT ATTTAACAAC 87 0 0 

TTTTTAAAAT CTCACATAAA AC C AAAG AAA C TACT ATT AT CTTTAAAAAT T.TGCCAAAAC 87 6 0 

CGTTTAAGCC TACTTAAAGT CTTTAAAATC AAATTTCTAG .CACCCAATTT TGTTTATATT 8 82 0 

TAAATGCTTA AATTCAATTT ATTAACGGCT TTTGTAATAA GTTTTTA.TTC TTTAAGAGAA 8 8 8 0 
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GAGCTTAAAG 


TTAAAATGAA 


TTTTAAGAAA 


TTTTTTGAGA 


AAATAAAAAA 


ATAAAAGC C A 


8940 


AGAAATCTTT 


C T T G AC T TAT 


ATTGACTTTA 


TTTTTCCAGT 


TACTTTTTTA 


AAACAAATTA 


9000 


A T C T T A T 1 AAT 


ATTGATCTTA 


ATT AAGGTTT 


TTTTGGACTT 


TCTGCCACAA 


CAGGGCTTGT 


9060 


a &czr"VC r ^TT a 

i-^y-KAjL. X ^_ — X X -T^. 


AC TG AATTAG 


CAAGCATCTC 


TTTAGCTGCT 


TTTGACAAGA 


CCTCTACTGA 


9120 


TTf A A AT 1 AAT 


TTTC C AAGTT 


CTTCAGCACC 


TTTAGTTTTA 


GT AC C ATTTG 


TTTTTAAAAT 


9180 


UUV 1 iV, _ i i i 


C-CATC AGC - r ~" 


CAGTAACACC 


TTCTTTAGCA 


AGATCTGTGT 


GTTTTTCTTT 


9240 


T A A TTT A TT 1 A 


GT AAAT G TTT 


CAGAACATTT 


CTTAGCCGCA 


TCAATTTTTT 


CCTTTAATCC 


9300 


X X ^_irl X X X- X X V_ 


A JVTCCATCTA 


p^n- jyirj-i TTG T TT 


TATTAGGGTT 


G AT AT T GC AT 


AAGCTCCCGC 


9360 


T AAC AA T'G AT 1 


CCATTGTGAT 


T ATTTTCGGT 


AT C C AAAC C A 


TTATTTTGGT 


GTATTTTTTT 


9420 


ACC AAT AGCT 


TTAGCAGCAA_ 


TTTCATCTAT 


AGATGACAGC 


AACGCTTCAA 


CCTCTTTCAC 


9430 


A OP A AGT 1 AAA 


ACCGCATTAG 


AATCCGTAAT 


TTTTTT AC TT 


ATTTCTGTAA 


GATTAGGCCC 


9540 


TTT AAC A GAC 


TCATCAGCAG 


AATTTGCAGA 


TGTATTCCCA 


TCTTTCCCTG 


AATTATTACA 


9600 


ArtiaTATAAAT 


AAAAATA A AG 


TCATTAATAT 


TGCACTTAAT 


GTATTCTTTT 


TCATTAATTT 


9660 


nTfZHCTCCTT 


TTTATTTA.TG 


A ATTATTAGT 


C C AAC AAT T T 


TGTTTTTCAA 


TTTTTTATTT 


9720 


G A A A A A AT AA 


TTTTTTCA AA_ 


TTCTTCAATA 


TCTTGAATAA 


ATATTGAAGA 


ATTTGAAAAA 


9780 


T ATTGTCTTA 


ATTTGATTTT 


AAAAT C GAC A 


TAAGCAAAGC 


CAAATATGCT 


AAAATTAAAT 


9840 


G a AHT A TACT 


TT AAT AAA A A. 


AAGTTTTAAT 


T T AT T T AAGG 


AC T T AT AT AA 


TGAATACTCA 


9900 


GGC A AT A CTT 1 


GTATTAGATT 


TTGGATCCCA 


ATATAGCCAA 


CTAATTGCAA 


GAAGAATTAG 


9960 


AG A a AT^onr 


GTTTAT AC AA 


AAGTAATACC 


TTAC TAT AC T 


CCTTTAAAAG 


AAATTAAAAA 


10020 




TCAGGAAT A A. 


T AC TAAGTGG 


AAGTCCTGCT 


TCTGTTTATT 


CAAAAGAAGC 


10080 


TCCTACCTTG 


AATATGGAAA 


T TT T T AATTT 


GAAAAT AC C T 


ATTTTGGGTA 


TATGTTATGG 


10140 


AATGCAAATA 


ATTGTTAAAT 


TATTTGGGGG 


CCTAGTATCT 


AAAGACTCTA 


AGCAAGAATA 


10200 


TGGGAGCTCT 


GAAATCTTTC 


TAAGAGATGA 


AAAATCTCTT 


T TAT TTTC AG 


AACTTCCAAA 


' 10260 


CAAATTTCAA 


ATTATCATGA 


GTCATGGAGA 


CAGTATTGAA 


AAAATTCCTG 


ATAATTTCAA 


10320 


AC AATT AGC T 


TTT AC AAAAA 


ATTGTATTGC 


TTCTATATCA 


AATGAAACTC 


AAAAAATTTA 


10380 


CGGCCTACAA 


TTCCATCCAG 


AAGTAACTCA 


TTCTGAATTT 


GGTGATCAAA 


T AATT AAAAA 


1 n a a n 

X U Se 4t u 


TTTTGTTTTT 


AAAATTTGCC 


AAGCCCAAAT 


TAATTGGTCA 


TTAGAAGGCA 


ATCTAGAAAC 


1050p 


CATTGTGAAA 


AAAAT T AA.GC 


TTAAAGTGGG 


AAGCAAAAAG 


GTTATTTTAG 


GACTTTCTGG 


10560 


TGGCACAGAC 


TC TTT AG TTT 


GCGCATTGCT 


TATAAAAAAA 


GCTATAAACG 


AAAATTTGAT 


10620 


CTGCGTTTTT 


G T AAAC AC T G 


GATTGTTGCG 


C AAAAATG AA 


GATAAAAAAA 


TACTAGAATT 


10680 









858 
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AAAGCATCAA 


TATGATTTAA 


ATATAAAATA 


TATTGATGCT 


TCTACAAAAT 


TCTTGAACCG 


10740 


TTTAAAAAAT 


ATAAGTGATC 


CTGAGGAAAA 


GAGAAAAATA 


ATAGGAAAAG 


AATTTGTAGA 


10800 


TGTTTTTGAA 


AAAATTACTC 


TAGAAGATCA 


AAATATAGAA 


TATTTAGCTC 


AAGGAACAAT 


10860 


TTATTCTGAC 


GTAATTGAAT 


C T AAAT C AAA 


AGACAGCTCT 


TCTTCAAAAA 


TCAAGTCTCA 


10920 


TCACAACGTA 


GGGGGACTCC 


CAGATAAGAT 


GAGTTTAAAA 


CTCTTAGAAC 


CTTTGAATGA 


10980 


ATTTTTTAAA 


GATGAAATAA 


TTCAAATCGG 


AATAAATC T A 


GGTATTAAAA 


AAGAATCTCT 


11040 


TTACAGACAT 


CCATTTCCCG 


GCCCAGGACT 


AGCTATAAGA 


ATAATTGGAG 


AAGTAACACA 


11100 


AGAAAAGATA 


AATATCTTAC 


AAGAAGCAGA 


CAATATTCTA 


ACAGAGGAGC 


TTTTTATAAA 


11160 ' 


TGATTTATAT 


TATCAAATAA 


GACAAGCATT 


TGTTGTATTG 


CTTCCTGTCA 


AATCTGTAGG 


11220 


CGTAATGGGA 


GAT C AAAGG A 


CATACGAATA 


TACAGCTGTA 


ATTAGATGTG 


T AAAT AC CCA 


11280 


AGACTTCATG 


ACTGCAGAAT 


GGACTGAACT 


TCCTTACAGT 


TTTTTAAAAA 


AAGTTTCTTC 


11340 


AAGAATAATT 


AATGAAGTTC 


GGGGTATAAA 


TAGAGTTTGT 


TATGATATAT 


CTTCTAAGCC 


11400 


TCCATCAACC 


ATAGAATGGG 


AATAATAAGA 


ACAATAAAAA 


GGAAAATTTA 


TGCCAAATAA 


11460 


GATAACAAAA 


GAAGCTTTAA 


CTTTTGATGA 


TGTGTCTTTA 


ATTCCAAGAA 


AATCATCTGT 


11520 


ATTACCTAGT 


GAGGTTAGTT 


T AAAAAC AC A 


ATTAACAAAA 


AAC AT AT C C C 


T AAAC AT AC C 


11580 


ATTTTTAAGC 


TCAGCAATGG 


ATACTGTTAC 


AGAAAGCCAA 


ATGGCAATAG 


CCATTGCTAA 


11640 


AGAGGGTGGA 


ATAGGAATTA 


TACATAAAAA 


TATGTCAATA 


GAAGCTCAAA 


GAAAAGAGAT 


11700 


AGAAAAAGTA 


AAAACATATA 


AATTCCAAAA 


G AC TAT T AAC 


ACTAATGGAG 


ATACAAATGA 


11760 


GCAAAAACCC 


GAAATATTTA 


CAGCAAAACA 


ACATCTAGAA 


AAATCCGATG 


CATACAAAAA 


11820 


TGCAGAACAC 


AAAGAAGATT 


TTCCTAATGC 


ATGCAAAGAT 


TTAAATAACA 


AGCTAAGAGT 


11830 


AGGTGCTGCT 


GTTTCTATTG 


ATATTGATAC 


CATAGAACGA 


GTTGAAGAGC 


TTGTAAAAGC 


11940 


ACATGTAGAT 


ATACTTGTCA 


TAGACTCTGC 


CCATGGACAT 


TCTACAAGAA 


TAATAGAGCT 


12000 


TATCAAAAAA 


ATTAAAACCA 


AGTACCCAAA 


CTTAGACCTT 


ATTGCTGGCA 


ACATAGTAAC 


12060 


TAAAGAAGCT 


GCATTAGATT 


TAATAAGTGT 


AGGAGCAGAT 


TGTTTAAAAG 


TAGGAATAGG 


12120 


TCCGGGTAGT 


ATATGCACAA 


CAAGAATCGT 


TGCGGGAGTT 


GGAGTTCCCC 


AAATAACAGC 


12130 


AATCTGCGAT 


GTCTATGAGG 


CTTGTAATAA 


TACAAATATT 


TGTATTATAG 


CAGATGGCGG 


12240 


AATTAGGTTT 


TCAGGAGATG 


TGGTTAAAGC 


CATCGCAGCA 


GGAGCTGATA GCGTAATGAT 


12300 


AGGCAATCTC 


TTTGCAGGCA 


CAAAAGAATC 


TCCTTCTGAA 


GAAATAATTT 


- ACAATGGAAA 


12360 


AAAATTCAAA 


TCTTACGTTG 


GAATGGGCTC 


TATTTCTGCT 


ATGAAAAGAG 


GCTCCAAATC 


12420 



AAGATATTTT 
CATGGTACCG 
GTCTGGAATG 
TGTAAAAATA 
ATAAAAATAA 
GCATCCTTCT 
TGTTTTTGTA 
AATTCTAAAA 
TTGTTTATAG 
GGTTTTATTT 
TCGTTTCTAA 
TCAATTATTA 
TTATCTGATT 
GATGTATTTT 
CATCCTGATC 
TCTTCATTCT 
TCAGCAATTT 
TTACCATTGG 
CTCAAATTGC 
GAACTATCAT 
TTTCTAACTT 
GAATTAATAC 
GGAACATTCT 
CTATTATCTG 
TTATTATTCT 
CCACTAACAA 
ATTGGTACAG 
TTTAGCGTTA 
GCTTTGCCGT 
GATGAGCCGG 



CAACTAGAAA 

TATTCTGGAA 

GGCTATTTAG 

AGCCATTCTT 

AAAAC AT T T A 

TTTAAAGAAA ' 

ATGCTTTTTC 

TAATTAAGTT 

C C AAAT C AAA 

CAGATAAATT 

AAAGATAACT 

TTGCTTCTGC 

TTATTAAAAG 

CAGTTTGAAA 

TTATTATTTC 

CAAGCTGTAC 

TTCTCTGGCT 

GATATCCTGC 

TTTTATAAGA 

TAAGAACGCT 

TAACATTGTC 

CCATTGAATA 

TAAAAATTGC 

TGACAAAAAA 

TTTCAAGAAC 

CCATATTCTC 

GAATAAATGT 

TTTCTAAAGT * 

CAAAATACTC 

TTTCTTTATC 



ACAACGAACC 
AAT T AAAAG A 
GAGCAGCAAC 
CATTAAAAGA 
T C AAAT T AAA 
TAACAACCTT 
TAGTATTAAT 
AAAG AAAT G A 
AGATCTAGCT 
AAATCTTTCC 
AGAAGAAGTT 
TTTTTTTAGA 
TTCATCATAT 
GATGCTTAAG 
AT AATT AC C A 
ATTAATATTT 
ATCACTTGTA 
ATCTGCCAAA 
GTAATCAATA 
CTCTGTTAAG 
AAGCGGTTTT 
ATAATCGTCC 
ATCCAGCTCA 
TAT AAT AC TG 
AACCTTTTCA 
GGGGTCTGTC 
TTGATGTACT 
TTTTTCATCA 
TTCTGCATTT 
TAAAATTCTA 



859 
TAAAAAATTA 

TATTTTGACT 

AATATCTGAT 

ATCCCATCCT 

TAACTAACAT 

GGTAGGAAAA 

ATATTAATGC 

ATTCTTAATT 

ATAAACCATT 

GAAATATTTG 

ATATTAAGAA 

ATTTCCTGTC 

TCAGAATTTG 

AACGTCATAG 

TTTACTCTAC 

AAGTTTTTCT 

TTGTACTTTA 

AGCTTCTTTG 

TAATCTGGAG 

GTTTTTCTAT 

ACTTTCATGT 

CTAAGCTTAA 

TCATTTAAAT 

TCAAGAACAA 

TTTAAAACTC 

CACCTTTGCC 

AACATATCAA 

AGAGCTTTAA 

TTAATAACGG 

AGATAAGATT 



GTCCCCGAAG 
CAATTAAAAG 
TTAAAAATAA 
CACGATGTTT 
CTTTAAAAGA 
GAATAATAAA 
TTACTCTATT 
TAAGAATTCA 
TTTACTTAAA 
GCTCCCAACC 
ATACAGCCGG 
TTTTAAAAAT 
AATATCCATA 
GATCAGCATA 
TATTTATATA 
TCCACTGATT 
CTTTTAATAA 
CCATTTCAGC 
TTGCTCTTCT 
C AAT AGC AAA 
T G AAAG AAT A 
GATCCTTAAG 
ACATATTATA 
CATCTTTGGA 
TAGATTTTAA 
CATACTTTTC 
GAAAATATGG 
TTCCAAGCTC 
ACTTAATCA-T 
TTCTTATTCt 



GAATTGAAGG 
GCGGTTTAAT 
ATTCTAAGTT 
TTAGCATAAC 
TCAAAATATT 
TATAGCTTTC 
TAAAAATAAT 
TTTCTTATTT 
TCATTTAATT 
TTTCCACTTG 
AAAATCTCTT 
ATCTCTCTCA 
AGATGAAAAA 
ATCTCCTGAC 
TGTTGAC C AT 
TTGAATAAAT 
AGGAAAATTA 
AT C AAAT AAG 
TGTAGGAATA 
AGACAGCGCC 
AAAAGAGGTT 
CAAATCTGGT 
AGCTGTAATG 
ATTATAATAT 
TTTGAAAGGA 
AATAACGTGC 
CTTTGGAGAT 
AG AC T C ATT T 
GTTAACAAAA 
TCGGCAGTAA 



12480 

12540 

12600 

12660 

12720 

12780 

12840 

12900 

12960 

13020 

13080 

13140 

13200 

13260 

13320 

13380, 

13440 

13500 

13560 

13620 

13680 

13740 

13800 

13860 

13920 

13980 

14040 

14100 

14160 

14220 
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TGGAAACTCC 


ATCACTCCAA 


ACAAGATTAT 


CTCTTAAATG 


AAACGTATAA 


ACTACTCCGT 


14280 


CATCAGAAAT 


ATCCCAACTT 


TTAGCAAGTC 


CCGGTCTGTA 


TCCTCCAGTC 


CTGGGATCTC 


14340 


CATCTAAAAT 


GCCAAGAAAC 


ATTTGGCTTA 


CAATCCCTGA 


TCCAACCGTA 


TCGTTTATTA 


14400 


ATTGAGCATC 


TAAAGTAGCA 


GGCTCACTTC 


CAATATTTAG 


CTTAAAAACC 


AATTTGTTTC 


14460 


TATTACTTTC 


ATTAACACAA 


GAAATAAGTA 


AAATTAAATT 


GAGAAATAAT 


ACAACTTTTA 


14520 


ACTTTTTTAT 


CAATATTTTC 


ATACAAGCAT 


CCTTACAAGT 


TTTTATAAAT 


TTAAATTTTG 


14580 


' CCTATATTTT 


ATTATATATG 


AAATATAATT 


TCACATTAAC 


GTTATTAAAA 


GCACTTAAAT 


14640 


TATTCTAAAA 


TAAAATTAGC 


ATTTTACATT 


AAATAAGCAA 


AATAATTGAT 


CTTATATTGA 


14700 


AAAGATTATA 


ATCTTTTATT 


GCTTGCTCTC 


CAATGGTTAT 


TATACATATA 


AAAAATAATT 


14760 


TTAAATTTAA 


TTATTTATCT 


ATTTGTAAAT 


TAGATTTATT 


TAGATTTATT 


ATTTTTTAAT 


14820 


AAAAAAATAA 


ATTAATATTG 


AATTTTAAAA 


AATTAGAATT 


AAATTCTAAA 


CTAAATTTCA 


14880 


TATTTAACAC 


TTCCTTTGTG 


GCAATAAAAG 


TTCTATACAA 


GAACTTTCTT 


GCTTTTAAAA 


14940 


CACCTTTTAA 


AGAGTTTAAA 


AACTTTCTTA 


TATATTTCTA 


AC AAAAGC AA 


TGCTAAACAA 


15000 


AAGTAGCAAC 


CAAAAATCCC 


TAAAATAATG 


ATTTAAAGAA 


ATAAAAAATT 


AATTTATCAA 


15060 


AAATTGTTTG- 


CAATGATCTA 


ATAAAAAATA 


TATTATTATG 


TTCACTAGTT 


TATAATTTTT 


15120 


TTATCAAAGG 


AGAGGAATAT 


GATATTATAT 


CAAAATCAAT 


TAAAATTTTT 


AAAATTGTTG 


15180 


GTATTTTTTT 


TATTAATATC 


TTGCACTTCC 


TTAAACGTTG 


AGC AC GAT C A 


ATTTGGAAAA 


15240 


ACATTTAGAA 


TATACCAAAG 


CTTAAATAAA 


AATGCAGAAC 


TTAAGGGTAT 


TTTTAATTAT 


15300 


AAAAC AGGAA 


TAACTAAAAT 


AGTATTATAC 


AC AAGGTT T A 


GAAAC CAT AG 


TATAACAGAA 


15360 


CAGAATCCTT 


TATTGCTGCT 


GGATGGAACT 


AAAATTGAGG 


GAAAAGTAAG 


CTACAAAAGA 


15420 


GATAATAACC 


ATTTTTTTGG 


CAACTGGATT 


AATTATTCAT 


CATTTGTTTT 


GACCAAATCT 


15480 


TTATTGGAAA 


GGATGATTAA 


AGAAGAAGAT 


GCTTCTTATA 


AGAATAAGGA 


GGTTAAAATT 


' 15540 


AGAATTGGAT 


TAGAAGATTT 


AAGCTTGAAA 


AAATATAAAA 


TTTTGGACTT 


TCTAGTAATG 


15600 


GTTGAATCGA 


TTGAAAATAA 


AGATTATAAA 


AGTTAATTTT 


TTAATTTATT 


GGTATTTATT 


15660 


TTCAGTTTAA 


AATAAATTTT 


TATTGCAAAA 


TAGAATTGAT 


ATAGAGGCTA 


TATTATTCCT 


15720 


■ ATTTT AATTC 


TTTGCAAAAA 


TGACAAAGGC 


TACCTTGTGG 


TAGCCAACTT 


ATTATTCTAA 


15780 


TCAAACAACA 


AG AGC GAG AC 


ATTGCATCTC 


AATCTATATA 


GATTATTATA 


TAGTATTTTA 


15840 


TTTTTTTGTA 


AAGTGTTTTT 


GAAACATTTT 


TTAAATATAG 


TACTATTTTA 


TAAATATAGA 


15900 


ATATTATTTT 


TTATTTTTCA 


AATTGTCATA 


TTTATTTTTA 


ATATTTATAA 


GTAGTTTTTG 


15960 
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AT TAT C AT AA TATAGCTCTT TTAATAAGAA GCTTACAAAG TTTGTATTTG ATTTATAAAA 16 020 

ATTAAGGCTT TTTTCGTCTT CAATTTTTAG CCTAAGTGAT CTATTTAATA TCCTTTTTGA 160 80 

ATT AAC TATA GTCTCATTAT TTTCTAAAAA TTGCATAGCA TAATATATTC CTTTTTTTAA 16140 

AATTAATTCA TAATTGATTT TACCACTGTC AATTCCTATT GCTAGTTTAA TATATCTATA 16200 

AACAGTAGTT TTTGCCATAT TATAATCTTT TATAAAATGA CCAAAGCTTT TATATTTGTC 162 60 

TATAACATAG TACTTATTAT CATTAATTTC TTTTAGAATT CTAGCTGTTT CAATTTTATT 16320 

GTAAGATTCC TCTTTTATCA AAATTTTTAG TTTTTCTTTC AATTTTAAAT ATCTAGATTC 163 80 

TCTGCTTTTT TTTATTTCAT TTCCACTAAG CTCAATTCTT TTGACAATTT CTATTTTTTT 16 440 

ATTTAATTTC 'ATCTTTTATT TTTACTCCAT TGCATAATTT CAAATTAGTT CCATATGGAA 16500 

CTTTTAGTTC CATATGGAAC TAATTTGAAA TTATGCTTAA AAAATTTTCA AGTATATTTT 16 5 60 

CATAAGCTTT ATAATAATCT TCATTAGAAT TGAATTCTTC TCTGTAAAAA ATGGTTTTAC 16620 

GTAAATTATC TCTTTTTGGA ACAGTTCCTA AAAATTTGCC TTTATATTCG CATTCAATAA 16680 

ACTTTTTAAG TTCTTTATCA ATATTTTGTC TTTCAATAAA TTTGGTTATT AAATAAAATA 16740 

TTGGCAAATC CTTTCTAAAA AGATCATCAA GCCTGTTAAT TATTAGGTCT AAACTTTCAA 16 800 

TTGCCCATTG GTCTGTTGGC AAAGGTATGA TTAAGTAATC TGAGATGATT AAACTATTAT 168 60 

" TGAGC AAGCT TCCTAATGTG GGTGCAGTAT CCATTATAAT AAAGTCGTAT CTGTTTTGAA 16 92 0 

TAAAACTTAA GAAAATTTTG AGTAAATTTT CTTTCAATGA AATACTTTCT TCATTAAATC 16980 

TACTCAGGTT TATGTGGCTT GCTATGAAAT CTGTATTATT ATCTATTTTG ATTGTTGAAT 17040 

TTTCTATGTC TATTTCTTTT TTAAGAACTT TAT AT AT AT T GATATCTTTT GGACTAAGGT 17100 

TTTTTTTTCT TAATATATTA ATATAAAAAC TTGTACTACT TGCTTGTGGA TCTAAATCTA 17160 

TTAATAATAT TTTATTATTT TTTTTTGAGA GTATGTTTGT AAACATTAAT GATGTTGTAC 1722 0 

TTTTTCCCAC CCCCCCTTTT ATTGATGCAA TTGTTATTAT TTTTGTGTTT TTTTTATC C A 17 2 80 

ATTTACTATC CCTTTATTAC TTTCATATTT TTTACCATAA AATTTATGTA TTTCTTCTTC 17 3 40 
AATTTTTAGA GTTCTTTCTA AAAGAGATTT ATAAAAAAGT TTATTTTTAT TTTTTATCTT 1 17400 

GGTGAATATG TATAAGCTTC TTAAATAACA AAAAACGCTT CCTTTTTTAA ATTTGAATTC 174 60 

CAT AT AAAAT ATTTTTTTTA ATCTTATTGT TTTTTTTGTT CCTTTTTCTG AAT AATT TAT 17 520 

AAC AAATGGT CTTGGTAGGT TTTTAAAACC ATAAAAAATT CCTAAAAATT TATCGTTTTC 175 80 

TTTTACTGAA AATAAATGAA AACTTTCGTA TTTTTTATTA TTAAATATAT TTCTCAGACA 17 6 40 

TAGCCAAAAT TTTCCTTTTT TGGGTTTTGC TTCAAAATTA TTTATCATGC TAAAGATTTT 177 00 

TGTGTGATAA ATAATTTTGT TTTCTAATTT TTCAATTTTG TTGAAAAAAT TTTTTTTTGT 177 60 
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TTCTTTATTT TTCATTATAT TATTTTTGCT TTACTTTTTA ATTTTTTTGT CATATTTTTG 17 82 0 

TTTTTTTATT AGAGTCTTCA TTAATACAAT AGCATTTTTT ATGTTATTTG ATGTATGTAT 17 880 

TTGGTTCTCG TTTTCATAAT TTTTTTCTCT TTCCATTTTG TTTTTAATTT TAAATTTTTT 17 9 40 

TATTAGTTTA TCAAAGTCTG TATTTTTGAA TTTTTTTGCC AT AAAC CAT A TTTTTTGTTT 18000 

CTTTTTTTCT AGATTTTTTT TATAAAATTT TATAATTTTT TTTTCTTCAT ATTCTTTTAA 180 60 

TTCTTCCATA AAATCTTTTA AGTTCCATAA TGAATTCTTA TAAGTTATGT CGTTTTCTGT 1812 0 

TATTTTTTTT ATTTCTTCTA GATTTATTGA TTTTGATTTT TTTTTTATTT CTTTTTCTAA 18180 

GAAATTTATA GTTTTTTTTA TGTTTTGATT TTTTCTTCTA AAAGAATATT TAGAATTCTT 18 2 40 

ATATTTTTTA CTTATATTAT TACTTAATAC ATGTGAAGTT ATTTGATGTG AAATTTTGTA 183 00 

TTTTTGAGAT TCTTCTATTA TTTTAATTTT TTTTAGTTGC TTATTTTTTG ATTTTTCATG 18 3 60 

TTTTGTTTTT TTGTCAATAA AATATGCTGT ACTGATAATT TTTTTAGCTA ATTTTTCAAG 1842 0 
GGCTTTATTT ATTGTATAGT AAGTAAAACT "TCCATTGTTT TTTCCAAGTG GATTGAAATG . 18 48 0 

ACTTTTAATT AATCCTAAAG TTTCAAAAAT TTTTATATCA TTTTGTATCG TCCTTTTAGT 18 540 

GACCCTTTTG AATCCTTTTT TTTCCAATAT AGAATTTGTC ATTGCTACAA CATTGCTTAG 18 600 

AGAGTATTTT TTTTTAGATA TGAAGTAGTT GGCGCTTAGT TTTTGGATGA CCCAAAATAT 18 6 60 

TTTCAATCTT CGGTCTACTA CTTTATTAAA AGGCATCTTG TTGGTTTTTA TTTGATACAT 18720 

TTTAAGCTCC TATCGTTTGA TCTTTTATTG CATTAAGCAC TAAAATTAAT AGTAATACAC 18 780 

- TTATTTAAAA AAGTAAAGTT TTGTTGGTGA ATTTGCATTC AAATGTGTAA GAGTCAATAA 18840 

GTTAAAATTT ATGCCTACTT GATTGCAAAT TTTTTATGCA ATGATCTACT TCTTTTAAGA 1890 0 

, ATTTTAAAAG AAGTGGTTTA TATATTTCAA ATGTGAATTC TCCCTTTTGT CCGTAAGATT 189 60 

TTAATTTTAG AGTAATATCT TTTTCAATGT TTTTTGCTAG CTCTATTATT TTTTGAGGAG 190 2 0 

TTAATACTAT ATTTAATGTT TCTTTTATTG TTTTTGAATT CTTTAAGGCT CTCACAGGAG 1908 0 

GCTCCATTTT TAATTTTCTA TCATTCTCAT CATAAATAGA GTTTAGAAAG CGTAATTTAT 19140 

CAGAGTATAA GCTTAAATTC AAAAACAGTA TATTTAAATT TTCACAGGGG TAATAATTTG ~ 192 0 0 

C T AT AAC AAA TGTTTCGTAA GTTTCAGAGG GAGCGTCTGA TTTTTCAAAT AATTTTGGAA 192 6 0 

TTTTCATACT GTAGATGTAA TAATCCTCTA TTTCATTATA TTCTGTTTTA AGCTC TGTTT 1932 0 

s TTTCAATTTC AATTTTTCTA TTATCAATAC GTTTTTGCAA AATATTTTTA GATATTTTAA 19330 

TTTCTTTATC AAAATCTGTT ATATATGCTA AAATATACTC C TTATTAAAT ■ TTTATACTGT- 19 440 

GCGATACGTT CCAATTGTCC TTAAAGTCAA TGTTAATGTA TTTCCCTGTG CTTTTATCGT 19 50 0 
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AAATGTAGGT TAATAGATCT CTTGAATTAG TTAGTGAAAT ACTGATAATG CTTTTATTAA 19 5 60 

AGCTAGATTT TACTTTGAGT TCTGCTTTAT ATTTTGAATA ATTAATTTTT TCTTCATTTA 19 62 0 

TCAAAATATT TTCAGGATCT ATTTGTAATC CTTTTTTTTT GATGAAAATA TTGACTTTAA 19 63 0 

, AATTTTCTTT TTCTGTTAAA GGGTTGTATA CTCCCACAAT GGATATTTTA TTATCATAAT 197 40 

TTCTGCTTAT TATCGAGTCT TCTTGAAATT TTAGTTTTCC TAATTTATGG TTTGTATCGT 19 800 

GTAGATTGAA ATTACCATTT GGGATGGATT TGCAACCTAA AATTAACAAA AATAAGGAAA 19860 
TGTTTTTAAG GTATTTCATT TTTTGTTCCT TAAGTGATTC TATATAACTG TATAAATTTA ' 19 92 0 

ATTTTAGTGC AATAATTATA TTCTTTTTGA TTTTAATTAT TAAAGAATTT GTTATACTTT 19 980 

TTATGCAAGC TTTTCTTTAA TATTAATATA TTTTAGTATA TTTAATGAGA AATTTTAGAT 20 0 40 

GAAAAAAAAG TTTAATTTTA TTTTTCCCTT TATTATTTTT TTGTTTTCAT GCAATATTAG 2 010.0 

TGTTTCTTCA ATTTTTATTA GACCTTTGGA TGAGGTAATA AAAAGTGAGA TTGCTTTGTA 20160 

TGAATCGTTA GGAGATGGTA AATTTAAAAC CGGCATTCAT GCTAAGAATT ACTTTGATTC 2 0 220 
TATTAAAGAT ATTAGTTATT ATTCTTATTT TTTTATTTTA GATAAATTTA GCAATAATAT , 2 0280 

T AC AAT G AAA TTGACTTTAA GTTCTAAAAA AGCAAACTTA TTAACCTATG ATTTTGGTAT 203 40 

TTTTTTTGAT CGTAAATTTA AATTAGAAAT TGTTAATTTA AATTCAAATG AACCTGAATT 2 0400 

TAGCGGTATT GATAGTTTTG ACAAAAAAAT TTCTTTTAAA AATAGAATCA ATGGTAATAT 2 04 60 

TCAGAATTTT GCCACTATTA TTTTTAATTT GGACGACATA AGGGCTATTA ATCGGGAGTT 20520 

TG AAC TT AAA AATAATATTG AGGATCTTAA TTCTTCTACC AATGAATTTA TATATTTTCT 20 5 80 

TGATAGTTCT AAAAATC TTG ATTTAAGAGA GTCTTACATT ACTGTTTATT ATTATGTCCT 2 0 640 

TAAAGCAATT GAAAAAT T TT TACAATAAAG AAACTTTTTA TTAGTGCATT TATTTATTTT 2 0700 

CTATTATTTT GAATTTTTCC CAAGGTTCTA TTTTTTCAAG TAGATATATT TCATCATTGA 2 0760 

TTATTTTCCC AACTACGTTT AC AAGAC CAT TATTTGGGGT ATCTTTTAGT GCTATTTGAA 208 2 0 

GTTCTCCTGT ATAACCCAAG TATTCTGAAG AATCTATTAG GATGTCTCCT TTTTTAATTT 203 3 0 

CATTTGGAGA ATGTACAGGA AATTTTTTAT TATTGTAGTA CACTCTTGGC ATAGTTGATC 20940 

GAATTCTATA GGAATTAATG TCACCTCTAT TAAAATGTAA ATTTTCAAGG ATTATTTCTT 2100 0 

TTTCTACTGA ATTTGCATCT GGATTTAGGT CTGCTTTGAG CTCTAAAATA TTTCTGTTTA 210 60 

CCTTTGATAC TTTTTTTAGT TCTGTTTCAC TTGGAAAACA ATTAGAAATT AGGAC TGT AT 21120 

CTATTCCTTC TTTGAAAAGA TCTTTTGCTT GGGTTTCTAT ATCTTTAGAT CTATGTGATT 21180 

CTAGCGTAGG AACACCTTCT TTTTCTTTCC CTCGTGCGCA TTCTTCTGCA TTATTAGAGC 212 40 
TAATAAATGC GGCTGTTGGG ATTGAATAAT GTTTAAATAT TTTTGTTGTT TCTTTAAAGA " 213 00 
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AATTTCTTGA 


AAGTCCTGTA 


T i r £ r ^"VQ ! T-Q~ G 


GATAAAAATT 


ATGACACCCA 


AGTAAATTTT 


21360 


TTATATTAGG 


CTTAAAATAC 


ATT AT TGT AT 


CAATATGTTT 


ATTTATATTG 


CTTATATTAA 


21420 


GTTGAATCTT 


AAGGTCAGAG 


7 CGTT AAA-AG 


TCATCAA.TGA 


TTCTTCAATG 


CCTGTGAATG 


21480 


TATTGTCTAA 


TCTAA.TTGCC 


C.AGGCGCCA--. 


GCTTTTTAAA 


ATAATCTAGT 


TTTGGACAAT 


21540 


TTCTAAGATT 


TG AAAGA.T C A 


ATGCCTAA-7T 


CTTTGAAAAT 


TTCAGGACTT 


ACGTCAATAA 


21600 


TAGGTTTCAT 


TCCGTCTTTA 


TTTGCAATGC 


TAAGTAATTC 


TTTGAATATG 


TCAAATTCAT 


21660 


TTCCGTTAAT 


ATAGAGCAAA 


GA.GGTAAATA 


CTTGAGTAAA 


TCCAAAATGA 


GCACTTTTTT 


21720 


CAAGATATTT 


AATAA.TTTTA 


TTTTT AGGAC 


TTACATTGGG 


GTATATGGAT 


ATTCCAATTT 


21780 


CTTTCATTTT 


AGCCTTCCTT 


AAACTGAA.CT 


TTTACTGTTA 


AATGCATTGA 


TTGCAAGTTG 


21840 


TAATACTTTT 


TCGCCA.TTCA. 


TTGTTC CA.TA 


ATC GATTGTG 


TTAATTATTT 


CGATTGGAAT 


21900 


TCCTTTGGGT 


TTTGTGATTC 


CTTCAAGTCT 


TTTTTTA.TTA 


AATCTTGACT 


GTGGTGCAAG 


21960 


TAAAACAACG 


TCAAATCGG7 


CAAGAACTTC 


GC TAAGGCGT 


GTCTCAGCAA 


TAGCTTCAAT 


22020 


TGTTGCATTT 


ATATTTTTTG 


ATTTGGCA.TA 


rprnrprpj — ^ AA^T 


CTTTGTACCA 


GCATACTTGT 


22080 


GGACATCCCA 


GCTCCACATA 


C AAGT AG T AT 


GTTCATA.TTT 


TCTCCTATTT 


TTTTATTTCA 


22140 


TTTATTATTT 


TGTAAACATT 


GATTAATTCT 


TCAAAAA.TGC 


TTAATTCTGA 


AATTGCAGAC 


22200 


ATTAAATGAT 


CTTCAGCATG 


AAT T AAAA.T A. 


AAAGGGGTTT 


TGACAGAGTT 


TGGATTAGTG 


22260 


GCTGATTGAT 


GTATTA-TTTC 


TCTGTGTGCT 


TCATGGGCCT 


TTGCAATGGA 


TTTTTTACTT 


22320 


TCTTGTATAG 


TAAGCrCTGC 


CTTGTCATAT 




TGGC ATATTC , 


TAAAGCTTCT 


22380 


CTTAGAAAGC 


TTTTAGCCTC 


ACCAGAGTAA 


GC T AC AAC AG 


GCATGCTTAT 


' TTTGTCTATT 


22440 


- AATTCTTCTA 


TGC 7ATATAT 


TTTTTTATTC 


ATGTATAAAA 


TATACTCCTT 


TTATTTATAA 


22500 


AGCAATAATT 


AATACTATTC 


AATATATCTT 


ACAAATA.TTA 


TATTATAAGA 


TATATTTAAA 


22560 


ATAAATAATT 


TTATTA.TAAA 


TATATCTTAT 


AAGGATTTTA 


TTATCATTGC 


TATTAATTAT 


22620 


ACCATGTTAT 


TATAAATATT 


GTAA-GTCATT 


AAT TAT AAC T 


TTTAATTAGT 


TTTTATTGAG 


.22630 


AGATAAATTA 


TATTATAATA. 


AATATTGTAA 


GTTATTAATT 


ATAACTTTTA 


ATTAGTTTTT 


22740 


A TTGGAGGAT 


GGT77TCATG 


AATTTTCAAG 


ATTTTATTGA 


AACTACTTTA 


GTTCCTATTG 


22800 


CTAGCAAAAT 


TGGTTCAAA.T 


A.GATATTTAA 


TTGCTTT AAG 


AGATGGCTTT 


ACTTTTTCTA 


22860 


TGCCCTTTTT 


AATAGTTGGT 


TCTTTTATTT 


T AC TTTT AGT 


TAATTTGCCC 


TTTACAGATT 


22920 


. CTCAAACATT 


GTTATACCAA 


CAGTGGTATG 


TTGATTTAAT 


GGC T AAAT AT 


- AAAGGAAATC 


22980 


TTGTTCAGCG 


ATT7TA.TGTA 


AGTATGGGTA 


TTATGTCTAT 


ATTTGTTGTT 


TTTGGTATTG. 


23040 
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GTTATAACTT ATCTAATCAT TATAAACTTA GTGGGATTAC AGGAGGATTT TTATCTCTTT 2 310 0 

ATACATTTTT AATTTTAGCT GGACAATCAG ATTGGATACC TTACGGTGGA GATGCTGCTA 2 3160 

AATGGGGAAT TCAGCCCAAT TCATGGTTTC C TGTAATTG A TGCAAGATAT TTTAGTGCTC 23220 

AAGGAGTATT TACGGCTATT ATTGCTGCTA TTTTTTCTGT TGAGGTTTAT AAATTTTTAG 2 3 280 

TTCAAAAAAA TATGGCAATT AAGCTTC C AG AGTCTGTTCC GCCTGCTGTT TTAAAATCTT 23 340 

TTGAAGCTTT AATTCCTGTT GTTGCGCTTT CAATTGTAGC TCAAAGTGTT AATATTGCTA 2 3 400 

TTCAAAGTTC TTTAGGAAGC CTTTTTCCCG AAATAATTAT GAGCATGTTT AGGCCTGTTT 23 46 0 

TGCAAATTAG CGATACTTTA GTTGGGACTT TAACAATTTC TTTTATTGTT CATATATTAT 2 3 520 

GGTTTTGTGG TCTTCATGGT ACCAATGTTA TTATTGCTCT TCTTAATCCT ATAATTTTGT 23 5 80 

CAAATCTTGA TTCTAATATT AGGGCTCTTT CTGACAATCT TCCACTTCCT CATATTTTAG 2 3 640 

CGGGGGGATT TCTTGATTCA TTTGTGTATA TTGGTGGTGC TGGCGCAACC CTAGGGCTTG 2 3 700 

CTATTGCTAT GATGCTTAGT AAATCCCAAC ATCTAAAGGC TATAGGTAGA CTTTCATTTG 237 60 

CGCCTGGTCT TTTTAATATT AATGAACCTA TTATGTTCGG TGCACCAATA GTTTTAAATC 2 3 820 

CTATATTAGG CATTCCTTTT TTACTTATCC CTATATTTAA TATAATTGTT GC AT AT AC TC 23 8 80 

TTACTAATTT TGGAATTATT GAAAGGGTTA GAACTCTGGT TCCATGGACA ACCCCTGCTC 23 940 

CTATTGCAGC TTTTTTTTCT ACAGGGCTTG ATATTAAATC GTTTGTTCTA GTTTTATTAT 2 40 00 

TATTGATTAT TTCAGTATTT ATGTATTTAC CCTTTATTAA AGCGTATGAT AAGGCTCTAC 2 40 60 

TTTTGCAGGA AAAAGAATAG GAAATTTTTT TAGAATTGCT ATTGCAAAAC TTGTGATACA 2 412 0 

CAATATTAGA GAGCTATTTA TAAATAGCTC TTTTTTTGGG AGATAAAAGA ATTTATTTAA 2 4180 

AATTCGAAGT TTATTATTTT ATGATTTAAA TTAATAAAAA GATTTATCGG TGTGAATAGA 2 42 40 

ATATTTCTTT GGTTT ATT AT GCATCCTAGT ACATATTATA TAATTTAATT TAATATATAA 2 43 00 

GCATATTTTT TTAAAATCAG AAATTTTTTA CTTAGCTAAA GATTTTAAAC TTGGTATAAT 2 43 60 

TGAATTAATA TGCCTCCAAA AGTGAAGATA AAAAATGATT TTGAAATATT TAGAAAAGAA 2 4420* 

TTAGAAATTC TATATAAAAA ATATCTCAAT AACGAGCTTT CATATTTAAA ATTGAAAGAA 24480 

AAACTAAAAA TTCTTGCAGA GAATCACAAA GCTATTCTTT TTAGAAAAGA TAAATTTACA 2 4540 

AATCGTTCAA TAATTTTAAA TCTTTCAAAG ACTCGTAAAA TAATTAAAGA ATATATTAAT 24600 
CTTTCAGTAA t TTGAAAGGAT TAGAAGAGAT AATACTTTTT TATTTTTTTG GAAATCAAGA - 2 4660 

AGAATAAAAG AATTAAAAAA TATAGGAATT AAAGATCGAA AAAAAATAGA AGAGTTGATA 2 4720 

TTTTCAAATC AAATGAATGA TGAGAAGTCC TATTTTCAAT ATTTTATAGA TTTGTTTGTA 2 4780 

AC TC C AAAAT GGTTAAATGA TTATGCTCAT AAATATAAAA TTGAAAAAAT TAATAGTTAT 2 4840 
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AGGAAAGAGC AGATATTTGT TAAAATTAAT TTAAATACCT ATATTGAAAT AATTAAGCTT 2 4900 

CTACTGAATC AAAGT C GAGA TATTAGATTA AAATTTTATG GAGTTTTAAT GGCAATAGGA ^ 2 49 60 

CGTCGTCCTG TTGAAGTAAT -GAAGCTTTCA CAATTTTATA TCGCAGATAA AAATCATATT 2 5 020 

. CGTATGGAGT TTATTGCAAA AAAGC GAGAA AATAATATTG TTAATGAAGT TGTTTTTCCA 2 5 080 

GTTTTTGCAG ATCCTGAATT AATAATTAAT TCCATAAAAG AAATACGCTA TATGGAGCAG 2 514 0 

ACTGAGAATC TTACTAAAGA GATAATCTCT TCTAATCTTG CATACAGTTA TAATAGATTG 2 5200 

TTTCGTCAAA TTTTTAATAA TATTTTTGCT CCTGAAGAGT CTGTCTATTT TTGCAGAGCA 2 5260 

ATTTATTGTA AATTTTCTTA TCTTGCATTT GCGCCTAAAA ACATGGAAAT GAATTATTGG 253 2 0 

AT AAC AAAAG TTTTGGGGCA CGAGCCAAAT GACATAACAA CGGCCTTTCA- TTATAATCGG 2 5380 
TATGTTTTAG ATAATTTAGA CGATAAGGCA GATAATAGCT TAT T AAC ATT GCTTAATCAA , 2 5 440 

AGAATTTATA CATATGTTAG ACGTAAAGCT ACTTATTCTA CTCTTACAAT GGATCGTTTA 2 5500 

GAAAGTTTGA TAAAAGAACA TCATATATTT GATGATAATT AT AT T AAAAC GTTGATTGTA 25 5 60 

ATTAAAAATT TGATGTTAAA GGATAATTTA GAAACTTTGG CAATGGTTAG AGGATTGAAT 2 5 620 

GTTAAAATTC GCAAAGCTTT TAAAGCCACA TATGGATACA ATTATAACTA TATAAAACTT 2 5 680 

ACAGAATACT TATCAATAAT TTTTAATTAT AAGCTATAGT TTTTGTTTTT TTAAATTCAG 2 574 0 

GCATTATCAA TATATTTGGG AAATATTAGG AAATATTTTA TTAATAAGAT ATTATATAAT 2 580 0 

TTGTATGAAA ATAGGTCCTC ATTATTTTTT TAAAAAAATT TTAAAATCTA ATGACAATAG 2 586 0 

AACGATTTAC ATTTCTTATC TTTATGATAG ATTGGCTTCA GTTAAGCCAG CAGGAGAATG 2 5 920 

GCTTAGAATT TATTTTAAAG ACTCC AAAAG AGGTAAAAAA TATTTTATTC TTTTTAATAG 2 5 980 

GAATAGTTCA AATGGTAGTT TTATTTCGTG CAGTTTTTTA AAAAC AAGTT GTAATTGTGG 2 6040 

GCTTGATATT AAATTCTCTG ATGGCAATTT GAATATTTTT TGTAGAAACA GAAAGTCTTT 2 6X00 

AGAGTTTTTG AAATTTAAAG TCGAACATTT T T T TAG AAC T AGTGTGTCTT GCTATAAGAA 2 6160 

TAACAATTCT TATGTGCACA ATATTAAACC AAAAAATAAG GTTAAGGTAC TTGTTAAACG 2 622 0 

AGAGGCAAGC CCTAATAATA AATTTTAAAA TCATTAAATT GAAAAGGATA ATTTTCATCT 2 6280 

AAAACTATTT TTTCAATGTT TTTAATGTTT GAATACTTAT TCCCATTTAA TAATTTTTCA 2 6 340 

AATTTTTTCA TTTGTTCTTT AGTATTAAAG AAAGC T AC AA TTTCTACCCT TCCATCGTTG 2 6 400 

AGATTTTTTA CAAATCCTTT TAGTTTCATA TTATTTGCTA TTTGCTCTGT G AAAAAT C T A 2 64 60 

AAAC C AAC AC CTTGCACCTT GC C AG AAA T A AAATATTGTT GTTT AT AC AT • TATTACCTTC 2 6 520 
T T T GT AT AAA ATCTATCCAr TAG AAAAG TT TTAAAATTTT -TCTATTGGAT TAGCTGTTTT ; 2 6580 
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TATATTATAT TTTAAAAATT TTACATAAGC TTGTCGATTT C C ATTTTTAT ATT A t CGGAC 2 6 640 

AATCCTCCAA ATACAATTTG AACACTATTT CCTTTTTTTA ATATTCCACT GGCACCTAGA 2 67 00 

TTTTTGAAAT AGGCGTCTGA TTTAATGACT TCTATTTGTT TTAGATTGAC TCTTAATCTT 2 6760 

GATGCACATG CATCAATGTA TGTAATATTA TCTTTTCCTC CAAGACCCTC T 26811 

(2) INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26782 base pairs 
{ B ) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7: 

GCATTTATAT CTCTATCATG CAAAGTGTTA' CAACTACTAC AAGTCCACTT AGCATCACTT 60 

AATCTTAGAG TCGTATTTTT AATGTGACAA CTACTGCATA GTTTACTTGA TGGAAAATCT 12 0 

CTATCTACTT TATACAAAGA GGATCCATAC CACTCTGATT TGTATGATAA TTGTCTTACA 180 

AACTCAGACC ATCCTAAATC ATTAATACTT TTTCCAAACA TTCCTTTTTG CATGCCTTTA 240 

ATTGATAAAT TTTCTATTAC TATGTTTTTA TAATTGGATA CAAAGTAATA AGATAATTTA 3 00 

TGCAAAAAGT CTTTTCTTTG ATTTGAAATT TTCTTATGCA GCTTAGCAAC TCTTAATCTA 3 60 

GATTTAGCCC TATTAATAGA ACCTTTTTGC TTTTTTGATA GTTTTCTTTG ATATTTTTTA 420 

AGTTTATTTT CATTTTTTAA TAAATATTTA GGATGATTGA TTTTCTCACC CCCACTACTT 48 0 

AC T AAAAAGT GTTTCATACT CATATCAATA CCAACTATCT CTTCTTTATC ACCTTTAGTT 5 40 

TCATTGTTAT TTTTAGTATC TAAGCACTCA ACTGTTATTG AAATATGATA TTTATCATCA 60 0 

GTATCTTTTT C T AC T AC T AC ATTTTTAACA AGCTCATTAT CTTTAATGCA CCTATGTA.GA 6 60 

1 CACAACTTTA TAAACCCTAT TTTAGGTAGT TTTTATAACC ATTTTCTATT CTTATTGAGT 72 0 

TTTTTTGATT ATTAGTTCTA TAAGTTTGCC TATTTTTCTT ACTTTTATAT TTAGGAAATC 7 80 

CTTGCATTTT ATTTCCTTTT TTAATTTCTC TAAAAAAATT AC TAT AC G C A AAATTTAAGT 840 

CGATCCACGC ACTACAAAGA GCCAAACTAT CAACTTCCTT TAAAAAAGGA AATTCTTCTT 900 

TATATTTACT TGGATAGGTA ATAAGATTTT GTCCATTATT TTTATAATAA TCTTTCTTAT 9 60 

CACTTAACAT TTTGTTATAC AAAAATCTTA CACATCCAAA TACTTTTGAA AAATATTTTT 10 2 0 

TTTGATTGGT GTTGGGATAT ATTCTGCACT TATAAGCTTT AT T AG C AC T C ATTATTTTTT 10 80 

ATAATTATAA TATTATATTT TAACTTGCGT TATAAATTCA TCTCCACCTA AATATGAAAA 1140 

AAT T CAT AAA AATTAAATAT TGAGAGTTAG GCAAATTATA ATTTTATCTA AAAATAACAA 12 0 0 
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31 1 ™{ 


AGAATACTCC 


ACCTACAATT 


TCTATGAAAA 


AAGTATTTAC 


TTTTCTGAAA 


AAATTGTGCA 


12 60 


TTATATATAA 


TATAAATCCC 


ATAAGGAGTT 


CAACAATGAT 


TAATAATTCA 


AAAAAGCCAA 


1320 


ATTGTCACAA 


CAAGTTACAA 


CAAAAATTAA 


TAGTTCTTCT 


TTCAACACTT 


GC AT AC GT AA 


13 80 


ACAGCAAATA 


TAATAAATAT 


ACCCAAAAAA 


ACATACTCTA 


TTGCTTTAAT 


GAAAACCTAA 


1440 


AAAGAAATGG 


ACAACCTACC 


ACTACACTAA 


GAACAATGCA 


AAATTATCTT 


TATAAATTAG 


1500 


AAAAAGT AT T 


TAAAGTAACA 


ACTAACTACT 


ACAAACACTT 


AGGGATAAAT 


TTCGGAACTG 


1560 


AAATTTACTA 


-TAAGCTAAAT 


TATTCTAAAA 


AAGAGTGTTA 


TCTTAAAATC 


AATCAACATT 


1620 


TTAGAGAAAA 


AAAAG AC TAT 


AGGTTTAAAG 


CTAGAGTTGA 


TAACTATCTT 


AAC G AC AAAT 


1680 


TTAATAAAAA 


TGGGAGTGTA 


GATTTAGTGG 


AGTGTTTAAA 


TAATAAAAAT 


AATAATATAA 


1740 


AAGAAGAAAG 


AAAGATTATA 


C AAAT AG AAA 


AGTATCAAGT 


AATAAAATAC 


TTCAATAAAT 


1800 


GCAACTTTTC 


TTTATTAAAA 


GAAATTCTTC 


CAATTTTAAA 


TTTGGATATT 


AATAAAGATG 


18 60 


AATTGATTAA 


AATACTCAAA 


ATTATAAAAA 


GAATTGAAAT 


CAACCTAACA 


AAAAAT AAAA 


1920 


ATACATATTT 


AAATGTGTCT 


TATTTTAAAG 


AAAAGCAAAA 


CAAATTAAAG 


AAAATATTAA 


1980 


GCAACACTCA 


ACAACAATTA 


GAAAAAAATG 


GATATAATCC 


TGAGCAATTA 


GAAATAAGTT 


2 040 


TCCAAAAAAT 


ATATGAAAAT 


TACAAAACTA 


AACCCCATTT 


TATCATTGAA 


AATCATAAAT 


2100 


A T AAAGATTT 


AAGC CAT AT A 


AAACGCAAAT 


TAGAAAAATC 


AATTGAAAGA 


AAAAAAGAAA 


2160 


ACTTACAAAA 


AGATTGCGAA 


AATATGAGGA 


CAAACATTTT 


CAATATACTC 


ATTGAACAAC 


2220 


TAAAAAAAGA 


AGTAAAAATT 


GACGTTTTAA 


AACCAATTTT 


AAAAAT C T AT 


TTGAATAGCA 


2280 


AAAATAAATT 


AGAATATAAT 


AAAGTATTTA 


ATAATAATTA 


TTATTATGAA 


TTATTAGAAA 


2 340 


TAATAAAAAA 


GGAAAAAAAT 


CTTCAGTTAA 


AAGAAGTTGT 


ATAAGAATTA 


AATATGCAAA 


2400 


ACATGGCAAA 


ATCCATACAA 


TTAGTTAAAC 


CAATAGTTAG 


ATGTTCAAAT 


AAAAAAG AT C 


2460 


TTTTTATTAA 


GATTGAAAAA 


GATAATGATA 


AAACAATATA 


TCACACAAAA 


ATAATGATGG 


2520 


AT AT TTATAA 


ATTTGGACTT 


AATAAGAAAA 


AAAATAAATA 


TCGTATATCA 


TTAAGAGGAT 


2 5 8 0 


TATTTAATCA 


ATCAAAAGTT 


GAAGAATTTA 


ATTTATTTAC 


^ ATTAAGAGCA 


GATGATAAAT 


2 640 


TTTTAGGCAT 


TTATTACGGG 


TATAAAAAAC 


GAATAAAGAA 


AATTTTTGTG 


AAGTACCAAG 


2700 


TTGGCGGAAT 


TGAAAAATCT 


TATTCTTTGT 


CAAAGACATA 


TTACATGGAG 


GTTAGATTTA 


27 60 


AAAAGGGAAG 


TATTTTTTGC 


TACTTTAAGA 


GCTTACCCAG 


GATACTAAAA 


AAAGAAAATG 


2820 


TTAATACGAC 


CTACAATAAA 


GCATTATTTA 


GTATGTTTAC 


GACATTAGAA- 


AGGCAAGTAT 


2880 


ATGATTTTTA 


TGATAAAAAA 


T AC C C AC AAA 


AAGGACCTTT 


TATAAAATGG 


AT AGAAAAAA ' 


2940 
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GTTGGCTAAA AAACCACATA TTATAGCTAT TGCTTCAATT AAGGGAGGAG TTGGTAAAAG 3 0 00 

CACTTCTTCG ATAATGTTTT CAACAATTCT TAGCAAAACT AATAAAGTGC TACTTGTGGA 3 06 0 

CCTTGATCCA C AAAAC GC AG TTACAAGTTA TTTTATAACT CAAGATCATC CGAGAATGGA 312 0 

ATTAATTAAC ATTTATAATT CTTATTCTTT AATAAAGAAA C AT AAAAC TT TTAAGGATGT 3 ISO 

TGTTATTAGT ATATCTAAAA ATTTGGACTT TATTCCAAGT TATCTAGAGC TTGCTAAATT 3 2 40 
TAGCAAAGAA GGAAATCAAT TTAAAGAACT CATGCTTAGA AATGCAGTAT ATAATTATTT ' 3 3 00 

AGAAGATTAT GAT T AC GTGA TAATTGATAC TCCCCCAAGT TTATCGTCAG AGCTTGACAA 3 3 60 

TGCTCTTGTG ATTGCAGATA AAGTTATAAT ACCGGTTCCA CTTGAAAGGT GGGCAGTTGA 3 42 0 

AAATTTGCCA TTACTAATAA ATCAGATAAA AGAATTAGAA AATAATTTTA TGGGGAAAGA 3 43 0 

GGCCAAAATT ATTCATATTT TTGCATCTAA GGTTGAAATA GGAAGGGTTA CTTCAACTGA 3 5 40 

AATTATGTCT TTATTAAAAG AAAAATATTT AAATAAGTTT ATTGGAGAAG TTCACAAAAG 3 600 

CGAAGCTTTG AAAAAGATAA TAGATTATGC TATAGGGCCA AAAGAAAACG AAAAT T AC T A 3 6 60 

CAAAGAATAT TTAAGAATTT TAGAAAAAAT TTAGCATGAT TTTTTTTAAA AAAAGTC C AG 37 2 0 

GCACTGGACT TTTTTAGAGA GG AG T T T AAA AAATGGTAAA AAATAGAAAA GTAATAATAA 37 3 0 

ATGATAGGAT TGTAAGAAAT GC T AC TT AT A TTAATACTGA AG AAC GAG AC AAAAAAGAGT 3 8 40 

ATGAACTTTT AAAAAATGAA C TT AAAAAT A GAATAGAAGA T GAT AT TAG A AATAAAATAA 3 90 0 

ATACAATGAA AATTTTACTA GAAATTAGAA ATAGAAAACT TTATATTTTA GATGGATATA 3 9 60 

AAAAGTTTGA AGATTTTATT TTTGACTTTA AAATAGCCAG AACTCAGGCG TATAAGTATA 402 0 

TTAAAATAGC AAAACTTATT TTTGAAGGAA AGCTTGAAGA AATTGATATT ATAGAAAATG 40 8 0 

GGATTGATAA AACTTTATTT AATTTGATGA AAGATAAAAA AATTAACTCT AAAGCAAATT 414 0 

TAATAACACC ACTTAGGGTT AGGCTAGAAA CACAAGAGGC ATGCGATTTT T AC AAAAT G A 42 00 

ATCCAAAGTT TGCTAATTAT ATTCTTGAAG ATTTTTATCA AAAAAACAAA GAACAGCTTA 42 60 

TTAAAAAATT AGAAGAATAT AAAAAT AAAC AAAAAT ACTC TTAGTATATT TAAGCAAACT 43 2 0 

TTTACTTATA TAGAATTTTT ATTCTAATAG CAGAGTAAAA G AAAAAG AC C ATTAGCAAAA 43 8 0 

GCTAAAGGTC TTTTTCAAGG TATTGATAGT TACATAATAA ATTATGAACT ATCAATATCA 4440 

ATATTATATA CTAAAAAAGA T AAAAT AT C A AGAAATTTGA AAATTTTTTC ATATTTTTCT 450 0 

ACTC TGC CAT TCTGAATCCC ATTAAATGTT CTTTTGATTT TAGCATTCTA ACTAATTTCT 45 60 

CAGCATCAAG CACATCTCCA TTAAAGTTAT AGTAAAAATT ATTTACAACT GTACTGCTTT 462 0 

GAGTTTTTTG TAATTTAGTA ATTTCTTCTG CAATAATTTT AGCTTCAAGT TTGCGTAGAT 4 68 0 

TTTC ATCTAT ' TGGTGCTGGA GTTATTCTTA CTAATTCTGG TTGACCAAAC TC AC TAG AC A 47 40 
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TT AC AC C T G A GTTTGGCATA TATGTCGGTT TATTTGAAAC AAATCGTGCA CCGCCATGAG 4 3 00 

CAAGTTTTAT CTCTTCAATA GATCCAGCTG ATTTTACTTT TGCAATTCTT TTTAGTATTT "48 60 

CGTCTAAAAT TTTTTGTGTT TTTCTTAACC TATCAGGCTT GCCCAAATTC CACCAATCTT 4 92 0 

CAGCATTTAC CTTATCAACT TCGGCCTGTG CTTTTATTCG TTCGGGCTCT AGTTTAGAAA 49 80 

GTTTGTTTTT GCGTTCTACT TCTAGTTTTT TAGCCTCTTC GGTCTTAGTA AGTTGGGTGG 5 040 

TTTCTATATC TTTTTTTGTT TTATATTCTG TTTGTACATC GTGTAATCTT TTTTGAAATT 5100 

CTTCACCAGA TATTTGTCCT TT AC TTTGAG CTTGTTTGAG AAATTCTATT TCTTTAGTGT 5160 

ATTCATCATC TAATTCGCTC AATTTTTCTT TTCTCATTTT GATTTCTTCA TCAAAACGAT 52 20 

CTTCAAGCTT TTTAAGTTCG ACTTCACTTC GTTTTTCAAG TTCTTCCAAA TCTTCGTCCC ; 5280 

GTTTTTTTTC AATTGCTTTA ATTCTCGCTT TTTCTTGCCC CTTCAAAATT CCCCAAACAA 5 3 40 

AATCGGTCAA TCCGTTTATA AGCTCCGCAA CAGCTTCTCC CCAAGGTCCA AAAACTGCTC 5 400 

CAGCAGCAGT TTTTAATCCA GTTTTCCAAG ATTCGTACAT TTGTGTTGTC ATTTTTTCCA 5 4 60 

GACCTTCACC CCAATTCACA TCCTTCCCAT TAATCAAATT ATGAAATTCT TCTCCAATAC 5 52 0 

TTTCTCCCGT ATCCTTATTC AAAAATTTGC CCGCTATATC TTTCATAAAG GCATTCTTAA 5580 

AGACATTTAG GCCGTCTATC ATGCTGTCAT ATAAGCTTTT TGTCGTATCT TGAGCTTTCT 5 640 

CAGCATATTG TTTTATAGTG TTTCTATTGG TTTCATTTAG CTTTTTAAAT TGCGATTTGT 57 00 

GCTCATCCAC GAATTTTTTA TACATTGCTT GAATTTTGGA TGCCATCTTT TTTTCAGCAC 5 7 60 

TTGCTCTTTC TTTTGCTGGA AGTAGCATTG TTTCCCACTC TAAGTCGGTT ATTTCTTTTT 582 0 

GCAGAGCTTT TTGAGCCTCG ACAAAAGATC GATCTAAAGC GGTTTTTTCA TATTCATTAA 5 8 80 

CCTGCTTTTC AAGTGCGACT ACAACTTGCC TGTTAGACTC GTTCAGAGTT TCGAAACTTT 5 94 0 
TTCCATATTT TTCTACGAAC GCTTTGTTCT TTTCATTGAT TTCATCATTA AGTTTCTGTA . 60 00 

AAGCGCTTAC TTgATCTGTA TGGGGCAGAG TTTTGATTAT TTCCCTTTCA CGACTTTCTT 60 60 

TTTCTTTTAG TAAATTTTGG TACTCATTCA CAAAATCATA ATTGGAGTTA TTGAACTCAT 612 0 

TTACTGATTT TTCAACTCCG ACTAAAATTT TCTTGTTCTC GTCAGTTAAC TGATCAAATA 6180 

TTTTGGAGTA TTCATCCTTA AACTTTTGGT TTTTTTCATT TATGGTTTTT TCAAGATTCC 62 40 

TTAAGGCTTG TTCTCGTGCT TTCCCGGTCT TATTATAGAT GTCCCTCTGC CTATTAAATA 63 00 

TTTCGTCTTG - CAGCTTTTGA TAGTCTTCTG CCATTTTCTT GTTAATATTG GTTTTTGCAT 6 3 60 

TTGGATCAAA. CTTTTTATCC CTTTCGGGTT CGGAACCAGA AGTGTCTTTT- TCCTTTTCGG 642 0 

CTTTTTTCCA AAAAGTAACC AGATTTTTCA ATTTTGTATA CGCTTTGGAT AT CAT AT C T A 64 80 
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TCAACTTTTG 


AACCCATTTG 


ATAATGGGCT 


CAAACGCACC 


CTTAAAACGA 


TCTAAAAATC 


6540 


CACTAGAAAC 


ATATGTTGCA 


AGTTCTTTTA 


GCTTGCCGAT 


TACGTATTTG 


ATTCCCTCGT 


6600 


AGAGCTTAAC 


AAAGGGCGTG 


GTAATGGCCT 


TGAACAACAT 


TTTCATGCCT 


TGCACCCACT 


6660 


TGCCGGCAAG 


ATATGCTACA 


AGCTCACCCA 


ATTTGGT AGT 


TAAGTATATT 


GTAGCTGTAG 


6720 


TCACCTTGGT 


C AAAGGAAC C 


ATGATTGCTA 


C C AT AAG AAA 


TTGTTTTACT 


TTTTCAAATC 


6780 


CAATCATCAT 


TGGCTCTAGA 


GCTTTTCCAA 


TGTCTAAGAA 


AAGCTTTTCG 


CTCATTTTGG 


6840 


CAGTTTGTTG 


TTGAGCTTGA 


GCTAAAGTTT 


TTGCTTCTTT 


GGCGGTGTTC 


CCATAAAATT 


6900 


TACCACCTTC 


GCTAGTGGCT 


TTGGAAAGAG 


CTTTATTTAG 


GGCGTCGAAT 


CCTATTTTTC 


6960 


CATCGCTCGC 


TGCCTTATAT 


AATGCCTCTC 


CAGCTAAACC 


AGCTTCTTCT 


GCCAAAATGT 


7020 


CTGTAATGTC 


AACACCCGCG 


TCACGAAGTG 


CATACAAATC 


TTCTAAATTC 


ACTTGATTGC 


7080 


T C G ATT C T AC 


AC G AG AAT AT 


ACTTCGGCTA 


ATTTCTCAAG 


CCCCTCGCTA 


CTTCCACCAG 


7140 


CAGCCTCCCC 


AAACATTCTA 


ATTCTCTCTT 


CAACTTCACT 


CGCAGTTGCA 


C CAT AAG AAA 


7200 


GCATTGTTTT ^ 


AGTAGCATTA 


GCAATAGCGT 


CTCTAGTAAA 


AAGAGTTTCA 


TCGCCAAAAG 


7260 


CCCTCATGGA 


TTCTGCTAAA 


GATTTTCCAA 


GGTCTTCGTT 


TCCAAGCATG 


TCAGAAAACG 


7320 


TTGACACTTC 


TTCGTTGAAT 


TCATCAAGAG 


CATCCATAGC 


GCCATCAAAA 


ATTCCACTTA 


7380 


TTGTAGAGCC 


GATTGCTTGT 


ATAGCCTTTA 


C AGC CAT AAT 


AATTGGGGCA 


AAAGCCGCCA 


7440 


ACATTTGGTT 


GAATGCCTCA 


CCAGTTTTGT 


TTGCCAAATT 


CTTTACACTT 


CCTAAGCCTT 


7500 


TTCCAACACT 


TTTTAGAACT 


TTGCCTATAC 


TTTTCATGCT 


GCCAGCTTTG 


GAATTTACGG 


7560 


AATTAACAGA 


ATTTGCAAGA 


GATTTGAAGT 


TTTTAATAGC 


ATTCTGCGAA 


CTTTTGTTTA 


7620 


GCGGTTTCTC 


TAAGTTGGAT 


C C AG ATT TAG 


CAGATTTTTC 


T AAT TT T G AC 


TTCAAATCAT 


7680 


CCAGACTTGA 


AAATTTTTGT 


TCGGCAATTT 


TTTTTAGAGT 


TTCTGCTATT 


GCGTCCAGCT 


7740 


TTTGATTATT 


GCTGATCGAC 


ATTGATAGCG 


GAATTATTAT 


TTCATCAAGT 


TTCATCTACT 


7800 


TCTGCTCTCG 


CTCTCAAGAT 


TTTTGATGTA 


CAAATTGAGT 


TCGTTCAAAA 


C C AAAAC AAA 


7360 


CCAGTAATTT 


TGCTCAAAAA 


GGCCGCCCCT 


ATTAGGCAAG 


CTGCCAATAC 


TTTTTGAAAG 


7920 


T AAGGC TTGA 


TTTAGTAAAT 


GCAGAATAGC 


ATCCTCATTA 


TATTTGATCC 


AGGGAAGTTC 


7980 


CTTTTTCATA 


TTCACTATGA 


ATTCTGAATT 






G AATTTGGTC 


8040 


ATAGTGATTT 


TTTTTTGTAA 


TATAAGAGAA 


TGCAAGCTCT 


ACTTTTTTGA 


AACACGCTCA 


8100 


ACCCTTAGAG 


TATCTGCGAG 


AAAATTAATT 


TCGATTGCAA 


GACTTGAAAG 


CATGTCTTGA 


8160 


AACAAGATAG 


CGTCACCTTC 


AACCATCTCT 


TTGGTGATAA 


CCTCT'CCTTG 


TTGATTTTCA 


■ 8220 


AG AC C GAG G A 


ATCCTACCAC 


ATT.TTCATCC 


CAAATTTTTT 


TTACAAATTG 


AATTTGAGCG ■ 


8280 
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CTTGTTGACT CAATCATAGC 
AAAAGTTCGA TTTGTCTTGC 
AC C AC AT ATG CTTTCTCTTC 
AT AT AGGG T A ACATTACCCT 
ATCTTGAAGA ACCTTGCATC 
AGAGTAAGCT GGCACTTTAG 
GTTGCAATTT GTCCTTCGCC 
TCTACAAAAA GTACCGTGAA 
TGGTCATTAT TTTTTGAAAT 
AGGATTTCTT CCTTATTAGT 
TGCTCTGGTA TTTTTCCAAT 
GCTTTTGTTG AGCTGATGGT 
TCAATTTCAT CAGCATTATC 
TAGAAAATAC TACCTTCTTT 
TTTTTAACCC TAAAAATGCA 
GAGCCCAAAT CTTTTACAAC 
TTAATGTCTG AACCCTTGAA 
GCGCCAGTCG GCATTCTCAA 
ATCAGCGCCA TCTATCCTAA 
AGAATTTTCG TCTTCAACCT 
CATTAGAAAC GCCACAATTA 
CTCTGTGTAA ATTATGAACT 
AATTTCTCCA GT AC TTTTT A 
AAACATTTCA GACTTGTAAT 
TTTCAAATTC TTTTTCAGAT 
GCAGACTCCT TTACTAAATC 
TTCAAAGATA GCCAAATGGG 
TTGATTTTTG TTAGACTTGG 
AATT C AG AAA GAGGGGAGCC 



ATTGGAATTG GTTTTACCAT 

CTTTAGATTT TCCACAAACC 

TTCTTTGATC TTTTCCTTGC 

GCCAGTCAAA TTAACATTAA 

TTTAATATAG TCGCATGAAA 

ATCGATTTTT TGATTGTTCA 

CACCATGAAT TTGGTTCTTT 

CTCGTAATTT GTAGGCAAAC 

ATCTTGTGTT ATGAAATGCG 

TGCGGTTTCT CTAACGGAGT 

TGCCGAGATT GATCCGCAAG 

ATATGAATAC CCTAAGCAAT 

ACATGCAGTA GATATTTTTG 

TAG AT C T AAA TCTGATGTAA 

TTCGCTAATT GACTTCCATT 

TAAATTAGTA GGATCTGTTC 

ATT C C AC T T G AATTTTTCAA 

TTTTTCAATT GCCATTTTTA 

TTCCCAATGT TGAATCAACC 

GGGAATCGTC AATGCTAAAA 

TATTTGCAAT CTCAAGCCCT 

TTGGAC AC AA AAGCATCGAG 

CTGCAAAGAC AATTGATGGC 

ATACTTTTGT GGTTGTTTGT 

T AAT G AC AAA TTCTTCTATG 

GCTTGTCCAG TTTGTATATT 

TACTGCTGAG GAT T C TAT AC 

AGCTGGCAAG TTGTTGTTAT 

TACCTTTACT TTTAAATTAA 



TCTCGCCATT CAATTTTTTG 

CATAGTTAAT GTCTTTCAAA 

CGTTTCTAAT ATAGTCTGGG 

TTACCATTGT TGCCTCCTAA 

GGGATACTAA GGGTTTTGTC 

AGTCCTGGCT TGGGTTGTAA 

GATCTTGATC TGCAATTTGA 

TGCGTTTTCC AATTTGCCAT 

ATTTTTCTAT ATATGTATCT 

AC C C GC T AAA CTCAACAGTT 

TTGTTTTTAG AGTTTCTGTA 

j 

ATGTTTTGAA AAGTAGAACA 
TCAAAAGATC TTTGTTATAG 
GTTTTGACTT AG AAT C AAT C 
TGGTAGGCTT TGTTATGTTT 
CAGAAGGTTC ATTATTATTT 
TATTGACCGT AACTAGCACT 
CCTCCACGAC AATTAATGTA 
AATGTTACCA TTCTTGCATC 
TACTTCAACG AAT AAT TT AG 
AAAGTAGGAC GCATGCTACA 
TAATTTTTGC AATGATTCAG 
AAGTC TAAGT TTGAACATGC 
TTACAAGTAG CCAAGTAAGT 
TGCTTCATCT AAGTAATTTT 
GGTTTTTAGG TTTTCTCTTC 
CCTTATATGC TGCCCAACTT 
ATGCCTGTCC- TGAGTCTAGA 
TTCCCAAAGA AGTTTCTTCT 
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AAATCAATAT 


TTGTTACATT 


CGACAATCGT 


C C GGGG AT AT 


GTGATTTTAA 


GGAGTCCGAC 


10080 


TTTTGTCGGA 


TTTTAAAACC 


AACGAAACTT 


TTTGCATTAT 


C AAAT AT AG A 


TTTTCTTATT 


10140 


TTTTCTCCAA 


TTTCCATTTG 


TTATCCTTTT 


GGTCAACCAA 


TATAAAGAAA 


GGGACAAGAA 


10200 


TCAATACGAG 


GGAATAGGAA 


ATCAAGTTGA 


GAGAGCAAGT 


ACTTAAATTT 


ACACTCTTTT 


10260 


TGATCTCCTT 


TACACCTAAT 


ATTGAAAACT 


T C T AAAT AAA 


GAACATCAAG 


CAAAATTACA 


10320 


AGCCAATTAT 


TGTAAGCAAC 


TCCCATTTGG 


TACAAGGCCA 


AAAT AG AT T T 


TGCATATCTT 


10380 


AGTACTTCAA 


AAAGTTGCAC 


TTTTGTTTGA 


TC TGGGAT AC 


TAATGTTTCC 


GTCTTCATTA 


10440 


GTGCACTCAA 


TTCGTAAAGA 


TTCTATCTTA 


GTAAGATTGA 


TCCACATAAT 


AAGATCGTCA 


10500 


AGTTCACTCA 


TTTGCTAAGT 


TTGTTACCCA 


TTAGGTTTTG 


TAACTTCAAT 


TTCAATAACT 


10560 


TCTTGTGGTT 


GAAAGTGAAT 


TATTCCTGCT 


GATTCCATTG 


AGGCATGAAT 


GTAATCTCCG 


10620 


TCTGATGATG 


CAAATTTTCT 


AAAGAATATT 


TCTGACAACA 


TTGGAACAAA 


CATAACTTCT 


10680 


GGATTTGGTT 


GATAAAGTAT 


AGGATTTTTC 


AATCCTTTGA 


AAACCGAAGT 


TACCACTTTA 


10740 


TGATCTCTAA 


AAAGTGCTTC 


TTTAACTGTT 


ACATACTGAG 


GTTCGCTGTA 


TAACTCTAAT 


10800 


AAAAGGT G AG 


AAAAATTGTG 


AGGAACTAAA 


AGATGGTAAC 


CCTCATCAAG 


TTTTTCCATG 


10860 


TGTTTTTCTG 


CTTCACGTTT 


TGCAAGTGCT 


ACTTTTTCAT 


ACAACGTATA 


TCCATTAGTA 


10920 


AGTGTTTCAA 


CAGTAACTTT 


ACTTCTGCCC 


TTTAGATTTG 


CAATGCCTTC 


CATATTGATG 


10980 


TTTTTTTTAC 


CAAAAATAAC 


AGAATGGTAT 


GCATCCTTCA 


TAAGGCCAAG 


CTCTAGATTA 


11040 


GCCTTTACTT 


CGTCTTCGGT 


TATAGTTCCG 


TACATTAGGT 


CTTTTAGAGA 


AATTCGCTGT 


11100 


ACTGTATCAA 


ATACGTGCAT 


CTTGTAAGCC 


ATTTCTTTGA 


AGAAAATACT 


ACTTTTTCCA 


11160 


ATTTCATTGC 


TATGATCACC 


AAAAGTTGCT 


GTGACATTGT 


GGTCAACTGT 


TGCTTTTTTG 


11220 


ACAATATAAT 


AACCTTGTCT 


TAGATCATTT 


CTACTTATCA 


TCTTGTAAGG 


TACAAGCTCG 


11280 


GAAAGGCCAC 


CTTTTGCAAG 


TTGTATTATA 


TCTGCACTGT 


AACTACCACT 


TGCTTCTGCA 


11340 


AAAATACTTC 


TACTCAAGAA 


CTACCTCCTA 


TTTTTTCACA 


AATTTTTACG 


TTCATGCAAA 


11400 


TTTTCTGTTA 


CCATTAGACT 


CAAACTCAGG 


GCCAATATTA 


ACATCAAGCA 


AAACTACTTT 


11460 


GCTATTTGCA 


TCAAGACTAA 


CATCTTTGAT 


TCTCCCAACT 


TGCACACCCC 


CTTTGCCGTC 


11520 


TTTTACAAGT 


TTCCCCCCCT 


T T AAG AAGAC 


AAAA 1 UAL. u A 






11580 


GTTATCTAAC 


ATAACGGTTA 


TTTCCCCGGC 


ACGTCTTATT 


GGAATTAGTT 


CGCCCGGTGA 


11640 


GTAATTTTCA 


CTTTCTAGTA 


AAGCAATATC 


TGCCTTTTTT 


AAGGC AAAT C 


CACGAATAGG 


11700 


ACCAACTCCC 


GCTGTTGCAG 


TTGCAGCGTT 


TACCAGTACT 


TCTCCCATTT 


CACTTGATCC 


11760 


ACTTGAATAA 


ACTGGATCTC 


CCGGTTTGAT 


GATGGGTGAT 


TCAACATCAA 


CTATTGCGGT 


11820 
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TTCAGTTTGA 


TGTACGCATG 


CTTTGTGTTC 


AACTCCTAAA 


ACGAAATTTT 


TACATAATTT 


11830 


TGTAAAATCG 


AAATCTGCCA 


TTTATGCCCT 


CCCCAAAGCA 


AATCTATCTT 


TGTATTTTTG 


1194 0 


TAATTTTGTC 


TCGTTAATAA 


TTTGACCTGT 


AAATCGATTT 


CTTGCATTTA 


CCATTTGCTT 


12 000 


GTACGCTGTA 


AGTTCTTGTA 


CTAGCAAGCT 


GATATTGTCG 


ATTTGCGAAT- 


CAAGGTCACC 


12 (J b U 


TTCCTCGTCA 


ATTTTGAACT 


TGATGTTGTA 


CTTTTTTTTC 


ATTGCATCCA 


AAAATGCAAG 


1212 u 


CTTAGCGTCT 


TTTACGCTCA 


GAACATTAGC 


AAAAGGTGGA 


GCAATTTCAT 


ACTGCTCACA 


1218 0 


AGCTTTCTCA 


AG AT T T G AC A 


AAATTTTAGA 


ATCTTTGAAA 


GCATTAGCTT 


CGGCTTGCCT 


12 24 0 


TTCGGCTTGT 


TTTCGAGCTT 


TTATAAAGTT 


GCTCTCAGCC 


TCAGCAAGTC 


GTTTTTCGAA 


12 3 00 


ATCTTCTCGT 


GATATCATGT 


CTGGCAATTT 


TTTTGCATCA 


GCCACTAATC 


GTTCATATTC 


-i o ^ a r\ 
12 J 6 U 


TTCTGAAGAT 


ATTGTTACAA 


GTTCTTTGTC 


ATTTTTTGGC 


AAAGATTCAG 


AAATTGCAAC 


1 2 42 U 


AGTTTCTTCA 


TTTATTTGTT 


CTTGCATATT 


GACCTCCTTA 


AAATTAAATT 


TTCTAAATTT 


1 A 4 b U 


GCAAGTACTG 


ATTCATTTCA 


TCTTGTATTT 


TTAAATACAA 


GCTATCATTT 


CCCATTTCTT 


12 b4U 


TCGCCTTACT 


TAAAAGTTCC 


ACATAAGTTG 


CTAAGGTTTT 


TGCATGTTTT 


TCATCAATTT 


12 600 


GGGCTTGTTC 


TTTTTGGCTA 


ATTGGTTTTA 


CTGGCTTGTA 


GCACCAATTA 


GAGCTTAATC 


12 6 6 0 


CAAATTTTGA 


AAGTACCGCA 


TTGATGAATG 


GCGTTACCAT 


TAGTTTGCAT 


ATCTGCTCAA 


1272 0 


TGTTTAGGTA 


AAAAATATCA 


TAGTTGCCAA 


CGCTGCCTTC 


TCCAGAAGGA 


GATATTGGAT 


127 80 


ACAGTATTTC 


TTTGGGAATT 


CCTGAATGAA 


GTGTTATGTC 


TGATACAATG 


ATTTCAAAAG 


12 y 4 u 


CATC TTTT AG 


TGGGC TT AC A 


GATCTTGTTA 


CATTAGCAAT 


ATCATCTTCT 


CTTCCGAGTA 


12 900 


TCATCATTTT 


GTGGTTACTA 


TCAAGAACCC 


CCTCAATGTT 


TTTTTTAACT 


TCAGCCAGAT 


12 9 60 


CATATGCAGT 


CATATCCTTG 


ACTGATGGCA 


GAGTTGCTGA 


TTTAAGGAAA 


GTAAAATTAT 


13020 


TTACCCTTAA 


AAACCCTACC 


GTTTCATTAA 


GTAGCGTGTT 


CATAATATTG 


CTGCTTTTTT 


13 03 0 


' TTAGAGACTC 


AAAATTTAGA 


AAAGAAGACT 


TCATGGTAAT 


GATTCTGGTT 


TCATGTATAT 


13140 


TTTTTAAGAA 


ATAAGATCCC 


CCATCAACAA 


CTTCACCAAA 


GTTATAGCAA 


AGACAAGGAA 




ACCCTTTTTT 


TAGTGGCTTG 


TGTGGATCAT 


CGGAATCTGG 


AACTACTATA 


TAAAAATGGC 


1 J 2 o U 


TTTCTCCAGA 


CAAAATTGCT 


GTATAAACCA 


TTTTTTTGAT 


CACAGCTCTG 


AAATTATTAT 


1 J J 2 U 


- CAAATAATTT 


TGAAAGTCCA 


TCATCGACTT 


TGTGCTCAAT 


ATCTCTTGAA 


GATGCAAACC 


13 3 8 0 


CCGCGTAAAT 


TTCAGCTATT 


TGATGCGCAa 


GCCTTAATTG 


ATCCTGGTGT 


GGTGTGTATT 


13 4 40 


CACTTACTGG 


AAATAGTTTT 


GTTTCTTTAG 


GTTTTTTGAA 


AAATTTCATT. 


. CTAAACATTA 


13500 


GAAGCTCCTT 


TAGCTAAAAA 


CCGATATGGC 


ATTGAGAAAT 


GCCGGGATGT 


AT AC C AAATC 


13560 
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A P A A A A TTTG 


TAACTTCGCT 


ATCTTCTGCA 


CTAGATTCAT 


CATAATAATA 


13620 


1 iL AL 1 1 ILu 


X X VJAAV> X V_ i \-J 


AAATTACATC 


AGTGGTTTCG 


GGTTTGTTTA 


CCACATTAAG 


13680 


ATTAGALGGA 


ATT 1 A A ATAHT 


C T G AG AGTG A 


ATACAAGTTT 


CGTTTTTTTG 


CAAGCAAAGT 


13740 


ACCTCTALLA 




ATACATATTT 


GAGTTCTTCT 


CTTGCTGTTG 


GCAATACAAA 


13300 


AACCCCTTTA 


A A TTT A TT A A 
AA X I Xrt-1 irul 


TTTCGGATTG 


GTAATCAGTT 


TTTGATAGTA 


AAACTTTACT 


13860 


ACATGCGTTT 


r'T" A ATI ATT A 
\j L AA 1 jri-rt. X Xra 


CAACTGGAAG 


ATAGGAAATT 


CTTCCAACAA 


GAATTTCTAA 


13920 


AAAACAAATT 


L 1 G X 1 LLL J. 1 


1 rt-rt.v_ X w X n x 


TCCTGTATAA 


TAGCTTCCAT 


TAGCTCTGGA 


13980 


AAGAATTTCG 


GG AL L AL ALA 


P A TT A A ATTT 


TTTAATTAGC 


CTTGCTGTAC 


CAAAATCAAA 


14040 


CTCTTCTCCT 


a a a a rrTr a. a 
AAAALL I L AA 




AATGTCATTG 


CCATGATATG 


CAAGTCTTTG 


14100 


TTTTTCAAGC 


LAALL 1 I G ± A 


pptptpp app 
^ u i\_ i^-\- rt-^ w 


ATTTAAAAAT 


GGGTTGTCAC 


GGTAAGTGCT 


14160 


TTTGATTATA 


pap Ar'apfAr 
LAL AL AGL AG 


P A TTPTPTTPt 

Kjjr\. X X \-J X ^— X X w 


ATTTG AT AJVG 


TACCTTTTGT 


ATAGCCAATG 


14220 


TGATTTAGGC 


ACCGGAi 1GL 


X 1 at\ X Jr\ X -rt 


GATTCTGCCG 


CCTTGTTCTC 


TCATTGTAGG 


14280 


GACAAGCATT 


rnr~ < rn a rp A rnp a rp 
1 L i A I A 1 LA 1 


P APPPPT A A A 


CTGATTGGCT 


TCTTCCAGCC 


ATAAGTCCTT 


14340 


AAAATGCGCA 


rp A A (~* A TTTT A. 
IAAGA1 1 1 In 


A ATPTPTTPT 


ATCATGCCCC 


CCTTCAAAAA 


CAAAAGCACG 


14400 


TTTTTTClLA 


A 7\ A A Tf~* A A AP 
AAAAlLnAAL 


TPTT APTTTP 

1 L. L i XAv_ X X X 


AATTTTTGCT 


TTGCTTATAT 


TGAAAAATTT 


14460 


TCTTAAGT I G 


1 A 1 A 1 LiL 1 In 


a a APTTPTAA 


AATTTCTTTG 


TGTATTGATT 


GTGTTGTTTT 


14520 


GTTTTTCTTT 


1 1 1L1 A-rt. 1 1 \3 


r A A PPPT A TP 


TCCGCCATCA 


GCACTAAATT 


TTCTTTCTAA 


14580 


ATTAAC AG 1 I 


GL AA 1 G 1 Lb 1 


AfZPTTTT APP 

rtAjLj X X X X rt.k_ v_ 


AGTTCCCCTA 


CTTGAGTAGT 


ATATGAAAAT 


14640 


TTCAGCATTG 


GGL 1 1 1 iLl 1 


TPT A PPP ATP 


AAC AT AT AC T 


GGAAGTCGCC 


TTAGTCTCAT 


14700 


AGTTCACCCT 


m/"*" 1 rprp A A T 1 A A 
1G 1 1 AA 1 AA X 


TTT A TTP A TT 
XXI rt. X 1 x x 


TCTTCTTCGG 


TATAAGAACA 


AC TTT TT AC A 


14760 


. AAATTL G 1 AG 


rnrnp rp a nprp/~i rprp 
1 IblAl ILrl 1 


TPP A AT A ATT 


AATTTTTCTT 


TGTTAATAAT 


c 

GTCTAGCACT 


14820 


AAATlT I GAG 


LI 1 L'-jL x LAI 


TTP A A AG APP 


GCAAAAAACA 


TTCTGAATGC 


ATGTAGACTT 


14880 


Gil bL x AALA 


/-i A rprp/~> f"Tp/"""i rpT 
LA 1 1 LL 1 I x 


TriAAA ATTPA 


AACATTTTGT 


TGACAAACAG 


TCTAAGCAAC 


14940 


GL 1 iUi i 1 LL 


mrna ATTPTP 


TAPAGTTTGA 


TTATCAAAAG 


AAAGTTTTTC 


TTCTATTAAT 


1500.0 


r T ,r PT"T ll T ,r P A A A T 1 
i 1 1 1 1 X AAA 1 


TTTfTTnA AT 


TTGTAAATTG 


TCCATAATTT 


TTCTCCTAAA 


GATCGTATCT 


15050 


GTAAAAAGAT 


ATATAGCAAG 


TGTTTTTAGG 


TTTTGTTTCT 


TTTGAACCAC 


TTTGACTTGT 


ibl^U 


GAAAGGTGGT 


AATAAATATT 


CGGGGTCTAT 


CTCTTCATAA 


CTATAGCCTG 


TAATAAAGGG 


15130 


AGACATAATC 


TCCTCAGCCC 


AATACCAAGT 


AT AC C AAGT A 


TCAGCACTAC 


GATAAATCAT 


15240 


TGTCATTCTT 


TTTACTAATT 


TGCCTTTAAA 


ATTAATTCTA 


CTGAAGTCAA 


GATCATGATC 


15300 


GTGATTCTTA 


TAAGAATCTT 


CTTGTGTATG 


CCCTAAGCTT 


CTTGTACCGT 


' CAGAATCGGT 


15360 
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GGAGCCGCCA GAATCATAGT GTCTCAAGAA TCTGCCCGAC AACTTGGGTG CTGAAGATAT 1542 0 

TCCTAAAACT TTATATGCGT AGCAATTGCT TGGCAAGCTT CTTCCGTCTG GAATACAAAA 15480 

TTTGTTTGTG TTTGTAAATG CTTGAATCAA TTTGCTTCTT GTAAGGATTG ATCCTTCCAT 15540 

TGCAAATTTG GCAGTCAAGG TACCTACGGG TGTTTTTTCC AAGAAAAACA AAATCATATG 15 600 

TTCTAAATAT TCAATAAGTG AATCTAAACT TGGTGCATTT TTAGTAATTT CATACTCTTT 1566 0 

TCTGTTATCA ATGTTTTTCC CATC GC AT AT TGAGAAAGTA AGCTTATCTT TTAGCAAAAT 15 720 

TGGTTCTCCA AGAGAGCCCT GGTATCCCAG CGAGTCTATT TTATTTC CAT TTCTGAATTG 157 8 0 

GATTCGAGTT TTAGTGTTTT CGAGTTTCTT TTTTATTTCT GTGTAGTCTT GTTGTGTTAT 15840 

CATTGATTTT ACCTACCAAT CAT AT C T G T A GAATGAAATA TAACATGTAT TTTTGGGTCG 15 90 0 

TGTTTCGTCA TCTCCACTGT ATTTTGTGTA GGAAGGGTAT CGCCACGACT GTATTGGTTC 15960 

ACCGTATTCT ATATGAGTAA CAAAAGAGGT GGAGCCTGTA CTCCAATTAG AATCTCTTCT 1602 0 

GATGGAGGAG TAATCAGTCA CAAGTCGCCC TCGCAGACTA TCCAATACGC TCAAGTCAAG 1608 0 

ATCATGATCG TGACTCTTAT AAGAATCTTC TTGTGTATGC CCTAAGCTTC TTGTACCGTC 16140 

AGAATCGGTG GAG C C GC C AG AATCATAGTG TCTCAAGAAT CTGCCCGACA ACTTAGGTGC 16200 

CAAAGATATT CCAAACTTTT CTTTTACAAA ACAATTGTCT GGGAGAGGTC TTCCATCTGG 16260 

AAT AC AAAAT TTTTTAGTAT CTTCAAAAGC TTGTACCAAC TTGCTTCTTG AT AT AG AT CC 1632 0 

TTGCTCGACG AATTCTGCAG TTAAAAATCC AGGATAAGTG TTTTCTAAAC ACCAATTAAC 163 80 

TAAGTCTTTT AAATAATCAT CTATATTTTC GCCAATAGGG GGC TTGGT AT TCTTGTTAAT 16440 

GGGATAATAT TTTCTATTAG TAGTATCTTT ACCATTGCAA ATAGCAAATA ATTCTTTATC 165 00 

TTTAACAACA AT AGGTTC GC CAAGTTTGCC AAC AT AAT T T TTTGCTTCTT CCATAGTTCC 16 5 60 

AACGCCAAAT TGAATTTTGA TATTGTCGGC TTGAAGTCTT TTTTTGATGT TTTCAAAATC 16 620 

ATCATCACTT AACATCTAAG CAACCTCCTG TTTGTCTTTA GTGTTTTCCA TGTAAGTGCT 16 680 

AAGATCAAGT GTTCGCACCC CTGCATTTGA TTTTCTTGCT AAATTAAGGG CAAGTGTGTT 16740 

TTTTACAAAA GTATCGCGTA CGATCAAGTC AAAAGCATGA TTTTCAAGTC CAACTTTATT 168QQ 

-TTCTGTAAAC GTATTGTTAC TTAGTCTTGC GCTAGTAATA TCTTGTAAAT GCAGCGCAGT 16860 

ACCGCTATTT TTG AT AAACT GTGTGTCGGT TATTTTCAAA CTTGAAAAGT TCGAAAGCTT 1692 0 

AAGCGCATTG GTGTTGTTGG TAAAGAAGCT TTCTCTAATT ATTGCATTAA GTCCATTTGC IS 9 80 

AAC T GAT G C A GTTTTGCTTC CTTGAGCATT AACATTAATT AGTGTTAGAT" TGGTAACATT 17 040 

TTCTATGTCA AAACTTTGAT TTGTAGAATC AAAATT T AC A TCTTCAAGTA AAATTTTTTT 17100 
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TGTTTTTTTG AAATGCAATG CTTTGTTTAA TGCGCACGTA AATGTGACAT TTTTGATGTA 17160 

CACAAAGCTT GCATCTGTAA CATAGACTGA TGATCTGGCC TCTTCTTGCA ATGAATATGA 1722 0 

TGAGCAGAGC ACTACAACAG CGGGCTGTGT AAAGCTTTTG TCTTCTAGGT AAGGTGCCAG 172 3 0 

TTCTTGTTGG TTTAGATCTC CTCCGTTAAT GTAAAGTTCA CTCATTGGTT GTTGACATAT 17 3 40 

ATTGACTCCA GAAAGCCTGA ATGATTTTTC TGATGTAAAA ATATGTTTAG AAAACCCCGT 1740 0 

GCTTCTTATG AAAACTTCGT CATCGCCTTC GATTTGTAAA TTGTTTAGTT TTACTTGATC 174 6 0 

ATAAATGTAA AAATCGCCTT TAAGTAGTTT GATCTTGTTA AGTCCAGCTT GTTTTGCAAA 17 52 0 

TTCAATTGAA CCATTTAAAG TATTTTCGTC TTTAAACCCG GAGGCTTTAA ATTGGTAAGT 1758 0 

TTCGGCCCCA TCATAATTAA ACGGTGCAAT AACAACTTTG TGAGCCCCAG ACAAATAGTC 17 64 0 

GCTTATTCCT ATT TTGGTTG AAGTTGTAAG GTATTCGTAA TGAGTGTAGT CACCCCAAGT 177 0 0 

GATTCCCTCG TAGTCGTAAA GT T T GAT AT C C AGAT C G AAA TTAGTAATTT TTTTTGAAAG 177 6 0 

TATAAGGAAA AAATGATCAA TCCCAATATT GTCAAGTGTA AGTTTGACAA AATCGGTTAT 17 82 0 

ATTTAGATTC TGCATTGACC TAAAATTAAC AATAGTGTGT CCTTTGACAC GTAAGTTTGT 1788 0 

TAGGAATTCA AAAAGTCTTA ATGCTGAATC TTCGGAAAAA ATGAATCTGG TTGTGTATTC 17 94 0 

AAACTTTTTA GAGTAAAAAT CATCAGCATT GTCGGTTTGG AGTACATTTT GAGC TATTGT 1800 0 

GT AG AAAAC A T C AC CAT AAA TGTCAAAGTG GTAAATATAT TTGGAGCCTT G AC TAG TAG A 180 6 0 

AGTGTTTCTA AACCAAAGCT TAGCCTTTGT TGGAAAATAT TCTTTATTTT CAAGCTTGAT 1812 0 

GGAGGAGTCG GCACTAAACC TTACTTCAAG GTTATGAGTT GAGATTATTG CTAAATGTTC 1818 0 

ATTTATGGCG TAGTGGTCGT GCCAAACCTC GCGCCTTTTG AAGTCCCATT TGTAAACTGT 182 4 0 

ATCTAACCAG CTAGGATCGT ATT C TTG AAA AACACTGCTT CCGACCTTGT CTGCAAAGTC 183 0 0 

GGGGT AC AC T ACGCCTTTTT GAAGAAC TGC AACGTACAGT GCACCATCGG T AC C AGC AAC 18360 

ATTGATTGGG GCTGAGTACA GTGGTCGTTT TTTGGACATT GCTTCTTCTT TGCTTTGGAA 18420 

TTTGCCTTCT CTCCAAATAA CTTTAGTTGA ATCGTAGCTA CTGGAGCTAC TTTTTGACAT 18480 

AAC AT AAC TT TCAGCATCCA CAGTACAAAT TTCAATTTCT TTAGTAATAA CTTCGCTTTT 18 5 40 

CCAAATTGGA AGTATTTGTA GTTTGCCGAC TGAAGAGAAA GTGTATGCGT ATCCGAATTC 18 600 

. ATACAACAAG GCTTGCAAAA TAGTTTCTAC ATCTTCTCCA GAATCAATGA TTACAGCGGG 18 6 60 

GACTTTGTCA AGTATTGCTT CGCTAGCATC ATCATCAATA AGGTCTTTTA GTTTAGTTTT 187 2 0 

TTCTATTATT AGATGGACAA GTGAAAGTTC TTTTGCTAAA GGATTGTATA C AAAAAGC C A 1878 0 

GTCTGGTAAA AAATTGATTG GGAATTGAAC TGGATTTTCG AATGCAATCT TTAGTAGGCT 13 840 

AGAGTAGTCG TTAACGGTGA ATGATACACT TTTGGTGCTA TTGAACAGAT CTCTGCTGAA 13 90 0 



AAATTTTTCT 
GTCTTCGTTT 
GCTGAACGTG 
GCTTGTAGTG 
AATATCAAGC 
TTCAGTTTCG 
GTCTTGATCT 
ATACAATCGG 
TATTTGTTTC 
GAAATTTGTC 
TTAGTGCGGT 
CTTTGTTTGT 
GTAACAGTAG 
GCCCCCTTGA 
CTTTAAAAGC 
TTGTATTGAG 
ATCTTCATTG 
TGTAAATGTC 
TCCCTTTAGA 
TGCGTTCATT 
TCCTTTACGC 
TGTCCGTTTG 
CTGTTTAAGA 
ATATCAGATT 
TCATCAATAC 
CTTAGGCAGC 
CATTTTTCAA 
AAATAACATC 
ACGGCAATTC ' 



AGAATTCCCC 
CTGAAGAATA 
CTTGCTGCTG 
TCAACAAAAG 
CCCAAAGAAG 
GCACCTTTTT 
TTCAACTTAA 
TTCGGTTTTT 
TTTAGTTCCA 
ATTAGGATAG 
TGAGTATCTA 
TAGGGTTGGT 
CCAAAATATC 
ACTTGATTTT 
TTTTTGTATT 
AGTTCAATTG 
TTTTTTTCGA 
ATTCCTTCGT 
AGTGCATTTT 
ACGCTACCTC 
GCTCTAAAAT 
AAACAGTTTT 
TTACAAAATG 
CTGATGGGAT 
CCAAGTTTGC 
CTTTACTTAC 
CGCTGTTTTT 
CAAATTTTGA 
TGTGAATTTC 



TAAAAACGGG 
AGAAATTCAA 
TTTTTAGGCT 
GGGTAAGTTC 
TACAATTTTC 
CGGTTTCTTG 
TACAATCCTT 
TCTATGTATC 
TTTTCATCGC 
TATTTGATCA 
AAAAGTTCTG 
TTTTGGGGAA 
CCTAAAAAAT 
GTAAATCTTT 
CTGAAAAATC 
TATCTTTGAG 
TTTTGTCTTT 
TTACAATATC 
TGACGTCTAC 
CAAATTATTT 
TGCTTTATTT 
AGAATTGCCA 
GTAAAAATTA 
ATAAGAGGTT 
AAATATTGCA 
AAGAC CTTTG 
GATTTCTTTT 
AAT AAC C TC A 
CACTTCTTTT 
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GTTATTCTTA 
AAATTCTTCT 
TGGATCAACT 
AAAAATTTGA 
CGATGTATCT 
ATTTAAGGCT 
ATCTTCTGCT 
G ATTGT AG T A 
CAAACACGGG 
CATAAGATTT 
CTTCATCGAG 
GTGATGGTAT 
_TAATTTTTGT 
TAACATTTTG 
ACCTCCAGAA 
TCGTTTATCA 
AATGTAGAGT 
TAATTTTTCG 
TGCGTCTAGT 
CTAAATTTTG 
TGAATTTTAA 
AGTGAATCCC 
GAACTTGTGT 
GGATGATGTT 
TTTGGAGAAT 
AAAAGTAAAT 
ACCACAAGTC 
TTTTGTTCTT 
ACAGTTTCTT 



TCATTTACTT 
GATAGGCCGC 
ATTTTTTCTT 
CCCTCGTCCG 
TCTTTGGGAT 
TCGGATTCTT 
GTATTTTTTG 
GGTAATTCGA 
ATCAAAATTT 
TACAGTCAAA 
CATTAAATTT 
TGATTCGCAA 
CTTTAAATTT 
CTTGTGACTT 
TCTTTGTAAG 
ATTTGCTCAA 
ATGAATTTCA 
CTACCAAAAG 
AACTCATTAA 
CACTGTAAAA 
ATGCTCTTAA 
AAATCACAGT 
CTTTGTACTT 
TTTCTTCGAA 
TAACAAATGC 
CAATCTCAAA 
CAATAAATAA 
TGAATTGC AT - 
TGTAAGAATT 



TTACGAAAAT 
TTACACTAAA 
C TAG AAC AAT 
TGTAGAATAC 
TTGAGATTTC 
G AC T T G AAT T 
TAACACCCAA 
TTTTTTAGTA 
TCAAACACAG 
AGCCAAACAT 
T C AAT AT C T T 
GAAAGAAATA 
TTCATTATTT 
CGTCTCTAAG 
CTTTATAAGC 
CAGCTGCTTG 
AAAGTGAACT 
AACTTTCAAG 
TGTTTTTAAT 
TTCTAGTCTA 
AGACTCCAAG 
TTTTAGGTCA 
AC C AATC AAA 
GAAAATATCT 
ATTGTCACCC 
ACAATCAAAA 
AATACAAAGA 
TTGCAAGGGC 
TTTGAAACAT 



18960 
19020 
19080 
19140 
19200 
19260 
19320 
19380 
19440 
19500 
19560 
19620 
19680 
19740 
19800 
198'60 
19920 
19980 
20040 
20100 
20160 
20220 
20280 
20340 
20400 
20460 
20520 
20580 
20640 
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GCTGCACTTT 


CGAGTAATTC 


CGATTTGTAC 


TTTTTTATAA 


AGTAGTCTTT 


CAAAAGTTTG 


20700 


TAGAAAAAAT 


TGTAAATGCA 


TAAAAACATT 


TTGTTATTCA 


TTTGCTTTCT 


CCAAGTTTTC 


20760 


TAAAATTTTT 


TTCTATTTCT 


TCTTTTAGAA 


GTTCTTGTAT 


TTTGATTCGA 


TCTTTTGAGA 


20820 


AAATATTTCT 


AACTTCCAAT 


ATCAAATTTT 


CTTTATTAAC 


CGCGTTAATA 


AATTCTGTAG 


20880 


TTCTTTTTAG 


TTCTTCTTTT 


AGTTCTTCTT 


TGATGGAGTT 


TTTCATTTCT 


TCGAATTCAG 


20940 


ATTTAATCTT 


GGCATTGTAG 


TAATCTTCGA 


GTTCTTTAAA 


GATTTCGTGT 


TTGGCTTTTA 


21000 


GGACTGAAGT 


TTTTAGATCA 


GCCATCACCC 


CTTTAAAAGC 


GTATGTGCCA 


AGC C C AG AG A 


21060 


TAGATATTAC 


TAGCATTGCT 


ACAATGCTGC 


CAATAATATT 


TATTTGTTTT 


TTTACTCTTG 


21120 


TCATATAATT 


CCTTTATTTT 


TTTAAATTTT 


TAAAAAAACC 


ATATTTTACT 


TATTTTTTAA 


21180 


AAAATAAATA 


AAATATGGTC 


TAGCTAGACT 


GGATTAAAAA 


TCCAAGTGTT 


ATCCAACAAT 


21240 


GTCAAAACTA 


TTACATTATT 


AGGTATTTCG 


TAATTGTATA 


ACGTTTTTGC 


TAAAAATCAA 


21300 


AAAACCAAAA 


ATTTTTTGGA 


TTTTTTTAAG 


ACAAAAAACA 


CGAATTGATA 


TATACTTTAC 


21360 


GTGCATGGAG 


AGGCTTATTT 


TTTAGGAAAT 


GCGTCTTAAA 


AAAAAATTTT 


AAAGGAAAAT 


21420 


AAAGTTTAAG 


TCGCGCTGCA 


TGCAGCGCGA 


CTTAAGCCTC 


' GGAC AC AAAA 


TAAAGTTTAT 


21480 


GTGTAAGAGG 


ATATGTAAAC 


ATATATGAAT 


AAAATATTAT 


TAAATAATGC 


TAGACTTAGT 


21540 


AAAGTGTTAT 


TACATGAATT 


GCTTACCAAA 


TTGGTAGCTT 


TAAACAGTAA 


AAAAGAACAC 


21600 


TGTCCTAACA 


CGATTAAAGT 


GTCTCAAGTT 


GAATCACTGA 


TCAAAAAAAT 


GAGATCAAAC 


21660 


CAATACGATA 


GGCTTTTAAA 


GGTTTATTGG 


GTGATTGATG 


TCAAAAATCA 


AAATTACAAA 


21720 


AACTCTTGTG 


GAGTTGATCG 


TTATTCGGCG 


TGCGATATTT 


ATAGACTGGT 


TGCTGATCTG 


21780 


CTCAAAAAAG 


ATGGCAAAAA 


GGTTGTTAGT 


GTGCGCACTG 


TGCAGCGGGA 


TCTTAAACTG 


21840 


CTTAACGAAA 


TTGGCTTGAT 


TAAAACTAAG 


TTAAGAAAGT 


TCGGTAATAA 


GGACAACAAA 


21900 


GGAAAAGGAA 


GCATTGCTCA 


T TAT AT AC AA 


AATAC TGAGC 


TTGTAGCTTA 


TCATAAGGAA 


21960 


ATAATTTGGG 


AACATCTTGT 


TCAATTACTT 


TATGAAAAGC 


TTGAGAATAA 


AAAAATAGTT 


22020 


GGTGATTTTG 


AC GAAGAC AT 


CAAAAATGCG 


GTGTTTAATG 


TTTCTAAGAC 


TGCTAAATTT 


22080 


TATAATGCTA 


ACAATCCATT 


AAAGGATCTT 


TCCGATACGT 


CCAATGGGGC 


CTCTAATTTC 


22140 


TCTAACAATT 


TTTCAGATA.A 


ATTTTCTAGA 






AAATATTTTT 


22200 


TTGAAATCTT 


CATGCGACAC 


TGTCTTAACT 


AATCAGGATG 


TTGACAGTCG 


CACCACAATG 


22260 


TCGCGCCACT 


CGCCACCGGC 


TGTATTTAAT 


AAAGC TAAT A 


TAAGCTATAG 


TAAT TAT AAG 


22320 


AATTCAAAGA 


ATTCTTTATG 


TAATTCAAAA 


ATTCAAAAAA 


ACAATATTAA 


TTTTGAAAAA 


22380 


AAAGATATTG 


AG AC T AAATT 


GATCGAAAGG 


AATATCCCAA 


AGGATTTTCT 


TAGTCGCATA 


22440 
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AAAGATCTTA GCAATAATCC TACAACTTAC AAAAATGCAC TGTATAATCT GGATAAGGCC 22 50 0 

TTAGACGAGC ACAATGAGAG TAATTTGAAG TATGTGCTTG AACACTTTTT GGATCAGTTT 22 5 60 

TCTATTTATC GATATAAAGT TTGGATGATG ATGAAGCGTA GGGATGGGGT TATTAGCGAT 2 2 620 

TATGAGGTCA TTTGGAAGGA AAGGTTTGGG GAGTTTGTTA AGAAAAAAGT TGAGCTTAAT 22 63 0, 

GATTATGTGA AAAAAGTGCT TTCAATGGAG GCTAGAGAAA GAGAACAGCG TAGTAGAGAG 22740 

CGTTTGGAGA GGATTAATGG TCAATCGCAA GCACAAGTGC AAACGCAAAC AGGAGAATTG 2 2 800 

TCAAATAATC AGGAGCAAGA TAGCGTAAAT ACGCCGCCGG AGAGAATTTA CTTAGGGGAG 22 860 

AATAGAAATA ACATCTATGG AAGAAGTAAC ATCGTTAAGG ATTCCTTGGG CTTTAAGACA 2 2 920 

ATTAAAGGAA TTACTCTTGA AAGCCTTGGA ATTGATAAAA AAGCAATTTA AGCCTAGGTG 22 98 0 

GCTTTAGGAG GTAAAATGAG AATAAGAATG AAACATTTAG TAAGAAGGCT TTACTTAAGA 2 3 040 

AGGGACAAGA TTTGGCATGT TTACAGAAGT ACGGAAATTC AAAACAAAGC TAAAGACAAA 2 310 0 

AGCATTACTA ATTTTCCTAA ATTAGAACCA GAAGATTTTG ACTATGAGTA TATTTACAAG 2316 0 

TTCGTGGATG AGTGGATTCA GAAGAAATAC AACGATAAAT TAGGGTTTAC CATCCAAAAG 2322 0 

GTAGATGGTC TTGAATATAT TTGTAAGGCA AAAAGGTATG CAAGTTTAAA GAAAATATTG 232 8 0 

GCTAGGATTG TCAAAGACTA TAAAGATATA TTTCTTGGCA GGTTGCAAAA GAATGTTGCT 23 3 40 

GGTGCACAAG CGGGATCCGG GGGGAGTGGA GGTAAGGGGA GC AAGCCGGC GGGAACAGGA 2 3 400 

GGATAATATT AGTTCACAAA AATAATAAGG AGGAAAATAT TAGCTTTAGA ATAGTAAAAA 2 346 0 

GACCAGTAAA ACCCGCAAGT TCTGAAAAGG TTGTTGAAAC TGATAAACAG CAGATACCTT 23 52 0 

TTCAGAATCA TTCTTTTTTT AAAAAGGAAA TTATTGGCGA TAAAACCAAT T AC C AT AC AA 23 58 0 

GGTTGATGAA TATTTATAAG GGTTGTCGGG CCTATAAACA TAAGTTCTGT GCTTATTTTA ' 2 3 640 

TAAATACTTT TAGCAAAGAG AGAAGATTTA TTATGCTGTA CCCCATAAAG GAGGGAGATG 2 3700 

CGTTTTTAGG TATATTTTAT GGGTACAATA AGGTTAAAAA TAATCCATTT TACAGAGATT 237 6 0 

ATACTTCTGT TTGTAGCTTT TCTAAGAAAA TATTTAAATC TTTTAACAAA TCGTATTTTA 2 3 820 

TTGAATTTAG ATT T AAAAAG GGGAGTGTGT TTTTGTATCT CCACACTATA GCTTATTTGC 23 8 80 

TT AGGGAT AG AGATAGCTAT AATAGGGAGC AGAAAAAATT ACATATGCGT CTGATGGAGC 23940 

TAGAAAAAGG AGTATTTAAG TTTTATGGTC GAGATTTGAA TCCCCAGGGC GAAGGTATTA 2 4000 

TAACTAAGTG GATAGATAAA ATCAATCAGA AAAAGTTGGG CAAAGAGGAT AATCCTAGTT 2 4060 

TGCTTCGCAG TCTGCTACGT AGTCGACTGC GTAGATTTTG AATTTACAAT. GTTACTAAAG 2 412 0 

GGTAAATTAT GAAAGTCGCT AGTCTTATAA GGTCAACTTG' TGAAAATGAA AATTTAATTT 2418 0 
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TGCGGAGCGG 


ATTTAGAGAT 


CTTGATGCTA 


TTATACAAGG 


CTTTAGGGAA 


TCAAATTTTG 


24240 


TAGTAATTGG 


AGCACGGCCC 


AGTGTTGGTA 


AAACGGCTTT 


TGCCCTCAAT 


ATTGCTCACA 


24300 


ACATATGTTT 


AG AAC AAAAT 


TTGAGTGTTG 


GATGGTTTAC 


AT AT G AAAT G 


ACAAGTAAAA 


24360 


CTGTCACTCG 


GAGGCTTTTG 


TCGATGAATT 


CGGGCATAGA 


ACATAATAAG 


TTGCTTGACA 


24420 


ATATCAGTTC 


GC T AAAT AAA 


AGTGAACTGG 


ACGCTTACCA 


TAAATCAGTT 


TCTGAGGTTA 


24480 


GTAATTTTTC 


TTTTTGGATT . 


AATAGCGTTT 


GGGGTACTGA 


CATACATGAG 


TTAGAAGATA 


24540 


AAGCTAGACA 


AATGAAATTG 


AACCACGATG 


TAAAAATTAT 


CTTTATTGAT 


TACATTAATT 


24600 


TGATTCCCGT 


GTCACAGAAT 


AATATTCCTC 


GTTTTGAACA 


AGTTGCATTT 


TTGAGTCGTA 


24660 


ATATACGTTC 


GCTTGCACTT 


GAAC TTGGAA 


TTCCAATAAT 


AGTTGTATCT 


CAAGTTTCCA 


24720 


GAAGCGCTGA 


GGTTGTAGAA 


CCTAGTTTGG 


CAACTTTGGG 


AGAATCGGCA 


GCATTACAAT 


24780 


GGCATGCAGA 


TATTGTAATT 


TTTTTACATC- 


AAGAGAGGAA 


AAAACGTAAA 


GGGCGGAATA 


24840 


CTTCTAAAGG 


TAATAATACA 


ACTAAAGTAA 


AAGTGATAGT 


TGCTAAAAAT 


AGAAAC GGTT 


24900 


ATATTGGGAT 


TGCCAATTTA 


GGTTTTACTC 


CAAAAACTAT 


AAAATTTTCG 


AATTGAAATT 


24960 


TAGATTTGTT 


AGATTGTTAG 


ATTTTGTAAA 


TATTCTGTTA 


TTTGGCCTTA 


ATTTGTGTTA 


25020 


CAATGTATTT 


AGTAGGTGAG 


T AAAT TAT G A 


AATCATCAGT 


AGTGACAACA 


AGTATTACTG 


25080 


AAGAGCAAAT 


ATATAAAGAG 


TTTCTGCGAC 


TAGGTATGGA 


ACAACTAATA 


GCTCAAGATT 


25140 


TATCAAAAAG 


ATATTATCAC 


AATGAACTTA 


CATATAGAGA 


TTTAGAAAAT 


T T AG AAAAGC 


25200 


AATTTGGCAT 


AAAGTTTGAC 


AATC TTGTT A 


CTAAGATTGA 


TACTGTTAAA 


AGTGAACTTA 


25260 


C T ACT AAGAT 


TGATAATGTA 


GAAAAGAATT 


TACAAAAGGA 


TATATCCAAC 


TTAGACGTTA 


25320 


AGATTGATAC 


TGTTAAAAGT 


GAACTTACTA 


CTAAGATTGA 


TAACGTAGAA 


AAGAATTTAC 


25380 


AAAAGGATAT 


ATCCAACTTA 


GACGTTAAGA 


TTGATACTGT 


' TAAAAGTGAA 


CTT ACT ACTA 


25440 


AGATTGATAA 


CGTAGAAAAG 


AATTTAGATA 


CTAAGATTGA 


TAACGTAGAA 


AAGAATTTAG 


25500 


ATACTAAGAT 


TGATAACGTA 


GAAAAGAATT 


TAG AT AC T AA 


GATTGATAAC 


GTAGAAAAGA 


25560 


ATTTGCAAAA 


AGATATGTTT 


AGTTTGGAAC 


AAAGGC TAG A 


AATAAAGCTG 


GAAGCCAATA 


25620 


ACAAACTTCT 


TTTGGAAAAG 


CTGGAAGCCA 


ATAACAAACT 


TCTTTTGGAA 


AAGC TGGAAG 


25680 


LLAAlAbLAH 






AAGCCAATAA 


CAAAGTTTCT 


TCAGAAAAGC 


25740 


TTAAAGTCAG 


CAACAGAATA 


GTTATTATTG 


CAGTAGTAGT TGTGCCCACT 


GCTATATCTA 


25800 


TTCTAACTCC 


CTTCATTACG 


TCATTAATTA 


GCAATTATTT 


C AAAT AG AAA 


TTGCAAAGAA 


25360 


TTCTTTACTT 


TAATCAAGAA 


AAAAAATTTT 


AGATATAATG 


CGCTTTTGTA 


ATTTGCAAGT 


25920. 


ATTTTTGTAG 


ATTCCCaGTT 


TTTTTAGGTT 


AGCATTAATG 


TATAGCGTTA 


GAGTATGTAA 


25980 
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ATTTTTGCAA GGTTCCTTTT CAGCAATAAA ATTTGAAATC AAGTTTGTAA TAGTAGATTT 2 6040 

AAGCTCGTTG GAGCTGTTTT TATAATAATT CAGATTGTTT TGATTGAGCT TTAAAGGTGC 2 610 0 

AAATGATTTA ATATAGTTAA GCTTTTGTGA TAGATTTAAT ATGCACGGCG TGTTAACTAA 2 6160 

AAAGATGCTT TGTGAATTAG AGTTGTGCCT AACTTCATTT GGTGTTTCTT TAGACTTTGC 2 622 0 

AATCAAAGAG TAAACAATTC TCAGTTGTTT AGTAGTAATG TCAAAACCAA ATATCTTTTT 2 62 3 0 

TGCCACATAA TTAATTCTGG TTGTATTAAT AGATATCAAT CTATTTTTGT CTAGATTTTC 2 63 40 

AATACATCTG GAAATTTTAT TAGAGCAAAT TAGGGAATGT GTTTGAATTT GTAAACCGCT 2 6400 

GTCCAATGTA TAAGAAATTG TATCAGATTG GAAATTGTAA GGAGTTTTTA TGTTTTGATT 2 64 60 

TTTCAGATGA GTTAATGGAA TTCCAGCAGC CATAATAATT CCAAGTAAAT GGTGTTTAGT 2 6 520 

GCTAGAAGAA TTAATAAGAT TCTCGCTAAT TAAAATAAAT TCATTCGGAT T TAT TT TATA 2 6580 

AATTTTTTTT TGTTTGGCAA ATTTACCTTT TAAAAAAAAA TTGCATAAAA ACATATAAAC 2 6640 

ATTATATACT TTTTTGTAAG AATTTCAAAA GAAGTTATAA ATTTGTAATT TGGAGATAAG 2 6700 

ATTTGGTATT CATGAAACAT C T AAATT AAA AATTTGTAAT TTGAGGTTAG TGCCTAGGGT 2 6760 

TTTTGGTTTA- AATGTTAACC CG 2 67 82 
( 2 ) INFORMATION FOR SEQ ID NO : 8 : 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18359 base pairs 

(B) TYPE: nucleic acid 

{ C ) STRANDEDNESS : double 
( D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

CTATnTACAT CACAGCTTAC CAATGcTATT TAAATAAACT AG AAAG C AAA CCACAATACA 60 

TGATTAAAAT GATATGGGCA ATAAACTTAA AAAGTTTAAC GATAATTTTG AAATTCTTAT 12 0 

TAGAATCTAA TTAAAAATGT AAATTTATAT AAATTTTATA AATAAAGAGT CAAAGAAAAC 18 0 

GCTTTATACT AGAAAGTCTT TATAAAGATA ATAAAATATA TTTTTTAGAA CTTTCTTCAA 2 40 

AATATAAATC TTATATAAAG AATATAAAAA AGAAAATAGA ATTTCAAAAT CATTAAATAT 3 00 

1 CGAATGATAT TTTTAAAATA TAGTTTGAGG ACAAATAATA AT C GAATG AT TTTTGAAAAT 3 60 

TAAATTATTT AGATATTTAG ATATGGAAAA AGCCCCCAAA GGGGCATCTT TATCTGCGAT 42 0 

GATAAACCCT AGGAGAAAGA ATTGCCTCTA CCCTAAATTA ACAATAGTAC TAAAGTATAG 48 0 

CACAACATAA AAATACTTAA CAAGATTAGA TTGATTCAAA C.TAGACTAAG AAAATTTAAC 54 0 
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AAAGATAATG TTGAACATGG AAGTGTTGGC CAAGCATAAA GAAATAATTT AAC TTGG AAA 600 

CATCTTGTTT CACTACTTGA AAAAAAATGA AAATAGCCGT GTCAATACGA ATACAGCCCA 6 60 

AAATATCTAA AAACCTACAA AAATATTAGC TGATTATATC TATTTTTTTC TTAAGTGAAT 72 0 

ATGAATAAAA AATTC TTTGT AATTTCTATT TAAAAAATTT AGCAATTAGT AGCATAACAA 780 

TATTTGTTAT GC TAG AT AT A GCAATGGGAA CTATTATTAC TGTAATAATA ATTATTATTC 8 40 

TGTTGCTCAC CTTGAGTTTT TCCAATAAAA ATTGACTATT AATTTGAACT TCTTTTTTAA 90 0 

GAGCTTGTGC CAAATTAAAT ATGTCTTTTT GTAAATTCTT TTCTACAGAA TCTATCTTAG 9 60 

CATCTAAATT AAATATGTCT TTTTGTAAAT TCTTTTCTAC AGAATCTATC TTAGCATCTA 102 0 

AATTAAATAT GTCTTTTTGT AAATTCTTTT CTACAGAATC TATCTTAGCA T C T AAATT AA 108 0 

ATATGTCTTT TTGTAAATTC TTTTCTACAG AATCTATCTT AG CATC T AAA TTAAATATGT 114 0 

CTTTTTGTAA ATTCTTTTCT ACAGAATCTA' TCTTAGCATC TAAATTAAAT ATGTCTTTTT 1200 

GTAAATTCTT TTCTAAAAAA GAAAT C TC AG AAATAAGGTT CTCGAACCTT ATACCGAATT 12 6 0 

GTTTTTCTAA ATTTTCCAAA TCTCTATATG TAAGCTCATT GTGATAATAT CTTTTTGACA 13 2 0 

AAT'C TTGAGC TATTAACTGT TCCATTCCTA GTCGCAGAAA CTCTCTATAT ATTTGATCTT 13 8 0 

CGGTAATATT TGTCGTTGCC AAAACTGCTT TCATAATTCA CTCACCTACT AT AT AT AT AT 144 0 

TTTAACATAA ATCAAAGC C A AATATCGGAA CATTTCCTTC AAAATCTCAT AAAG C AG AT A 150 0 

TAATGCACAC AAACTAAATA TATTTTCATA TTTAATCCCT CTTTATGAGA AAAACTTATT 15 60 

CCACTTTATT AGGACCGCTA CCCACCTTAA ATCCAATTTT TCTAAAAAAA TTTATTTTAT 162 0 

TCGTTGATAT TTTAGTAATT TATATAATAA T AAAT TG AAA TTATTAGATA AAAAGCTAAA 168 0 

GCTCATAATT TCAATTTATC TTGATGATTA AAAATTCAAA ACAAATAAGC ACTTAAAGAT 17 40 

CTAAGCGCTT TATATCTAAT AAAATTTATT CTTTTGAAAC TCTCAATATC AATGCTTGGT "1300 

AAACTTTTTA AACAATCAAA ATAACCTTGC ACATAATATT ATTGGCTCCA G AAT C AT AAA 1860 

C AAAAAC T AC TTTATTCCCT TCATTGCCAT T AAC TTGAGA CATACACTGA AGCTTTGCTT 1920 

TCTTTTTTTT AAAAAAGTCT ATCTACTTTA ACATCTGACT CATTAATGCC TTCTTTGACT 1980 

TTTTTTGTTG TAACTTTTTT TGATTTATCC CTACATTTTC TGCAAGTCTT AAAAAGATAT 2 040 

CTACTTGCTA TTTCTTATCT TTTTGATAAT CATCTTCAAA ATTTTTAGCT ACATAATTTT 2100 

ATTTTTGGCT TT AC TTATC A AAT C ATT AAC AAGATTAATA TCGCAAAAAA ACAAAAGAAT 2160 

AGGGTTAAAT AGATCCCACT AAAACACTTT TTAAATAACT CTCATCTTCC TGAATTATTG 222 0 

AATCACAAAC AGATTATTTT CCAAAAGTAT TACTATTATT TTTTTCATAT AACTTTAAAA 22 80. 

TCTACGTATT GATTTATAAA TTCTCTGATT ATATCAGTTA CTAGGCTTGT AAACAAAAAA 2 3 40 
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GGCCAGCGAA GCATCAAATG CTTCGCCTAA CCTTCTAAGC TGCTTGCCTT AAAGTCCTTA 2 400 

AATTTCTGAT TTAACTCCTA AG AAATGT C A CTTATTTTCC AAGTCTTCCA ATTTAGTTTT 2 460 

T AC AT T T AAC AC TAT C T T AA ATGTCCCCCA CAACTAATGA CAAATTGTAA TTAGACATCA 2 52 0 

CAATTAAAAG TATCTCTATT TTTTATTTTA TTGCTAATAC CCTGAGAAAG CCTATCTACT 2 580 

ATTTATTTAA ACCATTCAAT TCTCCATTAT TT AT T AC AAA TTGAAAAGCA CCCGTTATTT 2 640 

TTTATAAA.CC AATAGCCATA TAATTTAATG TGATTTGTTT CATCTAATGT CTTCTAGTTA 2 7 00 

TAGGGTTTCT TTCTGCATGG GGGCTGCCTA AG AC T T GAT A TGCCACCATT AT AAC AC T T G 2 7 60 

CAAAAAATCA AGTAAAATTG ACCATAACCA CTCTTCCACA AAAGC AAAC A TAAGTGGTAA 2 3 20 

TTATAAATCT AATAAAATGC AAGCCATTTT TTATTATTAC AAACAGCGTA AAGTGGCTCT 2 3 30 

TTTAAATTTT AAAAAGTCTT TTTTATTAAT TACCAAAGAT AAGTAAACTT GCAAATAAAA 2 940 

C T AC AC GT AT T G AAAGT AG A TTTGAAATTT CCATTATATT TATATATAAT GGC AC TAAAT 3 0 00 

ATCTGAAAAT GAAGGAGAAG CGGGTGGGCA ATAAAATTTT TTATATTTCA GTGGTTTTAA 3 0 50 

TTTTAATAGT TGGTTGCGAC TGGGGAACTA TTAAAGATAA AAGTACAGAA ATTTC CAAGC 3120 

TATTAAGAAC GGACAAAGAT AAGACTAAAA ATCAAGATAG AATAGAATTG GGTGAAGATA 318 0 

ATTTTGTATC TAAAAATAAT ATGTCTACTA CTGATACGGG CATTACTAGT TTAGGAAGTC 3 2 40 

T AAAC AAC TT GGATTTAATT AATCGTTCAC AGCGGGTCAG TGAACCACCT ATAATCTCAA 3 3 00 

ATGAGAAAGC CATAGCTACT CAAGCAAAAG TAGATTTAAT GAACAACATT AATGTTACTA 33 60 

TAATAAACCC AAAACCAGCT CAAAATTTGG GAAATTCTTT AAACAATACT ACTACTGAAG 3 42 0 
ATAGTGTGAA GTTTTTATCA ATTGAAAACC AAGAGT GGC T TATTAGTAAA AA.GATTTTGC v 3 480 

CCAGTAAGTT GGAAAATTTA GAAAGCTTTC TAAAAACACA AC AC G AAAAA GAAGCTTTTA 3 5 40 

AGACGGCTAA AAC TAT AC AA AGTCTCATTA GTAATTCCAA TATGGGTAAA GAAATTATTA 3 600 

AGTTTAAGGA AGAATATTAC AAACTTTATA ATTTGTTTGA AGGCATACAA CAAAAATTCC 3 660 

ATAGTCAAAG GAATTCATTT ATAAAAGATA CTAAATTTGG GGAAAATAGA CAAAAAAATG 372 0 

CAGTTATATT TAAATCCTTT TCATCTATAG AGAAAGAAAT TAGAGATTTG AATTATAAGT 37 8 0 
TGmGTGAAAT CCAAAGTAAT TTTCAAATTG CAGATGTTAG CTGGAATAAT GCAAACTCTC ~ 3 840 

TTTTAAAAGA ATCTATAGAA AAATTAATTC AGGCAATTGA AAAAAGGTAT GACAATGAGA 3 90 0 

GTAGAAAGCA AGGTCAAATT GGTGGACCTG CTAATAGATG GGATAAAAAT CAAGCTGACA 3 9 60 

ATTTTGCTAA GGATGCAAAG TATAAGGCAG AACATTCAGC AAATGATTTG GAAAATGCAG 402 0 

CCAACTATTT TAGATATAGT TGTTCAAATG AAAAAGAAGC TAAAAAGCTA TTAGAAGAAA 408 0 
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TTAAAAAAAG ATTTGTACGA ATTGGTATTA GCCTATAAGT AAATTTGAAT ATTTCAATTT 4140 

TAAGTATTAT GCATAAATAT TAGTAATAAC CTAATATTAT GCATAATATT CCAATCTGAG 42 0 0 

ATTTCTCTAT ATATTTTTTA CTTTCCCAAC TTTTATGTAT GACCCTTTTG ATTTCTTTTT 42 6 0 

TATAAAAAAT ATCTTCTAAG TAAATTTAAA AGTATCGCGT AAATAATATT GTGTAGAAAC 43 2 0 

TATCAAAACC AAAAAGT C AG AAACAAGCTT TAACACAAAA TATCAAACCG CCTTACCCAA 43 80 

CGGACTTTAT GCACATTTCT TATCAAATAA ATCTAAGTTT TTCATCTTTA CTCTTAACAC 444 0 

TATATTCTGA ATAATAAATC CTTGCAAACT CAACCAAGTA TCAATTTTTG AATAAAGAAT 450 0 

ATAAAATTTT GGATAATGGG GTTTTAAAGC TTATTGATTT TAAGAAGAGA GGCAAGAGCT 45 6 0 

TGCTTAAGAT AAATTTATCA ACTTTTTGAG AATATAAATA CTATCTATAA ACACAGCCTG 4 62 0 

GAGAGGGATT AATATTAATC TAAGCAAAAT AXACACAATT AAAAGGCGAA AACTAATATA 4 680 

ATTGCTTTAA ACTTTTTTGT TTTAATCTTT AATTATTTAT AAGTCTGCAT TCAACTATCT 47 40 

CATATATAAA GAACTGGTAA TTACTTTTGC AAGAAAT CT T GTGCCTTGGG TCACTTTAAC 48 00 

AACATTAGAA ATGGATTTTA TAACATCTTT TTTTGCCACT GCTTGATCCT TATTTGATAG 4 8 60 

ACTTAGACTT AAAAATCATT AATAATAATA TTGACCCTTC TTTGGCCCCC TTAAACCGCT 492 0 

TCATCTAGGG CATCTTCAGA AGCTATTAAA GCTTTTTCAA CTTCTTCTAC TTTAACAAAT 498 0 

TCTTTTTTTG TCAATTCTAA TTCCTTATTA TTTGGAGATT TATTTGACAT TATTTATCTC 5 040 

TCTATTAAAG ATATTGCCTT ATTCTACAAC ATAAACAGCC TTTTAAGCTT GAGCGGCCTT 5100 

TTTAGAAATT TTAACAACCC TATTTAATCC TTGGCAACAT CAAAATCTTC TTCCCTCCGA 5160 

AAACTTTGCT ACAATCGCTG C"TTCTTGTTA TACAACAACA GCTCTCTTGA TAATAAATGA 522 0 

CATCAAAAAC ATTGAACCTA CAAACTTTTT AACTATATTC TTGTCAGTAA ATTTAATTAA 5 2 80 

CTAAAGAAGT GATTCTTTAA CACTCTCCCT AATTTACTAA GAACACTCTC TGTTAACTTT 53 40 

TTAATAGTAT CTAAATATGG ATT AAC C C G A TATTTTTAAT CTACATTTAA CCATCTTTTT 540 0 

TATCTGATTG T C C T AAAAT A TTAGATTGAA ATTGAATAAT ATTCACATTA TTAAAATCTG 5 460 
CAAACACATT TAAATTCACA AATCCAAACA ACAATCCACT AATTATTAAA CATTTTAGAC , 5 52 0 

ATTGTTAATT CTCCTTGTTT GAACTGATTT ATTTTTAACA AAGATTATCA AACTTAAATT 5580 

TATATTAAAT GGAAAAAAAC AGTTCTATTT TA.TAATAGTT GAATTTATTA TTATAAAAAC 5 640 

ATATTTTTAT ATCAAA.CAAA TGATTCAAGC TTATT AAAAT TTCTGCATAT CAAAAACCAA 5 7 00 

TGAACGATCT CTAAATTAAC AGAGACAATT TTTAATAGAG AAAAACTCTC GCCCCACCTA 57 6 0 

AAAGACAATA GTTTTACACA AGCTAACTAT TTAATGCTTT ACCTGTCATA TTTAATCTAA 5 82 0 

AAGAAAATAC TAG AT C AT C A ATCCATGTTA TAAATGAAGC CTTATGCACA CCAAAAATAT 5 3 80 



CACATTTGCT TGTGTTTTAA 
CGTTCAAACT GTCAAAGTTT 
AAGGTGATGA ACTTCATTTG 
GAAAATAAAG TCGAGCTCAA 
ACCAATATAC TTATTCTCCC 
TTTGGTACTT ACGTGGAAAA 
TAGAATTTTG AGAATATCAT 
CTGGGAATAT GGAAAAAACA 
ATAAAGAATT ATTTGCTATT 
TAAATAAGAA CAATAAAACT 
GAACTGGTGT TTAGAAAACA 
AACACTTACA AGAAGAGCCC 
ATAATAGAAG TCTTCCTGAT 
GATCTTAATT TTCAAGGTGA 
TGGTTGGCAT TGATTAACAG 
TCACATGAGT AAC AAAC ATT 
AAGAC C T AAA AACACCTGCT 
ATGACGATTT TCAAATTCAA 
T T T AAC AAC A AGCTTTGCTT 
AT AC AC C AAG CAACAAGTTT 
AT AAAGC TGG CAACCCGGCA 
AAAAATAAAT TCTTAATTTA 
TTACTATGTT AACTATAAAC 
TATTTTATTT TAAACCACTA 
TAATAAAATA TTTAGTTAGG 
TTATTGATAA AAAT AC AC T G 
AAC C AC C AAA CCAATAAAAA 
TCAGTAATCA ATTACTTAAA 
GAACACTTTA CTTCTAAAAA 
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ACAAAGTTTT TTAATAACAA TAAGAAGAAT AATAAGAATG 5 94 0 

TCAAGCTTGA AAAT AAC C AA ATCTTGGTTT AG C AAAAAT A 6000 

GTAGGCATTA CTAGTGCAAG ACCAAGCAAT AATATCTAGA 60 6 0 

AAATCGTGCT TTTAGCTTCC TTATAGAGGA TACTTTTTTG 612 0 

CTTGACAAAA AAATCAAATG TAAAGGTGTT AAAACTTTAT 618 0 

T AC T AAAAAC AAAGAAGAAG GCACTTGGGT GATAAATGAC 62 40 

AAAAAACTTC AAGCCAATAA TATCAAATTT TGATTTGGTG 63 00 

GGAAATTATG TTGACAAGCT TTAAGAACCT ATTGTTAAGA 63 6 0 

TACATCGAAA GAAACAATGC TAATAAAAAA CATTGTCCTT 642 0 

CCCATTAGCT AAAAAT AGAT GATTATCTCA AAAAT T TAG T 64 80 

CTTGTCCTGA ATTCTTGACC ACCGAATTTA CTAAGAAAGA 6 54 0 

TGGTAAAAGC TTTTTGGAAT ACCAAAATTT TGCATTCCAA 6 60 0 

AATTATTTTG TAAAAAAATA GACATGATAT TGACAATAGC 66 60 

GTGAATCAGC AAGATTAGCC TCATTCATTC ACTGTAATGT 672 0 

ATACCACTAG ATTTTTGATC AACATTATTG ATCTTGATGA 67 8 0 

TATTTATAGA TTTATAGTAT ACAGATTGCA AAGAAAAAAA 6 3 40 

GCTTATGTTT TTACAGATAT GATATTTAGA AGAAAAGTTG 6 90 0 

CTGAAAAAAA CTCTCTTTTG ACAGTCAGGT TTTAAACAAT 69 60 

AAACTGTTTG TCAATAAAAT ATTTGAATTT TTAAACAAAA 7 02 0 

ACATGTATTT AGAATGTTTT TTTTGCAGTC TTTAAAATGA 7 08 0 

TAAGACATTA T G AAC T AC T A TTTCTAAAAT T AAAAAT T AT 7140 

TCCTGTGATA GCCTTTTAGA TCCTTTTTCA AATTTTAAAT 7 2 00 

ACTTTTGAAA AAGGTCTTTG GCTTTTTCCT ATAGTCTTTT 72 60 

TTTCTATAAT CTTTGACTTA AAACTGTGAT TAGCTAAAAA 73 2 0 

TATTGAAATT AATCAAATAT TTTGAATATA ATT AAAGC AA 73 80 

AACATGGAGA TTAAAAATGA AACCAGCCAT ATCTAATCAT 7 4 40 

TAAAC T AC TT GGTAAAATCT GTAGACTGAA AAAAAT TAT T 75 0 0 

TAAAGAATTT AAAAAAAAAT ATAATACCTC. AATTAATAAA 75 60 

AGTAAAAGAA CTTCGAGTTC ATCATCAAGG AGATATCCTT 7 62 0 
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CGCGTACTAA 


ACTCAAATAT 


AC AT AG AG AA 


AACAAAAAAG 


AAACCACAAT 


TAATACTCTA 


7680 


AGACTAGATT 


TAAAATTTTT 


GGTTAAGCTA 


AAAGCATTAG 


AAAAAAGAAT 


AC T AAC ATT T 


7740 


TCAAATAGCT 


TCGGAGAATT 


TAAAGGAAAG 


CTTTGTATAT 


ATAAAGTGTC 


GCCTATTGCA 


7800 


TATAAATTGA 


TTAATGCATA 


TTTTAATAAC 


ACTAAAATAG 


ACTTACTTAA 


AAAAGTAAAG 


7860 


GAAGAGAAAG 


AATCTTTTAA 


GCCTAAAAAT 


ATCACTGAAA 


ATATCACTGT 


ATATAATAAA 


7920 


CAATATATAA 


AT AT AT AT AA 


TAAGAATTCT 


AT AG Ai\AAC T 


CTTTCTTTAA 


AAG AAT T AAA 


7980 


TCAATAATTT 


TCAATGCAAA 


AGAACCAACT 


AAATCATTAA 


AAAATACTTT 


ATTAAACTAT 


8040 


AAAGATTTTA 


AAAATTATCT 


AAAATATGAT 


TATGAGACAA 


AAGATATTAA 


AGAGTTTTTC 


8100 


TTATCTAAGC 


TAAGTCTTTA 


TAAACATAAA 


ATTCACTTTA 


TGAGGAAAAC 


CGCACCCTAT 


8160 


AAAACTGATT 


TTTACACTCT 


TGCAGGAGAA 


TTTAAAGATA 


CTTATACTAC 


TAAATGGAAG 


8220 


GTAAATAAAA 


T AAC T AGC T T 


TTCAGGACAT 


GC T AGG AT AA 


TAGCCAATAA 


TATTCTGGTT 


8280 


AACACTTTAA 


AAAAAGG AT T 


AAAATTTGAG 


TAAATTACTT 


GAAAAACTAA 


AACAAAAAAA 


8340 


AACTTTAATG 


AAAATTGACA 


ATATTTTAAT 


TAAAAAAGAT 


ATTTTTAGCA 


AAATAGAAGA 


8400 


AATAGATGGA 


AAAAAAGTAT 


AC TAT AC G AA 


AATATTTAAA 


CATTTAATTG 


ATTTTAAAGT 


8460 


T AC T AAC AAA 


GAACAAAGAT 


TAAGACTTGT 


ATTCCAAGAA 


TTTAATAATA 


ACAATAAAGA 


8520 


TTATTATTTT 


TTTAATCTTT 


TTTCATTGGG 


AAAAAATGAT 


AAATTTTTGG 


GAATAAAATA 


8580 


TGGATGGGAT 


TACCTTGAAA 


AACCCTTCTT 


TCTTAAAAAA 


GAAGACAATA 


AAATTTATGC 


8640 


AATAAAGAAA 


CTCTATTATA 


TAGAGTTTAG 


GTTTAAAAAA 


GGATCCGTCA 


AGTCTTACAT 


8700 


ATTATCTTTA 


AGAACTTTGT 


TGAGAAAAAA 


TGAAAAAGAA 


AGCACTGAGT 


ATTATCAGTT 


8760 


TACGCTAAAT 


CATCTAGAAA 


AAATGGAAAG 


TAAAGTATAC 


AAATTTTACA 


ATAAAAAATC 


8820 


ACCGGATGGA 


GGAATTTTAA 


AAAAATGGAT 


ATTAAAAAAT 


CAGATATTAT 


AAC AATGGC T 


8880 


TCAATTAAGG 


GAGGAGTCGG 


AAAAAGTGTG 


CTTTCTATAC 


TTTTTTCTTA 


TGTATTAAAG 


8940 


GAATTGGGCA 


AAAAGGTGCT 


TCTAATTGAT 


TTAGATCCAC 


AAAATTCTTT 


AACTTCTTAT 


9000 


TTTAATAGAT 


AT AT T T C AAA 


TATTGAAAAA 


TATAATACAT 


ATAGTATGTT 


AAAAGGAGAT 


9060 


TTCCATTTTA 


ATGAATGCAT 


TAAAAAAATT 


GATGATTATA 


TATCTATAAT 


CCCCTCTCAC 


9120 


" CCCATTTTGG 


GAAAATTTAA 


TTCGGAAGCC 


ATTGATTACA 


AAGAA.GTTAT 


TTTAGAACAT 


9180 


CATTTAAATG 


AAAATATGCA 


AAACTATAAT 


TTTGATTATG 


TTTTATTAGA 


TACTCCTCCT 


9240 


AGTTTAGATT 


TTCTTTTAAA 


GAATGCCTTG 


AATGTTGCGG 


ATTATATTGT 


GATTCCAGTT 


9300 


CAGGTAGAAA 


TATGGTCAAT 


AGAAAGTTTT 


ACTATTTTGA 


TTAACGCAGT 


TAATGATATT 


9360 


ACAAAATTTA 


GAAAGAAAAT 


ATATAATATT 


TCTATTGTGG 


AAAAC C AG T T 


TATAAAAAAT 


9420 
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AGAAACACGA TAAAAGAAGT GGAGGACTTG CTTTATAAAG AATATAGAGA ATATATTAAA 9480 

GGCAAGATCC ATTTTTCAAA TAGTATAAAA GTTCTTATAA ATGGACGATT AGAGCCCTCT 9 540 

AAAAAAGAAA TGTATTATAG AGAAATAAAA GATACTTTAA AAAATATTTT TTCTTTATAG 9 600 

TTGGCATTTT TACTAACTAT AAAGGTACTT ATTTAGGGTT GTCCGATATC GGACAGATAA 9 660 

TTTT AC T AAA AATTATCTAA AAATAGGAGA TAAAAATGAA GAAAAAAGAC AATAAAAAGC 972 0 

AGGTAACTTT ATATAAAAGG GTTGAAATCT CAACAGGCAA AGAATTAAGT TTAGGCAATA 9780 

ATCAAGATAA GGAATTGAGA AATTACAATG AGTTAAAAGA GCAGTTGAAA TTAAATTTAA 9 840 

AATCCGATAT TAATAATAAA ATTCAAAGAA TGAAAATTTT ATATGAAATT AAGCAAAAAG 9 900 

AACTTTATAA GTATGATGGC TTCAAAAGTT TTAAACAGTT TATAGAATCT TATATAATTG 99 60 

CTAGAAGCCA AGC TTATATG TATTTGAAAA TTTATGAGAA AGTTTTAGAA GGGATTATTT 10 02 0 

CTATTGAAAA AGT TAAAGAA ATGGGTTTTG TAGCTACATA TAAAAATATA CTAAAAAATA 10080 

GCTTGTCAGA GAT AT AT AAA GAAAATATGG TTAAAGAAAA CCCAGAAGAA GGTGTTGGCA 1014 0 

CCCAAAATAA ATCTATTAGA ATTTTAATGA AAGATGAAAA AGTTTATGAT TTTTGCAAAA 102 0 0 

AAGATATCAA AAGAATCTAC TTTATTTTAG AGAAGCTAAT TAAAGATAAA AAAAAT AT C T 10260 

TATCAGATCT TATAATTGAG TATGAAAATT ATAAAAAAGA TAAAAAGATA AAAGTGAGCT 103 2 0 

CTTGATTAAA ATTGTATAAT ATATTATAAT CAAACTAGGT TAGAGAGCTT TTCTCTCTCC 103 80 

GTGTTCAGTA GTAAAATATT TGCCCATAGG GGGCTTTTTT TGTGCCTACT ATATATTAAA 10440 

AAAATAATAA AGTATTTTCT ACTTACAATT TCTATAAAAT TTAGGTAGAT ATAAATTCAA 10 5 00 

AACAAAAGAT TGTTAAAGTA TTCTCACGAG ATTAATCTTT TATTAAGCAT TTATGCTTTT 10 5 60 

CTCATTAAAT CTGATCAACC TTTTATCAGA TTTAATTTTT AGGGTTTAGT AGAATTTTTA 10620 

TCAACAATAA TTCTTTCATA AATTTTATTA TTTTTATCAA ATTTTAATTC AAGTAGCCTT 10 6 80 

TCAACTTTAA TGGCGATCTC TTATGTCGCA GAAAATAAAA ATTTTAATGT TAATAAATTG 107 40 

TATTTTTTAT ATTGATAAAA AT AC AC AG AA ACACGTAACA GATTTACAGA TAAAAAGGAA 10 8 00 

AAATAAATCG CGTTATTTTT GATTTTTGAA ATCCGAATTT TAGTTTTTGG TCAAAACGGG 108 60 

TAATATCATA TTTTATTTAA AAATAAGCTT AATAAAATCT ATAGAAATAA AATAAGATTA 10920 

CTTTAAGCAC ATAATAATAT CTATCTTTAT CTCAATAGCA TTGTTGAGAT TTAAAAAACC 109 3 0 

ATTTATTTTT GTATTTATTT TAATTTTTTT ACTCTTAATT TAATAAAATC AAACTTCAAA 110 40 

TTTTGGATTT TTACGCAACT TTTTTACTAT CCTAAGTTTA TTAAGCAAAA- AAATATTAAC 1110 0 

TTTATAAAGT TAATCTCAAT AAATTTATTC TAATTAGTAA ACATTTTACC AATTACTCTA 1116 0 
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GCATCATTTA CTAATGACTT AGAATTATTA TGGTTTACAA TATCTACGGG CTATCTTCTG 112 2 0 

CAAACAAAAT TCAGGCTTAC AAATAAATAC TCTTCGAAAG TAATTTCACA CTTCAGCAGG 112 8 0 

CTACTTAAGC TTAAAAATAC GCCCTGAAAT C AC CTTAAAT TCTTGTTAAT AATTTCATAT 113 40 

TTTGAGCAAT CTTTCACAAG TTCTTTGATT TCGAAAGAAT TGTAATTATT AG ATC TTT AA 11400 

.ATTTGAAATC AAAGAATTTT TATACGAATG AATTGATTTG TTTACATGAA ATCCTAGATT 11460 

TTTAAATTTT TTAAGAATAT TGATTGATGC TAATTTAATT ATATTTGAAT TTCTTTTTGG 11520 

TTTTTTTGGA AAAGATGCGT TGACCATTAT TAAGATTTTT TCTTTGAAAT GAATAGTTTT 115 8 0 

TGTGCGCTGT TTGAATAGCA TTAAACTCTT AAAAAATGTA TCAAGCAGCT AAAGTCTTAT 11640 

ATTTTTATTT TTTGCAGTTC TCTTTCTCCG CATTCACCTA TGAAATAATA TAATAATAAA 117 0 0 i 

TACAATATTA TGTTAAGTAT ATATTTCAGC ATCATCTATA AAAATAATTT TAGGAAAGCT 117 60 

TGTTTTCAAT GATTCGTCAA ATTTAGTTTT AT AG AT AT T T GAGCAAGGAA TTATTTAGAT 1132 0 

ATAACGATGC TTGAAAATAT AAAAAAGAAA ACCCAAAATA. CAAATTTATA AATTTTATAA 11880 

ATACCTTATT TTTAATGTCA TTAAGAATGG ATTGCTTTTA TTATTCTTTT GTTACTTCTA 11940 

AAATATCAAC AGCAGATGTT ATTTTAAATA GTTATATTTT TGCACCTTGT GAAAAGCAGA 12 0O0 

TGTAAACAAG TGTTTTTCTA GAGTAAATTT TTTATGATAA GGGGGTACTG CTACACTATG 12 0 60 

TGATGTTGGT GTATGAATTT GTGTGAACCG CTATTTAAAA TTAAATAATA AGCTTTTATA 12120 

AAGTTAAGTA ATAATTACAG CATTAAAGAT AGATTATTGC CTTGCTATAA AGAATACATA 12180 

AAGCATTTAT ATGGTTTAAT TTCAATAATG CAGTACACCA GCAAATAAAT ACAATATTAA 12 2 40 

ATTGTATTTA TTAAAAATCA TATTATATTG ATATTAGATT GATATATTCA ATTTTAATAT 12 3 00 

ATTGTATTAC AT AAT AT TAT AGGATATAAA ATAATACAAT GTAAAATTTT AAGTAAGGAG 12 3 50 

AATATTTATG AAATATAATA CGATTATAAG CATATTTGTT TGTTTGTTTT TAACTGCTTG 12 42 0 

CAATCCAGAT TTTAACACAA ATAAGAAAAG AACTCTAAGT AAGGGGATAA TTTCAAATCA 12 4 80 

AGATGCAGAT TCTGATAAAA TAATAAAAAA TAAATTACTT GATGATTTAA TAAATTTAAT 12 540 

AG AAAAAG CG AATGCAGATA GAGAAAAATA TGTAAAAAAA ATGGAAGAAG AACCTTCGGA 12 6 00 

TCAATATGGA ATGTTGGCTG TTTTTGGAGG TATGTATTGG GCAGAATCAC CACGGGAATT 12 6 60 

AATATCTGAT ACAGGTAGTG AGAGATCTAT TAGGTATAGA AGGCGTGTTT ATAGTATTTT 127 20 

ATTAAATGCT ATTGAAACTA ATGAATTAAA GAAATTTTCA GAAATTAGAA TACTGTCAAT 127 80 

AAAAGT AC T A GAAATATTTA GCCTATTTAA TCTATTTGGA AGTACTCTTG ATGATGTGGT 12 840 

TGTTCACTTA TATTCCAAAA AAGATACTCT AGGTAAACTA GATATTTCAA ATTTAAAAAG 12 900 

AC TT AAAAAT TTGTTTGAAA AATTATTATC T AT AAAAAC A ATCGTTTCAA AGATGTCAAA .12 9 60 
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ACGTCTTTTA TTGGATTATC AAAATAATGA AAATTTTATA AAAACAGATA ACGCCAAGCT 13 020 

TGGATCTTAT GTGGTTGCAC TTTCCAATCA AATT C AAG AA AAATATAATG AAGC AG AAAG 13 08 0 

GCTGAAAAGC GAGATAATTT TAATATATAC CCTTTAAAGG GTATATATAT CCACTTTCTG 1314 0 

AGTCAATATT GGCATCCTTT CTCTCGGCAG C AG AAC T AAA TGCTTCACCA CCACCAACGC 13 2 00 

TCTCCTAATA TCAGTTAGTA TCAATTGGAT TATTATCGGC ATCATTTAGC ACACCATTAT 132 60 

CATCTTTATC AGCATCCACA ATAATCACAT TT AA T AT C T A CTCACTACTA AC CTTGGTGG 1332 0 

CATCATCAGT CAAGTTTTGC AT TT AC AATT TTTATAGATT TAAATAAATA ACCTTATTAG 133 3 0 

ATTTTGAATT ACATGGTAAC AAAATTAAAA AAGATCATGA AT AT AAAG AA ATAAAAGCTA 13 440 

AGACAGGCCC CGTATGAGGT _ TAAATTTATG TATTTTATTT AATAAATTAT TTTCAACATA 135 0 0 

TTTTGTATTA TTATTTGTAA TAATAGATAT ACTATAG.TAT GTTATGAATA AAAAGTTTTT 13 5 60 

ATAAGAGGAT AAATAATGAA TTTGTTTAAA ATTGAAGCTA ATTATATTGA TATCCTTAAT 13 62 0 

AAGGAAATTT AT C T AGC TAG TATAACGATT GCAAATGGTC ATATTGTGAG CATGACAAAA 13 680 

ATTAATGCAA TAT T AG AT G A GTATATATTG CCAGGATTTA TTGATGCACA TATACATATA 137 4 0 

GAACGTTCTT TTTTTATTCC .ATCAAACTTT ACGCATTTGG TAGTTCAACA TAGCACTGTG 13 8 00 

GCGACAATTA GCGATCCTCA TGAAATAGTA AATGTTTTTT TCCGCATTTA AAAAAGG C AG 13 8 60 

TAAAGGATTG AAAAATCTAA TCAAGAAAGT TATAGAAAGA GTATGAAAGG TTTTTTATTG 13 920 

TTAAATTAAT TAGGAGCTAT TAATTATATG TCTAAGGAAG GTTTAAGGTT TATTG C TATA 13 980 

ATGGAATAAG GAATTAAGGT GGTTGGGGGC AACTGTCCCG AAGTAAAGCT TGTAGATTAT 14040 

GCCCCGGCAG ATGTCTTCCG GGTTTAAAAA ATCTAAAAAG TTTTCATTAG ATAAAGTAAG 14100 

AAGTTATTTC TATTAATTTT TGATTTAGAA AT ATT AG T T T ATTAAAATAT TTAGACGCAA 14160 

GCACTGCATT TCTAATTTCC TCGTCAAAAT CACCTACTAT TTTCTTATTT GAAAGTTTTT 14220 

CTTTAAGTAA CGCAACAAGG TATTCCCAAA TTATCTCTTT ATGGAATACT AC AAGC TTCA 142 8 0 

TGTTTTATAT AT AATG AGC A GCACTTCCTT TTAGTTCAAG TTCGTTAAGC ATTTTCAAAT 14340 

CATACTGCAC AGTGCACATA CAAGCAGCCC TTTTGCTATC TTTTTTAAAA GTATGAGTGG 144 0 0 

CCCCTCCTAT TCTGTAAATA TCGCAAGCCT AATAACGCAC AATCCCACAT GTTTTTTGTA 144 60 

ATTTTGATTT TTAGTGCTAA TTGTCCAATA TATAGACTTA T ATT ATT ATT TTATTTTAAA 14520 

GTTTTTATTT AAGGCAGGTC TCTCTGTTCT TTAATATAGT GAACATTAAT TCATTTTTTT 14580 

AT C T AAAAAT TTTAACAATA TTTTGTTCTA TATATTTTTT TTTACAAAAA- CGATTTAAAA 14 640 

TTATCAATTA CCTAACATGG CATTGACTAT ATTAGGAATT TACAAACTAA TTTTTTAGTT 14700 
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GTTAATCTAT ATTTTATTTA TTTTTTAGAT ATGCTGCTTT GGGAAGTGTG ACAATGTCTA 147 60 

CGTTAATTAT CCTAGTTCCA TTATTGGGAG TAAATTCTAG TAATAAATGA AT AT GAT C T T 148 2 0 

TATCGTGGCT GAATTCATTA AGGGCTATTT TCTACAAAAG CATATATTAA GCACTATTTG 14 8 80 

GT TTGGT AAA GAAAAAATGA ACGCTCACTA TTTATGCATC TTAACCTATA ATTTCATAGA 149 40 

AATGGAXGGG CGATAAAATA TAATTAAATA ATACTTAAGC CCCGCAAGAT CTTGAATTAA 15 000 

ATTATTATAT TTATCTTTTA TAACACTTAA ATTACCAGGT TTTGTCCATA TGACATAGCC 15 0 60 

TCCTCCTACA ATTTTCAAGC CTCTCCTTCT TTTATTTGGT TTAAACCAGA TTCTTCATCT 1512 0 

CAACAAAATA AATATTGTTA TTATCTTCTT AAAGGCTCTC TTAATGTAGC TTAAAGCCCA 1518 0 

AAATTCAACT TAATAATTTG AAGAAAATAT AGGGTTAAAA GCTTAAGTCA ATTTCTGAAG 152 40 

GATCAAGTC-T TAATTTTAAG AAAAATAGAG CTGGTTTCCC TAAAATTAGA TTAAAAGAAT 15 3 00 

C TTT AAAAGG GTTGAAATAT ATTAATTAAA ATAGCATAAT GATTTATGCT ATTTTAACCA 153 60 

CCATTTTAGT TGCTTTGCAA GTT AAAAGG C GGTAGTATGT GTTGATGTGG TTTAATTACG 15 420 

GOT AT AC TAT ATAAATGCTA CTACTAATTT TTTATATAAT CTTCCAATAT TCTTTTTTAT 15 4 80 

CATTTTGAAT GAAGTTATTT AAATATAAAT ATTTATAGGA TTTATTGTTT TAT C ATT AT A 15 540 

AGGGT AT AC T AGTCCTAACT ATGCTAATAA TTGTCCTACG TGCTGATTTT GTTAAGGTTT 15 600 

CCGTTGTTAT GCCATACAAA CTTCATCTGA ACTTGTAAAT TTAATAGCAC TCACTATCTT 15 660 

TTAATTTTTC TTTTTTTATA TTTTTAAGAA TTCTTCCAGC GTCTTTTATT C T AG AAG AAA 15720 

CTCTTGGTTA TATTTATACA GTTATTTGCT CAAATATCCA TAGAACTAAA TTTTGCGAGT 15780 

TCTTAAAAAT AAATTTTCCT AAAATTATTT TTGTAGATAA TACTGAAATA TTTGAAATGC 15 340 

TCAATAAATT CGGAACAGAA CTTATTAATT CTCATTTACT AAAAGTTATT TCAAATTAGA 1590 0 

CAATAATATT GAAAAACGTT TTTTAACCTT GGATAAAGAT AAAAAACAAA ATAAAATTAT 15 960 

AGAAAAAATT TTTTACAAAG AAAAAACAAA TGAGCTTTAC CATAGCTTTT GACATTTTAT 16020 

ATTACAAGAG CTGCTTGAAC TAAATTTTTG GACTTGTTTC TTTTACAGAA GATCCTATAA 16080 

TATCTTGAAA TATTCTATAA ATTATTTACA ACTTTAAAGT TTTAGAATCT TTAAGACAAT 16140 

AACCATAAAA AATCTATTCA TAAGTATCCC ATTTTTACAG CAATATACCT TGAAGTGTTG 16 2 00 

AAAAGCTTTA ACTATCGATT TTTTTAATAT CTTAGCACAA ATCTATGTAC TATTACTAAT 162 60 

ATAAGAGAGT CTTCTTTTAA AGAAGACTCT AATTTTAAAT ATTAATATAT T TAT AT AT TT 16320 

TTTTTCCATT TTAAGACTTA CTTAAAGCAT TTTTTGCCTG TTCAACAACT TCTTTTATAA 16380 

AGCTTCTTCT TCCTATTGCC TCACCTTTTT TAGAAGAATA ATTTTCTAAG C AC C TTAAAG 16440 

CATCCTCTGC T C T ATTT AAA GCCTTTTTAG ATAATTGTGA TGCTGCCCTA TTTTTACTTT 16 500 
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TTTCCAATCT 


TTTAATAATA 


CCTTCTTTTA 


AGCTTTCCTT 


AGCTTCATCA 


AAAAAGAAAG 


165 60 


CGGCAGATCT 


TATCTCTTGT 


TCTGCAGTAT 


CAATGCAACC 


CATAATTTTA 


TCAAGTTCGT 


16620 


CTCCTATCTT 


TAAATTATTT 


TGCAATTGTA 


CTAGTTCCCT 


TATTTTATTT 


CT ATT ATT AT 


16 6 8 0 


GAGAATTTTT 


CATTAGTGAT 


ATTTTTTTAT 


TCTGAATCTT 


AGTTATCACA 


TCATAAAAAT 


16740 


CACTTCTTAT 


TAAAGTATAT 


TCATGTTTAA 


GTGAGCACAC 


ATTCTCAATT 


AACTCGGGAA 


168 00 


ATCCAGATTC 


TCCAATAAGA 


TTCTCTATAT 


CTTTAATTGC 


TTTATCCGCT 


TGCTTTTCTT 


168 60 


CCTCAGTAGA 


AGGGAAAAAA 


TCCTCTTCTT 


TTATCTCTTT 


TTTTTGATTA 


TGCTCAATTG 


16920 


AAATGGTTGG 


TATACCAATC 


CTATTATTAG 


ATTCTCCTAA 


AGACACCGCA 


GATTCTACGG 


16980 


AGGGCGCCAC 


TACAGGTTCT 


AAGGGGAGGG 


TGGTC AC GTC 


TAAACCCTTG 


TCTTTCAATT 


17 0 40 


TTTCCGAATT 


TTTAATAAAA 
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CTTTTTTATT 


TC CAT AT AAA 


TTATTAATAG 


17100 


CATTTTCTTG 


AACGCCATTT 


AAAGCTTCTT 


TTATATCATT 


GTTATTTTTT 


TGTTCCTCTT 


17160 


TATTACCAGA 


TAATTTAGAA 


-TTTAGATTAC 


AAGACATCAA 


TCCTATCGTT 


AACAATGTAT 


172 2 0 


ATAAAAACAT 


TTTTTTTTTC 


ATAAAAATAC 


TCTCCTTTCC 


CTTAATCAAG 


AATATATATT 


172 8 0 


ACAAATAATT 


ATTCTTAATT 


AATACTAATT 


ATTAATTAAG 


ATTATATATC 


ATTTTGTTTG 


173 40 


AATTTCAATA 


AAATATAAAT 


AAAATTAATT 


ATATTTTATA 


CTTTTTTGCT 


TATTAATCAT 


17 4 0 0 


TTGGAGAATA 


TATGATAATC 


TCTGAACTAC 


TATTTTGCTT 


TAAGAAGAAA 


TTAATAAATT 


17 4 6 0 


GTTTAAAACT 


AGAAAAATTT 


TCATATTTAT 


AAATTTTTTT 


GCTTAATTTC 


ATATAGAATT 


17520 


CATTCTTTGA 


ATTTTATTAT 


TAATATTGGA 


CTAAAGCTTG 


ATAAAAAAAT 


AATATCAAAT 


17 5 8 0 


CAAAAATTTT 


AGATCCTATA 


CCTGTAATAT 


T AAGAAATC C 


TTTTTATGAT 


GTAAAATTAA 


17640 


AAAACAATAA 


TTTGAATATA 


TTAGATTTAG 


CTAATGACTA 


TAAAAAAATA 


AAAAATGAAT 


17700 


TAATAAAGAA 


AAAAAGTTTA 


ACAATGCTGA 


ATTTTATTTA 


TATTTTAACC 


CATTAAACTT 


177 6 0 


TATAAAGGAT 


TTATCAAAAT 


CAATTTTTAG 


CTTTCTAATA 


TTATTTTTAT 


TAATAATAAT 


17 3 2 0 


TCTTTAATGA 


ATTCTCTTAT 


TTTGCCCAAA 


TTTTAATTCA 


AAAAGCTTTC 


CAGTTTTAAT 
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AATAATCTTT 


TCTGGAAGCA 


GAAGAGAAAA 


GTTCTAATGT 


TAATAAATTG 


TATTCTTTTA 


17 94 0 


CAAACCCTAT 


TTTAGGTAGT 


TTTATATAAC 


C ATTTTC TAT 


TCTTATTGAG 


TTTTTTTGAT 


18 0 0 0 


TATTAGTTCT 


ATAAGTTTGC 


CTATTTTTCT 


TACTTTTATA 


CTTAGGAAAT 


CCTTGCACTC 


18060 


TATTTCCTTT 


TTTAATTTCT 


CTAAAAAAAT 


T AC TAT AC GC 


AAAATTTAAG 


TCGATCCACG 


• 1812 0 


CGCTACAAAG 


AGCCAAACTA 


TCAACTTCCT 


TTAAAAAAGG 


AAATTCTTCT 


TTATATTTAC 


18180 


TTGGATAGGT 


AATAAGATTT 


TGTCTATTAT 


TTTTATAATA 


ATCTTTCTTA 


TCACTTAACA 


18240 
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TTTTGTTATA CAAAAATCTT ACACATCCAA ATACTTTTGA AAAATATTTT TTTTGATTGG 18 30 0 

TGTTGGGATA TATTCTGCAC TTATAAGCTT TATTAGCATT CATTATTTTT TATAATTAT 183 59 

{ 2 ) INFORMATION FOR SEQ ID NO : 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14752 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 9: 

GCAGGTCGAC TCTAGAGGAT CCCCTTACTT ATAATAGCTA TATACTACGA AATATACAAA 6 0 

AGAAAAATAT ATAAATGCCG TTTATATAAA ATTACTTGGA T T AG AAAAAC AGGGAAAATT 12 0 

ATTTCCTATA AACCATCAAA AAATATAAAA ACTTTCAAAA AGTATGAGGG AAAAAGTATT 180 

AATTTACATC CCCCCAAAAG AAAAAATTTG AAAATATTTT AT AAC AC C AA ACTTTTAAAA 2 40 

AGTAACAACC CTAACAAATA TTTTCTCAAG TGCAATCTAT TAAAATTGGT CAAAATGCCA 3 00 

TAACGTTTGA AGAGCTTGCA ATCAAATATA TAAAAATCCA ATAATATTGC CTAGCAAATC 3 60 

TTATTATTTT AAAATTTTAA AAAAAC AAAT CCTAACTATG TCTTAAATCT GGATCAATAT 42 0 

AATTTATTTA AAAC AT T AAA T AAAGAT T AT ATAGATAATA TACTTATTAT TTTTAATTCA 4 80 

AAGCCTAGAA GAGAAAAAAA GAATGCCCAT T AAAT GT AAC AAGATAAGTA AAAAA.GAGGA 5 40 

AACAAAAAAA TTTTTTGTGT GGAAATTTTT CAAAAAAATA ACATAGTTAA AAAGGCATTT 600 

AAAAAC ACTC TC AAAT ATT A AAATTATAAC ATGCATTTAT ATAAATGCTA CAGAACTATC 6 60 

GAT AAAC AAA AATGGAATTT TTTAAAAATT GAGATAGACT AAAATTGAAG G AG AAT T AAA 720 

ATTTTTATGA CAGCAATAAT CGTGTATTCA TGCTTGACTA TGTGTGTAAT ATATTTTCAC 7 80 

TTGCAACTAA AAAC ATT TTT CACAAAATTA ATCAGATTTT GTAAAAAATG TTTTGATATT 8 40 

TTTTTATTAT TAATAGAAAT GTTAAAATTA ATTTTTTATC TATTAATTAT TAATAATAAG 900 

TTTTATATAT TTATTATAAT ATCAATAGCT TTAATTACAA TCAATACAAT GATTTAACTT 9 60 

ATTGTATTGA TTGTAATTAA GCCAAATGTA TCCAACAAGC TAACTACTAT TTCTAAATCA 10 2 0 

AAG AT C ATT A AAAT AAC TT A TTGCTTCATC TCATATGATA ACTTTTTAAA TTATTTTTTA 10 80 

TTAAGACCGG CCATCCGCCA AAAC AT AAT C CCCCAAACCT TACTTTAGGA AGTTCTTACC 1140 

TTGGTTTTTT ATTTCTTTAT AAAAAGAAAG TCTTAAGATT TAAAATTGCA TTTAAATCTC 12 0 0 

TATCATACAT ATTGAAACTT TACTAAAACA TTCCTTTTTG TATAAAATTA ATTG AT T AAA 12 60 

TTCCCTATCA TTATGTTTTT ATAATTGACT AAAAAGTAAT AAGACAATTT ACATAAAAAG 13 2 0 
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TCTTTTCTTT GAATTTAATT TAAACTTTTC TTATACAAAT TAGCAACCCT TAATCTAGAT 13 8 0 
TTAGCTCTAT TAATAGCGCC CTTTGTCTTT TTAATAGTTT TCTTCCAGTA TTTTTAAGTT . 14 40 

TACTTTTATT TTTTATAAAT ATTTAGAATG ATTGTTTTTT TACTTTCACG ACTCTTTTTT 15 00 

ATTATTTTTT TTATTGTTAT TTTTAATATT TAAGCTCTCA ACTACTACTG AAATATAATA 15 60 

TTTATTATCG GTATTTTTTC T AC T AC T AAA TTTTTAATAA CTTTATTATT AT AATGATC C 162 0 

T AT GT AG AC A TAACTTTACA AATCCTATTT TAGATAAGCT T TAT ATT CAT TTTCTATTCT 16 80 

TATTGGGTTT TTCATTTTAT ATTTAGGAAA TCCTTACGTT TTGCTTCCCT TTTTAATTTA 17 40 

TCTAAAAAAT TATTATCTGC GAGGCTTTAA TCAATCCATG CACAAAAAAG AGTTAAAGTA 18 00 

TTAATCTCCT TTAAGAGTGA AAATTTATTT TTATATTTGC CTAGATTAAT GCTAAAACTT 18 60 

TTCTTGTTTT TTTATAAGAA TCTTTCCTAT CACTTAACAT TTTGTCATAC AAAAATCTTA 192 0 

C AAATC T AAA T AC T TTTAAA AATTTTTTTG ATTAGTGTTA GAATATATTC TGTTTTTACA 19 80 

AACTTTATCG GCACTTATAT ACTCTATTAT TTTATAATAA TTACTTAGTG TATATAGAAA 2 0 40 

TGAGATAGCT TTTAATAATC ACTGCATATA TTTAGTTAAT TATCCCCCCC CCCCGAGTAC 2100 

TAGTTACTAA C C AT AG AC AC AAATGATGAG CTTATGCCCT GTCTCACAAA ATAATACTTT 2160 

TATATTCCTT ATGGAAAATA AC C AT T AATG AATTAAATTG CAATAAAGAT CACATTGCCA '2220 

ATATTCAATC TTCTAAATTC ATCAATAATT TAATACAATA TCTTCATCAA AGCTTATAAG 22 80 
AAAAAATATT CTAATTATTT ATGCATTGCT GAAAATCTTA TTTTTAATCT AAAAACTACT , 2 3 40 

GACTTATTTA TACTAGAGAG AAAGTTTTTC CGATATGATC AAAAAGCATA TTCGGAATCA 2 400 

AAATAAATCC ATTTACTAAC AAATTCATAT CTACCTAAAT TTCACAGAAA TCATAGGTAG 2 460 

ATAATTCTTT ATTATTTTTT TGTTAAAAAT TTAAATAACA AAATTATTAT TTTTTAGAAG 2520 

CTTCTATATA TTCCATAATT AAAGTTCTTA T AAAAC C AG A AGCTGTTAAT CCCTTTTTGT 2 5 80 

C T AAAAT AG A ATAAAATTCA ATCCAATATT CATATTTCAG TCCTACACTT ATTTGCTTGA 2 640 

TCGTCATTTT TGATCTAATA GGCTTAACAT TTGGAATGTT ATTGCTAATA ACATCATTAT 2700 

C AC G AAAAGC AAATTTAGAT TTGCTAACAT TTTGTTTAAT AATTTCTTCT AAATTAACCT 27 60 

CTTTGCTTAT AGGCATAAAG CATCTCCCAA TCTTGAAAGT TCTAAGACAG AT C T AC T C TC 2 82 0 

CGGATAATAA TCAAAAATCG ACTTCTTATA TAGCTGAGAT TCTGCTATTT TAGCATCTTG 2 8 80 

TCCAACCTCA TAAAGATCAT ATCCAAAAGT TTTAAATTGC CTTAGATGCA AATTATGTCT 2 9 40 

TTTAAAACTT - TTATTAAGCA TATTGCAAAT AATCTTCTCA TGTTTAACCT • TTTTTCTATA 3 000 

AGATTTTAAC AAAGACTCAA ACTCTTCTTT AAAAATATTA ATTCCTTCAA GGCTTAAAAA 3 0 60 
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TTCTGGGGTC AGTGGAGTAA TAACTTCACA CATTGCAAGA ATAATTCTTC GCTCCCAAAG 312 0 

CTCAAAACTG GGAGATAAAT CAAAAATTGC AAATTCAAAT CCCAATTTCT CCAATTCCAA 318 0 

ACAAAAATCA TCTATCAAAT ATGGAAAATC TTGCAATTCA TGTTGCACAT CTCTTCTAAA 3 2 40 

AGTTCCACTC GGCACACATG GCAAAATATA AAAATTTTTT TGTATTTGTC TTACTACTTG 3 3 00 

ATCTACATCC ATCTTCTTCA AAAGAAAATC TTTAATATCC AGCTTAAGAA TTTCATGATT 3 3 60 

AAGAAAC C AT GTAGAAGAAC TTGCTTGCTG TAT AT C AC AA TCAACTAATA TAACTTTTTT 3 42 0 

TGTTTTAGAT AAATAACTTG CAATATTTCC GCTTAAGGTA GTTTTCCCAA CACCACCTTT 3 480 

TTGAATATGA AATGCTATTT TTTTCATACA AACTTCCTTT TAATTATTTT ATATCACATA 3 540 

TTAATTATTT TATATCACAT ATTAATTATT TTATATCACA TATTAATTAT TTTATATCAC 3 60 0 

ATA.TTAATTA TTTTATATCA CATATTAATT ATTTTATATC ACATATTAAT TATTTTATAT 3 660 

C AC AT AT T AA TTATTTTATA TC AC AT ATT A ATTACTTTAA TCTCTACCTA TGAAGCCCCT 3 72 0 

TTCACAAAAT TTTTTAATGA ATTAGATCTG ATGTGGCCTT AAAAGCTAGC AAAC T AC TAT 37 80 

CTCTATATTC ACGGCTTTTG TCTCATTCTA CGATAACTTT TTAGTTCTTT TTATATCTTA 3 840 

TTTTCACACC AATAGCATGA TTAACAAGCC TAAATTCGGA AAATTCCTGT CTTAGCTTTT 3 900 

ATTTCTTTAT AGCAATAAAA CTTAAGATTT AGAATTGCAT TTATATCTTT ATTATACAAA 3 960 

ACGCTGTAAG TTTACCTAGC ACCACTTAAT TTTAGAATTG TATTTTTAAC ACCACAATTA 4 02 0 

CAAATAGCTT GCTTGATGAA AAAT AT AT AC CTACTTTATA CAAAAAGGAT CCATACCATT 40 8 0 

CTGATTTATA CTATAATCGT CTTACAAGTT TATAACATCC TAAATTATTA ATACTTTACC 414 0 

C AAAC AT T C A CATATCTTTA ATTAATAAGT TCTCTATTGC TATATTTTTA TAAATAACTA 42 00 

TAAAGCAAAA AATACCTTGT GTAAAAAGGT TTTTTGATTT ACAATTTTCT CATGTAACTT 42 6 0 

AGTAATTCTT AATATAGATT TAGCTCCATT AATAGAAGTT TTTTGTTTTT TTGATAATTT 43 2 0 

TTTTAGTATT; CTTTAAGTTT ATTTTCGTTG TTTTTTTATT ATTAGCTTTA AAAGCTTGCT 43 3 0 

TATTTTTCTT GCTCTTATGT TTAAGAAATC CTTGTGTTCT ATCCCTCTTT AAATTTCTCT • 444 0 

AAAAGAATTT ATATATAGAG CTTAAGTCAA TCCATGCATA C AAAAGGC C A AACTATAAAC 45 00 

TTTTTTTAGC AATAGAAGCT CTTATTTATA TTTATTTGAA CAAGTAATAA GATTTTGCTT 45 60 

ATTTTTTTTA ATAAAAATCT ATCTTGCCGC TTTAA.CACTG TATTATATAA AAATCCTACA 4 62 0 

CATCTAAATA CTTTTAAAAA GTATTTCTTT TGGTTGGTGT T AAAAT AT AT TCTGTACTTA 4 68 0 

TAAATGCCAA CCTTCTCTTT GCCAAATAAT ACTTATTTTA TGTTCTTTAT AGAAAAAAGA 47 4 0 

ACTTTTATTA AAAAAAT T T A AATTATGATA AAAAT AAAAT TCATTTATCA CCAGAATTTA 48 00 

CTTACAATAT TTAACCTTCT AAAT T AAT T A ^ AT AAT C T AAA AACGGCACCT AAGCTATTGT 43 6 0 
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CTTATCTATA TTAGAAGCCT C T AC CG AT AT C AT AAAAAG T ATATTCAGAG CTAAAAATAA 492 0 

ATCTATTTTA CAAACCTACC CCCCGCCCAA ATTTATTTTG AAATTTAGGC GGGCAATTCT 498 0 
TCATTATTCT TTATTAAATT TATAAAAAGT CCTAAGAAAT TTCTCTCTTA AGGAC TTTTT ■ 5 040 

ATAAATGGTT AAAGGTTAAA GATAAGTTAA AATCTACAAC AGTTTAGAAA AAAAACAAAA 5100 

TTAAAAATAT TTTTTTTATT TATACTATGT ATTAATTGAT AT AT AAT AT C AATTAATACA 5160 

TAGTATTATA TTATATTAAT ATATTTTTAA AGGATAAAAA TGCA&AAAGA AATAACAATA 522 0 

AACTATAATG AATATACAAT TGGGGGCATA AAAGGAACTT TCTTTGGAAA TTCTCAATAT 52 8 0 

GAAGCTAATT AT C G AGC AAA AATAAATGGC TTTATAATTG ACTTTTTTAA AATTCCCATA 5 3 40 

AGTTTAAAGA AAAAAT AT G A ACTTAATATT AAAGCCCTTA GTGA.TCCTAA TTTTTCATCC 5 400 

ACAAATATTG CAATGAATTG CATAAATACT TTCAAGCTTA TAGTTGATAT TGTTAATATG 54 60 

CAAACCGGTG AAAATTACGA TTATGACACA TTTATTACCA AAACAGACAC AGAAAAAATG 5 52 0 

CTTAAATATG GAAC AAAAAT AATTGCCGCA C TAGC AAGGC ACTTCGACGA ACAAAACAAA 5 5 80 

AC C AAC TTTA ATGAAAGC T A TTATGAATGG GAAAAAGGCT GGATAGATAA AAAATGGATA 5 6 40 

AAT TAT GAAC C AAC T G C AG A AG AAAT T AAA GAAATTCAAA TAATGAATCA AAAATTAAAT 57 00 

CCTTTAAAAC TCAAACATAG AAAAAAAAAC CTTAATAACG GCCAAATAAG GCTTTTACAA 57 60 

GCCATCAATA AAATTGAAGA TCAATCACAA CAACAGGCTA CTAAATCAAA TAGCAAAACT 5 820 

AAAAAATTAA AAGGAAATCA TGGGGAAAAA ACCAAAATTT AACATTTTAC TTAAAAGCGT 5 8 80 

TTAATTTTAT TTATTATTAT T AAAT AAT AT TTACAAAATT AAAAAAATAA AATATTATAT 59 40 

ATGTAAGGTA GAAAACGATC TACCAATAGT CCCCAACACC CCTATTAATC CTCTCCAAAT 600 0 

AAGATCGGGG GTAGGGACTT CTTTTTTAAA AAAATAAAAA CTAAAATATT TGGTGCCTAA 60 60 

ATTAATAAGT TTATAGCAAA TAAGAAAAAT GAAAATCTAA AAAAC AT AAA TTAACTAAAA 612 0 

ATTTGCATTG TGAATATAAA ATTTTAACAA TGCTTTAAGA TTTAAATTAC TATTTCTAAA 613 0 

TCAAAGATTA TAGAAACAAA TCCTCGATTT ATTTCATGGC AGCTTTCTAA ACT AT TT AAA 62 40 

AGAACAGTAT TT AC C AAT AC ATGATCTAGC CTTACTTAAG GCAGCTCCTG TCTTAGCTTT 63 00 

TATTTCTTTA TAAATAAGAC TTAAGATTTG GATTTGAATT TAGATTTCTA TCACTTAGAA 63 60 

CTACAACTGC CAAAAGGC C A ACTGGTTTCT CTTAATTTTA GAGTTGTATT TTTAATACCA 642 0 

TAATTACTAC ATAGTTTACT TAATAGGAAA CATCTATCTG CTTTATGTAA ATAAAATCCA 648 0 

TAACAACTTA ATT TAT AT AA TAATTATCTT GCGACTCTCT ATACCACCAT- AAACCACCAA 6540 
TACTTTTCTT TTGCTATACA AAAATCTTAC AGATC TAAAT ACTTTTGAAA ATTTCTTTTG ■ 6600 
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GGTTTAGAAT 


ATCAATAATT 


AATTTTCAAT 




AAGAATGATA 


ATAATTTAAT 


6660 


GCATTATTTA 


GGGTTTATGA 


AATAATATTT 


TTGCATTTCT 


TATTCGTCTA 


TA.TTTCTTTA 


6720 


TAAGAATATA 


TAATTTTGTT 


CGAATTCTGC 


TTTAAAAAAT 


GGTTAA-TTTA 


GAATAJTAATT 


6780 


CTAATGGCTA 


AAATGC TAAA 


AATGGATATA 


AA J TT GG AC T 




TATTGAAAAA 


6340 


CAAATTATCT 


GTATATACTA 


CAATAATGCT 


T AAC T'TT AAA 


TTTTTAA AA.T 


GTGTTTACTT 


6900 


-GTGCTTTATG 


GTTTTTGTAA 


GGTTAATTTT 


AA.TAATCAAA. 


"TA-GGGGAA. 


AGAAATTTAT 


6960 


GAATAGAAAA 


TTTGTTATTT 


C AT T AT TAT T 


TATAATATTA 




TAATATTGGG 


7020 


TTGTGATTTA 


TCAATAAATA 


AC GATC G AAA 


CAAGA-TAGAT 


GGGGCTTCTC 


ATTTTAAAAA 


7030 


GAAATATATG 


GATAATTTGA 


ATTATCAATG 


TT7AAGCAAA 


AAA.GA3TCTG 


AGGCTAAAAA 


7140 


TTC TC AAATT 


AAAC TGGATG 


AGAATAATAA 


TAAAAATCAT 




CCAGAGTATC 


7200 


TAATGTTTCA 


AATTACTATG 


ATAGAACTCA, 


TATATCTTGC 


A^AJVAAAATG 


ATTGATTTTT 


7260 


TTTGAAAAAT 


AAAAGCATGC 


TTTGTTTACA 


ATCTGATTTT 


AAA AJ^-ATTTT 


AGTTTAGTTG 


7320 


GTAAATATGA 


GTTTTTCAGT 


GTCTTTTTAA 


TAGAA_ATGCA 


TAT AT AT AT A 


TGAACTGTAA 


7380 


GAAAATATAT 


TAAATGTTCC 


TAAAGTAAAA 


AAATCC TT AG 


AATAGGGCCT 


ATATATAATA 


7440 


ATACTTTTTA 


TAT AT GT AAA 


TAGCAATTAA 


TTTTGATTAA 


TTTTAATTTT 


GCTGATTCTT 


7500 


TTAAAACCTT 


TACTGTTAGA 


AAAAATAATA 


(2 n - — 1 — CL r T'(Z r ~ rr "T 
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AATAATCTTT 


7560 


TTATTTTCTT 


TTTCATAATT 


ACTTCTATAT 


TGTTTTTTTA 




TAAAAACGTT 


7620 


TTTTTAAATC 


TTTTTTCCCA 


AATTTCATAA 


AAGTCATTTG 


TTCTGTCAGT 


TTTTCCATTC 


7680 


ATCATCCATA 


TTTTTTTACT 


ATACTTATTT 


TTAAACTCTT 




ATTTGAAATG 


7740 


TCTTCAATTT 


TAT ATTCTTC 


CTTATATTTT 


TCTATTGCCA 


ACTTTAAGTT 


TCTTAATGCA 


7800 


TTTATATAGG 


TTTTTTCATT 


GTTGCTTATT 


TTAA-GTATTT 


TTGTTATTTG 


CATTTTTTCT 


7860 


ATTTTGTGAA 


CTTCTACTAA 


CTTGTTTGCA 


ATATATTCTT 


T GT AAJG AAAT 


TTTAJTTTATT 


7920 


TTTCCATTAT 


TTTTTTCTAT 


AGAATTCTCT 


ATC TT ATT*T A 


TACCTTTTAT 


ACCTTTAGGT 


7930 


ATAACATCCG 


CAATTGATTC 


ATCTGCAATT 


GAGCTTTTAG 


— r—irpn—. ^ TT 


TCTTATATTA 


8040 


TTCTTGTTTA 


TAGTATTGTT 


GATTTCCTTG 


AAAAAATCAG 


ATACTATTTT 


TTTATCTTTT 


8100 


AAATATTCTT 


TTATTTCTTT 


ATTAATTGCT 




tt 1 z. t AAA-GCG 


GTGTTTCCAA 


8160 


AGATTTTTGT 


TTTGTATATA 


AAATGC AAAG 


CTTCCGTTAT 


CCTTCrCCTAA. 


ATGTTTTAGT 


8220 


TTGGTTTTTA 


TTAAGAGTAT 


TTGATTTAAA 


AA.TGA.TATAT 


CAT A'TTC T AA 


GGTCCTGATT 


8280 


GATATTTTTT 


TATTATCTTT 


TGCAAGGCAT 


T T ATT AAC T A 


T AT T A.TG T AT 


TTCTATTGTG 


8340 


GAATATGTTT 


TAAGTTTGTT 


AGATTTATAG 




TTTTAA.GGTC 


AATTGCCCAG 


8400 
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CAT AC TTTGA GTATTCGTTG GTATATGGCT CTTTTTTTAG TTAAATATGA TTTTAGCCTT ~ 3 46 0 

GAGCGTTTTA ATTCTATTAA ATTAGAGCTT GCGTTTTTTT GATTGTACTT TATAATTTCT 85 2 0 

TCTAATGTTA TGAGATTATT AAAATTTGTA T TG AC ATT AT TTTTTATTTT TATTATCATT 85 80 

ATCTTATCCT GGCTTCTGAA GTTAAATTTG TTGTGGTTTC AGAAGCTTTT TCAATTATTT 8 640 

GGCTTGCATT CTAAATTCTT ACTGCATCAC AAACGAAATA ATTAGCTTTT T AC TAT ATT C 87 0 0 

TATAGCAATG TTTTTAAAAT GTCAATATGA TAG AT T AT AA AATATGACCC ATCTTTTTTG 87 6 0 

AAGCAATTTG TATTTCGTGT TTTGTAGATT TTCGGCTCAT TATTTTTTTT GCTTGTTCAA 8 32 0 

TTCTTAATTG AATTGTTTCT TTCATGCTAT TTGTAATAGG TTTGGGTCTT CTAAAGTCCA 8 88 0 

TTAGAAAATA TGTGCAAAAA TCTTCTAAAA GGTAAGGACG GTTGTCTACA TGGATTGCGC 8 940 

ATTTTAAAAT TTTTGATTTT TTAGATATAG TATTTTTGCT AATTGAAAGA TTATAAGAAT - 900 0 

CTTCTAATAT ATTTTGGAAT TCTTTTAAAG AATAAAGTCT TACACCGTTA ATACTTAACA 90 60 

TAAATACCTC ATAATTTCAT TTTATTATAT ATTGCATGTT AGTTTCAAGG ATGTTAGGTT 912 0 

ATATGTTGAA TACTTTTGTT AGGGTGTTTG TCAAGAGCTT ATTAGATTAT GTAGCTTGGG 918 0 

CAGATTGCAG TAATTTGTCT TTCCAAAAAA AAATTACAAT AATGTGATAT TTTTAAGAAA 92 4 0 

TGGGGTTACA TTTGAAGCTT GGTTTAAGTA TTTTTTTTCA ATTTTATCTT CTAATAAGGT 93 0 0 

GATATCGATT CTGATACAGC TATTTTCTTG TATAATATTG ATGTCATTTA ATATAAAGTC 93 6 0 

TAAGTCATTT AAGTTTAAAT TTTTAATCAA AAAATTTGTT CTTTCTAAGA AGATTAACTT 942 0 

TATTTT AC CT CCCAACCCAT TCTCATTCTC AATAAAAGAT CTTAATGTTT TTAGAATTTT 94 8 0 

TTGTTTATTG TTGATAGTTT TTATTTGATT TGAATTTGTT AAAACTAGTT CTTCGTAGAT 9 5 40 

TTTTGTGCTT AGATTTAGCA ACATTCTATT CGTTGTTTTA GTGTTCGTAT TTAAATTTTC 9 600 

ATTAGTTTTT AT AT C TGCGG TATTAAGAGT TTTAATATTT GAATAGCTGA TTTTTGTTAA 9 660 

AAACGGAAGT TCAATAGTCT TATCGATGCC TTTTAATAGT AAATTAACTT TTTGGTTGTT 97 2 0 

TGCTTTGTTT TCAAAAAGGT AAGTATTGTT ATTTTTTATA ATAGGAATAA ACGCATTTTC 97 30 

TATATTTTCT TTTCTATAAA TAGATCCAAG TATTTTAAGT TCGATTAAGT AAATTTCATC 9840 

TTTATTGATA GCTTTTAAGT CAATTGTGTA AACTTTGACT ACCATCATGT CATAAACTAT 99 00 

TTTTAGTTTT TCTTCACTTA CATAGTTAAT ATAAAATTCA AGTTTTCCCT TTAGAATGTC 9 9 60 

TTGTGGTAAT TTAGAAAGTT CATTTGACCT TAATTGTAGA CTAATAATTC CGCCTTTAAA 1002 0 

TGTTTTAAGT GCTATATTCT CTTTTGAATT TGTTTGAATA ATTTTTTCAA- AATTAAGTTC 100 80 

AAATTTAAAA GCTATTGGGT TGATAATGAA GATTTTTTTG TTTTTTACAA AGTAAGTATT 10140 
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AATAATTGAC CTTGGGTCAG TAT AC AC GAT TTCTCCTATA GATGCACTTT GAAATTTATA 10 2 00 

TAAATTGGGA TTAGATATAA TCTAATCTTT AAATTGGTTT TTGTTAGAAC AACACCTAAT 102 6 0 

AATAATAGTT TTTTAATTTT AATTCAAGCT CTAAAATTAG AATGTTTTTA TTTGAATTAA 103 2 0 

TTATATTATT TAATTTTCTA ATTTTTGAGA AATTTTTTTA AAATAAATAT AAGATAAACT 10 3 30 

AAGGGGGGTT TTAATGAATT CAAAATTTAT TTTAAAGTAT TTTATTTTGG CGTTTTTTTT 10440 

AGTTTCTTGT CAAACTTATC AAATAGCTTA TGATAGGTTT TCTCAAGTAT TAGATTCACA 105 00 

ATATGATATT GGGGTAAATT ATTCTAGAGA TGGAATATTT AAGTCTGTAA TTTCTATTAA 10 5 60 

ATATGATAAA TTGAAAAATA AAAGGGAATA TTTTATTTTA GTTAGAGTTG AATCTAGAAA 10 62 0 

TTCTAGTCAA ATAAAGCCCG AAAAGATAAT AACAGATACT AGATTTGAGG C T AAAGG AG A 10 6 30 

GTTGGTTTCA GAG GAT AG C A AACGTGTTGT TTATTATAAC GATTTTTATG ATTCATATTT 107 40 

TCCTTATGAT TACACAACAG TGATT AC TGA AAAAAATATT AAGGTAGAAA TTTATAAATT 10800 

TATTATTTCA GAAAGCGAAT TTATAAGATT TGTTGCCtTG GGAAATGATA ATATAGCAGC 108 60 

ATTTAGAATC TATGCGTTCA GAAATGATGT TATTGTAAGT TTTAATAAGA TTCCTTTTAA 10920 

AAAGTTTTTG GATGATTTTA ATTCAAAAGT TAAATTACTT GGTGGCAGTT GACTTAAATT 10980 

TAAATAATTT TTAAGCCCAA GTTAAGTAAT TATTTGTTAA AAAGGATATA GATTAAGGGT 110 40 

GTTTAGTATA AACAAGGTTT TTGATATTAG TTTATTATAA TATCGACTTT AAAATGTTTT 1110 0 

TAATATCTAA TCTTTTGAAA AATTAATAAA TTCTAGTATC GCTTTTTCAT TTCTCAGCAA 11160 

GAATAGCCCT TCCCTTATTC CATTATGGAA TTCTTCAAAG GAAATTAAGA TTGTTTTTAA 11220 

ATTTTTATCT TTATCATCTA TATTGTCGTA ATAAAATATA AAGTAAGGTC TTCCAGTATT 112 8 0 

ATCTTTAAAG CCAAGAAAAT TTACAAATAT TGCTGTTTCT TGAAAATCTG TTTTTAAATT 113 40 

GTATGAGTGA CCATTTTTGT ATAAAAAAAT TCCATTTCCT TCAAGATTTT TAATTTCTAA 1140 0 

ATT ATT GAT T GTATTTTTAA TTTTAGCAAA ACTCTCAATT GCTTGTAAAA TATATTTTAT 11460 

. TGATGAAAAT TTGGTATAGT ATATGCGGTT ATTGATTTGA AATTCTAAAA AGATTCCGCA 11520 

TTCATTACCG GCTCTAATTA CATCTTGCTC ATTTTTAATA GAAGTTGCAA TTTTTTTGTC 115 8 0 

AATAACAAGA TTGATTTTGA ATGTAGAAAT ATGGTTTAAG GTTTTTACAT TGTTAATTGC 11640 
TAAATTTTCT GC TAG AT AG A CTTTATAATT AATAAATATC CCTTTTAGAT TTTTAATTTT 1 "117 0 0 

AGCTTGTTTA AATTCATAGT TTATATTTTG AGCATATATT GCCAAATTTT TAATCAAAAA 117 6 0 

TATTAAGAAT "ATAAAAGTTT TATTTTTCAT TATACAACTT ATTATATGAT AGCAGTCTTG 1132 0 

AATAATTTTA GTAAACCTTT TTTATAGATT AAGTCTGAAA TTTATAAAAA TTTTAGTTAT 113 8 0 

AAAAGTAGTT TTTGTTGATT TTTTAGAGAA TATGTCTTTC AATATTTTGC AG AG AT T T G T 11940 
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GTTAGATGAT AATCTACTAT TTATAAATCA AGGATTATAA AAACAGCTTT TTCCTTTATT 12 0 00 

CTGGATAGCT ATACAATAAT TGTCTTACAA TTTCATGCAA TTCTAAATCA TTAATACTCT 12 0 60 

TTCTAAACAT TCCTTTTTGT ATAGCTTTAA TTTATAGTTT TCTATTGCTA TGTTTTTATA 12120 

ATTAGCCATA AATATAGGCA TAAATGTGTA AATTCTAAGC TTTCATCTTT TTTTATCCAA 12180 

ATAATACTTT ATTTTCTGTT CTGTGTAGAA AAGAACCCTT AAT AAATC C A ATTATGACAA 12 2 40 

TGATTACATT CATTTATTAT TAGAATTTGC CTCCAATATT TAACTTTCTA AATTCATCAA 12 3 00 
TAACCCAAAG ATAGTAATCT TAAAGATTTA TAAGAAAAAA TATTTTATTT ATTTATATGA ' 12 3 60 

GCATTACTTA AGCCATTATT CTAGCTTTGA ATAATATTTG ATCTTCTCTG CAAAAATCTA 12 42 0 

ATTTAAAAAA AAATTTTAAA AAT AC ATGGT AAT AC T C AAT TATTGAACTA ATAATTGAGT 12480 

ATTAAATATT CTCCTTTTTT AAAATTAAAA GAATTTATTA TCAATATTTA CTTCATACCA 12 540 

TACATTCTTT TAAATAAACC TCTTATCTTT AAGGGGTTTT CTTTTTATTA AATCTTTAAG 12 600 

AT T AC TAT C T TTGGGTTATT GATGAATTTA GAAAGTTAAA TATTGGAGGC AAATTCTAAT 12 6 60 

AATAAATGAA TGTAATCATT GTCATAATTG GATTTATTAA GGGTTCTTTT ACATAAAGAA 12 72 0 

TTTGCTATGC AATTTTAATT TTTGTTTGTA ATCGCCAATT ATTAAAAATA AAATTATTAA 127 8 0 

AGGGAATTAA TGTAAAATTA ATTACCTTTA AATATACTTC TTTTAGAGAA TATATCATTA 12 8 40 

C T AAT AT T AA TCT ATT ACTA ATGATATTAT TAAATTAAAG ATCTATAGAA ACATCAGTTT 12 90 0 

ACTTATTATT AGAATTAAAG T T T AT GTAAA TTATAGGTTA AAAATTTTTT GTAATCTTTA 129 6 0 

GTAAGAATGT TAAACCTATC TTTTATTAAA GACAGGCTTT GTATTATAAC AATTTCAATA 13 02 0 

TGCAATTTAA AGGCTACTAT ATATTGAATA TATGTCATTT TTTAGTTTTT CTGCTTCTTT 13080 

TCTTTTTTCT GAGACTTGAT TGCAAATATC TTCTGTATGA GATTTAAGTG CATTTTCATC 1314 0 

TGTTTGTATG TTATTTATAT TATTTTGATA GTCTAATAAG AGTTGCTGCA TCATTTCTGA 13 2 00 

GACTGTTGTT TTTGTAGATA AAAATTTTCC CAAATAATAT TTAAGCAATA CAAGATTTAG 13 2 60 

TAAAGCGTAT ATTTTTATTT TTTGATTTAA TTTCAGTTAT TTTTAGGATT TTTATTATTT 13 32 0 

TAATCATATT TTCTTTATCA ATATTTAATG TTAATAAAAT TGAAATAATT TCTTTACATA 133 30 

AAAAGTCACA TTTATTGAAA TGCTTTATTA CTTGATACTT TTCTATTTCG TTAATTTTTC 13 440 

TTTCTTCTTT T AT AT TAT T A TTACAATTCT CCAATTGTAC ACTACCCATT TTTGTATCAG 12 50 0 

AATTTTTATT AAAATAGTTG GCAACTCTAT TTTGAAATCT TTTTTCTTTT TTTTCTTTAA 13 5 60 

AGTGTTGGTT TATCTTATGG TAACAATCTT TTTTAGGATA ATTAAGCTTr - TAATAAATTT 13 62 0 

CyGTACCCGA ATTTACCCCC ATATGTTGAT AGTAGTTTGT TGTGACTTTT ATTTCTTTTT 13 68 0 
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GTAGTCTATA GAT AT AC T T T TGCATAGTTC TTAGTGTAGA 
TTAGATTTTC ATTAAAGTAA TAG AGT AT GG TTTTTTGTGT 
TTAGATAGCA TATTGTTGAA ATAAGAACTA TTAATTTGTG 
TTCTATTGGT TTTATTTGTT GTTTTTGAAT T CAT AG AG AC 
ATCATTTTAC AATATAACTA AAATTGC TAT AAAAGTAAAT 
TATATTGTAA AGTTTTAGTA ATTGAGATTA AAATTTATTT 
TTTAATTTTT GTTATACTAT AAATAGTTCG ACGAGAGTTC 
TGAAATAGGG CTTAAAGCAA GTTTTTTATA AAGAATTTGT 
TGTAACACTA ATTTTCCCAG TTTAAGTTTT ATTTTGTTTT 
TTTTAGATTA AAAATTTTCT AGAATTTAAA GATATATTGG 
TATATTGGTA ATTAAGTAAT TATTTATGTT CAAAATCCAT 
TGGATTGATC ATTTATAGAT CAAAATATTC TTTATTGGGC 
CTAGGATAGA TATTGGTTTA CTATTTATAT AATCGATTAT 
TTAGCTTAAA TATTAGGATG AAGATTATAA ATTTTAGTGC 
AGGAGTGTAT AACGGCCTAT AAAGCTTTCA TTTTCTTTAT 
ACTTTTGGAT TTTTTTCTAA TATTTCAAGA TATTCTAATA 
GTTGAGTCGT TTtAGCTAGA GCAAGATTAA ACTTGCTTTT 
CTTTGTTTTC ACTATAGAAC AATTCTTGAT TCATGTGATC 
(2) INFORMATION FOR SEQ~ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 10749 base pairs 

(B) TYPE: nucleic acid 

' (C) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

CTTTTTTACT TTTAAATTTA GTAAATTGTA AATTTGATAG TCTTAATTTA TCTACAAAAA 6 0 

GCGTAGATGA CAAAAACAAT TCTATAGCCA AGCTTCTTCA ACACTTATCA AAAAGTGAAG 12 0 

ACCAAGCCAA TAAAACTTCT -ACCTCAGAAG AC C AAAAGG A ATTAGA-AATT AC GG AAAAC A 18 0 

AAGAACAGGA ACATGAAAAA CTTTCACAAG TAGCACAACA TGCTCCAAAC TCAAAAATTG 2 40 

AAAAAGTAAA ATCCGATGGA AAACCTGTTC CTGGGGACAA AATTCTTTCT TCAAATAAAG r 3 00 

AT AT T T AC AA TTCTTATATC. CCAGAAGTAA AAGAGGAAAT TGTTTATGAA ATTCTTGAAG 3 60 



AATAGTTTGA CCGTTTTTTC 13740 

ATATTTCTTA TGTGTTTTGT 13 80 0 

TTGAACTTTA TTATAGCAAT 13 8 60 

TTCTCCTTAC AATTATGGTG 13 92 0 

ACTCTTATAG CAATTTTAGT 13 9 80 

AAAATACAAC TTGACTATGG 14040 

GAATTACAAA GAAGTGATCG 1410 0 

CTTAAGCCCT ATTCATTTTA 14160 

GGGCACTATA AT AAT G ATT T 142 2 0 

ATTTATTTTG TATTTAGCTT 142 80 

AAAAG AC ATA TAGTCCTTTA 143 40 

CTATTATAGG C CAT AAT AT A 14400 

AGTAAATTTT CTGGATTATA 144 60 

AACAAACTTC TAAAGGGTAA 14 52 0 

TTGTGGGACA TTTTACGATT 145 80 

GGGTTT t ATA ATTAAcTCGT 14 6 40 

T ATT AAT AAA TG AGT AT AAT 14700 

TAGTGTTTTG AC 14752 
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AAGTGATAAT TCCCGAAACA AAAATTCCTG AAATTACTGA AGAAGTGATA ATGCCTATTC 42 0 

CACAAACAAT AGATTTTTAT ATTGAACCAA GGCCAATAAG TAGTTTCCTT ACTCAAGGGA 43 0 

CATCACCAAG TATTACAAGT ACAATAAAAT C AT AT AAAG A ACTCGCTAAA GAAAAAATTA 540 

ATAATGGCTT GAATATAGTA CAGAAAATAA CTCAAAATAT TGATAATATT ACAGAAAATT 600 

TAAATTCTAA AGAAAC AC C A AAGGAAATAT CGGGGAAAGA AG TTGAAGAA AAAAT T AC AC 660 

ACCCCATATT T GAT C AC ATT ACTGGAAGCG GTAATAATCC C GGAC AAGAT TCTATATCCA 720 

ATACATGGGG CGAAGGACTT GAAATTGGTG GTGATAGCAA TTTCTTTACC AATTTAGAAG 780 

AAGTAAGAAG CTCTATAAGA ACAAAAATCA AAGTTTCTGA TGGCACTGAG CAAACCAAAG 84 0 

ACAAGGTGGA AATAGATGAA ATTATAGAAG ATTTGCAAAA ACTAAAAGAA TTTCTAGAAA 90 0 

AACTCAAGAA ATATCTTAAA GATACAAATA ATCTTAGCGC AATCGAAGAA AGTGTAAAGG 9 60 

GTTTAAGTTA AAAGAACAAT CGGATTTTTA ACTTAAAGTC GAAATTACAT ATACCTATAT 102 0 

TAATGACTTA AAAACCTAAT TACAAAAACT TTAGTAATTG GGTTTAAATT AAAACACATT 108 0 

ATTTAGTAGA GGCTACATCA TTTTCTACAT C T AAAATTG A TTCGTAAAAC TTATAAACAA 114 0 

' GTTTTTATAT CTTTTAAAAC ACAAATCTCA AT AAAAT AT T TTTGATTTTA GAATTACTAC 12 0 0 

TAAACAACTA AAAATTATTC ATTCTTTGAT TACTAGGGCA AAAGAAACAC TACATGAAAT 12 6 0 

CAGATATAAC TCTCATTCAA AAAACTTCTT TTTAGCTAAA ACACCTTGTA TTTTAAATCT 13 2 0 

GTACCAAAAG CTC AAA TATA TCAAGTCATT CGCACCTTTA AAGCTCAATC AAAAT AATCT 13 3 0 

AAATTATTAT CGAAATAGCT CCAATGAGCT TACATCTACT ATTACAAATT TAATTTCAAA 1440 

TTTTTTTAAT GAAAATGAGT CTTGCAAAAA TTTGTATAAT CTAACGTTAT ACATTAATGC 15 0 0 

CAACCTAAAA AAAC TGGGAA TCTATAAAAA T AC TTGT AAA TTGCAAAAAC AAATTATATC 15 60 

TAAAATTTTT ATTCTTGATT AAGGTAAAAA TTCTTTGTAA TTTCTACTTG AAATAGTTGC 152 0 

CAATTAATGT CATAATTAAG GACGACAAAA TAGATAAAAC AATGGGCGAA ACTACTGATG 16 30 

CAATAACAAC TGACACTCTG TTTTTCACGC TAAGCTTTTC CAAAAGAACT TTGTTATTGG 17 40 

ATTCCAGCTT TTCCAAAAGA ACTTTGTTAT TGGATTCCAG TTTTTCCAAA AGAACTTTGT 18 00 

TATTGGCTTC CAGCTTTGCT TCTAGCCTTT GTTCCAAATT AAACATATCT TTTTGTAAAT 18 60 

TCTTTTCTAA GTTATCAATC TTAGTAGTAA GTTCGCTTTT AACAGTATCA ATCTTAGTAG 1920 

TAAGTTCACT TTTAACAGTA TCAATCTTAG TATCTAAATT ATCTATTTTT AGATTTAAAT 19 80 

TCTTTTCTAC GTTATCAATC TTAGTAACAA GATTGTCAAA CTTTATACCA AATTGCTTTT 2 0 40 

CTAAATTTTC TAAATCTCTA TATGTTAGTT CATTGTAATA ATATCTTTTT GACAAATCTT ^2100 
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GAGCTATTAG TTGTTCCATA CTCAATCGTA GAAACTCTCT ATATATTTGT TCTTCAGTAA 2160 

ATTATGAAAA AAAATCAAAA AAACAAGTGC TCAGAAATAG AAAAAAC AC A ATTAGAAATA 2 22 0 

AT AAAT AC C C AATCAGAAAT AGAAAAACAA CTCCATCAAT TAGAAATTGA GTTTACTGGG 2 280 

GTATGCCTGC TTTATGTGGC AATACATTAT TAAATCTAGA ATTGAATAAT TATTCTCAAA 2 3 40 

AAAAACTATT AAAATTTTAC AAC GAAAT TC TTAAAAAAGA TAATAAAAAT TCTTGCGATC 2 40 0 

TACCAACAAT GAGTAAATAT CTTGATATAT TAGAAAACAC AAAAACCATA ATAAAGCTAT 2 46 0 

CTTTTAAAAA TCATCCCAAA TATATAATTT AT T AT AAAAT TAATTACCCC CTTAAAGTGT 2 52 0 

TTTGTTCAAC AATACAAGAC TACTATCAAA CAATAGCAAA CAAACTAAAA CTACGGCTAT 2 530 

AACTAAACTA T C C T AC T AC T ATTTAATCGT AAAAAAATAT TTCTTTGCAA ATTAATCAAT 2 640 

TTAGAAATAT AAATGTAAAG ACATATCTTT TTATTTGATA AATAAT AAAA ATTACTGGGG 27 0 0 

CACTATTTGG AAAAATTTTT AAAAGAAATA TTAAGTATGA ATAGCAAAAA TAGGCTATCT 2 7 60 

T C AC AC TT AA TAATTCTTAT TTACACGCTA AACAACATTG ACCTAAATTC AAAAAATATT 2 82 0 

GGGT AC AAAG AGTTTGAAGA GTTAAATAAA GCACATGAAG -CTGCTTTAAG TAGTAGAGAA 2 880 

TCTTAGCTAG TGTAGCTTCA AAG AAG AC AT G AC AC T T AC T TATAAATAAG GAAGCTTTTG 2 9 40 

GATTTTAACA AAAATAGTCT GGCTTTTTTG CACATATAAA ACAACTCCAT TATTTCTAAG 3 00 0 
ATAAATATTT TAAGCTCCCT GGTAAAGTAA TTCATTTATC CTAGATTTAC TCTTCCACTT ' 3 060 

•CTATACGTCC CGTCCTGCTT AATCATTAAT TTTTAAAATT AAATGTTTCT TTCTAGTTAC 312 0 

GC AC TAT ATT GTTACTATAA CAAAAATTGA ATCTTAAAAA TTAACATATT AC TTTAAAAA 318 0 

AGTATACTTA TAGGAGATGC TT AT AAAGC T TAACAAACTT ATTTTTACCA ATATATATAT 3 2 40 
- CTAATATCTC TTATACTTAG TTGCTCAATA TCTAAAGATT TAAGTGATAA GCTCTCTTCA ' 3 3 00 
CTAAAATCTA ATGATTTTTT TAATTCAGAC ACTTTAGTTT mTGATTCTAG CAATTATGCT " 3 3 60 

CCTTTATTAG AAAATTCAAC TACTGGCAAT ACTGCCTTTA GTAGCAAAGA TGTTGCTACT 3 42 0 

GCACTACCAC AAGAGATTGC AATAGAAAAT CTTTTAAAAG AAAAATTGTA TGAAATTAAT 3 480 

CAGATTTCTT CAGAAGATAT TC C AAAT ATT GATGATAAAA TTACTTCTTT GGAAGCTTTA 3 540 

AAAAAGCAAT TAGAAGACAA ATT AGAAAT C AAATTATCTA ATCAAACACA CATAAAACAA 3 600 

GACGATAGCT TTAATAAGCA AGCTCAATTA CAACAATTGA ACCCAGGTGT TTCACAAAAA 3 6 60 

CAAGAAATAG AT AAAAAAAC ATAGAAAAAA G AAGC C TAG A CAATTCTTCA CAAGAAAAAG 3720 

AAC TC AC AAA CCCTGCTTAT TCAACACAAG AACATACAAA AAGTGC TAC A AACTTAGACT 37 8 0 

CAAAAAAAGA TGCTCTTATT AAAGAAACTC TTGAAGCTAT AAAGGAAAAA AT T AAAG AAG 3 8 40 

AAAAG AAAAG CTATTCTAGA AGAGCAGCAA AGACAGAAAC AAC AAG AG CT TGATAAGATT 3 900 
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AAAGCACAAT ATGAGGAAGA GAGGAGAAAT AGAAAAGAAA GCAAGACTTC AAAAATTCAT 3 9 60 

GCAAACTACT TCTGACTTAA CTAATCTTGT TAAGATGGCT GGGCTTGAGG CTTATAGCAT 40 2 0 

TTCCCATAAA TTAAAAGATC TTGAAAAAGG TATTGAAAAT TATGAAGACA ACAATAATTC 40 8 0 

T AC T AAAG AC AC AC T AAAC C AATCTCTTAA AGATGTTATT TATGAGATTA CAAAGCTTAG 4140 

TAGTCTTATA GAAGCAAAAG ATAAGATTGA TCAGCGTAAG AAATTGGGTT ATCAGACAGA 42 0 0 

ACAAGAGTTT GATGCTAAAT TTATAAACTT AAAGAACATC AAAGATAAGC T AAAG AC T T T 42 6 0 

ATGTGGTAAG GCTAAAGGCC ATCTTGGTAG CAATCTTTCT AGCGTTACTA TTGATGGGAT 43 2 0 

T AC T AAAG AG AAGGTAGCTC AAGCTTATCT TATCATTAAA CTAATACACA AAAC ATT AAT 4 3 3 0 

TTATATGAAT GAT G ATAGT A AAGGTAGCCT TGCTACTATA CTTAATGACT T AG AAAAG G A 4 44 0 

TGCCAAATCA AT AT AAC TAG CACAACAATA TCTTCTTATT TTAAAAAAGC CTAAGTACTT 45 00 

GTATCTTAGG CTTTTTTAAA AATTATCTTG C C T C TT AG AC CATTCTTGAT C AT AAT AAT A 4 5 60 

CTGTTAAGAA TAAATTAATG CTAAAATGGA T AAGT AC AC T TACACTAATT ACTATTTTTG 4 62 0 

CAGTAAATAT AAAAACATTC CCACTACTGA TGGAATAAAT ATTCCTAATA TCCAATAAAA 4 680 

TGGATATATC AAGCTTTTTA TATGCGAGTT GTTCTCACTT CTTATTTCCT T AAAC AAC C C 47 4 0 

TATAAGCTCT TTATGATTTG TATTTATTTT TTCATCTAAC TTGCCTATTC TTTCATCTAA 4 8 00 

CTTTACTATC TCACCCTTAA GCTCACTTCT TACTTTTTCT ATTCTTTCAT CTAACTTTAC 48 60 

TATCTCACCC TTAAGCTCAC TTCTTACTGT CTTTATCTCT GCAGAAAGCT CACTTCTTAC 492 0 

TTTTTCTACC TTTTCATCTA ACTTGCCTAT TCTTTCATCT AACTTCCCTA TTCCACTTCT 4 9 80 

AAACTCATCT CTAGCTTTAT TCATTTCCTT TTCTAGCATA CTCATGCTAC TTTCTAGGTT 5 040 

TT C AT AT AC A TAATTTGAAC T AC G AAGT AG C AC AT AAT C A ACTACATCTT CTGGAAAATC 5100 

CTTATCAAGA AATACCTGCT TTACATACTC ATATTTGGGT TTAGCTTCAC ATGCAAAATT 5160 

AC T C AT AT AA CCCTCCTTTA CTGCAATTTA ACTACTTTTG TTATCTATAT TTAACATCCT 52 2 0 

TAATATCTAC TATTAATAGT AACACACATT TTAGCTAATA AGATAGGTTG TCAAAGCTAG 52 8 0 

TGACAAAATC AAAGTTCTTT CTAAGTCATC TTTTAGTATT AGTATTGCTT GTCTTAACAA 53 40 

GATTCATTAT CATTACTTCA CTTGTCTGCT TCTAACTACA AGATCAATAT TTATTGATAA 540 0 

ATTTCTATAT TTCCTAATTA CAAAATTATA CTTTACTAGT TCTCTGATAG CTCATAGCAA 54 6 0 

AC TAGAC AT A AGAACCCCTA AAAC TAG AT T ATAGGATAAT CTAGACTAAG CTTCTGGCTT 552 0 

CTATTTTTAT AGAATAGAGA AGCTTGGCTT TAAAAAATAA CAATAAAGAA- TAGCAGTTAA 5 5 80 

GAACTGCTAC TATTCATTCT ACAGGTCATA AATAAGTCGC TTGCATGCTT CTGTTATATC 5 64 0 
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AC AC AC AAC T TCTCTTATTA AGCTTAATGG CTTACTAAAC CGTTTTTCTT CACTCTTACC 570 0 

TTCTTGCATC AACTCTTGAG CAACACCATC GCCATTTCCT TTAATATCGC CAAAAAGGCT 57 60 

TTCTACTTTT CCCATTAACC C AG T T AC AC A CTCCTTAACA ACTTCACCGT TTTTC TTAGC 5820 

GCCTTCTACT TTAAGAGAAA ATGCTACAAG ACCACCTTCT TTTCCTCTTC TAAATTCTTC 588 0 

TATTACCTTA TTTACCTTAT CACGCAAACC ATAATCATCA TCTTCATGCT TAAGGCCACT 5 94 0 

TTCTTTTGCC ATTTCTAATA TTTTTATAGT AAGCATATGC TACTTATCCC TGTCTTAAGA 600 0 

TTATCTTTAA GTGCTCCTGC TACATTTATC CTGAAGATAT TAATGCAGAT ACACCTGCCT 6060 
CTATCCTTCT AGCTGTTTCT TTAATTTGGC TTACAAGAGA AGGTACTTCA CTTATTGGTA ' 612 0 

TTTTGCTACT ACCGCCTTTT GTCATGCTAT CTAGTACCTT AACCTTAGTA TCACTAGCTA 6180 

CATCCTTTAC CTCTTGTGCC ATCTTTTCAA GCCCATCTTT GCCTAATGCC TTACTCTCTT 62 40 

ATTTAGACTA CTTACCTACA CCCTTTTCTT TAACAACAGC AAGATCAAAA GCAGGTTCGG 63 00 

CCTTACTAGT CTTTTATGCT TCTGCTGGCC CAGTTCCTAC ATTTGAATAA AATAAC TT AC 63 6 0 

AAGAGGTCGC T AAAAG AAC A CTACATAAAC ACAAATATAT CCTCATATTA AAACTCCTCT 6 42 0 

CCTTAAAATT AAAAAC TT AC TTGGTTACTT AAGTAAGTCT AGTCCTTATT CTCTTTTTTA 6 48 0 

ACCAAGCCCA CTTACTTATT TACTTTTCTC TTAGCCTTAT AGCTTGTATC AAATAATACA 6540 
AGCTATTTTT ACAAATGTGA TATATTCTTT AATGATAAGG TGTTAAGGGG CAAGAATACA - 6 60 0 

GATAGAGCAA GATGCAGGCA GTATGCAAAG ATATGATTAA AGACATGCAA ACT AAC AT AC 66 6 0 

AAAATAATAA TAGTAGCCCT ACTCCTCAGC AAGTTAATAA CCAAGGGAGC GAAGCTAGAG 67 2 0 

ATATTAAGAG GGAAGTCGAC TCTTATGTAG AAGAGTTTAT TAGACTAGAT ACAGAACTAG 678 0 

A T GAAAT AAA AGTAAGCCTT AGTAATATGG AATGCTTGCT TAGCACAGCT GCCTCTTATT 6 840 

TAAAAGAAGC TAGAACTACT CCTAGATCTA ATAAAGTTAA GTATTCCTTA TTGTATAACT 69 0 0 
TGCATAAAGC CATTAGCAAG GTTAAGAGTA GTTATGCTTC TCTTAATGTT TGCTATGTTG , 69 6 0 

ATGCAACTTA TTCTTTAGAA AAAGC TTGTG TTATTTTTAG AG AT AC AAAT AACAAGGCTG 7 02 0 

ATGATGCTTT AGCAGAAGCT TTAAAAGAAA GCAAGGATAT TAG AT AC AAC ATGTTTTCAG 708 0 

CATTATTGCT TGACAAATCA CAACCTAATA CTAACAAGAA GGCTAATATT GTAGATAATA 7140 

ATGAAATAGA AAATTTTTTG TTTATAAATC TCTTCTCCTT AGATTTTAAT AATTAAAAGT 72 0 0 

C AC T TT AC AA AAACTAAAAA GCAATATAAA T AAAT AT AC C TCGCGGGATA GATAGTAGGC 72 60 

TCTATTGCAA CAAGCATGAC TAATTTTATC TTTTTATGTA AT AAAAC TAG TCCAAATTTA 73 2 0 

TATTTATTTT TTGCTTTAGC T AT AG AAATT ATATTCTAAA TTAATCATTT TTT AAAT ATT 73 8 0 

TATTGGTTTT TATTTGTTAA GCCAmACTAG C TTT ATT r AT GGGTAAATAT T AG AAGT AT A 7 440 
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yCAAGATAAT ATAATTTATT ACTTAAATGA AAATCTTAAA AGAACTATAC AAATTACTCA 7 500 

GCATCTTCTT TTTTTTTAAC TTTTTTAGAA AGT C T AAAAA ACTTGTGCTA AAATAAAAAA 7 5 60 

ACACATATTA TGCTCGCAAT TTTCAAATAG TGTAATTAAG CTCTTGTATT TAATAATAAT 7 62 0 

CAAATACyTT TCTCTAAAGT ATAGTCAAAT AATAGCAACA C T AAAAAGT A GTAATATTCA 7 680 

TTAATGTGAA TCTCTAAATC TCTGGCATAC ATTTTAAATG TCATTCAACG TCTTATCTTC 7 740 

ACAGGATTGC TATTAATAGG AGAAAGTCTA ATGCACTCAA TTCTCCATTA TTGCTATCCA 7 8 00 

CTTAAAGAGA TGGGGGATTT GAAAACATAA AATAATTATC AAAAACATTA GCAAATCCCC 7 8 60 

CTTTATCTCT ATGATGCTCC TTCACATCTA TATGATTTCT ATCTTTACCT TCTACATTAA 7 92 0 

GCTGATTATC TCTACCATAT TTAATATAGC TAAGCGGCTT TTTAACTTTA CCCATATTTT 7 9 80 
TCAGTTTGAA TAAAAACCTT TTAACATACT CTTCTATTTG GGATACATCT CCTTTTCAAT , 8 0 40 

AAAAATTAAA ATGCGCTGAT TTTATACATT TACGAAAAAA GTTAATGTAT CGAGTTTTTC 8100 

ATTACTAAAT CTAAGATTGC TTTTCTAACC TAGTTTTAAA TTAATACTTT CATAAGCTTT 8160 

ACAAGCTTTA GTCGCTCCkC ATATAAAATC CAAAATTCAA TTGTTTTATA TAAGTAArTA 82 2 0 

TCAAGTAAAT TTAAATTGGA TAGTAAAATA TTAAATAGGG GAAAAAACAA GCTTAATATT 82 80 

GAGTGATAAA TAAATTTTTC TCTTATTAAA T AGT AT AGT A ATGATATCCA AAGTATCAAG 8 3 40 

GGGCCATTAT TCTTCATTAG ATACCCTGCA CAATTTTAAA T ATAGTTC TT yAACCTTTTA 8400 

GTTGTAACAG GCACAATATT TTTAACAATA TTAAGTAATC CTTTAACATA TTTGCGAATT 8 460 

TCTTTTGATG AATTCTTATT CACTTTTTTT GTTTCATTTG ATTCCAATCT TAATTTGAkT 8 520 

TGATAAAATG AAATTAAGAT TGGAATmAAG CTGACAATAC CATTTTGTAT GCAAGCTTAA 85 80 

TAGTAAAAGC TATTCTAAAT ACTTACTTTA AAACATGGCA ATCTACCAAT TCTGATATAA 8 640 

ATCAAAACAA TATTTTTGAC TTTTATCTAA ATCAGTTAAT ATACCTTTTG TAAATTGACG 8 7 00 

AAATCCATTT TCTTATCCAC AATACTTTTT TACAACTAGA ACTTTAATTA TTTTACTTTA 87 60 

AACAAGCTAC ATATTTACAT ATTATGTAGC CTGTTTTAAA TTAAAAAAAT TAATATTAGT 8 82 0 

ACCAAACGCC ATTCTTGTCA ATGATACCTT GCACTTCTTT AAGAGAATCC CTCATTAATA 8 8 80 

AGATTGACGT TACTATTGCT TTATATGCTT CGTATAAATT AGATTGTTCT TTGATCTTTG 8 940 

CAATTAAAGT TTTTATTTCT GCTTCAATGT TCTCTAATTT CCTTTTTGCA TGCGTGTCAT 9 0 00 

TTATGTATAC AAAATTTGCT GCAGTCTTTA CACTTACTTG AATATAATTT AATAAGGTCT 9 0 60 

TGAAATTTTT TTCAAGGTCT TCTTTTGTAA ACTTTGCAGC TTCTTCTTTA^ GCTTTGGCTT 912 0 

TAGCAAAGTT GTCAAGGCGT GTAGAATACA. TTTGGGTTAG CTTTGTTGAA AATAATGTAT 918 0 
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AAGTATTATA TATCTTAGTA ATTGTTTGAA TTGCTGAATC TACATTATAT TTAACACCTT 9 24: 

CTAGATAAGA TTGATATCGA TTGCTTAATC TTATTTCCTC TTCATCCTCT TCATCATATT 53 0C 

CATCTAAATA AT AC TGATC A TAATCCTCTT CCTCTATTTC ATCAGTGTAT GAAATAGAGT 9 3 6C 

TTGATCCTGC AATGCCTTGT AAGGAACTCT TTGGCCTTAA ATCAGAATCT ATAGTAAGAT 9 42 0 

CAATTTCATT ACTTTCAATA GGCTCCTCCA ATTCACCACT TTCACCGCTA AGGGAATTTA 94SG 

AACTTCCTTG AGTCATCCCT TT AT ATT CAT CTTGTTGTTT TTGTATTTTT TCTTTTCTAG 9 5 40 

TCTCAGATTG CTCTTTTAAT AATTCAGTTT TTAAACTTTC TTCCTCTAAA AT T AC AT T T T S5 0C 

TTTGTAAAAA ATTGCTTTTA TTAGCAGAGT CCCTTTTTAA ACTATGAATA TACGGTTCTT 9 5 60 

TTCTAGAAAC CTTGCTTTTG CCTTTCTTTC TAGCAATCTT ACCTTTACCT TTCTTATTCA 972 0 

TAGGCTTTTT AATAGATTCC TCGCTAGTCT C T AAAAT AG A GTTTCCCTTA TCAAATAAGC 97 30 

CAGGGGATTC CTCTTTCATT TCATATCTTA TGAATAAATC ACAACTTATA AAACCAAAAA 9 340 

GTAATCCCAA AG C C AAAT AT TTACTTTTAA CTTTTTTCAT GCTTTCTCTC CTTTAAAGTT 9 9 00 

AATACTAACT T T AAAT CAT T TTAAGTCGGA TTCCAAAAAT TAATAAACTT TTCTTATCAA 99 60 

AAAGAGGCAA AATTATTACA ATTTTAATTG TAATAATACT AAACTAATAT TTACTATTAT 1C02C 

TTATCAATTC ATTGAATTTC TCTTTCTTTT TAAAAATTTA AAATAAGTGC TATCAAGAGG 1C080 

GTGAACAAAG TACTTTTTAT TAAATTTTAT AAACAGATCT TAAAAAATAA CTTCTAAATA 1C14C 

AAATTGAAAA AAGTTTAAAT GTAGCTACCA T C T TAT CAT A TGCTGATTTC ATTCTTAGAA IG2 0 0 

TTCGAACTGT AATCAGACCT TTATATTCTT TATCAATTAT CATTGCCCTG AATCATAAAT IC2 6C 

TTTGCTTTAA AACTTGATGT GCAGGTTTTA GTATTACTAA GTTGAAATAT TGCAAATTTA 103 2 0 

AAAAGTGCTA CCACATCTTT AAATCTTTTT TGATTTTGAA ATTGATAAAT ATAGTTAAGT 103 8 0 

-TTATAATTaG C AAAT AT ATG CTTTCtTAAT GAACTAGAAT TTAGTGATAT TGCAGATATA 1C44G 

ATCAGTTTAA TTGAAAATAT TTTGGGGAAT AAGCCTcTAG TGGGGATAAA G AAAAAAT G A 1G50C 

AGAAAATTAG AAAATTAAGT AGCTACTATA AAATTTTTCC ACTATGGAAT TGAGTTTCCA 105 6 0 

GATGTTCAGG AAGGATTGAT ATTGTAATTA GAAATCCACC AGGGAGAAAA CTAGTTTAAT 13 62 0 

GAATCAGAAT CTTCTCAAAA CATATTCCTA GCTACAGAAG ACTAAGCATA nAAGAC C AAG 10630 

TAAAATAAGG C AG AAAT ACT AGTAAGACAT TATATTGAAT ACTGATACAA TGAGGAnAAA 1074: 

GGCGTATAG 107 45 
(2) INFORMATION FOR SSQ ID NO: 11; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10502 base pairs 

(B) TYPE: nucleic acid 
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(C) STRANDEDNESS : double 
{ D ) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 11: 

_ AATGAGCAAA GTTTGATGGA ACAAGAAAAG AACTCTCTAT ATGTATATGC GCATCAATAA- 60 
ATCCTGGCAG CACATATTCA TCCAATGTCG CATTAATTTT TTCTATGCTC GCAATATGAC 12 0 

CGTTTGCAAT CGCTATACTA GCTGGATAAA TTTC TTTATT AAAGATGTCA AT ATAA T TAG 18 0 

CTTCAATTTT AAATAAATCC ATTATTTATC CTCTCCTAAA AACTTTTTGT TCATAATATA 2 40 

CTCTACCTTA AAATCTTTAA ACTTAAATTA TAGCGCAAAG TGCCAGTATA TTTAATTGCA 300 
AC TGTATTT A GAAAAAATAA AAATCGTCGA TATTTGTTAT AT AC GAT AAA AATCGAAGAT 3 60 

AATTTTTTGG GTAAAATAAA TAGAAAAAAT TTAAATAAAA AATAGCTAGC AATTCTAATT 420 
TTGATACCAG CAAAGATTAT GTGGTAAAGT ATCAAACAAT TTTTAATTGA TTTTTATAAA 480 

■ AAGGTTTTAC ATTAAATTTA AAATTAAATA ACAATAATAT TTCGAATCTC TTTTTCTAGA 5 40 

TTTATAGGAT TTTTATCCAT GCTTAAAACA ATATCTGAAA AAGC TTTATT TAAATAATCT 600 
CCCAATTTGA TATTTTCAGA CTTGATGGAC TCTTTATTGC TGTTATAATC ATTTAATAAT 6 60 

TGTTTAACAA GCTCTCTAAA GGTTGTTCTT AAAGATAAAA AATTTTCAAG ACAAATTTTA 72 0 

c 

. ATCCTTTTAA GATCAGGAAT ATTTAATAAC ATTAGGTTGT TTTTTTTATC AAGTAACAGC 7 80 

CTCATTATTG CCTCAAATCT AAATTGGAAT TCTATGCCCG CATTTTGCAT AATTTTATTA 840 
GCAATCTTCT TAATGCTATG TAAATTTGAA TTTAAAATTA ATCCTAATTC TTTCAACTCG 900 
CTTTCATTGT AATCTAAAAC C GC AT AC AAA CACCCTCTAG CCTTTTTAGA TTCTTCTACA 9 60 

' TTATCAGCAA GTGTTTTCCT TAGTGTATAC CAACTAACAT TTTTAAATGG AAGATTATAT 10 2 0 

TGATTAGATG GCTCACTTTT GAATTTTTCA AAAGAATTAT CTATGGCTTT ATT AT T AAC T 10 80 

TCTACAAAAT TATTTATCCA AGATAAAAGT TCATTCTTTT CTCCCCGCAC ATATTTTTTC 1140 

CCAAGTTGTT TTTTATAATT ATGATTTTTG CTAGCCTTAT TTTTATTTAA ACCATCGTTT 12 0 0 

TGATATGAAA TAAATAAAAA AATATTGATT AATAATATTA ATTTTTTTTC AT AAAT AAAG 12 60 

CCCTTAAAAT GGTTTTACAG AATATCTGCA AAGC CAT AAT ACAAACTTAT AAT AAAT ATT 13 2 0 

AAATAGTAAT CATTATAAAA TTAAATATAA TTTAAAAATG ATTTTTTTGC AATATTTTGA 13 8 0 

AATGTTAAAT AATTATGTGC TATTTCTAAA CACAAGATTA TAAAATAACT TCTTGCTTTA 144 0 

ATATCATGAT GGCTTTTAAT TGCTTCAATT AACTTAAATT ATGCAGCTAT- CTTGGCTTTT 15 0 0 

CTTTTTTATA AAACATTGTC TTTAGCAAGG TCATAAAATT ATGATCTACT AAAATGTATT 15 6 0 
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C GG AT T T AT T AATATTAAGC AATATGTTAA AATAAATTTA AATACAGTAA TTTAATATAT 162 0 

TATTGCTTTT AGGAGGTCAA TCTATGTTTA GAGGAAAAGA AATATATTTC TTGTTATTTT 168 0 

CGTTACTTTT GTTTATATCA TCAATTATAA TTTCTCACGG AATAAAAAAC ATTGGCACCA 174 0 

AAAATGAAAA TTATATTACG GTAAAGGGTC TTAGCGAAAG AGAAATTTTA TCAACGTCTT 180 0 

CTAGTTGGGG GC T TAG AT AC AGCTTAACCG GTAACACTAT AAATGATATT AATAAAGCAA 18 6 0 

ATAATTTAAG CTTATCGAAG ATTAAAAGTT TTTTTTTAAA ACATGGATTT AGCGAAGACC 192 0 
ATATAAAAAT GGGATTTATG GAATTTAATG AAGAGACTTA CAAAGAATCT CTTTATAAGT ' 19 3 0 

ATAGAGCATA " TATATCTTTA ACTGTTCATA CAAAAAATAT TGAGAAAATG GAAGCAGCAG 2 04 0 

AAAAAAAT AT TGCTGAGCTT TATAATCAAG GTATATTAAT TAGTAATAGT GGGGGGC CAA 210 0 

GATATTACTT TGACAATATT AATGATATAA AGCCCGAAAT GTTAGCAGAT TCAATTAGAA 2150 

" ATGCGAAATT AGCGGCTTTG GAATTTGCAA AACATTCAAG TTCAAAATTG GGGAAAATTA 222 0 

AAAACGCAAA T C AAGG AT AT TTTGAATTTC TTCCAATTGA TAGAAGCTTG GGCGATCAAG 22 8 0 

AACGTTATCC AAAAAAAATA TTAAGAATCG TTACAACCGT TTCTTATTAT TTGGATTGAT 2 3 40 

r 

ATTTGGCGAA CTATTTTTTC TAAAAACCCA TATAAATAGC TTGCGGTTTC ATACCATGAC 2 40 0 

. GC GAT CT AC A CACCTAATTG AAGCATAGCT ATATATATTT ATTGC TGT AC* TCTTTATCTT 2 4 60 

GTTGGCTGCT TAGCTTAAAG TTGTCAATGT TTTTTCGTAC TC AC CATC AT TTTTGTTTTT 2 520 

AAGTTCGCTG CATACACCTT CAAAGTATGT TTCTACATTT TTCATAAGAG TTTGAATACA 2 5 80 

TTTTTTAGTT TCAATTTTAC TGTTTGAATG TTCTTTAAAA GAAACGCTTA CCGAATTTTC 2 640 

AGCATTAAAC TTATTTACAA CGGTTTTAAG TTCATTGTAT TTTTGGGTAC TTTTATCACC 2 700 

ATTGC TACTT ACCGATATTT TTAGCAACTC ATCCAGTAAT TTCACCATCT TTAGTCCATT 27 60 

CTTCAAATTA CTTTTGGCTG CATAGGTAGC ATTATAACCT ATATTAATTA GTGTTTGAAA 2 82 0 

AACCGAATCA ATTTTTTCTG ATGAATTCTT TATCAATTTG* ATTAAGCGAG GAGTATC C TT 2 8 80 

TACTTCTATG TTTTTACTTT CCTTGGTATT TTTTTGATCT TCAATTTCTT TTTTGGATTT 2 940 

TTCAGAGTCA TCTTGAGCTT CCTTTGCTAA ATTTTCTAGC TCTTCCGGAG TTAATTTTGT 3 000 

GATTTTTTCC GAACTTAGGC CTGTGGCTTC ACTTATCTCA TCTAATACTT GATCAATAGA 3 0 60 

TGTTAGTGCT GATTTACTTT CTACAGTTGC TTCATCAATG GTATTGTCTA CATACCATTT 3120 

ACATGAAATT ATTAGCAGTA TAGAT ATTGC CAATATTAGT TTACTCATTT GTAAACTCCT 3180 

TTAGGCGGTG TAGTTATAGT GCAAATATTT AGCTTAGACT ATAAAAATCC TCAAAAGTGA 3 2 40 

AAGTCAGGGA TAAGAAGATT TTTGATTTAG TTAACAATCT CCTTTCGGCG ATAAAGAATT ' 3 3 00 

GAAGATTCCC TTATTGAAGA GTAAACCTAG CAGTAAATTT AAAATCATTG AT C C T AAAAG 3 3 60 



!! a h n 'if ^ ;y; 1H ai yj „ ;ji :|j 
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GATAATAGTA ATCCTAAAAA GTATACAAAA TTATAAATTA ATGAAATTTT AATGCTACTA 3 42 0 

AAAGATAATG TTGACAACAT TAATTCGTAG CAATCCAAAT ATAAAGGCTT AAAAACTTAT 3 48 0 

AAAAATGGGA GAGC TTGTT A TTCCCAGCAG AAACAGTTTG TGGAATTGGT ACAAATGTAT 3 540 

AATCCAAAAA TGATCTTGAA AATTTTTCTA ATTTTACTTT ATTTAGAACA TTTTAAGCTT 3 6 00 

AGTAAAGCAA AAATAAATAA AATGCTAAAT TTGAACTCCA AAGAC GAATT CTTTAAAGAA 3 6 60 

AAAGAAAATA ATTTTATTGT AGCCGGTCTT ATTTTTTAAC TATAAAAGAA TTTAAAATCT 3 720 

TACTTAATGA TTTTAACACA TTAAAAAATA AAAAAGGAGA AAAATATTTT CTTTCTTTGG 3 7 80 

CAAAGGGTTC TTGCAACTAT TTACTAAATG TGCGCCCTAT TTGTGAATTT AAAAAAATCT 3 340 

CATAAATGCC TATTAATTAA AAATATCCAA AAAATTGAGG TAAAATGGGG CAAATATTGA 3 90 0 

AAAGTATATT CCCAATATCC CAATCATAGT GCCAAAATCG ATTACTAAAA ATAAACCCAT 3 9 60 

GAACTGCTTT ATAACAAAAA AAATATTTTT TCCAACATTG CTTTCATAGA TATATGGACT 4 020 

GCCAAATTCT CTTAAATTTG AAATTATTTC GTCAATTTCC ATTTGTTTTT GAATTGTATA 4 08 0 

CTTCAAATAA CTTTTAAGAA CTTGATAATT TCCAATTTTG TTATTCATAA ATTTCATAAG 4140 

ATATTTAAAA GTTAAAAATC AAAATAGTTG AGTGCTGATC AAGAC C GAAA C AC AGT C AAA 42 00 

ATAAGAAAAA TTACATAAGA TTTGAAAAAA ATAAAAAAAT TCTTAGAAAA GCTCAAAAAA 42 60 

TATCTTGTGA ATCCAAAAAA TTATAAAAAA ATCAAAGAAG GCGTAATGCC TCTAAGAAAA 4320 

AATTAGAATT TCCCAAACCA GAATTAAAAA AATCTTTACC CACAAGTTAA TTGTAAAGAT 43 8 0 

TTTTGCAGTT AAGGTAGAAA TGAATTTTGA GCTATAATTC ACTAAATATA TTAAATATTA 4440 

CACTACAAGG AGGTGTTTAC AAATGAGTAA ACTAATATTG GCAATA.TCTA TACTGCTAAT 4500 

AATTTCATGT AAATGGCATG TAGACAATCC CATTGATGAA GCAACTGCAG AAAGTAAATC 45 60 

AGCACTAACA TCTGTTGATC AAGTATTAGA TGAGATAAGT GAAGCTACAG GTCTAAGTTC 4 62 0 

GGAAAAAATC ACAAAATTAA CTCCGGAAGA GCTAGAAAAT TTAGCAAAGG AAGCTCAAGA 46 8 0 

TGATTCTGAA AAATCCAAAA AAGAAATTGA AGATCAAAAA AATACCAAGG AAAGTAAAAA 47 40 

CATAGAAGTA AAGGATACTC CTCGCTTAAT CAAATTGATT AAGAATTCAT CAGAAAAAAT 480 0 

TGATTCGGTT TTTCAAACAC TAATTAATAT AGGTTATAAT GCTACCTATG CAGCCAAAAG 48 60 

TAATTTGAAG AATGGACTAA AGATGGTGAA ATTACTGGAT GAGTTGCTAA AAATATCGGT 492 0 

AAGTAGCAAT GGTGATAAAA GTACCCAAAA ATACAATGAA CTTAAAACCG TTGTAAATAG 49 80 

GTTTAATGCT GAAAATTCAG C GAT AAAGGT AC C ATT AG AA AATGGTAGT A - AAATTGAAGC 5 04 0 

CAAAAAGTGC AT AAAAAC TC TTATGACCAA ' TGTGGAAACC TATTTCAAGG GCGTGAGCAC 510 0 



911 

CGAACTCAAA GATAAAAAAG ACGACAAATA TACTAAAATA TTGGCAGCTT TGAGTGAGGC 5160 

AGCCAATAAA ATAGAGAATG ' C AGC AATGGC CATACATTTG TGCTTTAATA ATTAAAACTG 52 2 0 

GGCATTTTGG TTTACAATTC TAATAAAAAG AAAAATT C T A AAAATTTCAA CTAAAATCCC 52 80 

AAAGTAATTT TCTATTCAAA AAAAAC AC C C GCAATCCTCT TGAAATTTTT TTCAAAGGAA 53 40 

TTTTGGGGTT TTTATAAAAA CCATTGAATA TAATCAAATT ATTCCATAAT ATGAGGTTAA 540 0 

AATATAATGA ATAATCAAAA ATTTCAAAAA CCTCCTATAG TAAACAATAT CAAAAACCTA 5460 

GCAAGTTTGT TTGCAAACAA AACCAGAGTC TTTTTTTTTT TAATGACAAA TAGAACAAAC 5 52 0 

ACTAACTTTA GAAGAGCCCA AAC CATC ATA TATACTATTT TCCTTATGCA TCTAAACAGT 55 8 0 

GAAAGCAAAA TCAAAATATA GAT AAC AT AG TGAATTTCAT TCTTGATGAG CTTTCAATAA 5 64 0 

ATAGCATTTT AAATATTGTC GAAACTTTTG CAAAAAAGAA TGAATTTTAA AATATAAAAA 57 0 0 

CAATATTATT AGATATTATC GATACCGTGA ATGGAATTGA TCTGAAATTG ACTTTCAAAA 57 60 

ATTTTTATGT CACAAGTTCG GGTTCATACT CAAAGATTCG TGTCTCAACT TTTATTAAAA 5 82 0 

TTTTCTAATT CAATATGATT ATTTTTTTAG AAAG AC C AAA GGTATTTGCC ATGCTCCAGA 5 88 0 

CCGATTATCA ATTTCATTGT CAAAAATCTT AACGAAATAT TCAAAAAAAT CAATCTTTAA 5 94 0 

AAGGGATCCT CGACTATTGA CAAAGTTGCC GTTTTAAATT TTATAATTAG AACCGAAACC 600 0 

TTTCTATTAA AAACTGTCAA AATCACTTCA AATCATTCTC TAAAATCTCA AAAAGTTACC 60 6 0 

ATAGAACACA TACTAAAAAA TGTCTGCGGA TTTGAATATT GGGATTAAAT TTTGGAACTA 612 0 

AAATTTATCA TAAACTTAAT TATTTTAAAT TATTTGATTA GATACAAAAA ATCTTTTGAG 613 0 

TATGTCTATC AGTCAATCTA GTTTTAATGT CTTTTTTTTA AAAC C TAG AT CATTTTTTCA 624 0 

AATTTTTGAA TAAATATAAG AATTTTTATA TTTATTATTA CTTAATTTAT CTTTGCTAAA 63 0 0 

TTTCCTTAGT TTAGTTTAAA TCAATTCAAT CCCATTGAGT ATTTTACACC ATTTTATAAG 63 60 

TTATAAATGC TATATAAAAA CCTTTTTTCA TCTTCTTTTC AGAAGATTGG CAATCGTTTC 642 0 

ATTAATATTG CATGTCAAAT AACGTTATTA AAGCATTCCA ATTTAAAAAA ATCTTCTATG 6480 

GAAATTCATT TTATGTAACA CTAATTTCCC CAATTTAAGT TTTATTTTGT TTGGGGCACT 654 0 

ATAATAATAA TTTTTATTAG ATTAAAAATT TTCTAGAATT TAAAGATATA TTTGGATTTA ' 6 60 0 

TTTTGTATTT AGCTTAATAT TGGTAATTAA ATAATTATTC ATGTTCTAAA TCCATAAAAG 6 6 60 

ACATATAGTC C T T T AT AG AT CAAAATATTC TTTATTGGGC CTATTATAGG CCATAATACA 672 0 

CTAGGATAGA TATTGGTTTA CTACTATTCA CCGCATTCTT AAAAATGGAA CTTATTTTAT 67 80 

TTATTCTGAA GAAGAGCTTA AAAACAAGAA AGTAAACAAA GTTGCTACCT ATTATAAAGG 68 40 

. C AATATTTAT CTTGCATCTA GATCTCTTGA CAGAAAGAAA AATGGAGCAT ATTACACCCC 6 90 0 
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AGAAGATTTG ACGGAATTTA TGGTTGTGTC TTCAATTGAA GAACGGCTTA AAACTAAATC 6 96 0 

CCCTTTAGAT ATAAAAATCA TTGATAATTC TTGTGGATCG GGAAATTTTT TAATTTCTTG 7 02 0 

TCTAGATTAC TTAACAGAAA AAGTGTGGTA C G AGC TAG AT AAATTTGAAG ATGTAAAAAA 7 080 

AAATTAGATA TGGAGTATAG AAATGTTATT AATAAAGCTA AAAAATATAA TATTCAAGAC 7140 

AGTATAAGCC GGAAGACCGT TCTTAAAAGA ATGTTGCTTG GAAAATGTAT TTACGGAGTT 7 2 00 

GATATTGATC ATATATCTGT ACAAATCGCA ATGTTAGGTT TATGGATTAA TACCTTTATT 72 6 0 

TTTTTGAAAC GCCACTAAGC TTGATTAAAC ATCACATAAA AGTAGGAAAT GCCCTTTTAG 73 2 0 

GGTATACCAA GGATGAATTT TTGAATATTT TGGATAACGA ATTTAGAGGT AACTGCTTGT 73 3 0 

CAGTTGTAAA AAAGATTAAC GAAATTATGA CTATTTTAGA AG AT AT C CAT C AAAAAAT C A 7 440 

AAGGTATTAA TTATACCATT AAAGAAGATT T AG AAAAAT C TAAAAAGATA TACAAAGAAT 7500 

ATCAGGAAAA TGAAAATATA AATAATTTAA GAATAATATT TTCTTTAATT AAACTTTATT 7 5 60 

CGTTGTCTTT TGATAAATCT TTGAATATAA AATTTAGTGA T ATT AC AAC C GTAATTAATT 762 0 

TGATTGGAAA TAT T T TAG AC AGTAAAATTT CTAGTGAAGA TAAAGAAAAA ATAGAAAAAA 7 68 0 

ATTAGAAAAT TAAGTAGTTA TTATAAATTT TTTCACTATG GAATTGAGTT TCCAGATATT 7740 

CAAGAAGGAT TTGATATTGT AATTGGAAAT CCTCCATGGG AG AAAAC T AA GTTTGATGAA 78 0 0 

TCTGAATTTT TATCAAAACA TGTTCTTAAC TACAGAAAAC TAAGCATAAA AGAACAAAAT 78 60 

AAGAT AAAAC AAGAACTACT TAG T AAAG AG AATCATCCTT TGAGTATCGA GCGCTATGAG 7 92 0 

G AAAAG AAC A GTTTGAAAAC TTTGAATAAT ATGTATAGGT TGGTGTTCAG AGAATTTTCT 7 98 0 

AGTGGGGGGG TCCGAATCTT TTTAGATATT TTACGGCTTT CAATTTGAAG CTAGTGAAGC 8040 

CCGGCGGCAA CTTAACTTAT TTGACTCCTT CCAGTTTGTG GAGCGAATCC GGCTCTAAAG 810 0 

CACTGAGGCA GCATATATTT TCAAATTACA AGCTTAA.TTA TATATACCAG TTTGAAAATC 8160 

AG AAAGGGT T TAGGGCCATG ACCCCTGGCT TCAAATTTGC AATATTTCAG ATCAGTAATA 82 2 0 

GT AAAG AAC C C AC AAC G AAA TTTAGAGTAA AATTTGTTAT CCAGAGTAGC GATAATATCA 82 80 

TGAAAGAAAT AAC C AGTGAT CTGAAAGAGG GTAATGAAAA TGCTTATAAG GGAATCGAAT 8 3 40 

TGGATATAGC TCAAATCAAA AGGCTATCTC CTATTCAAGA GTCCATAATA GAATTTAGAG 8 400 

ATAGCGCTGA GTTCACGCTT GTTAATAAAA TGTTTAGTCG ATTTGATACT CTTATTCAAG 84 60 
AGTATATTGA TTTTAGAGAG GGAC TAAATT TAACAAAGTA TAAGGCACTG TA.TAAAGAAT ' '8 52 0 

ATAATAATGA AAAATTTATA TTTCTGTATT CTGGAGCCAA TATTCACCAA- TTTAATTCAA 8 5 80 

GATTTTTTGA AGAT AG AGC T GCAAAAGAAA GTTCTAAATT ACTATGGATA GATAAAAAAG 3 6 40 
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ACTTAGAAAA AGTATTAATG AAAGACAGCC AATATCAAGC CGAAAGAGTA TTCTATAGGG 870 0 

TAATTGCAAG TAACACAAAT GAAAGAACGA TGATTAGCAC ACTTTCTCCT AAAAATTGTT ~87 6Q 

ATTGCGTGAA TTCAATATAT ATAAATTATG AGGAAAT AC C AATATCACTT TATAAAAAAT 882 0 

TATTTATTAT ATCAATTTTT AACTCATTTG TGTTTGACTT TATAATTAGA AGATTTGTTA 8880 

ACTCAAATGT GC T AAAATC A TGTTTATATC AATGCCCAAT GCCTCAACCC GAAGAGGATG 8 9 40 

AGATTTTAAA TAACTCTTTA TACTTAACTT TAGCTAAAAA CACTTCCTTG CTAATAGTTA 90 00 

AAAATGATCC C G AT AAC TTT AAATATTTGC TTTACTTAGA ATATTTTGAG TTTGGCAAAG 9060 

AAGAAGTTGA CAAGATGTTA AAT C TAG AC C C C AAAGATG A ATTCTTTAAA GAAAAAGAAA 912 0 

. ATGAAAATAA TTTCATTGTG GCCAGTCTTT ACTCGTTAAC CAAAJGAAGAT TTTGTAACTT - 9180 

TGCTTAATGA TTTTAAGGTT TGCAAAAACA AAAAAGGAGA AGATTATATT TCATCTTTAA 92 40 

TAAAAGGATA TGAGAATTAT TTAAGAAGAA TGGATAAGCA TAATGCAGCG TAAATAGATT - 93 0 0 

TGATGAGCCT CTGTTTGTGA AAGTCTGAGT TTGGTACACA CAGACACTGA AATTATTTAA 93 60 

TTTACTTTGT AAATTTATTT CCACCTAAAT TTCATAGAAA TTATAAGTGG AATATTCTTT 9 42 0 

GTTATTTTTT ATTGAGACTT TCTAAAACAG TTTTTGCATG TTTAATAAGC TCTTTTATTT 948 0 

CTTCCTTTCT C AC C ATTGGT TCAATTCTTT TAGAGGCAAA AGATTCTAAA TTACTTAAAG 9 5 40 

CACTTCTTGC GTCACTTAAA GCCTGTCTAG ACAATTTTAA TGC AT AAG AT CTATTATTTT 9 600 

TACTCTCTAA TCTTTTAATA ATGCTTTCTT TTAACCTTTT CTGAGCGTTG TCAAAAAAGA 9 6 60 

AAGCCGCAGA GCTTATTTCA TTTTCTGCCA TATCAATCAT ATTTATAAGC TGCTCAAGTT 97 2 0 

CACTATCTAT CTTTAAATTA TTTTGCAACA ATTGTGTTAA TTTATTTATC TTATCTCTAT 9 7 80 

TGTTCTTAGG ATTCTCCATT AATGATGTTT TTTTATTGTT AATCTTTCCA ATTACATCAT 9 840 

AC AAATC AG C TTTTATTAAA GCATATTCAT CTTTAATTAC ACGTACTTCT CTAATTAATT 99 00 

CAGAAAATTT AGAGTTTTTA AGAATATTTT CTTCTAAATA TTTAATTGCT GCATCAGCTT 9 9 60 

CCTTTTCTTC ATTAGTAGAA GGGATTAAAT TCTCCTTTTT TGTCTCTTTT TTTTCAGTAT 10 02 0 

GCGCAATTGA AATATTTGGT ATATTAGCCT TATTCTTTGG TGATTCTGAA GGTATTATAG 10030 

GCTCTATAGG ATTAATTAAA TCCTCATATT TCCGTTCTCC AAAATTTTTA GTAAAGCTTT 10140 

TTTGCTTTTC TTGATTATTA TATAAATCAT T AAG AC CATC TTCTTGAACA CTATCCGAAA 102 00 

CTTCTTTTAC ATTATTGTTA TTTTTTTGTT CTTTGTTACT AGATAATTTG G AAT C TAG AT 102 60 

TACAAGACAT CAATCCTCCC ATTAATAATG CATATAAAAA CAAACTTTTT CTCATAAAAA 10 3 20 

TATTCTCCTT TTATCAATTA AGAATAATTA TTATAAATAA TAATTATTCT TAATTGATAT 10 3 80 

TATATATCAA TTTGTTCTAA T T AC AAT AAA TTGTAAATAA AAATATTTTT C AAAAGT AT T 10 4 40 



TAGATATTTA AGATTTTTGT ATAACAAAAT GTTAAGTGAA AAGATTATAT AAATTAGTAG 



(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9842 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: ; 
GAATTTAGTG ATATTGCAGA TATAATCAGT 
TCTAGTGGGG ATAAAGAAAA AATGAAGAAA 
TTTCCACTAT GGAATTGAGT TTCCAGATGT 
TCCACCATGG G AG AAAAC T A AGTTTAATGA 
CTACAGAAGA CTAAGCATAA AAGAACAAAA 
CAATTATTAT TTGAATACTG AATACAATGA 
ATATTTATAA AAGTGATTTT AAAGACTTTG 
ACTTTGTTGC ATTTAATTTG AAACTAATAA 
CTTAGGCTCT TTGGAGTGAG TCTAGTTCTC 
ATAAAGTTTA ATTAAAGAAA ATATTATTCT 
TTCTTTGTAT GTAAGTAGCA ACTTTGTTTA 
GAATG AGAT A AATCCCGTCT TAAATAATAC 
CATATTCAAG TAGCGTTTCG TATAATTCTC 
CTACAAATTT TTCATCTTTA ATATTTTTTT 
CTTCAAGTTC ACTAATACTT AGCAAACTTT 
CAAATAATCC TCCATTAAAT ACGGGGAACT 
TAAAAATTGT TATTATTTTT TATATCCTAA 
TATCTAAAAG ATATAGAAGA TCTGTATAGC 
TCGTTGTCTT AAAT AT AT GC AATAAAAAAT 
AGTATGCTAG CCAAAATATA ACGAGTAAAT 
TATATATTTT TTTTACAATT T T AAAT AC T A 



5EQ ID NO: 12 : 

TTAATTGAAA ATATTTTGGG GAATAAGCCT 
ATTAGAAAAT TAAGTAGCTA CTATAAAATT 
TCAGGAAGGA TTTGATATTG TAATTAGAAA 
ATCAGAATTC TTCTCAAAAC ATATTCCTAG 
TAAAATAAAG CAAGAAATAC TTAGTAAAGA 
AGAAAAAAGC AGTATAAGCG CTATTAATAA 
CTAGTGGTGG GGATCCAAAT CTTTTTAGAT 
AACCAGGGGG TAATTTAACT TATTTGGTTC 
TATGTTTAAA GATTTGTCAA AAGATAATAA 
T AAAT TAT C T ATATATTCAC TTTCCTCATA 
CTTTCTTGTT TGCAAGCTCT TCTTCGGTAC 
GATGAACAGT AGTATCTGCA ATTCTTAGGC 
CAAAACTTTT GGGATCTAAC CTTGAATACT 
CTTCAAAGAA GAGTATTTTA ACAAGTATTT 
CATTATTCAA ATATTTAACC TTATCTTCTA 
TTATTGAATC ACTTCCCTTA TCAAGTAAAT 
TTTCTTTTTT GTATTTTAAT CATAAAAAAA 
TTGTTTTCTT CTAAAATTTT CTTAAAACTG 
ATTCTTAAAA TAAAAATAAT TGCCTCTTTA 
TCTTTGTCTG ATACTTTAAA- TTCTTTGTCA 
TAGAGTCATC AGGCTTCTCA TAAAGCATCT 
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CTCTAAGAGT TTTTTGAATT ATATCTTTTT CTTTAACTAT TTGCTCTTTT TCAACTGCTA 13 2 0 

TTACATTACT TGTTTTTAGG TAGCTTTCTT TTCTTATAAT ATAGCTAAAT AAAATAAACC 13 3 0 

ATTCTTGTTA TTTGTATTCT TTTTTGTCTT CAATTTTAGA AAAATCAAAT TCAATATATC 144 0 

TTTTTTCTCC ATAAAGTCTT AGATTTATCA TATAAGCTCC ATACCTTTCC ATTTGAAAGT 15 0 0 

ATTCCATAAT GTTTTTGATA TTGATTTAGA CATC TAT AT A GCTGATCTTC TGCTTCTTTT 15 6 0 

ACCTTATCTT TAGCATCAAA ACTAAATACT GGATGCTTAA CTTCCGCTAT AAGTAAGATA 162 0 

TCTTCAGTTG AAAATATGGG AATTATTTTT TTAGCTTCTT CTAATTTTTT ATTAAAATCT 16 SO 

ACTTTGTCTT TATCATTTTC AAAAAGTAGT AT AT C T AC TT TGGATTTTAC TCCTTCTATT 17 4 0 

TGCCCACCTT TTTGTTGTTC TACTGAATAA TTTAGTTCTT CGAAAATAGA TTTTAGTAAA 18 0 0 

GACTCTATAT TTGCTTCTGT TGAATTATCA TCTATTGAAG AAAGTTTATT TTTTATAAAA I8 6 0 

ATAAAAAAGT CTTTTAAACT ATTAATACTT TCTTTTCTTA TAAAGTCTCT TTACAGTTCT 192 0 

TTATAAAGAG ATACATTTGG ATCATTTGTT TTTATAATGT AATCGGCTTT CATTGTTTAT 198 0 

GTTTAAACCA TCATGTTATT TACAAATCCT TTTTAGCCCT TCTTGATACT CACAATACTC 2 0 40 

TTCTCTAAGA TTAGTTTTTT TTAATTAAAA AAACTAATCT TAGAGCAAGT CGACCAAAAC 210 0 

TTATTTTAAT ATTTACTTGA CTATAAATAA TTTATATTTA GAATAAGCTT TTAAACTTAT 2160 

TTCTCACTTT TTATCAATTC TCAATTAATT AGATTTATTA TTTTTTTATA AGACACCTCT 222 0 

TGATTAAAGA GTATCTAAAA AACACTTTTT TCTTTAATCC GAACTTTTCT TAAACGCTCT 2 2 80 

CCAATTTGTG AAGCATAAAC AAAAAAATGT TTTTATCCTT TTCATTTTTA AAATTACAAT 2 3 40 

^TATAGAGTCT TTTGTTAATT TCTTCTTTAA AAGCATCTTG CTCAGAACTA TATAAGCAAC 2400 

AAAGCTGTGA AAAATTTTTA AAAGAACTTA TCAGTGCAAA AACAACGCAA GTAATAACCC 2 4 60 

GGTTTTTATT CATAATAATC CCCTCCCAAA ATTAAAAAAT AAATCAAAGA CTTTGATTTA 2 5 20 

CAATTTTTTA GCAAGTAGTG AAAGTGAAAA AAC AAAT C AT CCTAAATATG TAACAAAAAA 2 5 80 

TGAAAATAGG CTTAATAAAT AC C AAAGAAA ATTATCAAAA AACAAAAAGG TTCTATTAAT 2 640 
AT AAAC AAAT CTAAATTAAG AGGCTAGGCT ATATAAGAAA ATTTCAAATC AAAGAAAAGA ' 27 00 

TTTTTTACAT AAAT T ATT AT TTCTTTACTT TGTAGATAAT TATAAAAACA TAGTGATAGA 2 7 60 

GAGCTTATTA ATTACTCGGA CATGCAACAG GGATTTAAAG TTAAAAAACC TAGCATTCAA 2 8 20 

TGTCAAATTC CAAAATTTAG ATTTAAAAAT GAAAAAAACC CTTTTCGGGG CATCTTTTCG 2 3 30 

ACATTAAACT AGGCAAAACA ACTTAAGCCT ATTAGAAGTA ATAGAGTATC ATTAATTAAG 2 9 40 

CATTAAAGTC AATAACCCTT GAAAATTTAT TTATTCCTTT TCTTTTTAGA ATTATCATAT . 3 000 

TTAATTATAA TCTCCGATAA AATATCTTTT TTATTTTTAA AAATCTCCTT TAAAACAAAA 3 0 60 
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TATACTCTTT TGGTATCTTT TCTACAAAAA TCATATAATT CATTATCTTT TATTAAAATT 312 0 

CTAATTGGGA TATTTTCTTT GTTGTTTGTA TTAATATCTT CTTGATTTAT TTCTGATAAC 3180 

CCTTGTTTTT GTATGGCGTG ATATATGCTA TTAAACCCCG CTTCCTTAAT TTTATCAATA 32 40 

GAAATAACAC CTTCTAAAAC CTTTTCATAA ACTTTTAAAT ATGTATAAGC CTGGGTTTTT 3 3 00 

GCAATTATAA AAGATTTTAT AAATTGTTCA AAGCTTTTAA AAC CATC ATA TTTGTAAAGC 3 3 60 

TTTTTTTGTT TAATTTCATA TAGAATTTTC ATTCTTTGAA TTTTATTGTC AATATCATCT 3 42 0 

TTTAAATTAA GCTTTAATTG GTCTTTTAGA TCATTATAAA TTATTAAATT TTCATCTTGA 3 480 

TTATTATTTA AATTTTGAC T TTTATCAATA AAATCTTCAA ATCTATCATT TAAAATGATC 3 5 40 

TCTTTTTTAT TTTTCTTTTT ACTTTCTTTC CCTATCATTT TGCACTCCTA TTGCTTTAAA 3 6 00 

AGCAGATATT TATATGTATT TAACATTAAC TTGCATTTAA AAAATAAGTT TAGACTAATA 3 660 

ACATGAGACA AAAACACATA ATAAATCTAA TATCACTAAT ATATGAATAA TTATTGACAC ' 3 72 0 

AAGTTAAAAT TTGTGTCAAT AATTATTCAC AAATAAAATC GTTCGGTTCT G AAC AAT AC A 3 78 0 

AGAGGATATT TCTAAATCAA AGATTATATA AATAGTGGTT AAAGAAAATC TATTTTTTTA 3 840 

GATTGTTTTG ATTATTTACA CCCTGGTTGT TATTTATTAT TCTATTCTTA ATTGAGCCTA 3 90 0 

TTAAAAAGCT TCATTCTAGC TACTGCATAA TAGTAAATGC TTTTTTGTCA AAAAATCACC 3 9 60 

CCCTCTCCCA AT TAG C TTAA ATATTCTTAA AATGGTTTTT GGCTTTAATT T T AAC AG AAG 402 0 

ATTGAAATTT ATTATTTTAT AT AC T AT AAT TTTTAACTGT AAATTAACAC ACATTAAGCT 40 80 

GAGGGACAAA AAATGAAAGC CGTTATACCT AGTTATAGCC ATCAAATTAA T AC C AAT AAA 4140 

TCTAATAAAT TACTTTCAAA AGACTGTAAA CTTAAAAAAA TAATTTCGGT TATTATTTAC 42 0 0 

TTAAATAAAG AGTTTGAAAA AAAAT AT AAT G AAT C AAT AC AC AG AATTC A TTTTGACCCT 42 60 

GAAAAACTAA AAGAAATTCG GGTTCATCAT CAAGGAGATA TACTTCGAGT GCTAAACTCA 43 2 0 

AATATACATA GAGAGAATAA AAAAGAAACT ACAATTAATA CTCTAAGAAT AGATTTAAGA 43 8 0 

TTTTTGGTTA AGCTAAAAGC ATTGGAAAAA AGAATGC TAA CATTTTCAAA TAACTTCGGA ' 4 440 

GAATTTAGAG GAAAGC TCTG TATATATAAG GCATCCCCTA TTGCATATAA ATTGATCGAC 45 00 

ACATATTTTA GC AAC AC C AA ATCAGACTTA ATTAAAAAAG TAAAGAAAGA AAAAGATGTT 45 60 

TTAAGGGAAA AGAAAGAGCA TTGTAAACCT CAAAATATCA CTG AAAAT AT CACTGTATAT 4 62 0 

AATAAACAAT ATATAAATAT ATATAA.TAAG AATTCTATAG AAAACTCTTT TTTAAAAAAA 468 0 

ATTAAATCCA TAGTTTCTAA TACAAAAAAC C C AATTAAAA CACTAAAAAA- CACTTTATTA 4 7 40 

AAC T AT AAAG ATTTTAAAAA TTATTTAAAA TATGATTATG AGGTAAAAGA TATTAAAGAG 4 800 
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TTTTTCTTGT CCAAATTAAA CATTTATAAG C AT AAAATC C ACTTTATGAG AAAAATTGCA 43 6 0 

CCCTATAAAA CCGATTTTTA TACTCTTGCA GGAGAATTTA AAGATATTTA T AC T AC T AAA 49 2 0 

TGGAAlAGCAG ATAAAATAAC TAGCTTTTCA GGACATGCTG GTACAATAGC CAATAATATT 49 8 0 

TTATCTAAAA TTTTGTCAAA GGGATTGAAA TTTGAGTAAT TTGCTTGAAA AACTCAGAAA 5 0 40 

CAAAAAAAGT GATATAGAAA AAAGAATTAT ATTCAATAGA ATTGAAGAAA T AG AT AG TAG 510 0 

AAAAATATAC TGTACAAAAA TATTTAAACA TTTAGTTAGT TTTAAAATTA CAAACAAAGG 5150 

AAAAAGGCTA AGACTTACTT TTCAAGAATT TAATAACAAT GAAGATTTTC TTTTCTTCAA 52 2 0 

TTTATTTCCT TTAAGAGAAA ATGATAAGTT CCTAGAAATA AAATATAAGC AT G AT AAAC T 52 30 

TG AT AG AC C C TTTTTTCTTA AAAAAGAAAA TAATAAAACT TATGCAATAA AAAAGCTCTA 53 40 

TTATATAGAG TTTGTCTTTA AAAATGGCTC TATTAAAGCC TATGTTCAAT CTTTAAGAAC 54 0 0 

ACTTTTAAGA AAAAATAAAG AAACTACCGA GTATTATCAA TTCAATTTAT CACATTTGAA 54 60 

AAAAATGGAA AAAAAAGTAT ATGAATTTTA TAATAAAAAA CTAAAAGATG GGGGGGTTAT 5 52 0 

AAATAAATGG ATCAAAAAAA ACCAATTGTA ATTACACTTG CAAGTTTAAA AGGAGGAGTC 55 30 

GGCAAAAGTT CACTTTCTAT ACTTTTTTCT TATGTTTTAA AAGAATTGGG GAAAAAAGTG 5 640 

CTACTGATTG ATTTAGATCC ACAAAATTCT TTAACTTCTT ATTTTAATAA GTATATTTCA 57 0 0 

AGTATTAAAA AGTATAACGT TTATGAATTT TTAAAAGGAA ATACGTATTT TGATAAATGT 57 60 

GAAAATAAAA TTAATGAATT TATTTCTATA ATTCCCTCTC ATCCTATTTT AG AAAAATT T 5 82 0 

AACACGGATG ATATAGATTA TAAAGAAATT ATTTTAGAAT TTAGATTAAA TAAGAGCACC 53 80 

AAAAGTTTTG ATTTTGATTA TATTATAATA GATACTTCTC CTAGTAGGAA TTTCCTTTTA 5 940 

AAGAATGCTC TAAATGTTAC AGACCATATT ATAATCCCAG TTCAAGTAGA AAGATGGTCA 60 0 0 

AT AG AAAGC T TTTCTATTTT AACAGAAACA ATAAATAATA TTCAGATCAT TAAAAACAAA 60 60 

AGATATAATA TTTCTATTAT AGAAAACCAA TTTATTAAAA ATAGGAATAC CTTAAAAGAG 612 0 

GTAGAAGAAG TGCTTTATGA AAAGTATGGC AAAT AT AT AA AAGGTAAAAT TCACTTTTCA 618 0 

AATAGTATAA AAGTTTTTAT AAATGACCTT TTAGAGCCTT CTTTGAAAGA AATTTATTAT 62 40 

AGGGAAGCTG AAAGCGCTTT AAAAAAT ATA CTGTAAATCG CTATTCTGCT AATTGC TGG A 6 3 00 

TTTTAGAAAT AAAAATTATA AAGAATTTTA CCTAATTGGT TTTGATGATC TTAAAAATAT 63 6 0 

AAAATT AAC C ATAAATTAAT TATTTTTATT GTACGAAGTT GAATTTTAGC ATCAAAAAAC 642 0 

TAATTGATTT AAAC TT AT AA AAAATTCTAA ATATTTGAAT TAGAAGCTTA TCAATTGTAG 643 0 

r 

TATTAAAAAT ACAAATCTAA AATTAAGTGA TATTCTTTAG ATTTACAGTG GCTTTAGCAA 6 540 

GTTACATTTC AATAAAATAA AGAAGCCCCT ATTTTTAGGG GCTTCTTTAT TTTATTGAAA 6 60 0 
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TGTAGTATTT TAGTTTCAAT TGTTAGGTTT TTCTTTTCCA AATATTTCTT CTTCTAATTC 6 6 60 

TTCGTCTTCT TCGTCTCCAA AATCTTCTCT ATCTAACATC TCTTGCTCTT GTTCTGCCTC 67 2 0 

TAATTCTGCT TCTATTCTGC CATCAGGATC AT C T AC AAAT TCTGCATCTC CGCCGCCCGG 67 80 

TATCGGACTT CCTAATAGTG GTTTTTTCTT GCTTTTTAGT AAATGTTTTT TAAGTTCAGA ' 6 3 40 
TAATCGAATT ATATATATCT TATTATCTTT AAATTCTAAT AAAAT ATGAT CATTATGTTT 6 900 

TTTTATGGAA GTTAATTTTT TAT TAT T ATT GCCAATATTT ATAACTTTTA AAGCTGTTTG 6 9 60 

AATTCCAAGA AGCATGGCTT TTTTAAAATC ATATCTTCTT TTAGATTTTA CTTTAAAAAG 7 0 20 

CTCTTGATTA TTAATACAAT CTTTAATTAT AATTCTGCTA TCTTTTTCTT TTATGCAAAG 7 0 30 

TGTAGTGTTA GTACCTTTTT CAGTGTCTAT ATTTTCTTTA. TTGATAGGAT TTGAAACCGA . 7140 

TTTAGCGGGT AC T T T AAAAT TGTATTTTTG GCGTGATCGA GAATCTTTTG AAAAAAGATT 7 200 

GCATGAAAGC AATAATAAAC ATAAACTTAA ATTGATAATA TATTTTTTCA ATTTATAACT 7 2 60 

• CCTTAATTTA ATATTTACTT TATTTAAAAG TATATGTTTA ATTTTTTATT AACTATTTCC 73 2 0 

CAATAATATT GAT ATT AT AA TTAATAAATA TCTTTTTTTA AAAT AAAAT T TTTATAGAGG 73 3 0 

TAATAAAAAA TATAAGTGCA AAAAT ATAAT CTCATAAGGA T GC TAT T AAA AGCGGAGCCG 7 44 0 

AAACAAAAAT GATTTTTTAT TGATTTATTT TTAGATGTAA TGAGATAAAA AAAATTTCAC 7 50 0 

TAGTTTTTAT ATAAGCTCGG GTTCTAAGGG AGCTAAAGAA TTAATTAATT TGTTTCTTAA 7 5 60 

GAT T AAG AC T TGGACAAACA ATAGTTTATT TTAACCGGGG GGTATAAATG TTATTTA.TTG 7 62 0 

AGAAGATGCA TCAATATTTA CACATATGGT TTCCATAAAT TAAATCAATA GTAACGTTTT 7 63 0 

GCGTTATTAC AGGATATTAT TTATGGTGCT TGTGCCTCCA AACAGCAATC AAAAACT AC T 77 40 

TTTTGCTTAA GGATTTAATG C AT AAAAT TT TT AAAAT AAA AAACTGCCAG ACACACAATT 7300 

AATAATCCTT AATAGATAAT AAC AG AC AAA AAACTTTTGA GTTCCTTCTA CAATTTTATC 7 3 60 

GCTTA-ATTTT TTAATCTTTT TTTGCCTTTT TATAATAATT TAAAATTAAT AATCTACAAA 7 920 

AC AAAAAG AA TCAACATCAA ACAGTCCTTT ATCATTTATC TTTAAATGGG G AAC C AC C GT 7 98 0 

TAAAGACATA AAAGACAAAG TCATTAGAGG ATCA.TCAAGC CGAGAGCCTA AAACATTTTT 3040 

ACAAAAATCA TTTAATTTTA TATATTGTGA AGCTACTCTT TCGGCTGAAA GA.GTACTCAT 310 0 

TAATCCAGAA ATAGGAAGTT CC ATT ATT AT A.GTTTTTTCA TTGTTTAGTG CACATAAACC 3160 

CCCCTTATTC TGGATGATTG TATTTGCCGC ■ TTTAC ACAAA TATTCA.TCAT TGCTTCCAAC. 82 2 0 

AAGTATGATG TTGTGAGAAT CATGAGCAAC TGTACTTCCT ATGGCGCCGT TTCTTATTCC 82 30 

AAAATTTTTT ATAAATCCTA TAGAAATTTT. ACTATTGTCT TTATATCGAT TTA.TTATAGC 8 3 40 
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TATTTTTAAA ATATCCTCGG CAATATTAGA TTGAAAATCT GGGGCCAATA AATTGCTATC 8 400 

AATCATAGTT TTATGAGTAA TAATTTGGTT GCTGATGCAT TTGATTACTG GG AT C AT C TT 84 60 

ATTTTTAGTG GAAAATTTAA AATCCGAAAT AGATTTTTTG CTACAATTAA AATTGTTTAT 8 52 0 

AGGAATTTCA TTTATTAATG GGATAAGTGA AATTCCATCA TTAAAAACCA ATTTACCATT 853 0 

AATGTAGGTT TTATTTATTT TGAATGTTTT GATATCTTTT GTAATTATAA AATCAGCAGG 8 640 

ATCTCCTATT CTTAACAACC CCACTGGGAT TTTATAGTGT AAAACCGGAT TAATGCATGC 37 0 0 

T ATT TTC AAA AC AT C AAAAA AGTCGTGCCC ATGCTTTATT GCACGAGCTA CTATTAAATT 87 60 

AATATGTCCA TTTAGAATGT CATTTGGGTG TGCATCATCA AAACAAAACA TTAAGGAATC 8 32 0 

ACAATATTTT TTAGAACATT CACTAATCAA AGGATGCAAA GATTCAAAAT TTTTAGCGGC 888 0 

ACTTCCTTCT CTAATTAGTA TTTTCATGCC CAAAGATAAT TTATATCTTG CATCTTCTAT 8 940 

TGTTAAACAT TCATGATCAG TGCTAATGCC TGAAGATGCA TACTTTAAAG TTAAATTGGG 9000 

GGACAAACCA GGAGCATGCC CATCAACAAC CTTATTACGC TTTAATGCAG AATTTATTTT 90 60 

ATTTATAATT TCAATATCTT TGTTAATCAC GCCTTTAAAA TCCATTACTT CAGCCAAATA 912 0 

GTAAATATCA TCTAATTTCA TCAATTCATC TATATCTTTA TCATTTAATA CATATCCTGA 9180 

AGTTTCAAAT TCTTGTGACA ACGCTGGCAC ACAAGAAGGA GCTCCAAAAA AAAATTTAAA 9 2 40 

CTCGGTTTTT TTAGAATTAT TTATCATAAA ATTGATGCCA TCAATACCAT TAACATTGGC 93 00 

TATTTCATGA GGATCGCTTA TTGTAGCCAC AGTGCCGTGT GC AAC TACT A AAT G AG C AAA 93 60 

GTTTGATGGA ACAAGAAAAG AACTCTCTAT ATGTATATGC GCATCAATAA ATCCTGGCAG 9 420 

CACATATTCA TCCAATGTCG CATTAATTTT TTCTATGCTC GCAATATGAC CGTTTGCAAT 948 0 

CGCTATACTA GCTGGATAAA TTTCTTTATT AAAGATGTCA ATATAATTAG CTTCAATTTT 95 40 

AAATAAATCC ATT AT T TAT C CTCTCCTAAA AACTTTTTGT T CAT AAT AT A CTCTACCTTA 9 600 

AAATCTTTAA ACTTAAATTA TAGCGCAAAG TGCCAGTATA TTTAATTGCA ACTGTATTTA 9 6 60 

GAAAAAATAA AAATCGTCGA TATTTGTTAT ATACGATAAA AATC GAAGAT AATTTTTTGG 97 2 0 

GTAAAATAAA TAGAAAAAAT TTAAATAAAA AATAGCTAGC AAT T C T AAT T TTGATACCAG 97 30 

CAAAGATTAT GTGGTAAAGT ATCAAAGGGG ATCCTCTAGA GTCGACCTGC AGGCATGCAA - 9 8 40 

GC 9 3 42 
(2) INFORMATION FOR SSQ ID NO: ,13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: f 9542 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS :. double 

(D) . TOPOLOGY:- linear - 
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(xi) SEQUENCE DESCRIPTION : 3SQ ID -TO : 13: 

TGAAAACCCT AAGGATGAAC TTGCCGGGGA TTGATAAAAA TCTTAAAGGT TATGGCTATA 6 0 

AGTATCAGAA TTTCAACGAA AT AGC TAG AG AAAT T AAAAA AGTTATTGAT AAGCACAATT 12 0 

TATGCCTTGA TTTTAAGCAA TTTCCGACTT TTACAGTTGT GGGGGAGCAA CAAGTTCTAC 180 

ATGTTGTTAG AACTACGTTT TATAGTACAA ACACTGGGTA TAAAGACTCC TTTG AT AC GC 2 40 

CAATACTTAC AGAAAATTTA AAATGGAATA ATGAAAATGG GTCTAAAAAT GTTGTAAATA 300 

CAGTGCCACA ACTGGTAGGC TCATCAATTA CTTATTTTAA AAG AT AC GC A TTAGTAGCAT 3 60 

ATCTTAACAT AGAAAGTGAA GTGGATACTG AT GC AGC T C C TATTTACAAT AAC C AC G AAA 42 0 

ATGAAAATTC TATGCCTAGC AAACAAGCTG GTGTTAAGCA AAATCAAGTA. AAAAATTTTG 430 

ATAAAAAGTT AAAAACCGGA AAGTATTATT GCTATGAACT TTTTAGAATT GCTTTATTTA 540 

ACATAAAAAA CTGGGTAAAT GATGAAAAAG AAAAAAATAA TATAAATGCT CTTATTCGGG 600 

CATTATGTTT TGAAAATGAG GCGGATTTAG ATGAAATTTT TAATGATAAT CCTGGGTTTA 6 60 

AAAGCATACA ATATTGGGCA AATATTCTTT TAGAATATT-T CAAGAAAACT AATAAATTAG 72 0 

ATGAACTAAA TAAGTTTGAA GACTTTATAA CTAATAATCA CGA.CGTTTAT GAAACAAGTG 7 80 

TCTTGAAATT CTTTTGCATG TTAAAAAAAG AAAGACAA"-? TGATTATATA TTTGCAGTGT 8 40 

AATAATACAA ATAAATCCCC CTTAAAGGGG GAAAATATTA ATCAATTATT AAGATATTTT 900 

GGCTTTTCTA CTCGCTTTAT AT AATGC TAT CTATACGCCT C AT AAGG T T A T AAAT TAT TT 9 60 

CTTTTTAAGC TATTTTTAAlA ACTTAATCTT TAGGCAAGTC TGCCAAAATT TGTTTTAATA 1020 

TTTGTTTAAC TGCCGTTATT TTATCTTTCT TATAAGATTC TTCAAAATTC TCTCTAGCTT 10 8 0 

TTTCTCCATA TTTTTCGGCA TAATCAATTT TATCCGAATC TAATTGTATT AAATAATCGA 1140 

A-AATTGAATT TGGATAGCCC TTTATGAGAC TATTTATGTT CATTATAATA AAAGATAAGA 12 00 

AATCAGTTGT TATTTTGCTT TTTATAAAGC CCACAACATC AAGTGCGTGT AATAAAACGC 12 60 

TATTTTCTTT AATTCCGATT TTTCTTAAAC TTCCCCTAAT TTCTGG AGC T TTAGCAAAAA 132 0 
. AAAAGCTTTT ATCATATTCA CTTTCAAAA? CATAA-TTATC TA.GTCTTTTG TTAAGTAAAT 1 13 80 

CATAATCTTC T T TAG AAAAA GC TTTTTT AG CTTTCTCATA ATTTTTTTTT AT AT C T TG AC 1440 

TCATAAAAGC ACTTAAATCA ATGCTTAA.CA. TAAATAATA-A AAA.TAA.CAAT AGGCTTATTT 1500 

TTCTCATATC CTCTCCTAGG CTTTATTATA. T AC ATTC TTA, TTAGCAATAC TAATAAGAAT 15 60 

TAG AAC AAG A CT AAC AAAT A GTCTTATTTG GTGTCCGCAA ATTAAGCATT GTTGATTAAG 162 0 
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ATTTTGGTAA TTTTTATTTG CTAAACTTAA TAATTAACCA AATAATAAGA CCATTAACAA 168 0 

T AAT AG AG AT AAAGGGGGTT ATTATTGTGA AAAGAAAAAC ACTCTTTCTA TGGTACGCAT 17 4 0 

TAAATTTTTG TAAACAAAAC GCTTTAGTTT TATAA.AGATT TTTTTGAATA TCTTTAATAT 18 0 0 

CTTTTTCTAA ATTAAATATT TTAGTCTCTA AACCAGCAAT TTTCCTATTT AAGTTAGAAA 18 6 0 

AATTCTTTTG TGAAAGATTT TCATCATTAT TTATTTTAAA CTTGTTATTA TCTACCATAA 192 0 

GAAAAATCCT TAAATTTTGT CTAAGTTACT AGCATTAATT TTCTAAAGTA TGAATTATTG 1980 

TTTCTTGATG TTTATAACAT TGTTTACAAG AAATTAAAAA CATAATAAGA ATACAAAAAA 2 0 40 

TAAAAATTTT ATTTTGCATA GGGCCTCTCC AAAAGTTAAA AATAAAGCAA AATTATTTAA 210 0 

TTGTAAAACA AG T AAT TT C A AGATATATTA TTGAAAGTAA AACATAAAAA AAATTCAAGA 2160 

AATAGTTTAT ATATTTTTGC AATAATTCAG AATGAATTTT TTAAGGATTT AAATATCTAA 2 22 0 

TTTGTTACAT TTTGCTATTA CATATTAACA AACTATAAAT ATAATAAAAA TGAAATTTTA 22 80 

GGAAGTTCTT CATTATAGGA ATTAATCTTG TTAAAATGGC TAATAAATGA C AT AT AG T AC 2 3 40 

AAAT T TAG T A GTTTTTTATA TAAAATAGTC GTAGTATATC ACATATTCAG TCTAATTCCC 2 4 00 

TTGAAACTAC CACTTTTGTT TATTTTAACT TCTCTATAGC CCTAATTTTG TATTTAATGT 2 4 60 

TAGCACTACT AGCTATTCTA GC C C T AAT AT TTTTTGTTAA ATTTTGACTT GTAATTTTTA 2 5 20 

CTATTTTTTT AACTTAAAGT TTACAACTTA GAACAAAATA GTTTTTGTAA AC TC AAT AT A 2 5 80 

TTTATTTGTT TTAAATAAAA AAAATTAACA AAAAC TAT T A AAT AAA AAC A AAATCTTTTA 2 6 40 

ACTACTACTT TAGAGTAGCC AACTTGATAA AGTCTTTTTA TAATGAGCAT TATCACTTTA 27 0 0 

CAAGTTTTAT TTATAAAGGG GSATTTATTA TGACTCAATA TTTTAATGAT GATATACCAT 2 7 60 

GCAATTCTTG C AAT AG AT T A ATTAGAAAAT AT G AC C AAAC TTGTGTCGCT TGTGGGGCTA 2 3 20 

AAAATAAACA AAATAAAAAA TCTTATTATG GATTAATAGC ATTTTTATTT TGTCTATTTT 2 8 80 

TTGGCTATTT AGGATTTTCT AATTTGTATT TAGGCAAAAA CCCTAAAATA GGTTTTACAT 2 940 

TTTTATTTAT ATCTATTGTT TTTTTGTTAC TTGCAGTGCT GC T AC AT AAA TCAAACAAGA 3 0 00 

CTAATTATTT ATTAGTCTTG TTTGTACTGT TAGTATACTT TTTTTTTGTA AATAGATTTA 3 0 60 

AAATCTATAA ATTTTTTAAA AAAGTAACAA GAAAAATAAT TAGTCTCTAA GAAATTAGTA 3120 

ACAAAATCCA ' T AAAAAC ATT TTCATAGTAG TTACAATTTC TAATGTCTAT AAAAATTAAA 3180 

C C AAAAAT AT AT AAAT AT C A TAT AT AT AT C CTCTTAATCT TCAAGTTTTG GGGGTTTTGG 3 2 40 

CATAAAGTCT ATGTTGCGTT TTTGTGGTCA CTTCAAATTT GCATTTTTAC TT AC TAAATT 3 3 00 

GCTCTAGTGC TCTAGCTCAA ATTTTGCATA CAATTAAAGT TAGATAACTA TATTAAGTGT 3 3 60 

GTAGTAATAG ATATTTTATC TTTTAAGGCT AAATATTTGT TGTTCTTTAT TTAATCTTCT 3 42 0 
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TCAAGATATT TT AT TAT AC T GTCTATATGT GCTACTACGT CTTCAGATAG TTCTTTTATG 3 48 0 

TTAATAGCAT GGAGTGCAAT AGGACTGGTA TTTACTCCGG CTGATAGAGC TATTGAGCGT 3 54 0 

ATTTTGAGTT TGTTCTTTTC TAAATCATCA TTATCGTTTG CATTAAATCT TTGGATATCT 3 60 0 

ACTCTTACTG CTTTTAAGGC GTTTAGTTTG GATGTTAGTT TTTCTTGAAA AAGTTTTTGT 3 660 

AAATTTAAAA ATTTTTCTTC GAATTCTTTA GCATTAGTTG CATATTTTAA GTCTT'CTTTT 3720 

AATAAGCTTA - TTTTTTCTCT ACAATGTTTA AATGCAACTT CATCGGCCTC ATCATTAAGG 3780 

CCTGAGACAC TCATAATAAG CCAATTTATT CTTTTTTTTT CTATTGTTGT TGTTTCTGTA 3 840 

ATTGTTGCTC TCCTTTTTAT T A T AAATAGT TCACAAGATA TTACAAATAA TGAAAATATT 3 90 0 

AATATAAAAA TTAATTTAGC TATGTTTATT TTTTGCATTG ATTTTTCCTT TATTTAATAA 3 9 60 

TGAAAATTAA TACAATACAC AAATAATCTC AAAATTTTAG TGAATTTTTT GATATCATAG 402 0 

AAACTATGAC ATAGAATTAA TATAAATTAA TATTATTTTA TTTTGATATT TAATTTTGTT 4 0 30 

TGATTT AAAA " GTGGAGTTAA TTAATGGAAA TTGATAATTT TTTAGATTTA CAAAAAATCA 4140 

CCGCAGAAGT ATTGC TTAAA ATTCACGAGG ATAATCAAAA AATACTACAA ATAATAGATA 42 00 

AAAATAAAAC CTTAAAAAAT AAAATAAAAA AATTAACCGA AAATAAAAAA GAAAATAAAC 42 6 0 

AAGAAAATTC TAAAACCACT GCTAAGTTGT ACTTAAATCC AAAAACTAAT CAATTAATTA 43 2 0 

TAAAATGTGT CAAGACATTA AAACAAATTG ACCCAATAGC TGGATGGTTT GTACACCTAC 43 8 0 

TGGTAATAAG TGGGTGTAGG GGGGCCGAAC TGCAAAAAGT AAAAATGCAA GATATTTCAA 4 440 

CTTTTTTAAG CAAAACCGGA AAAACTTTAT ACAACATAAA AGTAAATGTG GCAAAAAAAA 45 0 0 

AATTTACTAC TTGTACTAGA GAATTTGTTA TAACCGAAAA AGAATTTAAT GCTATTCAAA 45 60 

AAGTACACGA AATTTACTTC AAAAAGAAAA ATCTTAATAC TAGCCGCACT TATTTTTTTC 4 6 20 

AAAAAACCAA AC AT AGG TT T AAAGATAATC GAATTAGCAT TGACTGTATT GCTAAAAAAT 4 6 80 

TCAAAAAGTT ACTTAGAAAA TGGGGTTTTG AAGCACGTAA ATCACTTCAT TTATGTAGAA 47 40 

ATTTGTTTAT TTTCAATTTA AAATCTAATG GCTACAACTC TTTTCAAATT AAAGAACTTA 48 00 

TGAAAT ATTC TTCAACATAT GAAATTGATA ATATTTATGG ACTATCTCAT GCAAGTAAAA 48 6 0 

TTCAAGCGTA TGAGTGCATA AAAAATAGTA TTGCCTTATA GCTTAACCAG TTAAGCTTAA 492 0 

AT GGT GAATA TCTTTATTTT TGACATATAC TCCTTTATAA TCCTTTACAT TTATTTATGT 49 8 0 

ATTTCTAATA ATCTTTATCA GTGTCCCAGT CAATAGGGGC ACTGATACTA TTTGTAAACG 50 40 

C TAT ATTGC T AAGAAAGAAT ACTTACTACT TATTGGCAAA AACCCCGTAA- ATCTATCTGA 5100 

TATTGCTCTT TTATTCGGAT CATAATTAAA CACAAATTCT CTAAATTTAT AATTCACATT 516 0 
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ATTAATTAGT GGATATTTAT GCATAATCTC ATTAATTTTT ATTTTGAGCA GTTCTTTTAT 5 220 

AGGATTTTCT TTTTTTTTGT TTTCAATTTG AATTTTATTT AACTCTAATT TTAGATTTTC 52 30 

AATCTCAAAA ATAGAACACT CAAGATTTAT AGCGGCCTCA TCAGTTCTAA TTTCAAGGTC 5 3 40 

TACACAATCA AC AT ATTC T A CAAATTCATT TATCCAGTCA AACTCAATCC CATTTTTATA 5 4 00 

AAAAT C AC T A TTTATTACTA AATCTTGAAC AAGATTTATA AAAGTATCAT TATTCCCATT 5 4 60 

ATGAGATATT AATAAATTGA CCGCCTCATT TTTAAAAATT TTATTTCTTA AATTGGAAAC 5520 

TTCAAATTCA CATTTATTAA C AAATT C AAA CACTTTTGTT ATCAAAAGAT TATTTCTTTT 55 8 0 

AATTCTACAA TTAATAGGTT T ATT AC C TAT TAAAAAGAAC AAATTACAAT ACTCAAGCCC 5 6 40 

AGTGCACGCT AGCTGCACTT GTGCTTGTAC ATAATATTTG AAAAAATATT TACTACTTAA 57 0 0 

AAAATTGCCA TTTTTATTGT ACTCAGCAAT AGCACTACTC ATATAATTAG AGTCGCTACT 57 6 0 

TTTAATCTCT AATAGTTCTA AATCGCCATT ATTATTAATA AACCAGCCAT CAATTGTTGA 582 0 

GCCCACTAAA GTTTGTGAAC TACCCATTTT TTTGAAATAG TT AT AC TT AT CAACACCGTT 5 830 

AGCATATTTG TTTTTATACA AAATATCAAT ATTATCTCCG TGTGCTTTAA TAAATTCTCT 5 94 0 

AAATCCTAAA TTCTCTAACT CTTTGCCCTT GAGCATATAT AAATTCTCTT CATAAGGCAT 6000 

ACTTATACCA AAATATTTAA GCAGTCTATT CATCATTAAA TCTTTTAACC CTACACCACC 60 6 0 

AG T T AG AAT A TTGCCTACTT CACTAGCACC GTATTTATTA AGTTTGTTTC TTTGCACACT 612 0 

AAAATCAATA T TT C G ATT AA ATCTAAAACA TTCTTGACTG CTTATTCCGG GTAATTTCTT 618 0 

ACCTATCTTA CTTAATTTAC TTTTTTCTTT AGTTTGATTA ACTTGATAAT CAAGTTCTAT 62 4 0 

AAAATTTTCA AAAC CAATAA AATTAGTTTG CTTATTTATT TGATTAATTT TTTGTGGATT 63 0 0 

ATTGTTTAAG TTTTTCATTT TTTTACTCCG CAAGTTATAA TTTTCTTATA TATAAATATA 63 60 

TAGCAAAAAC TATTTTTGCC AACTTTTTTA CAAAAAATTT TTTATTAAAA C AC TT AGGGC 642 0 

TTTACTAAAT TCTCTTTTAA AAGAACTTAG AAAAGCCCTA TGGATTTAAG AAC T G ATT AT 6480 

AC TT AC GTAG T AAAAAT AC T ACAGATATTA ATAGTATAGG CTATGTTAAA AC T AT AATC A 6540 

ATTTATATTT ATATAATCTT GTAGCTTGAA AAAAAT ATAA AAACATTTTT TTGTATTTTT 6 60 0 

TTTATAAAAC ATTAACTTTT AAATCAAAAA TATGTTATAT ATTTATATAT AAGAAAATTA 66 60 

TGACTTGCGG AGTAAAAAAT GGAAAATTCT AAAAAAAATA CCCTTTGCCA AAATAAGACA 67 2 0 

CAACATAAAT CAATAGTTCT TATCTCAACA C T AGAGT AT A TAAACAAAAC AC AT AAT AAA 6 7 SO 

TACACACAAA AAAACATACT CTATTACTTT AATGAAAATC TTAAAAGAAA TGGTCAACTA 6 8 40 

CCCGTTAAAA TAAAAAC AC T GCAAAATTAT CTTTACAAAT TAGAAAAAGA AATTAAAGTA 6 9 00 

AC AAC T AAT T AT C AC AAAC A CTTAGGAGTA AATTGCGGCA CCGAAATATA CTATCAACTT 6 9 60 
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AATTTTTCAA AAAAAGAATG TTACCAAAAA ATCTATAAAT ACTTTCAAGA AAAAAAAGAT 702 0 

TTAAGATTTC AAAAT AG AGC TACAAGGGGC CTTAAAGATA GAT T T AC T AA AAATGGGAGT 7 0 80 

GTAGATTTAA AGGAGTGTTT AAATAATAAA AATAATATAA AAGAAGAAAG AAAGATTAAT 7140 

G AAAT AG AAA AGTATCAAGT AAGAAATTAC TTCAATAAAT GTAACTTTTT ATGTAAAAAA 7 20 0 

ATTCTTTCAA TTTTTCTTAC AATTTTATTC AATTTAGATA TTGATAAAGA TAATATAATC 7 2 60 

AAAAT AC TT A AAAT CAT AAA AATAATAGAA ATTAAATTGC TAAAAAATAA AAA TAT AC AT 732 0 

TTT ACT AAAT CTTGCATGAA AGAAAAACAA GAAAAATTAA AGAAAATTCT ATGCAACACT 7 3 30 

CAAAAAGAAT TTGAAAAAAA TGAATATAAT CCTAAACAAT TAGAAATAAG TTTCCAAAAA 7 440 

AT AT AC G AAA ATTACAAATT TAAGCCTCAT TTTATTATTG AAAGTCATAA AT AT AGC GAT 7 50 0 

TTAAACAATA TAAAGCGTAA ATTAGAGAAG TCAATTGAAA GAAAAAAAGA AAATTCTCAA 7 5 60 

CAAAATTATC AAGATTTAAA AACAAACaTT TTCAATATCC TTATTGAACA ACTAAAAAAA 7 62 0 

GAAGTAAATA TTGAACTTCT AAAGCCAATT ATAAAAGAAT ATTTGAATAA CCAAAAGAAA 7 6 80 

ATAGAATACA ATAAAGTGTT TTGCACATAT TATTGCGAAT TATTAGAACT AATAAAAAAC 77 40 

C AAAAAAGT T TATTGAATTT AAAAGAATTA GATAGAAAGG CTATATAAGG ATTTAATATG 7 80 0 

G AAAAT TC AC TAAAAGTTGG GCAAACATAT AAAGAAATAA TTGATATAAA AAGAAAAAAA- 7 8 60 

CGATTTATTA AAATTGAAAA AAAAAATAAT AAAACTGTGT ATCACACTAA GATAATGATG 7 92 0 

GATATTCATA AATTAGGAAT TGTTAATGTT AAAAAAAATC AATTTCGTGT GTCATTTAGA 7 9 80 

GAATTATATA ATCAAATGGA AATTCAAGAA ATTCGCCTAT ATCCTATAAG GAAAAAAGAT 8 040 

AAATTTTTAG GAATTTTTTA TGGCTATAGA AAACCAGTAA AAAATGTTTT TGTAAGATAT 8100 

ACAATGGATG GAGTTAAAAA AGTATATTCA TTTTCAAAAA CGTATTACAT AG AGTT T AG A 816 0 

TTTAAAGCTG GTAGTGTTTT TTGTTATTTA AAGGGTATGA GGCGTTTAAC AAAGAAAGAA 82 2 0 

AAGATAGATA C AC C C T AT AA TAAAGCACTT TTTGATAAAT TGATAGATTT AGAAAAACAT 82 80 

GTATATGAAT TTTACAATAA AAAATACCCA GAACAAGGAT TAATTCTTAA GTGGATATTA 8 3 40 

AAAAATCTAA AATAGTAACA ATAATATTAA TTAAGGAAAA TGTTGACAAA AATAAAGGAA 8 40 0 

AATTTTTATG GAAAAAAAAC GTGTTGTTAA AGTTTTAACA AAAAAGATAG ATACTTATGT 8460 
TGAACAAAAT TTAATGATTA ATGAAAGTAA AATTTCTTAT TACAAGACAC TAAAGGAAAA , 8 52 0 

GTTGAATGAC AATTTCAAAA AAG AAAT AT T CCACAGGGTG G AAAAT ATT A AAAT TTT AAA 8580 

AGAAATAAAA GATAATCAAT ATTATAAATT TGATGGTTAT AAAACTTTTC " TTGATTTTAT 8 64 0 

AAAAG AC TTT GATGTAGCAA AAAC TC AAGC GTATAAGTAT TTAAGATTAG CAACTGCACT 8700 
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GCAAGAAGGG CTTATAAAAG AAGATTATTT AATAGAAAAT GGTATTAAAA ATTCTTATAA 3 7 60 

TTTTATAAAA GATAAAGAAA GTCCGGCGTT AAAAAAATCT AGGCAAAATC CAATAAAACC 8 82 0 

ATTAAGATTT CAACTTAAAA CTCAAGAAAG TTATGATTTT TACAAAAAAA ATGCTAAATT 8 830 

TACAGCGTTT ATTTTGGAAG AACTTCTTAA AAATCAAAAA GATTTTCTTA AAAAACTTTT 8 940 

AAGGAAATAT GAAGAACTAA AAATCTAATT TTAGAATTTT GTAAATAATT TAGAGAATAG 9 000 

GTTTTTATAA GTTCTTTTAA AATAAGATTT TATAAAAGCT TTATATTTTT GTATTTTTAT 9 0 60 

AGACCGCAGT GTAATAATAT TAATTGATTT TAATTTAAGG TTGAACTAAA CTAAATATAG 912 0 

TTTTGTAGGA AATAATTTTT CATTATTTCC TACTTGAATA TTGGATCGTA AAAATATTAG 9180 

GGC TTTACTA AGTTCTTTTA AAAGAGAATT TAGCAAAGCC CTAAGTCTTT TAACAAAAAT 92 40 

TTTTATTAAA AAAAGTTGAC AAAAATAGTT TTTGCTATAT ATTTATATAT AAGAAAATTA 93 00 

TAACTTACGG AGTAAAAAAA TGAAAAACCG CAAAAACAAT AATCCACAAG AAATTAATCA 9 3 60 

AGCAGAAATT GACTTTTTAA GAGATATGAA AACCCTAAGG ATGAACTTGC CGGGGATTGA 9 42 0 

TAAAAATCTT AAAGGTTATG GCTATAAGTA TCAGAATTTC AACGAAATAG CTAGAGAAAT 94 80 

TAAAAAAGTT ATTGATAAGC ACAATTTATG CCTTGATTTT AAGCAATTTC CGACTTTTAC 95 40 
AG - 9542 



(2) INFORMATION FOR SEQ ID MO: 14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9399 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : * linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

TTATTACATT CTTTTAATAA AGATTTACGA TTCTTAATGC TTGG ATC TAA GCCTTTTTTA 60 

AAATCAATAT ATCCTTCACC AAGAGC AC T A AATTTGC TAA ACATTTTATT AATAAGAGTA 12 0 

AATTCTTCAT TGTCTTTGAA TTCTATTATT GATTCTTGAA TAGGAGATAG CTTCTTAATT 18 0 

TGATTTATAT TTAATTCAAT TCCTTTATAA GCATCGTCTT TACTATCTTT CAAATCCCTA 240 

GTTATTTCTT TTAAAATATT ATCACTACTC TGAATCATGA ATTTTGCTTT AAAGCTCGAT' 3 00 

GTAGATTCTT TAATATTACT AAGTTGAAAT ATTGCAAATT TAAAACTTGA ATGCACATCT 3 60 

TTAAATCTTT TTTTGTTTTC AAATTGATAA ATATAGTTAA GTTTATAGCG AGCAAATATA 42 0 

TGTTTTCTTA G TAT T C TAG A ' AG TAG AT T C A TTCCAAATAG CTGAAGGAAC T AAAT AAGT T 48 0 

AAATTACCTT TTTCTTTTAT TAATTTTAAA TTAAATGTAA CAAAGTATCT AAAAAGATTT 540 
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GGGTCTCCAC CACTAGTAAA GCATTTAAAA TCAAATTTAT AAATATTATT AATGGCAATT 600 

A T ACT ATTTT TTTCTTCATT GTATTCAATA CTCAAAGGAT GATTATCTTT AC T AAGTATT 6 60 

TCTTGTCTTA TGATATTTTG TTCTTTTATG CCTAGTTTTC TGTAGTTAGG AATATGTTTT 72 0 

GAAAAAAACT CTGTTTCATT AAATTTAGTT TTCTCCCATG GAGGATTTCC AATTACAATA 73 0 

TCAAATCCTT CTTGAATATC TGGAAATTCA ATTCCATAGT GAAAAAATTT ATAGTAGCTA 84 0 

CTTAATCTTC TAATTTTTTC TATTTTTTCT TTATGTTCAC TAGAAGTTTT ATTGCCCAAA 90 0 

ATATTTTCAA TTAAACTAAT T AC AG AC GC A AT AT C AC T AA ATTCCATATT TAAAGATTTA 9 60 

'TCAP- A AG AT A ATGAATAAAG TTTAATTAAA G AAAAT AT T A TTCTTAAATT AT C TAT AT C T 102 0 

TTACTTTCTT CATATTCTTT GTATATCTTT TTAGATTTTT CTATATCTTC TTTAGTAGTA 108 0 

TCATTAATAC CTTTAATTTT TTGATAAATA TCTTCTAAAA TAGTTATAAT TTCTTTAATT 114 0 

CTTTTTTTAA ACAAAGAAAA TCCACTTTCA AATTTCTTTT TTACAATATC AAAGAATTCA 120 0 

TCTTTGGTAT ATCCTAGCAG GGCATTTCCT GCTTTTATAT GATGTTCAAT AAAGCTTAGT - 12 60 

GGTGTTCCAA AAATAAAAGT ATTAATCCAC AAACTTAGCA TAGTAATTTC AACTGAAATG 13 2 0 

GG AT T AAT AT CAACACCATA AATACACTTC TTTAGTAACA TCCTTTTAAG TACTAATTCT 13 8 0 

TTACTTATAC TATCTTGAAC ATCATACTCT TCACTTTCTT CAATAATAAC C C TAT ATT C T 14 40 

TCATCAAGTT CTTTTTTTAC ATCTTCAAAT TTATCTAGCT C G T AC C AT AC CTTTTCTGTT 15 0 0 

AAGT AAT C T A GACAAGAAAT TAAAAAATGC CCTGATCCAC AAGAATTATC AATTATCTTT 15 60 

ATATCTAAAG GGGATTTGGT TTTAAGCTGC TCTTCAATTG ATGATATGAC C AT AAAAT C A 162 0 

GTCAAGTCAT CTGGAGTATA ATATGCCCCA CTTTTCTTTC TATCAAGTGA TCTAGATGTA 16 80 

AGATAAATAT TACCTTTAAG ATATGTAGCA ATTTTGTTTA CTTTCTTATT TTCAAGCTCT 17 40 

TCTTC AG TAC GAATAAGGTA AACTCCGTCT T C AAT AAT AC GATGAACAGT GGTATCTGCA 18 00 

ATTCTTAGGT CATATTCAAG TAGAGTTTCG TATAATTCTC CAAAACTTTT AGGATCTAAC 13 60 

CTTGAATACT TTACAAATTT TTCATCTTTA ATATTTTTTT CTTCAAAGAA AAGCATTTTA 1920 

ACTAGTATTT CTTCAATCTC GCTAATACTG AGCAAACCTT CATTATTTAA ATATTTAACC 19 80 

TTATCTTCTG AAAAT AACCC TCCATTAAAT ACAGGAAACT TTATTGCATC ACTTCCTTTA 2 040 

TCAAGTAAAT TGAAAATTGT TATTATTTTT ■ TTATATTCTA ATTTCTTTTT TGTATTTTCA 2100 

T C AT AAAAAA AAT AT CT AAA AGATATAGAA GATCTGTATA GCTTATTTTC TTGTAATATT 2160 

TTCTTAAAAA TGTCGTTATC TTCAATATAT GCAATAAAAA ATATTCTTAA- AATAAAAATA 22 20 

ATTGATTCTT CAAGAATGCT AGC T AAAAT A TGCTGAGTAA TTTCTTTGCC TGATAATTTA 22 3 0 
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AATTCTTTGT CATATATATT 
TAAAGTATCT CTTTTAGAGT 
TCAACCTCTA T T AC AT T AC T 
AAAACAAACC ATTCTTGTTC 
TCAATATATC TTTTTTCTCC 
CCATTTGAAA GTATCCCATA 
TCTGATTCTT TTAATTTATC 
ATAATCAAGA TATCTTCGAT 
TTATTAAAGG ATGC TTTGTC 
ACTCCTTCTA TTTGACCGGC 
TACTTTAGCA AAGAC TC T AT 
TTTTTTATAA GAATAAAAAA 

TTTGATAATT GTTTATAAAG 

TTCATTATCT ATGCTTTTAA 

TAATATTAAC AATATATTTT 

AAATAGGTTG ATAGAATAAC 

TCACTAGAGT TTGCTCCCAA 

CTTTAAGATT TATAAGAAAA 

ATTTGGTC T A GAAATTATTG 

AAGTATATTC AAAAACAAAA 

ATAGAAATTA TAGATGGAAA 

AATTATTTGA TTTTTATTAT 

TTAGTCTAAA TTTGTAAGGA 

AACATTATTA CAGCAATATT 

AATACAAAGC C AAA TAGTGA 

CTTTTCGTAT AAATTTTTTA 

TTCCTCAAAT GGCTATAATA 

ACTTTCCATA TCTATTATAA 

ATTTTCATAA TTAATAGATC 

TGCCTATCTT GATTTAGAAG 
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TTTTGCAATT TTAAATACTA TAGAGTCGTC GGGTCTCTCA 2 3 40 

TTTTTGAATT ATCTCTTTTT CTTTAGCTAT TTGTTCTTTT 240 0 

TGTCTTTAGA TATCTTTCTT TTCTTATAAG GTAGATGAAT 2 4 60 

CTTATATTCT TCTTTTTCTT CAATTTTAGA AAAATTGAAT 2520 

ATAAAGTACT TTCGATTTGT CATATAATCT CCATACCTTT 2 58 0 

ATGTTTTTGA TATTGATTTA GATATCTATA TAGCTGATCT 2 640 

TTTAGCATCA AAACTAAATG TTGGGCGCTT AACCTCTGCT 2700 

AGGAATAGGT TCATTATTTT TTTTAGCTTC TTTTAATTTA 2 7 60 

TTTGTCGTTT TCAAAAAGCA GTATATCTAC TCTAGACTCC 2 32 0 

TTTTTGTTGT TCTACTGAAT AATTTAGTTC TTCAAATATA 2 8 30 

ATTTGCTTCT GTGGAATTAT CATCTATTGA AAAAAGTTTA 2 940 

GTCTTTTAGC TTATTAATAT TTTCCTTTTT TATAAAGTCT 3 00 0 

AGATATATTA GG AT T AT T T G TTTTTACGAT ATCATTAGTT 3 060 

AAACCTTTTA T AT TAT T T AC AAATCTTTTC CAT AT ATT AT 312 0 

AAAAAAATTA AGTTTTTAAT TAAAAACTTA ATTTTTAGAT 318 0 

TTTCAATGAA TTCAACCACA ACAAAAATCA TATTCATTTA 3 2 40 

TAT AC AC C T T CTAAATTTAT TAATAATCTA AAAAAAGTAT - 3 3 00 

AAATATTTTA CTTATTTAGA CAAGTATTAC CGGAAGCCTT 3 3 60 

TCTTCTCTTT ACTAGAGATG ATTCTATTGA TAT CATC AAA 3 42 0 
CAAATCTATT TATTGGCAAA TTCATATCCA CCAAAATTTC f 3 48 0 

ATTCTTTGTT ATTTTTTGGC AAATTATTTA ATAATATTAA 3 540 

TAAATTGTAA TATTATTATT TTGAATTAAA ATTATATTTA 3 60 0 

GAATATTTTG AAAAACCCCA AATCAAATAA ATCTAAGCTT 3 660 

AGCTTCAATT TACATATCAT GTGCACCTAT TGGAAAGGTC 3 72 0 

TACCAATCCA GAAAATAACC AAAATTAGAA TTTAGAGAAG 3 78 0 

TAATTTTCAG GATTATACTC ACTGGCAACT ATGTTCAATA 3 84 0 

AAGGAAT ATT GAAATTATAG GCTATGTAAG CTGCCGATGC 3 9 00 

TTGTATTTTC AAATTCTTCA AAAATATTTT AGATATATTG 3 9 60 

AGTCTTCCAA CAATTATTAA CCCTAAATGT GATATTGTCC 402 0 

CCTTTATTGC AAATGTTTAT TTGATATAAA TTTTTTAGAA 40 30 
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TGTTCTGGAG CCTGTCCTAT TTAATACTTA GAGGAATTTA AAAAACATAT ACAAAGCTAA 414 0 

AAATTATCTA AAAAGCAATT TTTCATACTA CATGTTCCAG ATGGTATAAA AATAAAAAAT 42 0 0 

GATTTAAGGA AC T A TAAAG T TTATCTTTTA AAGTTCCTTA AAT C C AC AAA AGCTTTGCTA 42 6 0 

TAAGCTCTGA TATAAATTAT AGAATATGGG GAAGGAAGTA CCAATAGTTA AAATTATAGC 43 2 0 

TTTTAAGTCA AC T AAAGGGG TTGAAGAAAA ATATAAAGTT AAAAGCCCAA AGTTAATTTC 43 8 0 

TGAAGTATTG AATATTGATT TTTATCAATA TAAAATTAGT ATTGCTCTAA TTAGGTAAAG 44 4 0 

GGGCTTCAAG AAAGCCCGGG CGCATTAATT C AT AT AAT T T TTAGGGGTTT AAATGACTAT 45 0 0 

TTAAAAAAGC ATTTGTTAAA TTTCTCTACA AGGAAAGCAA AT AT AAT TAT ATACTTGCGC 45 6 0 

ATCTTACTAT ACAAGATAAA CAAAATAATA GGGATAAAAC CTATAAAATT GCATTGGGTC 4 62 0 

TAAAATTATT TCATTATGGT TGTTAGCCCG GATGTTTAAA GTTTTTTGAG ATTTTTAAAT 4 68 0 

ATCATTAAAA GCTTGGAATT TTTTGTAATG AGCTGTAATG ATATTTTTAC TAAAAAAGGG 47 4 0 

ACACTTTCTA ATCTAAAATT GAGTGCGGTT GAACGTTGTA TTTTAGATGA CATGGAAATA 48 0 0 

GTGATAATGA ATTAAAAAAT AATTTATTTG AAAGTTATGA TGAAAAAACT TGGACGAGTT 48 60 

TTTTATGAGC TTGGGATCTA ACCTTTTTTA TACAATTTTT TAGCTTGTAT TTGTAATATT 492 0 

ACAACTTTTT AAACTCTTCT TACATAATTT CAATTTATT& ATTGAAATTA TGTTCATACA 498 0 

TATTATATAA ATCTTAAAAG TTTCTAAATC TAATACTGAA TATTACGATT TATTTTTAGT 5 040 

T AT C AT AT AA TTTTAAAAAA AAAATATTAT ATTCAACCTT ATTAACTTCT TTATTTAAAA 510 0 

TATCCGTATG GCCCAATAAC TATAAAATAG ACATTAAACG TATGTGCAAC ATGCCCTATT 5160 

ACGACACCTT CCATCTCAAT AACTATTACA TCTTTAAAGT TTTTTATAAT TTTGTTCATA 522 0 

TATTTTAGAT CAATAAACTG ATCTCCTGAA ACTATTAATC CCAAATATGC ATTAAAATCT 5 2 80 

ATAATTTTTG ATTTAACAAC CTCTATAGCT TTACTAGCCC AATATTAAAA ACATATACAA 5 3 40 

AAATTCAAAT TTTTACCACT TTTTTTAAAT TTCTTGCAAA AATATTGAAA AAGGGATTTG 5 4 00 

AT C GT ATT AA CTGCATTAAT AAAAAC C C T A AAT AC AT T AA ATTTAAAATT TTATTTGCCC 5 4 60 

GCGCTATAAA ACAAAATTTG ATAAGCATAA AAATACCTTT GCTTCTTTTT CTAAATACTC 5 52 0 

TTTCACTCTT TTTAAGCCTT TATCATTTGC ATAATTGTTG CAAGAACTTA TCAACACAAA 5 5 80 

AATAATAAAA CAATAAACAT TTTTTTGCAT ATTGCTCTAT AGAGTAAAAC AAAATACAAT 5 6 40 

AC TAT AT AAA TTATATTTAC AATATTTTCT ACAAATTCTA AAAAGTTAAC AGGTCAATTG 5 7 00 

AT AT T GAT C C ACAGAATTTC TTGTCTTTTG CTTAATTCTT TTTGTG ATAT - . AATGAAAAAA 57 60 

TATTT-TATAA ATTCTTGACT TTGATCAAGG TAATAGGAGA AATTTTATGC AAAAAGAC AT 5 82 0 
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ATATATTTCG AATATATTTT T AT AT AT AC C ATTATTTTAT TCGTGTTTTT TGACGCCACC 5 33 0 

AAAATC TTTA AAAATCAACA GTATCAAAAC TGAAGTTTTT GATTTTAAGA TAATTGAAGA 5 940 

GGGGGATATT ACAAAATATA ATAAAAACCC CATTAAAGAG AGTAACAATA ATATTTGTCT 600 0 

TACTTTTAAG GAACCCGAAT TAAATGAAAT AAAAGAAGGA GAGGTGTTTG AAATACTTGC 60 60 

AArTGGTTAT GTTACATGGG C AAAATC TGG TGATTTAArA GATATAAAAG ATAAAAATAA 612 0 

yAATTTAATT GAArATCTTA GAGAGCTTAA GTATTCTTAT ATTTTTTCAC CCATCCGATT 618 0 

CAAAACTTAT TCATTGCTTA CCTTTAGCTA TACTTAATTA TAGCATTAAT GACAATAACT 62 40 

ATAAAATATT CGGTCAAGAA GTACCTATAG CTAAGATAAT AGCATTTGAA TCAACTGAAG 63 00 

AGTTTGAAAA CAAATATGAA ATCAAAAGTT TAAAACTAAA TTCTGAAGAG TCGAATATTG 63 60 

ATTTTGAACA AAATAGAACT GGTTTTGCCA AAATCAATTT AAAAGAAACT TCAAGGGAAC 6 42 0 

CTCAATACAT T T AT T C AT AT AATTTTGGGG TTTTTGACAA TTCCTTAGTA GATTATTTTA 64 8 0 

AGCTCTTTTA CAAGAAAAGT AAATGCAACT ATATGCCTGC ATATCTTACT ATAAAAGATA 65 40 

AACAAACAAA T AAA GAT AAA AC C T AC G AAA T CAT AT T AAA TCTAAAGCTA TTTAATAATA 6600 

CTATTAGATT AATATTTAAT AAGTATTCAA ATTTATCAAA AGAAAAATTA AAACTTTTTA 6 6 60 

CTGATGAATG ATAAAAATTG AATAAGAAAA GCAAAGACAA AAATTTATCA ATTAATGTAA 67 2 0 

ATAAATACAA TTCAAAATTG ATAAAGTTGT GTGACATATT CGGCATCTCA ACTTGTCGAT 6780 

T TAAAAGT AT TGATAATAAA AACCAATTTT AGCCCTTTTT CAAAGATGTT ATTTAATTAA 6 840 

TCGGTTTTAC TTATTAAGGC TAATATTAAA TATTTAGAAT ATTTAAATTT TCAAGACCGC 69 00 

AAGTATCAAA TATTTATTTC T£ AATGG AC C GGATTATATT ATTATTAAAA TAATTAAACT 69 60 

TGTTAAAAAT CAATCAAGGA TATATAAAAC AGATTTTTTA AAAT ATT AT A AAACTTTTGA 702 0 

TAATAAAAGT ATCCTTGTAT TATATATAAT AATATTTTTA ATTAAATAGA TAAAATATAT 7080 

TATTGATATT GAATTTGATT AAATAATTAA G C AT AC T AAA T AC AG AGC C A TTCAAGGAGA 7140 

GTATTTATGA AATACTATAT ATGTGTGTGT GTTTTTTTGC TTTTGAATGC TTGCAATTCA 72 0 0 

GATTTTAGCA CTAATCAAGA AG AT ATT AAA TATCCATCTG ATAAAGAGAA ATCAAAATCC 72 60 

AACATGGAAG CAAGCTCTAA AGAAGAAGAT CCAAATAAAA AAATAAAAAA TACACTGCTT 7 3 20 

AATGATTTAA TAAATTTGAT AGAAATAGCT AATGAGCATA AAGAAAAATA TGAAAAAAGA 73 80 

ATGCAAGAAG AACCTTCAGA TCAATACGGA ATATTGGCTT TCCAGGAATT AGACTTGTCC 7 4 40 

GTTGGAAAAA TATCTGAAGA CACCCCGCAA TC TAAAAAAT TTAGAAAAAA CACCTATTCT 7 5 00 

CCCTTAAGCG CTATTGATGT CAATAAATTA AAAG AT C TT T CAGAGATTAT AAGAAATTCG 7 5 60 
GGCCAAATAC AAGGTTTATT TAATATTTTC AACAGATTCG GAGGCATTTT TGACGACTCA . 7 62 0 
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CTTAATCACG TATATTCTAA AAAAG AT AT C CTAGGGGGAC TAGAAATTTT GGATTTAGAT 7 6 SO 

AAACTAAAAA ATTCGTTTGA AAAATTACTA TCT AT AAAAG AAACTTTCTC AAAAATGCTA 7 7 40 

AATCAACTTT TATTAGATTA TAAAAATGAT AAAGATCATA TACGAACAGA GACAAATAAA 7 8 00 

CTTAAATCTC ATACAACTGC ACTTTTCGAA CAACTTGATA AAAAAGAAGA C GAAGC AT AT 7 8 60 

GAACCTAAAA ATCAGATATT TTCAATAAGT AACCTTTAAA AAAAGATTCA ACTCCATATA 7 92 0 

TAAAATTTAA AAATTGTGCT AACATTCATT TATAAAAACT TAA.TTATTAG GAGGTAATAT 7 98 0 

T AAT AT G AAA AAATTTTCAC ATTAATATTA ATTTTTAGTT TAACAATGCA AATCTTTGCA 80 40 

CAAGAGAAAC TTGAAAAAGG TGTTGGAGAT ATTGCAACCG TAATGAAATA TGAAAGTAAA 810 0 

AAAGCAACCA TATTAGCACC ATTACTTTTG AACATCTTTT TATCTTTAGG AATAGGATCC 8160 

TTTGTTCAAG GAG AT TAT AT TGGTGGTGGT GCACTACTTG GCTCTCAAGT GCTTGGAGGA 822 0 

AT AC TT AT AA TGGCTGGATA CATGACCGGG GATATTGGAT TCGTTACAGA AAGCACAGCA 82 80 

ACAGTAATAA CCGGAGGAGT ATTATCAGGA ATAGGAGGGC TCACAATTGC AGCATCCTAC 8 3 40 

ATCACTGGAA TTATCATTCC ATTTAAATTT GCTAATAGAT ACAACGCAGA CCTTAAAAAA 8 40 0 

AGACTCGGCA TTGCACTTGC GGGGCTTGAA CCCAATTTTG AC AT T GGAAT AAACGGGGAT 84 60 

TCCAACTATC GTTTAAAAAA TCCTATTGAA TATCAATTTA CCTGGGGTTA AG AG AG AT T A 8 52 0 

TTAATGCAAA TAATCTCTCT TCAAAGCCTA CTAAAAAAAT TCATTGATAC TATTTCGAAA 8 5 80 

TCAAGAATTA CATAAATAAC TTTTTGTCTC AAT T C AC AAA AGTTTTTTAA ATTTCACAAG 8 640 

ATTTACCTAA AC T AAAGT AG TAATAAAAAT GAAAAAAGTC CCCCCCAAAA GGGA.CGCTTT 87 0 0 

GATTGCGACG ATAATTGTGG AAGGACAAAC GACATCATCC AGCCTAAAAT AAC AAT AG C A 8 7 60 

CCATATATGA TAAAAATCAA GTATTTGTTT TTATTCTTTT TTTTTCTTTT ATATTTTTCA 8 82 0 

T ATT C ATT AA TTAGATCTGA TAAGACTTCT TTTTTAGTAA AAAAAAGTCT TTCAAGAATA 8380 

TAACACGCTC TTTTAGTATC TTCTTTACAA AACGTATAAA ACTCTTTATT CTTCATAAAA 8 940 

AACCTGATAG ACATTTTTTT ATTATTTACT TCGGACAAAT TTTCTTTTTT TACGTTTAAT 90 00 

AAATTCTCTT TCAATTGTCT TTGCAA.GCCT CTAAATCCTG TTTCTTTAAT ATTATCTATA 9 0 60 

GAGATAGCTC CTTCTAAAAC CTTTTCATAA ACTTTTAAAT ACAAATACGC TTGTGTTTTT 912 0 

GCAATTACAA AATGTTTTAT AAATTGCTCA AAACTAGAAA AATTATCATA TTTGT AAAGT 9180 

TCTTTTTTTT TAATTTCGTA TAAAATTTTC ATTCTTTCAA TTTTATTATC AATATCATCT 9 2 40 

TTTAAATTAT ATTTTAATTT CTCCTTTAAA TTATTGTAAT TAATCAAATC - CTTATCTTGC 9 3 0 0 

ATGTTATCTA TATTTGTCAA CTCTTTATTC ATATGACTGA AAGTCCTACT ATTTAAGAC T 93 6 0 
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AGCTCTTTTT TGTTGTATTT TTTCCCCATC TTATCATCC 



9399 



(2) INFORMATION FOR SEQ ID NO : 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 93 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 

GGGGTACAAC AGAACGTAGA AGTTGAGGCT GGTGGTGGGG ATGACTTGTA CGGAATATGC 60 

ACTGATATAG ATGAGTTTAC TGGCATGGCA ACTGTAGTTC CAATTACAAA TAACTTCACA 12 0 

GGGTATTTAA CATTTAAGAA AAATGGACAA AATGGTGTGA ATCCGGGTGA TAAGCTGCAT 13 0 

TTTAATGCAC AAGGAGAGCT TGAAAAGAAT GGGGGAAATG ATAAATCTGT TAATGCTATA 2 40 

GCACTTTCAA AAGTACATAA ATTAACTGAA GAGTTATCTA TAGTGCTTGC TAGTGTTTTT 3 00 

GGGAATAGAG CTTTAAAAGG TAATTAAATT ATGGC TTTAA AAGGCAAAGG GCAAGCTAAA 3 60 

TCTCCTAATG TTGATGATAA TCCACAATTA GGGTTAGAAT CAGAAATTCC AGCTGcTCCT 42 0 

AGATCTAAAC GTCAAACAAG ACAGGCTGAA GAAGTACAAG CAAAAGATCC TTATTTAGAT 480 

TCAGTTAAAG AACTTGACGA TGTTCTTTTA AAATTTAAAA AATATTCAAA ATCAATGAGT 5 40 

TCGATTGAAA ATAGGGTTTT TAGTAGTTCG GGTGGTTGTT TTAAATTAAA GAATGAGCGA 600 

GTTAATGCTT ATTCTTTTAC ATGTTCAAGC TTTGCAGACA AAATAGAAGA ATACCTTTAT 6 60 

GATCCAGCAA ATAGTTTTCC ATATAAGCGT GGGGTTAAAC TTGTTCCAAA AGAGAACTCT 7 20 

ATATATGTTG AAGTTGGTGC TGATACTGaT ATGTATGGGA TATGTGTAGA TGTATGTGAG 7 80 

TTTAGTAGTA CTGCGTATGT ATTACCAATT ACGAATAACT TTGAAGGGTA TCTTGTTACA 840 

AGAAATCCGA GTATAAAAAT GGGAGAAATA TTGGATAAAA GTGCATTTTT TAGAGTTTTT ■ 900 

TCTGGAGATT GTGTACATGC TACGATTTTT TTTATCTTTT CAAAAAGAGA A.TTTCTTGAA 9 60 

TTCTTATTAT TATTTTTTAT TAA.TTTTTTA TTATATACAG TGACATTTTT AGACTTTAAT 1020 

TTTTCTTTAT TTGATTTTAT TTTTTTGGAT AACTCAAGCT TGATACTAGA AAAATAAGTA 10 80 

TCAATTATTG AGTATGAAAT TCTAGAAGTT TGGTATATAC AAAGCTTGCC TTTAAATTGT 1140 

CCTATGTTAT TTGAAAATGT TAGAATTTTT TTATTAATTG CTTTAATTTT AATTAAAAAT 12 00 

CTTAAATCTT CTCGTAATGT ACGAATTGTA GTTGGCTTAT ACCCTTCTTT GATTATAAAT 12 60 

GAATTTAGTA TATTTAATAT GTCTTGTTGG TGGTGTATAA GAATACAAAG TGCAGTATTT 13 20 

GTAATATCTT CTTTATGAAG AT T AAT AT T A CAATTTTCTT CGAACTTTTT ATTTAGAAAA 13 80 
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TTTATTATGC 


TGATTATTTT 


TTTAAGCCTA 


AGGTTTTTTG 


ATAATAACCT 


TTTAGTTTTA 


1440 


TAACAATAAT 


TATTGTTATA 


GAGATATAAC 


TG AT AT C ATA 


TTGAATCTCC 


AATTTATCGT 


1500 


TTATTCAAAC 


TTTTTTATTA 


ATCCTTATTA 


ATAAAACTAT 


TATAGTTTAA 


ATGGTGCATA 


1560 


ATTTTCAACA 


TTTTGGCTCG 


AAGATTTTTT 


AAAAAAGTGT 


TGTGATTTTC 


CTAGTAGAGT 


162 0 


AAAAG AC C AT 


TAGCTTTTGC 


TAATGGTCTT 


TTACAAGGTA 


TTGATAGTTC 


ATAATTTATT 


1630 


ATGTAAC TAT 


CAATACAAAT 


GTTATATGCT 


AAAAAATATA 


AAATATCAAG 


AAATATGAAA 


1740 


AAAATTTTCA 


TATTTCTCTA 


TTCTGCCATT 


CTAAATGTCA 


TTAAATGTTC 


TTTTGATTTT 


1800 


AGCATTCTAA 


CTAATTTTTC 


AGCATCAAGC 


ACATCTCCAT 


AAAAGTTGTA 


GTAAAAATTA 


1360 


TTTACAACTG 


TACTGCTTTG 


GGTCTTTTGT 


AATTTAGTAA 


TTTCTTCTGA 


AATAATTTTA 


1920 


GCTTCAAGTT 


TGCATAAATT 


TGCATCTATT 


GGTGCAGGAG 


TTATTCTTAC 


CAATTCGGGT 


1930 


TGCCCAAACT 


CACTAGACAT 


TACACCTAAG 


TTTGGTATAT 


ATGTCGGTTT 


ATTTGAAACA 


2040 


AATCGTTCAC 


AACCATGAGC 


AAGTGTTATC 


TCTTCAATAG 


ATCCAGCTGA 


TTTTACTGTT 


2100 


GCAATTCTTT 


TTAGTATTTC 


GTCTAAAATT 


TTTTGCATCT 


TTCTTAACCT 


ATCGGCCTTG 


2160 


CCCAAATTCC 


ACCAATTTTC 


ATCATTTACC 


TTATCAACTT 


CGGCCTGTGC 


TTTTATTCGT 


2220 


TCGGGCTCTG 


GTTTAGAAAG 


TTTGTTTTTG 


CGTTCTACTT 


CTAGGTTTTT 


AGTCTCTTCG 


2280 


GTCTTAGTAA 


GTTGGGTGGT 


TTCTATATCT 


TTTTTTGTTT 


TATATTGTGT 


TTGTACATCG 


2340 


TGTAATCTTT 


TTTGAAATTA 


TTCACCAGAT 


ATTTGTCCTT 


TACTTTGAGC 


C TGTTTGAG A 


2400 


AATTTTATTT 


CTTTAGTGTA 


TACATCATCT 


AATTCGCTCA 


ATTTTTCTTT 


TTTCATTTTG 


2460 


ATTTCTGCAT 


CAAAACGATC 


TTCAAGCTTT 


TGAAGTTAAA 


CTTCACTTAG 


TTTTTTAAGT 


2520 


TCCTCCAAAT 


CTTAGTCCCG 


TTTTTTTCAA 


CTGCTTTAAT 


TCTCGCTTTT 


TCATGCCCTT 


2530 


TGAAAATTCC 


CCAAATAAAA 


TCGGTCAATG 


CTGTTATAAG 


TTCTGCAACA 


GCTTCTCCCC 


2640 


AAGGTCCAAG 


AATTTTTTCA 


GCGGCTTTTA 


ACCCACTTTT 


CCAAGTTTCG 


TACATTTGTT 


27 00 


TTGACATTTT 


TTCCAAAACT 


TCACCCCAAT 


GCCCATCATG 


AATTGCTTCT 


CCAATACTTT 


27 60 


CTCCCATATC 


CTGATTCAAA 


AAATTACAGC 


TGACCGATAG 


ATCTTTCATA 


AAGGCCTTTA 


2820 


GGCgTCTAAC 


ATGCGGTCAT 


ATAAGCTTTT 


TGACGTATCT 


TTAGCTTTCT 


CAGCCATTTG 


2830 


TTTTAGAGAG 


TTTCTGATGG 


TTTCATTTAG 


CTTTTCGAAT 


TGCGATTTGT 


GCTCATTCAC 


2940 


GAATTTTTTG 


TACATTAATT 


GAATGTCGGA 


TGCCATCTTT 


TCTTCAGCAC 


TTGCTCTTTC 


3 000 


TTTTGC TGGA 


AGTAACATTG 


TTTTCTACTC 


„ TAAGTCGGTT 


ATTTCTTTTT 


TGCAGAGCTT 


3060 


TTTGAGCCTC 


GACAAAAGAT 


CGATCTAAAG 


AGGTTTTTTC 


AAATTCCTTA 


ACCTGATTTT 


3120 











U «ji ft n 


r :;i ifi -jj -jj iqi 




CAAGTGCGAT 


TACAACTTGC 


CTGTTAGACT 


933 
CGTTCAGAGT 


TTCGAAACTT 


TTTCCATATT 


3180 


TTTCTACGAA 


CGCTTTGTTC 


TTTTCATTGA 


TTTCATCATT 


CAGTTTCTGT 


AAAGCACTTT 


3240 


CTTCATCTAT 


ATGGGGTAGG 


GTTAATCGTA 


TTTTTCTTTC 


ACGACTTTCT 


TTTTCTTTTA 


3300 


GAT AG AT AC T 


AGTCTATTTT 


TATCTAGATT 


TACCCCCCCA 


AAAAAAGCAA 


ATTTACTTTT 


3360 


GTATTTTTGT 


GCTTTTGTAT 


TGTTAATAAT 


TTGACCTGTA 


CATCGATTTC 


TTTTATTTAC 


3 420 


CATTTGCTTG 


TACGCTGTAA 


GTTCTTGTAC 


TAGAAAACTG 


ATATTGTCTA 


TTTGCGAATC 


3480 


AAGGTCTCCT 


TCCTAGTCAA 


TTTTGAACTT 


AATGTTGTAC 


TTTTTTTCAT 


TGCATCCAAA 


3 540 


AATGCAAGCT 


TAGCGTCTTT 


TACACTCAGA 


ATATTTGCAA 


AAGGTGGAGC 


AATTTCATAC 


3600 


TGCTCACAAG 


CTTTCTCAAA 


ATTTGACAAA 


ATTTTGGAAT 


CTTTGAAAGC 


ATTAACCTCG 


3 660 


GTTTGCCTTT 


CGGCTTGTTT 


TCAAGCTTTC 


GTAAAGTTAC 


TCTCAGCCTC 


AGCAAGTCGT 


3720 


TTTTCAAAAT 


CTTCTCGTGA 


TATCATGTCT 


GGCAATTTTT 


TTCATCAGCC 


ACTAACCGTT 


3730 


CATATTCTTC 


TGAAGATATT 


GTTACAAGTT 


CTTTGTCATT 


TTTTGGCAAA 


GATTCAGGAA 


3 840 


TTGTAACAGT 


TTCTTCATTT 


ATTTGTTCTT 


GCATATTGCC 


CTCCTTAAAA 


TTAAATTTTC 


3 900 


TAAATTTGCA 


AGTACTGATT 


CATTTCATCT 


TGTATTTTTA 


AATACAAACT 


ATCATTTCCC 1 


3960 


ATTTCTTTTG 


CTTTACTTAA 


AAGCTCCACA 


T AAGTTGC T A 


AGGTTTTTGC 


ATGTTTTTCA 


4020 


TCAATTTTGG 


CTTGTTCTTT 


TTGACTAATT 


GGTTTTACTG 


GTTTGTAACA 


CCAATTAGAG 


4080 


CTCAATCCAA 


ATTTTGAAAG 


TACCGCATTA 


ATGAATGGCG 


GTACCATTAG 


TTTGCATATC 


4140 


TGTTAAATGT 


TTAGATATGA 


TAAATAAATC 


AAGTGATAAA 


TATATGTTTT 


TCTTTGCCAA 


4200 


TAAAGTATTA 


GACGCGCTTA 


AAATAGAACG 


AATGAAAGTA 


TCTATAAAGA 


CAATAGAATG 


42 60 


TATTTTCTAG 


AACCTTCACA 


AAGTATTAAT 


CTTATAGAAA 


AGAAAGAAAG 


TACAAAAAAA 


4320 


GAAAATAGAA 


TTATAATATC 


ACTTGGC GTG 


TAGTGATATT 


ATAATTCTAT 


T TAT ATT TAT 


43 80 


TCATTAAATT 


CTTTAAGATT 


TTGTATTATT 


TCGTCAATTT 


CTTTTTGTAC 


ATTAATTGTA 


4440 


TAGCTAAGCA 


CTTTTATAAC 


TTTCTCAAGA 


TGTTCAATTT 


CGTCTTCATT 


TTCATTAATA 


4500 


ATAAGTTCTT 


TCCCTTTTCT 


GTACTTTAAG 


TAACTTTTAA 


GCACTTGATA 


ACTTCCAATT 


4b 61) 


TTGTATTCAT 


ATACTTCTTT 


AGC T AC AT T A 


GTAAAACAAC 


ATGTTGAATT 


ATAGTAAAGT 


4 620 


TCTTTTGTGT 


CTTCTTTATA 


AGTAATTTTC 


TCTACAATAC 


GATTATAGTC 


TCCAGTGTGA 


4680 


TTACCAATAC 


TATTGTTGAG 


CTTTAAATTA 


TCTTTTAATA 


AATGAGAATT 


AATGAGTTTA 


4740 


GTTCCAAGCT 


TACTAAGCTC 


TAAAAATGCA 


T C T AC AT TAT 


T T AC AAAAAT 


AATCTTAGGA 


4300 


TAGTCTATTT 


TTAAAAATTC 


GTAGAATTTT 


TCTCTATAAG 


TATTTGAGTA 


TAGCACTGCA. 


4860 


' TAGATATAAC 


CAAATATTTC 


TTCTGGAGTA 


AATATTTTAC 


TGTATTTAGT 


ATTAATAAAT 


4920 
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TCTCTAAAAA TATCTTTATT GTCCTTTTCA TCCTTCTTAA AGTTTTCTTT TTTTATATTT 498 0 

TTAAATACAC CTTGATTTTC TTTTATATAA AGTGGAAAAA GATAGCATGA TTCACTACCT 5 040 

, TTATTTGAAA CAAAACATTT ATCCGAAATT TCAGAAGTAA CCAAAGCATG TTTAAAACTA 510 0 

TTTGTTGATA AAAGCCTTGT TGTAACAAGT CCTATATTGC CTTCAATTTC TAAAATATGT 5160 

TTCATTGTTT TATATCTTGG CTCTACTACA ACCCCTTTAT TTTTAGAATA ATAAGTAAAT 522 0 

CTATTATCAA ATGGTCTATA TGATATTTCT TTAACATAAC TTTTATTAAA ATTGGTATTT ' 5 2 8 0 

TTTAAAAATT TTTGAATTTC TGATAACTTC CAAAACATAG AATCTTTTTC TAT AT CAT AT 5 3 40 

TTGTTCCTTG CATCTTGTTC TGGTAAATAT GCAAAATCCC TAAGTTTATC CATAAGGTTA 5 40 0 

TCTTTTGTAT AATCAATCGC TATTTTGTCT TTTCTAGTTA CTATTCCAAC ATTAAATTCA 54 60 

TTAAAAATAT CTATTAAAGA TTTTCCTTTA TTATAAATAT CTTCATTTGA TAAATCTTTT 5 52 0 

TTAAGAAAAA AATAATTAGG CTCTTTATAG TCAAGTTTTT CAAAATTAAG ATCATAAATA 55 8 0 

TGATTTTTAT TTAAAAAATC ATATTTATGA TCTCTTTTTC CTTTTATACT GCTGTAGTAT 5 640 

ACATTAGCCA GTTCATTCTT TTTTTCTTTT TCTTTATATT TAGCAAAAAT A.GCAATTGCA. 57 00 

ACCCCAGTTT GAATGTCAAA TACATTTTCA T C TAT AC T AC CATCGTCAGT TTTTTCTTTT 5 760 

TTACGCGAAC TACCATGTAG ATTAAGGATG TAGATTTCAT CAAAAGTGCT TAGCAAATGA 5 82 0 

TGTCTCATGC CTCTGAATGT GATGTTATCA AGGTATCCAT TGTTTGTTAT AATTCCAAGA 5 8 80 

AGTCCTTCTT CACTGCCTTT AATAGTTAAC AATCCTTCTT TTTTATTGCT CTCTAATTTA 5940 

TTCTCTGCAA ATCTAATAAA CTTAACATAA TCATCATTAA GTGTTTTAGT ATTTCTTTCA 60 00 

TTTATAGGAC TATTTTTTAT TTTTTTATAA TCATTAACTA AATTCAATAT ATATTGATTA 6060 

TTATTTTTTG ACTCTGCACT ATAAGGAGGA TTTCCAAGTA TTACTAGTAT TGGATTACGT 6120 

TTAATTTCAT TTGGCTTCTT TCGTCTCTTT TGCAATATCT TTAAAAAAAG AAAAAGAAAA 6180 

GAATTTCTGA TCTGTAATTT CTTTTAAGTC AAGAGTGTTA GTTAAGTA.CA CTTTGAGCTT 62 40 

TGAATCCTTA TTAAAGTCAA CTTTGCAAAC TTCTTTTAAA TACTGACTTA ATTTAAGGTG 6 3 00 

TGTTACAGCA TAAGGTGCCA TTAAATATTC AAAACCATAT AAGTTTTTAA GTATATGTAG 63 60 

ATTAATATAG TCTTTTTGTC T AC C AGATT C CTCTGGGATT TCCTTTAGTA TTATAGTACG 6420 

AATAACTTCA AGTAAAAATG TACCTGTTCC TGTTGCAAAG TCCAGTACTG TAACTTTTTC 6 430 

TTTATTTGCA AGGC CAT GAT TTAACTTAAA TTCTTTTTTA AGCATTTCAT TTAAACTACT 65 40 

AACAATAAAA CTAACAATAG GGCTAGGGGT GTAGTAAACT CCTTTTGCCT" TCCTTAAGGA 66 00 

TACATCGTAT TTAGCAAGAA AATCTTCATA AAAATAAAGA TAGGGATCCT TTAAATTTAA 6 6 60 
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" GCTAGAATTA GTAAATGAAA AT T C AT T AAA AATAAGTTTT GTATCAATAT TATTTACTAT 67 20 

GCTTATAATA CTTTCTAAAA TCCATCTTAA GTAATTAAAT TCACTATCTT TATGGATATC 67 80 

TTTAATTAGT TTTATAATGT TTTGTATAAG TGAAAAATTA GTAGGTATAA AGTTTTCAAT 6 8 40 

ATTTTTAAAA TTAATTTCTA TATTTTCTTT ACTATTAAGA CGAGCAATAA AAAGTC CAT A 6 90 0 

TGTAATAGTT TGAGCGATTG AATCTGAAAA TTCTGAAATA TTAAAATCAT C G C TAT AAA T 6 9 60 

ACTTTTTTTA AGTATTCTAC AAGTTGAAAC TAAAACATTT AGCTCACCTA GTTCTGATTC 7 02 0 

ATCAATATCT AAATTTAGTT TTTCTTTATT TTCCTTTAAG TTTACTTCAA TCTCTTCTTT 7 0 80 

TAAAGATTTA GTTTTACTTG CAAGTAGGCT AGCTAAAGCT TCAATACTTT TTATTTTTTC 7140 

AAAATGAGAG TTAAAGAACT CAAATAAAAT ATTTATAATT TTGGTTAATT TATTTTTATC 72 00 

GAGTTTGGTA TCTTCACTAT ATAGCTCTTC TTTAGTTAGT AAAGACCCTC TTAGTTTAAT 7 2 60 

CTCTTTGTCT TTAATCCATA TAAACTCAAT ATAATTTGTA AG AAGT AT AC TGCGTGTTAT 73 2 0 

ATTTTTGTAT TTTTCAATTT GGGAACTTTT TAGTATTTCG TCTAAGTTTT GCTCAACTTT 73 8 0 

TTTAACTTCA ATACACCCTA TAGTACCCTG GGTTATATTA TGTCTAACAA TATAGTCGGG 7440 

TGATCCAAAT CCTTCTTTGC TTCGTCTTGG CTCATGCTGA ATAGCAATGC TTGAATTTTG 7 500 

ATTAATTTTA TTAAAATCAT TAAGTAAATT TTCTAAATGA GTTC TGTT AG AATACTCTGT 7 5 60 

TTTTTCTTCT AATTTTGTAC TTTTTAGATT AG C T AT AT AT TCTTTTGCCT TTTTAAATAG 7 620 

AGATTCATTA TTATTCATTT TT AT AAAT AT AAAAG AT AT A TAGTTTAATA TCAACTAAAC 7 68 0 

TATATATTTG AAAAAACTAT TTTTGTTCTT AG C AT AT AAC AAAAATAAAA C TT T C T AAGT 77 40 

TTCGATATAT TGCTTTCATG TCAGAATTTA ATTTTTCAAA TGTTTTTAAA TTTTCAGTTT 7 800 

TAATATTATT GCTATTGCTA CTATTTATAG TAAATTCTTT ATTATTTTTT TATTGTCTAA 7 8 60 

TAACACGATT TTTTCATTAA AC AT AC T AAA AGAGTTTTTA ATAATATTCT TAAATATTTC 7 92 0 

ATCTGAATTT TTCGTATCAA AGTTAATTTT AGTTTTAAAA AATTTAAGAA ACTCATCGCT 7 9 80 

TGTATTCTTA ATCTCTTTTT TAAATAAACT AAAAATTTGT CTGTATATTT TTTCTCTAAT 8 0 40 

GTAAAAGATC TAGCTTCTTC AATATTTAAA GAATTTCTAG AAAATTTTTT AAGATATTCA 8100 
AAATCTTCAG ATGTTAATTT CTCTAAATTA ATAATCATAA AAGGCTCATT GTCTAGTGAA - 8160 

TTATCTTTAT CCAAATGGCA TAGAATATAG ATTCTATGCC ATTTGGTAAT ATGCCCAATT 822 0 

TAATTGCATA T TT AG AAAGA AGATTATAAA AATAATCTGA TAATTGACTA AAATGATTTT 8280 

CAAGATTTTC TTTATGATGC TTAACTTCTA AAAAAT AG T A GGATTTTTAT CCTTAGAATA 8 3 40 
AAGAACATAG ATCGCTTTTA TTTCATTTTT TCTAGTAACA ATAATTGAAA CTTCAACTTA " 8 40 0 

AAC AC AT G AA GGATTAGTAT GACAATAACT CATTGCATCT AAAAATGGGT CAATAAAAAA 8460 



936 

CGGTCTTTTT TTTAGCTTCT ATTTTAAGAC CATCCTTATG AGTTTGTATT TTTTTACTTA 8 520 

CAATACATTG A T AT AAAAAT TTACCTAATT TCATTATTAA TATATTTAGT AGCGTTTTTA 85 3 0 

ATTACAATTT TTTATATACC TAATGATAAA AAT AC AG AT C ATAATCATAG TAAAGAAGAT 8 640 

TTAAGTTTAT ATATTATGAA GTTTAAAAAA ATTGTAACAA CATTATTACA ATCTAAAGAA 87 00 

CTTTTAGAAT TATTTATTTT AATTGGCTTT ATTCAATTTT TTTATCAACC TTTTTATTTA 87 60 

AATTGGCAAG CAATTTTTAT TGAC AAAAC C ATATCTATTA GTATATTTGG AATTATCTAT 88 2 0 

GTGCTATTTA GTTTATCAGA TATTGTGGGG GCATGGGTAT TTAGAAGAAT TAAACATACA 88 80 

AAATATGATA TTTATATCAT ATTAACCATA ATATTGTTGT TATAAGCTTT AATAAAAATA 89 40 

GTTTCACATA TTTATATATT TATTGCTGTA ATCACATTTT TAGTAATTTT AATTGCTATT 9000 

TATTCTAACA ATTTAGAATA TTTTTTAAGG AAAAATATAG ATTCAAAGGT TTTAGGAACC 90 60 

ATAACTTCTA TTAATAGTGT AATATCCCGC ATATTTTCAT TTTTAGCATT GGCTATATGT 912 0 

TTGAATTTAA CTAATTTTAT AAGCGCTATA AATACATTTG TTTTATTAAT ACTTATTTTT 9180 

TGTACATTAT CTATTATTGT GGTGATTGCG CAAACTATAA TTTAATTTTT AAAAAT ATTT 9 2 40 

AACCTATAGC TTAATATGAC GTTAGATGGA TTTAATTTAA TTAAATTCGA GTTAAATGTG 93 00 

CTTTTTATTA TCCCCGTGAA AACCCTTTCA GCAGAAATAA TACAAGAATT TTTAAGCCAG 93 60 



(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8905 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : doubl e 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 

AGTCTGAnGT GGGCCCTTnA ATATAAATAA AAAGGTTGAT AAAAAAATCG AAT AG C GT C C 60 

ATTAAAATAA ATAATTCTAA AAGTTCTTTA GATTTTACTA ATATTTTTTT AAACTTTATG 120 

GGATATAAAG TTAAATTTTA TTTATTATGC TTATGATCTA TATTCTTATC ATTTGGTATG 18 0 

AAAAAATTGT AATTAAAGAG GATATTAAAT ATTAAATATT AAAATATATT AATAATAAAA 240 

TTAAGTAAAT TTTTATATCA ATGGT AG TAT TTTACAATTT ,ATTTTTGAAT TTCATTCAAT 3 00 

ATGGGCTACT AAAAAT AC TC GAGACAGCAT AATCTTAAAT AAAAAGAATA CGGCTTCTAA 3 60 

AAGAAAAGTG AAAAGTAAAA GAAGTTCTAA AGAGAAAAAT CAAAATTATT" T AT AC AC T AA 42 0 

ATAAATAGTT CAAGGTTTAG AAGAATCTTT AAATAATAAT AAGTCAAATG GAACTAATAG 48 0 











ii : ii «mi b u 


rr iP *H . H til 1 




TGGATC GGGC 


TCTGCGTTGC 


TTGAAAATTT 


937 
AAAAAAAGTA 


ACAAAAAGGT 


TGTATATAGA 


5 40 


TAGTTGAAAA 


ATCACAAAGT 


TTGTTGCATA 


TAAATCATGC 


AAATGAAGCA 


TTTAAGGAGA 


600 


TCAGTTCTGC 


AAAAGATAAA 


ATTGACAGTT 


C C G AT AT AGG 


TAAA.GGAATT 


GTTGATGTTC 


660 


AAAAAACGCA 


TAATAGATTA 


CATGATTTAT 


TGCGAGACAT 


AAAGAC TGAA 


TTTTATAGCC 


7 2 0 


AAAAG AAT T C 


ATTTTTAAAT 


GGTGTTAGAG 


C TG AG AAAAG 


TAAGAAAAAG 


AATCAAATAC 


7 8 0 


TATTTAGATC 


TACTTCCTCT 


ATAAATGGAA 


AAAT TAG AAA 


TGC AAAT TAT 


ATACTTTAAC 


8 4 U 


ATCCTCTTTA 


AAAATTTTCT 


AACTTGGTTG 


TAGAAGCCGT 


GCAATTGCTA 


TTTGAGAGCA 


y uu 


TACCATTTTG 


ATTTTTAATA 


GCAACTCACT 


AATGATTTAT 


AGTGCTTTAT 


TTATTGTATT 


3ou 


CAATTCAAAA 


AAAT AC TAG A 


TCACCGGGTT 


TTGGTGCTGG 


GAATATGGAA 


G AAAGC AG AA 


i n o n 
1U/U 


AATTATGTTG 


ACAAGTTTGA 


TGAACTTATA 


ATTGTCAAGA 


ATAAAGAATT 


ATTTGTTATT 


10 80 


TAAATTGAAA 


GATATGATTC 


TAATAGAAAA 


TATTATCCTT 


TAATTAGATT 


TGCAAATTTA 


1140 


ATTGAATTTG 


AAAT TT T T AA 


AATTTAATTG 


CAGAAAAACT 


TTTTACTGAC 


AATCAAGTTT 


1200 


TAAACAATTT 


CAACAAACAA 


GC AAGCTTTG 


ATTAAGCCCG 


TTTGTAACAA 


AACATCTGAA 


12 60 


TTTTTAAACA 


GCAATGCACT 


AAGTGAGAGT 


TCTTTTTTTA 


TTG AAT TATA 


TCTGTTAATT 


1 ion 


TAAAGCCCGT 


TTATTGGTTT 


TGATATGTAG 


AAGCTTTGAG 


AAGCTTGAAT 


AATTTGTTTG 


1 "5 O f~\ 

1 J oU 


ATGTGAAATA 


TATTTTTATA 


ATAAAAAATC 


CAGCTATTAT 


AAACAAAGAT 


TATTAAACTT 


1440 


TAATTTACAT 


TAAAGGGAAA 


G AAC AAT AC T 


ATTTTATAAT 


TTTTCTTTTT 


AGAGAATTTT 


•i c n r\ 
1 D U U 


TTAATTAAAA 


AAGTTAATTA 


TACATACATA 


TT TAT AT AAA 


TATGTATTGA 


TTCTAATTTA 


1 b b U 


ATTATATTTT 


AATTATCTCT 


TGAGTTAATT 


AAAATATAAT 


GACAATAATA 


TACTTAAAAA 


162 0 


GTTTGCAGGT 


TTAATGTTAG 


GTGTTGTCAA 


GGGTATCTTT 


GTTGCATCTT 


AAATCTCTAG 


1680 


ATAAATGTTT 


TTTCTCTATG 


T AAT AT AAC C 


TTTCTCCTAA 


ATGTCGTATC 


TATAAAAACA 


1740 


TAAGCCCCAG 


GTGTTTTTAA 


GTTTTTGTAA 


CTTATGTATC 


ACAAAAAATA 


T A.C AT AAT AT 


13 00 


TGGTTCATTG 


CGGCGTGTTT 


ATACTAATTT 


TGTTTATGAT 


TATGCATTTT 


GGTTGTCAAA 


looU 


AATAGCTGAA 


GATTATTTTC 


CAGATGCAAA 


GGATATAGTA 


TGTATAAGAG 


GTATTAAGAA 


-i q o n 
1 y Z U 


AAAGCCTTAT 


ATATAACAGT 


CCTACTGCAG 


GGTATAACGA 


TC ATT AC TAT 


GCCTGGATAA 


i q q r\ 


ATAATGTTAA 


AGTCGTAATA 


AAGCGGGCTA 


AAAATATGCT 


TAAGATGTTA 


AGCATAAACA 


A U 4 U 


AAAAATACTT 


AACGACAAGA. 


TAGATCAAGC 


AAAATTAGAC 


TTTGATAAAT 


TAAAAAGGAT 


^ 1 U U 


ATATGATACT 


TTTAAAATTT 


TAGACCCTAG 


ACCCTAGACC 


C TAG AC C C T A 


GACCCTAGAC 


iilb J 


CCTAGGTAGC 


AAAATAAAGG 


CGTAAAAAAA 


TAATAGCTCC 


CTTTGTAAAG 


TTTATTATAA 


2220 


GAGAACATTT 


ATTGCATTTC 


T A.TTTTTGTA. 


ACAGATATAA 


AAACAATCCT 


ATTACTGCGG 


228 0 
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GAATAAATAT TCCTAATATC CAGTAAAATG GAAATATTAA ACCTTTGACT TGTTTACTAA 2 340 

GTTCACTTCT TACGTCTGTT ATTTTTGTAG AAAGTTCAAT TCTTGCTCTT TCTATCTTTT 2 400 

CATCTAATTT TCTTATTCCA TTTTTAAATT CATCTCTAGC TCCCAATCAT TTGCTTTTCA 2 46 0 

AGCATACTTA TTCTGGTTTC TAG AT T T C AT TAATTAGAAT TTAAATTGCT AAGTAACATG 2 52 0 

TGCTCTACAA CATCTTCTGG AAAATCTTTA TCAAGATGGC GATATTTTAA AAAAAATTAC 2 580 

AATTCTTTTT AGTTTGCTCT TGATATTGCT TATCTCAATA CTTATTAAGT CAATATTGCG 2 640 

TAATAAGTTT CTATGTCTTT TGAATACAAG ATAATAGTAA GTATTATATA CAAATAAAAA 27 00 

CACTATTATT AATTTCTTTT TATTACAAAA AT AAAAAC AG AGTTAAATGT ATATTATCCT 2 7 60 

GTAGATTTCA TTTTTAATTA AAGATTTAAT AGAAAAGGAA GGATAAGCCA GCACAAAATT 2S20 

ATTCTTCCTT CCTTACTTCC ATCTTTTATT TATTTAAGTA TTTAACAAGG CCACAACTTC 2 8 80 

TTGTACTATT TCCTTTGCAT TCTTAGCTAT TTGTAATACT AACTCTGCTG CTTCTTTTAT 2 9 40 

ATCTGCAAGC TTTGTATTGT TCGTAGTTTC TGTCTTTATT TTATCCAATG TCTCTTTGAC 3 0 00 

TGTATTTTCT ACATCAATTA ACTTATCTTT TGCTTCTACT GTAGCTTTCC AAGCTATTTC 3 0 60 

TACGGCCTCT TTAGCTTGTT TTATTTCAGC AGAATCAGAA TAG TC AG ATT CTGATTCTGA 312 0 
TTCTGATATT TTTTGTTGCT C TTT AT AC AG TTTTTGCATG TTTTGTTCTG CTGCTTTAGT * 3180 

AAGGCTATAT GCTTCTTTTG CAAGATTAGA TGCAAATATT GCTTTATCAC TAGAGTTCTT 3 2 40 

TATTTTTTCT AAATCTATTT CTGCCATTTG AGCTAAATCA TGCATATTTT TTGTTGCACT 3 3 00 

TTTTACTTGA TCTGCAGCAG ATGAAATTAA ATTAACTGCA TTTATAACCG CTTCTACAAC 3 3 60 

TTTATTTGCC TCATTTGATG CATTTAAATT ATCTGTTGTA TTTTTGGCTT CTTTTAGTGA 3 42 0 

ATTTGTAGTT TGCTTTAATA ACTGATTTAA CTCACTTAAT ATGCTCTGTT TTTTTGATTC 3480 

GTAATTTGAA TTTGCGCCTT CATTATCTAA ATATCCTTTT TGATTATTTA AATTAGATTT 3 5 40 

TGATGATAAT TCTTGTTTAT CATGAACACA AGATATTGAG AGCAATAAAA ATAAACTTAA 3 60 0 

CAGTAGTATT TTTATTAATT TTTTCATATT TATACTCCTT AAATATAATG TCTTAAATTA 3 660 

TATTTTAATA TCAATTATAT TTCAATATCA ATTATATTTT AATATCAATT ATATTTTAAT 37 2 0' 

ATCAATTATA TTTTAATATC AATTATATTT TAATATCAAT TATATTTTAA TATCAATTGC 37 8 0 

CTACTAATTT CTATTTAGCT TGGCTAGCTT AAGGCTAAGA AAACAATAGT GAGTATTGAA 3 840 

AGGATGTTTA ATGATGCTAA AAACAAGCAA AAAAATTAAC TTTTATAGAG AATTGTCTTT 390 0 

AATTTGCGGT GT TAT C TATA AACTATGTGA AAAGCTATTA TATAGCTAGC- AAGCTTTATC 3 9 6.0 

TAATAATAAG TCTTTGAAAA ATGATAGTAA AAGTATGGAT TCTCCTAATA ATT TAG AT AA 402 0 
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CGGTATTTTA AATAATGCAG GAAATACAGT AG AG AC GT AA GGCTAGAAGT ATGATTATTT 4080 

TTATAATGTT GATGAGCAAA TTAATAAAAA AG AAT AT AT C TTAGTATAAT TCCATGCTTG 4140 

ATTACTAATA TAAGAGAGCC TTCTTTTAAA GAAGGCTCTA ATTTAAATAT ATTAATATTT 42 00 

AAATATTTTC TTATTCATTT TAAGATTTAC TTAAAACAGT CTTTGCATTT TCAATAAGTT 42 60 

CTTTTATAAT TCTCCTTCTT CCCATGGCCA AACCTCTTTT AGAAGAAGAA GCTTCTAAGC 43 20 

TCTTTAAAGC ATCTTCTACT TTATTTAAAG CCTGTCTAGC TAATTGTGAT GCCACTTTAT 4380 

TTTCACTTTC CAATCTTTTA ATAATGCCTT CTTTTAAAAT TTCCTTAGCT TCATTAAAAA 4440 

AGAAAGCCGC AGATCTTATC TCTTGTTCTG C AAT AT C AAT GTGAAC C ATA ATTTCATCAA 45 00 

GTTCATCCAC TATCTTTAAA TTATTTTGCA ATTGTGTTAG TTCCTTTATT TTATCTCTAT 45 6 0 

TGTTACGACC ATTTTTTATT AATGATGTTT TTTTGTTCCT AATTTTAGTT AT C AC AT C AT 462 0 

AGAAATTATT TCTTATTAAA GTATATTCAT GTTTAAGTGA AT AC AT AC TC T C AAT T AAC T 468 0 

CGGGAAATCC AGAGTCTCTA ATAAGATTCT CTATATCTTT AATTGCTTTA TCTGCTTTCT '4740 

TTTCTTCCTT AGTAGAAGGG GAAAGATCTT CTTTTTTTAT CTCTTTTTTT TGATTGTGCT 48 00 

TAATTGAAAT GGTTGGTATA CTAACCTTAT TAGCAGATGT CTCTAAAGAC ACTACATGCC 48 60 

CTACAGGGAG GACTGCGGAC TCTATATTGC CTACAGTAGT GGGTCTTGTG GATGCTAAGG 492 0 

ATTTTGCGAG AGCAATTAAA CTCTCGTCTT TCAATTCCTC AAAATTTTTA AAATCCTTTT 49 8 0 

TTTCTTCTTG ATTCCCATAT AAATTATTAA GAGCATTTTC TTGAACACTA CTACCCAAAG 5040 

TTTCTTTTAT ATCATTGTTA TTTTTTTGCT CTTTATTAGG CAATTTAGAA TCTAGATTAC 5100 

AAGATATCAA TCCTATCGTT AACAATGTAT ATAAAAACAA ATTTTTTTTG CATAAAAATA 516 0 

TCCCCCTTTC CTCTTTACTG AGAATATATA TTATAAATAA TAATAATTCT TAATTAATAT 52 2 0 

TATATATCAT TTTGTTTGAA TTACAATAAA ATATAAATAA AAATTTATAT TTATACTTTT 52 80 

TTATTTATTA ATCATTTGCA GAATATTTGA TAAGCTTTGA ACTACTATTT C AC TT C AG AA 5340 

AGAAATTAAC AAGTTGTTTA AC TAAAAGTA ACAAAGAATT CTTCACCTAT AATTTCTATG 540 0 

AAATTTAGGT GGAGATGAAT TTGCTAATAA ATAGGTTTAT TTTTATTTTG AATATATTTT 5460 

TTGATGATAT CAATAGAGGC GTTCCTCTCC TCTATAGAGA TAAGGCAATA GCTTCTAGAC 552 0 

CAAAAA.TAAG GTTTTCAGCA ATACTTATCT AAATAAGTAT AATATTTTTT CTTATAAATA 5 53 0 

AGCCTTGAAT ATTCTGTTTT TAGATTGTCG ATGAATTTAG AAGGCTAAAT AT TGAGGGT A 5 6 40 
AATTCTAGTA ATAAATGAAT ATGATCTTTA TCATGGTTGA ATTCATTAAG GGTTCTTTTC ' 57 0 0 

CATAAAGAGC ATATTATATT AAGTATTATT TAGTAAAGGG AAGATGAAAA CCTATCATTT 57 60 

TATGATTTAT GCCTATATTT AGTAACTAAT ACTAGGTGAT AATTAATTGA ATATACACAG 582 0 
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TGATTATTAA TGGTTATCTT CTGTGACATA TACGCTTAAG TATAAAATAT TATAAAATGA 53 8 0 

TAGAATAATT AGCGCTAATA AAGCTTATAA GCATAGAATA TATCTTAACG GCAATCAAAA 5 9 40 

AAATACTTTT CAAAAGTATT TGGATGTGTA AAATTTTTGT ATAACAAAAT GTTAAGTGAC 6000 

AAGAAAGATT ATTATGAAAA ATAAACAAAG TCTTATTACC TATCCAAGTA AATATAAATA 60 60 

AGAATTTCTA TTCTTAAAGA AAGTTAATAG TTTAGCTCTT TGTAATGTCC AGCTTGACTT 612 0 

AAACTCTGCA TATAATAATT TTTTAGATAA ATTAAAAAAG GAAATAGAAC ACAATAATTT 6180 

TCTAAATATG AAAGTAAGAA AATAATAAAA CTTTTAGAAC TAATAATCAA AAAAACTCAA 62 40 

TAAGAATGGA AAATTGTTAT ATAAAGCTAT CTAAAATGGG GTTTGTAAAG CTATGTCTAC 63 0 0 

AT AAGAT G C A TTAAAGACAA TGAGCTTATT AAAAATGTAT TAGTAGAAAA AAGATGTTGA 63 60 

TGATAAATAT TAT AT T T C AA TAACAGTTTA GTGCTTAGAT ACTAAaAATA AC AGTG AAAC 64 2 0 

TAAAGGCAAT AAAAAAGAGA TATTTGGTAT TGATATGAGT ATGAGATGCT TTTTAGTAAG 64 30 

TAGTGAAGGT TAGAAAATCA AGTATCCTAA ATATTTACTA AAAAATGAAA ATAAACTTAA 65 40 

AAAATACCAA AAAAACTATC GAGAAAGCAA AAAGGTTATA TTAATAGAGC TAAATCTAGA 6 6 00 

TTAAGAGTTG CCAAGCTACA CAAGAAAATT TAAAATCAAA GAAAAGACTT TTTGCACGAA 6 6 60 

TTATCTTATT ACTTTGTATC C AAT T AT AAA AAC AT AG T AA TAGAAAATTT ATCAATTAAA 67 2 0 

GGTATGCAAA AAGGAATGTT TGGAAAAAGT ATTAATAATT AAGGATGGTC TGAGTTCGTA 67 8 0 

AGACAATTAC CATATAAATC AGAATGGTAT GAATCCCCTT TATATAAAGT AGATAAATAT 6840 

TTTCCATCAA TTAAACTATG CAGTAGTTGC CACATTAAAA ATGACTCTAA AATTAAAGTG 6 90 0 

ATACTAGGTG GACTTACAGT AGTTGTAACA TTTTGTATGA TAGG TAT AT A AATGCAGGTC 69 6 0 

TAAACCTTAA TTCTTTATTT TGATAAAAAT AAACAGAAAT ATTTAACAGC TTTGCAGACA 7 02 0 

ACAAAGGAAG AAAGCTGCGC TATTTTTAGA AACTTAATTT TTCTTAAGTT GAATAGAACC 70 8 0 

TAAATTTTTA TTTTTAGCTA AAGCAGGCAA TAGCTAAAAA TAAAAAAACT ATTTATCTCT 714 0 

GTGCCCaTTT TAATTTCTTT GCCCTTATAG TGTAGAAAGC TTTTACCAGC TTGTTCTTTT 7 2 00 

TTCTATTTTT TATCTAAGTT TTGATAATTA AATATTAGCG CAATTTATAG ATTTTATTTT 72 60 

TGGAGATTAA TTTGTTTTCA AAGCATCATT TGAATTACTT TGCTGTGCTA AGCAGATTTT 73 20 

AATGTAGGTT TCATTTGCTT CTTCTTTATA AAAAAACTTT TTCTATGATT GGGTTTTGTT 7 3 80 

TTAGAGCTTT ATCTGAAAAT GAAAAACATT TTTTAATGTT GCTATTTAGC GCTGGAACAA 7 4 40 

TTTTTTAGTA AATAGGAATT AATCAGCTCT -GTTCCGAGTT TACTGAGTTT- TTAAATATTA 75 00 

AAGTATTTTT TACAAAAATG ATTTTAGGAA AGTCTATTTG TAAGTGCTCG TAGAATATAT 7 5 60 











O B -SU 






TCCGATAAAT 


ATTTGAGTAA 


AGAATCTCGA 


941 
AAATATAACC 


GAAGCAAGGA 


GCCATTTCTT 


7 62 0 


TAATTTTTGA 


TTTCTAAATG 


GTATTAATGT 


TTTTTATTTT 


CATTGATAAG 


C TT AAG AAGA 


7 680 


GGGTATTAAT 


AC TAAC ATGC 


TCTTCCTAGG 


TAAATTGATT 


TTTAATAACT 


TTTTTTAAAC 


7740 


GACAGCTGTA 


ATCCGTTTAT 


TCTAATGTCA 


AAATTGGATT 


TAAAACCTAC 


AAGC C CAATG 


7 80 0 


CCGAGTCTTT 


TTTTAAGTTT 


TCATTGTATC 


TGTTTGCAAA 


TTTAAAGGGA 


ATAATAATTC 


7 8 6 0 


TAGTTGTGTA 


GGATGCTGTA 


ATCGTGAGTT 


CTCCTTCCTA 


TTCCTAATGA 


TTCTATTCCG 


7 92 0 


ATTGCTTCTG 


TTGGTGTTTT 


TGACGGGATG 


CTTCTGATAA 


TGTATCCAAG 


TTATCTCAAG 


7 9 80 


TATATTTCCC 


CGAGTACCTG 


AGATCTAAGC 


AATTCACCGT 


GCTGCCAATA 


TAATCCTCTT 


8 040 


GGCCAAAAAA 


AAGATCCTAT 


TCCTAAAGTC 


AAAGAGACAT 


TTAAAAAGTT 


ATAGTAATAA 


8100 


TACGGGTGCT 


TTTTCGCTTT 


CATATTTCAT 


TACGGCTGCA 


ATATACTCAA 


CACCTTTTTC 


8160 


AACTCTAACT 


TATTATCTTG 


TGTTGCAAAG 


ATTTGCATTG 


T T AAAC T AAA 


AATTAATAAT 


o o o n 
O £ A U 


AATATGAAAA 


TTTTTTCATA 


TTATTATTAC 


TCCCCTAATA 


ATAAAGTTTT 


GATAATTAAA 


ozoU 


TATTAGTGCA 


AGTTATTAGA 


TTTTGAGCTT 


GTAGATTAGT 


TTTTCTCTAA 


AATATTATTT 


O "3 A C\ 


GAATTGCTTT 


GCTGTGCTAA 


GCAGATTTTA 


ATTTAGGTTT 


TATTAATTTT 


CCAGTGAACT 


8 4 0 0 


ACTATTTCTA 


TAATCTTTGA 


TTATAGAAAT 


AGTAGTTCAC 


T ATT AAGC C T 


ATCCTTTTTA 


8460 


TAAAGGATAG 


GCTTTTACAT 


GATATCAATT 


TCAATAACAT 


AACTTTAAAG 


GTTGCTTATT 


8 52 0 


GATAATATGT 


TATTTTTCAG 


CTCTGTTGTT 


TGGAAGCTTT 


TTTTTACAAT 


TTGCTTGTAA 


8 5 80 


AGTTCCGTTA 


AATGAGATTC 


AAGC TTAGC A 


ATATCTGTTT 


TTGTAGAATT 


TATATAATCT 


o c a r\ 


TTATAATCTA 


AT AAAAGC TG 


TTC TAAC ATT 


TTTGAGATAT 


CTGTTTTTAT 


AGATAATAAT 


o *7 n f\ 


TTTTCAAACG 


AATTTTTAAG 


CTTTTTTAAA 


TCTGAAACGG 


TCAGTGTATC 


TAGAGTCTCT 


87 oU 


TTTTTAAGAC 


ATAATAAGTG 


ATTAATCACT 


GTGTCAAAAG 


TGCTTCCGAA 


m m a 7\ "A A 

GTTGCAAAAO 




GTGCCAAATA 


GGAGGGTTTT 


TTGTTTTGAT 


CGAATTAAAA 


TCTTCGAAAG 


ATTCGCTAAT 


8880 


TTATTGGTAT 


TAATAGAATT 


TAAAG 
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(2) INFORMATION FOR SEQ ID NO: 17: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8318 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

( D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 
CTCTACCTAG GACTTTAATT AAAAAATTTG GATTGTnATT CCCAATGCTT TTTCTATCTT 



60 



GnAAAGAACT 


TTAAAAGTGC 


TTTCAAGATA 


GTTTCTTTTT 


GCACGTTACT 


TGAATTTACA 


120 


TTCAAATAAT 


AGGGCAAGTT 


GCTTTAyATA 


TACTCTTTAT 


TTTTTTTGAT 


TTTTGTATTT 


180 


AAGTGTTGAT 


ATTATTAGTA 


ATATTTTAAA 


CTTTACTCTT 


AACTAAAAGC 


TTGTTTTATT 


240 


GTTAAAAATA 


AAAC AC AAAC 


AATACCCTAT 


AAATAGTTTA 


ATATTGCAAT 


ATTATTTAAA 


300 


CTATAAAAAT 


ATGTAAATAA 


TAATTTATAA 


ATTAATAAAA 


AAC AT AT AAG 


GGAGCTTTCT 


360 


TAATGAAAAT 


CAAAAATATA 


GC AAAC AT AT 


TAATATTTTT 


TTTATCTATA 


GTTTTAAATA 


420 


GC TGGGGAAA 


TGAGTCAAAA 


ATAAATACCC 


CAAATGAAAA 


TTCTCAAAGT 


AATATTTTAA 


480 


TAATCTCAGC 


TACAAAAGCA 


GAAATAGAAG 


AG AT AAAC AA 


GATT ATT C AA 


AACAAAAAAT 


540 


ATATTTCAAT 


AGAAGAGCAT 


AGAAGAAAAA 


AAAAGATTGC 


CATTGGGAAA 


TTAATGGATC 


600 


ATAATATAAT 


TACCATAGCT 


ACAGGAGTTG 


GAAAAATAAA 


TACGGCCCTT 


TGGACAAGCT 


660 


ATATTATATC 


AAAATATAAA 


ATTAGTCACA 


TAATCAATGC 


TGGAGTTGCT 


AGTGGAATTT 


720 


ATAGTGATAA 


AAATAAATTT 


ATAAAAATAG 


GAGACGTTGT 


AATATCTACA 


G AAAC AAC AA 


780 


GTTATGATTT 


TGATCTGCAT 


AGATTTGGAT 


ATGAAATTGG 


AC ATGTTC C A 


GAACACCCTA 


840 


AAAAATTTAA 


AGC AAAC ACT 


GCTCTTATAA 


GGAAAACTTC 


TAAAATAAAA 


ATAAACAATA 


900 


TAACCTCATA 


TATGGGCTTA 


ATAATTACTG 


GAGACCAATT 


CATTGATCAT 


CAAACTTTTC 


960 


AAGAAATTCC 


AGAAGAATTT 


GAAAACGCAA 


TCGCAATAGA 


CATGGAAAGC 


GCCGCAATGG 


1020 


CTCAAGTAGC 


ATACGGCTTT 


AAAATTCCCT 


TTATAATCAT 


CCGGGGAATA 


TCTGATATAG 


1080 


TCAATAATGA 


GAATAATTAC 


GATGATTATA 


AAAAATTTTT 


AAAAAAAGCT 


TCTTCTAGCT 


1140 


CAGCAAAAAT 


AGTAGAAAAC 


TTAATTAAGT 


TAATGTAACT 


TAATTAAGTT 


TTTAATTAGA 


1200 


TTTTGTATTT 


TTTTTATTTT 


TTCATAATCT 


TCTTTAAGTT 


TGATTATAGC 


GCCTTTTAGT 


1260 


AGCTGCACTC 


ATCTCTTAAA 


CTTTTATTCC 


AGAAC TAT AA 


AATTACCGTC 


TCCTTTGCTT 


1320 


ATAATAATTA 


TTAGAGCTCC 


TTATTAAAAT 


CAATATTCTT 


CAATGAATAC 


TATTTTATAA 


1380 


TAAGATCTTC 


TCTACGCTGT 


GCTTGATTAT 


ATCTTTTTTT 


GATTATAATC 


CCTCAGCAAG 


1440 


TAATATCTTT 


ATTAAAATAA 


CTACCCCCAA 


ATGCTTAAAA 


GCCAAATTAT 


TAATCC C ATT 


1500 


GATACAAAAA 


GCTCAATTTA 


ATAATTTATT 


TTCTTTTTAT 


AAAAACATTA 


AATACTCAAG 


1560 


ATCTCTTAAC 


ATTGGCAAGT 


GAAGCCAAAA 


TCGATGCTGA 


AAAATCTAAT 


AAAGAGGTTA 


1620 


ATTCTCAAAA 


GAAAAGCAAA 


AACAATAGTA 


AAAATATAGA 


AGTAAAAGAT 


ACTCTTGGGC 


1630 


TAGTTAAAGC 


AATTAAAAAG 


TC ATT AT AAA 


AGATTGATTT 


GGCTTTTAAA 


GCATTAATTG 


1740 


GGTCGGGCTA 


TGACGCCTCA 


TCAACAGCTA 


AAAGTAAATT 


TAGAAAATGG 


CTTAAAGATG 


1800 
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ATAAATTTGC TAGATGAATT GTTAAAAATA GCAGCAATTG ATGGAAATGA CAATAACATT 18 60 

AGCAAATACA ATGACCTTAA AAAGGTAGTA GATAATTTCA ATAATCAAAA TTCATTAATA 192 0 

AAGGTATATT TAAAAAATTC AAGCAATGAA GATAAAATTG AAGCTAAAAA ATGCATAAAA 198 0 

ACACTTATGC ACAATGTTGA AACATATTTT GAAAGCGTAT GTGATGAGCT TAAAGATAAA 2 04 0 

AATAAAAATG AGCATAACAG TATATTAACA ACTCTAAATG AGGCAATTGG TAAAATAAAA 210 0 

AATTCAGCAA T AGC CAT AC A TGTTTGTTTT AAT AT AG AT T AATTTTAAAT GCTTTTTATA 216 0 

TCTAAAATTT TTTCTTAATT GAGTTAAAGT GCACAATTAA GAAAAAATAA AAATAAATCT 2 22 0 

TTAAGTTATT GCATAAAGGA TTAATTTACT ATGTCTTGTC AGCAGTTCTT TTATAAGCAA 2 28 0 

CATTCCAGCA AG AT AT C AAT ATAAAAACAC CCAATATGAA AATATGCTAT T T AG AAAG AG 2 3 40 

GAAGAAGAAA AAGTAAAAAA GATAAAATAT TTTAAAC C AC TTTCCATTAT GCTAAACTTC 2 400 

AATTAATCCA CATGGCTTAA TGATTCACTT TAAATGGCGG CTTTGAATTT CAAAAAAGCA 2 4 60 

CGCTGCCTTT GACATTATAT ATTAATTTAA TTTTTTGGAT TTTAGGAAAA ACATAATTTA~ 2 52 0 

CCGTGCTATA TCCCTGTAAT TTTGACAAAA TCGTTAAAAT AC TGTAAAAG TATTTGTACT 2 58 0 

ATTTATATTT TAGACAATAA AGCCTCCCTA T AAAG AAC C C ATATTTTCAA TCCAAATTGG 2 640 

AAGGC C T AAA ACATACAATC ATAATCATTA CTAGATTTAT TATTTCTAAA AAAGATCACC 2 70 0 

ATATTTTTAA TTATATCAAC TATTGAAAAA AGGTTTTAGA ATAAAAGGGT AAAATTAATA 27 60 

TTAATAATCC ACCAGTAAAC ATTTGCAATA ATAGCATTAC AAGTTTAAAA TTAAAACATA 2 82 0 

.TATGTTGAGT AAAAATCCAA A^AATCAGATC TGTTTATAGA ATATTTATAA CCAGTTATTG 2 38 0 

CTACGAGTCA CAAAATTCAA AAAATAAAAG AATCAAACTG' CTATAATAAT TTTAAACAGT 2 9 40 

GAGGAAGAGT TAATATGATT AAATTCCCTA AAAACCATAT ATCAAAAATA CATATCATAA 3 0 00 

AAGAATATGA GGATGTTACT ATTAAGTGGG ATAGAGAATA CTCATTATTT AGAAAAC TAC 3 0 60 

ATGGTAAAAA TAAAACACTT GAAGATTGGT TAGAATATAC CCAAAAAGAA GAAAATCAAA 312 0 

AAATTAAAGA ATTTGCAAAT AAATTTATCA AAAAAAGAAA ACCGAAAATA TAAAAATCGC 318 0 

AAAGAAGAAT TACAAAGCAT AAATAAAAGT TATATAAATC GGTTACAAAA ACATTGCATT 3 240 
GACATTTAAG ATTTTGCAAA AGAGTTCTCT CGGGATATTT TAAAATGGAA AAAATTAAAC , 3 3 00 

ACTTTGAGTA TAAATGAGCC TATAAAAAGA TTATAAAATA GAGAATTTGA AAAAATAGTA 3 3 60 

AAATTTTGTT TTACTTTACA ATAGTAATTA AAAATTTGAA ATTATAAAGT AAAAAATGAA 3 420 

TTTTTCAAAC AAAAGGTGTT TATATATAAA AAACCTTACA AAAGAAAATA TCTAATTTGG 3 48 0 

CATAAAGGTT TAAAAAGATA -TTTAAAAAAT AAAG AAT TT T T T AT AAGGG A ATAATTTGAA 3 540 
CAATAAAATG GTAAATATTC TGACAATAAT AAGGGATAAT ATATCATACC GTATGTCAGC - 3 6 00 
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ATTTATTATT 


AAAAAAGACT 


T T AAAT T AAA 


ATGAATC GGG 


CCAGGACATT 


AAAATT AAAA 


3 6 6 0 


ATAAGAATAT 


TTTAATATTA 


ACCCAAGATA 


AAAGAAGATT 


GATTTCTGAC 


AGATATAAAA 


37 2 0 


GGAAATCCCC 


TTCTAAAGAA 


AAATTATTTT 


ATCTAAAAAA 


GAT C AAAT AA 


GAATAAAAAT 


3 7 8 0 


TAAAAAAATA 


ATAGGTGGGC 


AT C T AAAATT 


TGATTAATGT 


TTATAAGTAT 


AAAAAACAAA 


3840 


ATAATGTAAA 


TTTAATCCTA 


TCAACACAAG 


ATGAGGATAT 


TATTTTTTAT 


AC AAAT TAT A 


3900 


CTTGTTAACA 


ATAAAATACA 


TTATTATGTT 


GTATGATTTC 


TAATATAATA 


ATAGGCTTAA 


3960 


TCTAAGCCAA 


TTAAGGAGAA 


TATTTATGAA 


AAACAAAATA 


ATTTTATGTA 


TGTGTGTTTT 


402 0 


TTCGCTTTTA 


AATAGCTGTA 


ATTTCGACAA 


TGATGCTGAA 


GCAGCAACAA 


AAAAACATGC 


408 0 


TGATAAAATA 


AAAAACTAAT 


ATATTAATGA 


AATAAAAAAT 


TTAATAGCGA 


TAGATAAAGA 


414 0 


AAGTATAGAC 


AAAAACGAAC 


TACTGCGGGC 


TAAACCGGAA 


AATCAAAAGC 


CTGCAAACAA 


42 0 0 


CAAAAATGAA 


GAGAAGGCTT 


TCAAGATAGA 


TAGCAGAGCT 


TTCAACTTTA 


TAAATAGTTT 


a ") iz r\ 
42 o U 


TTTAACAGAT 


GATGAATTCA 


ACGAATTTGA 


AAAAATATTT 


CACAAACCAA 


AGCTACAATC 


4 3 2 0 


GCACGGCAAG 


ATATTAAACA 


GCATAGCAAT 


TTTAGAGCTT 


AACCTAGAGA 


AAACAATTAA 


43 8 0 


TCACTTAGAC 


TTAAAAAAAG 


ATGCCTTAAA 


TAAGGCAAAT 


ACCCTAGATT 


TGGAAAAGAT 


444 0 


CAAAAATTCT 


CTTAAACAAT 


TATTCTCTAT 


AAGGAAATTT 


TTTTCAACAA 


GCATAAAACA 


450 0 


GATTTTGTTA 


GAT TAT C AAA 


AAAATACAAA 


TTCTATAAAA 


ACAGAGGACT 


C T AAATT AG A 


4b o 0 


AGAATACCTG 


GACACAATAT 


TAAATCAGTT 


TAATGAAAAA 


AATAAAGAGG 


TTGGAAATCT 


4 62 0 


G AAGAAC AC C 


ATATTATCAA 


TACCTATCCC 


AACATTATGA 


ATTAAGACTT 


ATTAATAAGG 


4 6 8 0 


ATTTTTAAAG 


CAAATTAGGC 


C T T T AAAT AT 


AAAGGCCTAA 


TAAAAAAGTT 


CATTATTTCC 


4740 


TATTAATATT 


GCCTTAATAA 


AACGCATTGG 


GATTTAAATA 


ATTATAAAAA 


AGCAACCTTA 


4 80 0 


TTCACTTCAT 


AAAT AAAAC A 


TACTATCTCC 


CTAATAACAA 


ATTTGGGAAA 


AATCAATCAA 


a o a r\ 
4 o b 0 


GAATATATAA 


AAATAGATCT 


TAAAAAAGTT 


TAAGCTACAA 


TAAATTTATT 


TAATTTAATT 


4 92 0 


AAATACTATG 


TATTTAATTA 


AATTAAATAT 


TTGCTTATAA 


TAAATATAAA 


TAAATAAATA 


A n O A 


AATATGAAAC 


TATGTAAAGG 


AGGGTATTTA 


TGAAATAC C A 


CATAATTACA 


ACTATATTTG 


5 040 


TTTTTCTGTT 


TTTAGCTTGC 


AGGCCGGATT 


TTAATATCGA 


T C AAAAAG AC 


ATT AAAT AC C 


510 0 


CGCCTACTGA 


AAAATCAAGG 


CCCAAAACTG 


AAAGCTCTAA 


GCAAAAAGAA 


TCAAAGCCTA 


b 1 o U 


AAACAGAAGA 


AGAGCTTAAG 


AAAAAACAAC 


AAGAAGAAGA 


GCTTAAGAAA 


AAACAACAAG 


5 2 2 0 


AAGAAGAGCT 


TAAGAAAAAA 


CAACAAGAAG 


AAGAGCTTAA 


GAAAAAACAA 


CAAGAAGAAG . 


5280 


AGAAGGAAGA 


ACTAAGAAAA 


CAACAACTAA 


AAAATACGCT 


ATCTAATGAT 


TTAAAAAAGC 


5340 
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AAATAGAATC GGCCTACAAT TTTAAAGAAA AATATGTAAA AAGTATGGAA AAAGAACCTG 5 400 

AAGACCATTA CGGGATGACG TCTTTTAGGG GATTGAATTG GGGGCCAGGG AC TGAAG AT A 54 60 

TATCTGACAA TACCGAAAGA TCTATAAGAT ATAGAAGACA C AC TT AT AC T GTTTTAAGCC 552 0 

CCCTGGATCC TCATGAATTA AAGGAATTCG CAAATATTAT TCAAGATATA AATAAACTAG 5 58 0 

CATCAGTAGC AAGTATATTT AATTCTTTTA GCGCTATTGG AGGAGCTCTT GACATAGTAA 5 640 

GTGATCACCT ATATTTCAAA AAAGACAATC TAGACAAACT AGATATTGCA GATTTAGAAA 57 0 0 

TACTTAAAAA TTCATTTGAA CAAATATTAT ATATAAAAGG AAGTGTTGCA GGAAAAGCAA 57 6 0 

AAAAACTTTT ATTAGATTAT AAAAATCTAA AAACAGATAT TAATAAGCTT AAATCTTATT 5 82 0 

CAAATGAACT GGTTAATGGA ATTAAGCAAC AAGC TC TAG A AGC AG AAAAT CTAGAAGAGC 58 8 0 

TTATAGTGTC AAAATATAAA CTTTAATGTT TCGCTTTTAA AATTTATTAA CAATTTAAAA 5 94 0 

ATGTATATTT AAGCTTTTGT GAAAAAATAT TTTATCTATT TGGGTAGGTA TT AC T ATT AA 6000 

TATGGTTTTT GGCTTAGAAA TTCTTATATT ATTTCCCCTG AAAAAGTTTT AGATATCATA 60 60 

AAAAACATAT TCAACCCCCT TACAAATTAA TTTATATAAA CCTATATCTA TCTAAAGTTT 612 0 

ATATAAATTA TAGGTTAACA ATTCTTTTGC TTTTTAGTTA AAAGC AC T T A AAATATAGAA 618 0 

TTATTTCCTC AAAGTAAACT ACTTTTTCTA TAAGTCTCTA ATTTGTTAAT TTGCTCTTTG 62 4 0 

TAT AT AC T C T CTTCTGCTGC ACTCTTATAT CTCTTTTGGT C AT ATGGT AG CGTTTCTAGA 63 0 0 

CAATCGAGTG TTTCTTGCAC GTAATTGATT GCCAAAGGTC TTTAATACCC AATAGACAGT 63 6 0 

CTTTCGGAAT ACTCACCTCA GCTAATCTAT TTATCGACAC AAAT ATTT AC ATTCTTGCTT 642 0 

T T AAAAAT AT TGTTAATAGC TTACATTAAG TTGCTAGTTA AAATACTGTA TTTTTGGAAT 648 0 

CTTGGTCAAA ATCAACAACT ATTCCCTTAT TTTTTACTTT TTTTCAAGCA ATGTGATACA 6 5 40 

ACTACTCTCA AATTATCTCT TTGTGCTCAG CCGAAAACTC CGCGCTTTAT ATGTACCCCC 6600 

CAATTAACTT TTTGACCTAT TTTTTAAGAG CTCGACAGCC ACTTTGTAAT AT T AC AT AAC 66 60 

CAATATCGTC CATTCCTATA TATATAATTT TGATTTTAAT GTTGATCGTC CAACAAACTA 67 2 0 . 

ATAATACAAT GCACTTGTTG ATTACTTTAC TTTTAATAAA AAAATATGCT TAAGTATATA 67 8 0 

GACAATTTGT TTATTAGGAA TTTTTGATTA TCATTCAATT TATAATTTTT GTTAGAATAT 6 840 

AATTTTTAAA GCATTATTTT TAAATATAAT TATTTTCTTA ATTGAGCTTA AATTTATTTT 690 0 

TTATAAAAGT TTTTATTAAT TTTTAGTTTA ATCATAGTTT ACAATTCCCG CTTAGTTGAT 6 9 60 

ATAAAAATAG CATAACATTG TATAAATATA TTTTTATGCA TGTTGGACAA ATGCCTAAAA 7 02 0 

AAC AAAAT T A ATTATGTATT TATAATAAGT TGTTTTTGTA AAAmACAAAA CCTCAAAATT 7080 

CAAAAACCAC TATAATTTAA AATATGCATT CGAGAACTCA AATGTAATCA AGTTTACTAA. 7140 



AGAAAATATA AAAAGCTCTA AAGAGCACAA AAAAGCTGCT CTATTGGTTA AATAAAAAAT 
ACGCAATTAA AATGTTTGAC GCAAACAAAG CTGTTGAAGT GTATTCAATA GCACAACTCG 
AGAAAAAAAA AATCACGTCA AAAAATTAAA AATAACTTAG ACCATTAAAA AAAGACATAA 
AC AC TTT AT A ATTTTTTAAT TATATAATTA TATTAAATAA CATATCTTTA AAGGATATAT 
AACACCCCCC CCGATCTTTT TTCAATCCTT GCTAATATGT TTCTTTTCTT TTAATAGTGT 
CTTTTCTTTG ATATTTATTA ACACATATTT GCTAACTAAA TAAAAGATTC TTAACTTTCA 
TAATCATTAT TAATAGATAT TAAATATCAT ' GTCCAATATT ATATTAAGAC ATGCAACTAA 
CATCTACATT TTTATATAAG CAACTCTACG GCCAAATAGT TAATACAATA TATCAATAAT 
GTTGTCAAAT TAAATTCCCA TTCAATTAAA ATTCAAATAT T TAT AC C TAT ATCCTTTAAA 
ATTTTTGACA ACGCTATTTA ATTTTTTTAT AAACTTATAT AAGCTTTTAA AGCTTTAATT 
CCCTCTTATT GAATTTTCCA GATCTAAATT CAGATTATTA TTAACAACCA AATTGCTCTA 
ATGTTTTTAT TCTTTAATTT AGTACATATG TAAAAAGTAT T AAAAAC TAT TTTTATTGTC 
TCTTAAACAA AAAATTTTTG TAAAAGCTCA GGGCTTATAT AAGTTCTCTG GCCAAAGAAC 
CTATATAAGC CCTGTTTGCC TCTCATAAAA TGATCAAAAA TAAATAGGTA GTTAATATGA 
AAATATTTTT CTACACTAAT TGTAGTATAG ATCAAATTAG AATTAAAATC AACTTGTCTT 
CAGGCTAAAT TGCAATCTTC CCAATTATAA ACATTGCAAT AAATTATTAA TTTTTATGAT 
TTTTTTATAA AAGTATTTGC TTTTATTTAA ATACTGTGCT ATAAATGTAT T T AT AAAAAT 
CAAAATAACT AGGAGTATTA ATATGCAAAA TGCATTTCCA ACCGCAAAAA CACACCTTGc 
CAGAATAAAT TACAACACAA ATTAATAGTT TTTATCTCTA CGCTAAAGTA TATAAACAGT 
AAATATAAAA GATATACCCA AAGTAATATA CTTTATTA 
(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7624 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 
nTTCGCTTTA AATTTAGTTT AAAAnAATAA TAGCTATATT TTCAAATTAT AAATAGTAAT 
CTATTTTATA GCGCTCGACT AGCTGGCAGG ATGACTAAAA AATTAATATT TTTTAAAAAA 
GAGTGTACTC T CAT T T ATTT TGCCATATCC TCTTTAACAG ATATTTA'TCA AG AAAC C AAA 
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AATACTTGCC 


TTATAGTCTC 


GCGCAGGAAA 


947 
TTTCAGGACA 


TTTAGATATT 


TT AAC CATC A 


240 


TGATTTATCC 




C At- T ATT A 


AAAAGAAGTT 


CTCATTAAAA 


AGAATAGGAT 


300 


TTTGTATTAA. 


TAAGAGTATT 


2l i I J ir ^ ~L ^ rrt 


TTACTAGAGG 


AT AAAAAC AC 


TGTAAATGAA 


360 


ATACTTCATA 


C T AAGC TTAT 


ATTCTGTACA 


AG AAT GT AAT 


ATTGTGTATC 


ATAAAAATAA 


42 0 


AAAATATAAC 


C C T AAAAAGG 


AGCGATGGAA 




CTTTGTTTTA 


TGAGGTCAAA 


480 


AATATATAAA. 


AAAGACTTTC 


TACTGAA _TA 


GAGCGATTAA 


ATTTA.TTTGA 


TTTTTCAGCA 


540 


ATCCAAAAAA 


AATTGAAAAT 


TGGTTTAAGA 


TTTTAATAGA 


GATTTTAGTA 


ATTTAAAATA 


600 


AACAAATATA- 


CTAAAAAGAA 


A7ATAAGAAA. 


AGTAGATAGC 


AATGGATGTT 


TGGCAAGGGC 


6 6 0 


AAAAATTTAT 


TTGCATATTC 


CA7T7AAA7A 


TGTTTTATTA 


AAACCAATTT 


TAGTTTTAAT 


72 0 


AAAAC C AAGA. 


AAATTATCAC 


CTATGTTT7T 




AAAAAGAAAC 


AAAAAGCTTG 


7 80 


. TCTGTATATT 


TT T T AATGT A 


AAAGATTTAG 


*j ,r P i T 1 (^'J ir p r p T 


ATTTAAAGAA 


TTTCTAGAGA 


840 


ACTTTTTAAG 


ATATTCAAAA 


TCTTTAGATC 


TTAATTTTTC 


TAAATTAATA 


ATTTAAAAAG 


90 0 


GCTCTTTGTC 


TCGCATATTA 


GTTTTGTCTA 


AAT C AGT AT A 


G AAT C TAT AT 


T T TAT AC C AT 


9 6 0 


TTGTTAATAT 


GCCGAATTTA 


ATT T T ATA T T 


TAGAATGAAG 


ATTGTAAAAA 


TAATTTAATA 


102 0 


ATTAATTAAA 


atgcttttca 


AGATTTGCCT 


TGCAATATAT 


TGGCGTCTAA 


TAAAATAGTG 


1080 


TGTTTTTTAT 


CTTTAGAATA 


AAG AAC A_T AT 


TCAACTTTTT 


TCATTTTTAA 


TAATTCCAAT 


1140 


TACAACTTCA 


GTCTGGATAA 


AT AAA-GG AT C 


GGTGTGACAA 


TAGTGCCTTG 


CATCTAAAAA 


120 0 


TGGATTAATA 


AAAATTG7TT 


TGTTTAG7CT 


TAATTTTTAA 


CAATGAGTTT 


GTATTTTCTC 


12 60 


ACTCACATCT 




AT.- AA-ATTC A 


TATTTAAAGC 


TTTATTTTTG' 


CTTGACATGC 


13 2 0 


ATAAATTTTA 


TTATTAATAA 


ATTTGAATAA 


ATAATTGATT 


TTTTAGTTTC 


TTCTTTATAA 


13 80 


GAAAAATTAA 


TATTTATTAA 


TCAGTAACTT 


TTATTGAATT 


TTAAAAATTA 


AAAACATTTG 


1440 


CTTATAAATA 


TT C T C TTT AA 


AGTTTi 1 AA.TA 


AAGTTTAAAT 


GTTGAATTAT 


TTAAATATGA 


1500 


TAGACCGTTT 


GTTTTTT AAA 


AGTATGGTTG 


TTTTTGTATT 


GGGTTAAGAT 


CAAATTTCAA 


15 60 


AAATGAGTGT 


ACAGTATCGA 


A-TTATTTTT 


TTTATTATTT 


TTTCAAAAAA 


ATTAGAATTT 


16 2 0 


ATTAAGTACT 


GAAC T AAAGT 


TTGAAT GGGG 


TAATTATGAG 


AGAAATTAGT 


TGTTGTTTTT 


16 8 0 


TATTATTAAC 




GTTTGTGTAT 


ATTCATTTGA 


TGTTTCAAGT 


AGAAAATTTT 


17 4 0 


ATGGCATATT 


GGAAGGTTAT 


TATTC GGGC A 


AAATTGAGGA 


ATTGTCAAAA 


AAAAATGATG 


1800 


AAGATGTCTA 


TATATATAGG 


TTTGGTAAAT 


TTAAAGAAAC 


_ ATTGAGCGAA 


ATGAGCTCCG 


1860 


GCATCAAGTC 


ATATTTTTTT 


AAT CTTGTTG 


ATTACCAAAT 


TGCCAGACTT 


C TTC AG AAT A 


1920 


AAGAAGGAAG 


AAGGAATT C T 


rp^-rp Zi AAA-GT*^ 


ATTCTGTTTT 


AAAATCCACT 


CAAAAATCTC . 


1980 
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TTTTAGAGCT CATTGCATCA ACAGATTTTA AAGGTTTGGA AAAAACCATT CAAAGCGATA 2 04 0 

TTTGCAGGAT CTTGGGAGAT GTTAATTTAA TGCTTTTGAG GTATGCGGGA GGTGCAGCTT 210 0 

TAAGCAAGCT TGCAAATGAG GCTAGAAAAT ATTTTGAAAA GTCCTTAAAA ATTAATAGTA 2160 
AAAACTCATT TGCCAACACT TCTCTTGCAA GTTGGTATTT ATATGCTCCA AGGATTGCGG ' 222 0 

GGGGAGATCC AAATAAAACT TTGTCATTTG CTCAATTAGG ATTTAAATAT GGTCAAACAG 2 280 

ATGTGGAAAA ATATTTTGCA AATATATGGA TAAGTCAAGC TCATTTCCTT CTTAAAAATG 23 40 

AAAAAGAAAG CCTTAAATAT ATACTCAAAG CTGGTGAAAT ATTTCCCAAC GGAGCTTTTC 2 400 

ACAAGATAGT TCTAGAACAA AACAAGGCTG GAAATTTGTT TATGGATTTT CCTATAAAAA 2 460 

ATTAGTTGAA TAAGAAGTTA ATATAACTCA TTTAAGATTT ATGAGTTATG AGATAATTTT 2 52 0 

TATATGTTAA GGGCATTGTT AATTTTTTTA GTAAATATTA GCCTATTTTC TTTTGAAAAA 2 530 

GAGGTCAAAG TATATATAGA TAAAATAGAA AGCGTTCATA CTAAATATTG TTCTGGTAAT 2 640 

TTTGAGTTTG ATTTTTTTTC ACCCGATAAA ATTTTTACAA ATGAGCTTCA AAACATAGAA 27 0 0 

AATGTTATTT TAATGAAATA TAGAAGGGAA AGTATTCAAT ATAATTACTT AAATTTACTT 2 7 60 

ATGTCTTTGG TTTTGTGTGA CGTTTCTTAC TTAATTAATG ATCCACATAA AT AC AAT GAT 2 82 0 

TTGATTCAAA AACTAATTCG CAATTATAAT TGTGCTTTGA AAATTTCTTT AGAAGATGAT 2 8 80 

AATGTTCCAG CGGATTATTT TAGGGCATTG GGAGAGCTTG CTATAAATTT AATACCGCAC 29 40 

AATAGGAAAG GATTGTATTC TTATTTTGTT AATGCCAAGA GGCATTTAGA AACAGCTTTA 3 0 00 

AAAAT AG AT G GTGATAACGT TAAAGCTTTT ATTCCCCTGT CTATTTTATA T AC AG T TAG A 3 0 60 

GTGTCAAATA GAGATTTTTA TAAGATTCTA TTTGCAAAAA GCTATATTGA TAGAGCAGAA 3-12 0 

GACAGCAATC TTAATGATAG GCAAAAATAT TTGAAAGAAT TAGTGAAAAG TTCTTTTTTA 3180 

ATTCGCACTA ATAGAAGATT GGAAGCAATT GAATGTTTAA AAAAAGC C AC AGCCATATTC 3 2 40 

CCTAATGGGA ATATGGCTGT GTTGGCAATT GAAAAATTAA AAGAGGGCAA TTCTTTCTAC 3 3 00 

TACTAGAAAA TTATTTAGAA TTTAATTTCA ATGAAGATTG AAGGTATTCA TGAAAAAGTT 3 3 60 

TTTATTTTTA ATATTGCCCT GTTTTGGGGT GTTTGCAAAT GAGTTAAATG ATGAGCTAGG 3 42 0 

TGATTTTGTA ATACGCGGAG TGGATTTTGA ATTTCGTCTT GATTATCTTA GTGTTCCAAA 3 480 

TAATTTTGAA AATAATTTTG ATTTTATTTT AAACATTAAG GAAAATGATT CAAAAATCTC 3 540 

ACCTTTTTTT AGATTAGGAA CCGATTATTC TAAAATGTTT TTATTTGGCA CTGGGCTTGC 3 600 

TTATGATTTT AGGAAATTTT TTTCTAAGGT ATTTTATGAA ATTAGGGTTC CGTTTATTTT 3 6 60 

TGATTCTAAA AATATTGAAC ATATTGGTAA TTTTGAGGTT GGTTATAATT TTGATTATTT 3 72 0 
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. AAGACTTGAA AATAGATTTA GATCGGGATT GATGAATCAT TTAATC AAGG AAACAGAAGC 3 7 8 0 

TAATGTTGGT GGATCATATC ATAATGCTTT AACCGTGGAA AACACGGTTG CCATTTTACT 3 340 

TCCAATTTAT TACTCAGAAT TTCAGCGAGC AGATATTAGA ACGTCTTTCT TATATAAGTA 3 900 

T T T AT C AG AT AATAATGAAC AGTTTTATAG AGTACATTGG AATTTAAAAT ATCTTGTTTC 3 960 

TATTCCTTTT GGAGAATTGG GATTTAAGGC CGATCTTGGA GTGGCAGGCG ATTTTAAAAA 402 0 

GTCTTCGTCT TCTATTTTTG AAACCGGATT TGATTATAAT GCTTTAAATT TTTATGCTTT 40 80 

GACTATTCCC AAAATGGGTC AAGACAGTCT TTATTTTAAT GTTGTTTCTA ATTTTGGATT 4140 

AGAGTATAGA TTATTTTTCC TTGAATCATT AAAAAATCTT GCTTCTGATT TATTTTTAGT 42 0 0 

ATTGTCCGCA GATATTGGAT ATGGGATAAA AGAGGATTTG CTTTTAGATA AAGGAAAGTT 4 2 60 

TCTTTATATT TTGGGTTTTG GAATGGGTTA TAAATTATTT AAGGAAGTTC CTTTTGTTTT 43 2 0 

CAAGGTTGGC ATTAATCAGG ATAAAAAATT ATCATTTGGA TTTTTATTAA GTTCAATAAT 4 3 80 

TTTTGAGTGA TATTTTTTTG GTAAAGCTTT TTAAATTTTA TGGTTGAATT TGAAATATAG 4440 

GAGGTTTTGT GGGGAATGTT AATT TAG ATT TAAAATTGGT TAATAAAAAA TACAAAATTG 4 500 

GACAAGAAAT TATTCATGCA AATAAGGATA TTTCACTTAA TTTAAAATCA AGGGACATGG 45 6 0 

TTTGGATTTC AGGGCCTACG GGGAGCGGCA AGACAACTTT AATGAATTTG CTTTCTGGAA 462 0 
TAG ATT C TCT TGATACAGGG GAGATCCGCT TCAACTCAAC TCTTTTAAGT TCAATGAATG ' 46 8 0 
AAAAG GAT AG AACTTTGTTT AGAAGGTATA AC GTAGGGTT AATCTTTCAG CATTTTGAGC , 47 40 

TTATCCCAAG TCTTACAGGT TTTGACAATA TTTCATTACC TCTAAGATTC T C AAG AG AAA 4 800 

GTGCTAAGCG ATTAAAGTCT AAAGCGGAAG AATTGATAGA ATTTTTCAAA CTTTCAAAGT 48 60 

TTGTGAATAA AAAACCTAGA TATATGTCTG GAGGACAAAG GCAAAGGATA GGAATAGCAA 4 920 

GAGCCTTTGT TTATGATCCC AAATTAATAA TTGGAGATGA AATAACTAGT CATTTGGACA - 4980 

AAGAAACAGC TATTTTTGTT TATACTTCAA T AC AAAAGT A TCTTAAAGAG AAGAATGCAA -5 040 

TTGGGATTTT TGTTTCTCAT GATTATAATT TAAAAAATTT GGC T AAT AAA CTTTATAGAA 510 0 

TAGAAGATGG AGTGCTGTCT TTAGTGGGGG GTGAGTGTGT TTAAATTGGC TTTTTACAAT 5160 

ATCTTTAGAG ATTTAAGGCG TACAATCATA TTATCTTTAC TTCTAGCAAG TTCTGTGGTA 522 0 

TTTTTATTGG TTTTTGTTGG ATATATGAAC TTTAGTAGAG AGGGGATGGA AAAGAGC TTT 5 2 80 

GTTAGTTCAA GTGGC CATAT TCAAATTGCG AAAGAAAATT ATTTTAATCC TAAATTTAGC 5 3 40 

AAC C T T AAG A ATGGGCTTTT ACTTGAAGAA AAGG AT AT T A ATTTGATACG GAATGAAATA 540 0 

GATAGTTATG AT G AAT T AC A ATCTACCAAT TTAATAGTTA ATTTTGATGG ACTTCTAGGC 5 46 0 

AATTCTTCGA C AAG T AAC C C AGTTTTTGCA TTTGCCTATG AAG AT C C AG A TAT AAT T AC A 5 52 0 
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AGCAGCCTAT CTTTATTAGA GGGTGAGCCC ATTTTCCACG ATTCTAATGC AGGTGAGTTT 5 5 80 

TTGCTTGGTA GTAATTTGGC CTCTTCGTTT GGTATAGAAA AAATAACAGA AACCAATTCT 5 6 40 

GATCTTACAT TAATGACAAA TTTGCTCGGG AGAGGTTTGA ATTTCCAAAA TATTAAAGTT 57 00 

GCTGGAATTA TAAAATTTCC ATTTTCAACA GCAGATAATA TTTTTGCAAT TACT ACT ATT 57 6 0 

AAGACTTTAA AAGACTTGTT TGCATTTGAG GGTGGAGCAC ATGTGATCCA AGTATTTTTA 58 20 

AAGGATAGTT CTACCTTAGA GACTTTTAAA AAGAAATTAG ATAATTTTAA AAAAAATAAG 5 3 80 

GGGATTTCAT T T GAT TAT AA TGACTGGTTT GAGATTAATC CTTACTTTAA ATCTGTTTTA 5 9 40 

GGGATGACTA GAACAACATT TAT GTT TATA TTGGTCTTAA TATCTCTTCT TATATTTATT 60 00 

GCATTTTTCC AGATAATGAC CGCATTAAGC ATTGAGCGCA CTAGAGAGCT TGGTACATTA 60 60 

AGAGCAATTG GTTTAACCAA ATTGGAACTT TTTTACTCTC TATTTTTAGA AATTGTTATT 612 0 

ATTTCTGTTG TCAATATTGT TGTAGGAGTA ATATTGGCTT ATTTTGCTAA ACTTTTTATT 618 0 

CAGTTTCAAA AAATTAGCTT TACTCCTCCA GGCTATTCAG AAAC AT AC T A CATCAACATA 62 40 

TTTTATTATG CTAGTGATAT AATATATGTT TCAATTTTCA TGTTAATTCT TGCTATTTTT 63 00 

TCTTCTATTT TGCCATTTAG CAAAGCAAGT AAGAAATCGG TAGTAGAGGT AATGAATGAT 63 60 

GCTTAAGATT TTTGTAATTG TTTTCAATTT TTGTGTTTTA AATTTGTTAA ATGC TGG AG A 642 0 

TGGGAAAAGT TTAATAAAAG AATTTGAAAA TC TAT ATT AT CCCCAATTAA AAAATGGAAT 64 8 0 

TTATGCTTTC AAAATGAATT TTAAAATTAA CGTAAAAAAT AATTTAGAAG AAAGCGTAGG 6540 

GCTAAGAATT ATTAATGTTG ATAATAAGGA TGTGCGTTTA ATTTATATGT C AGGAT C AAA 6 6 00 

AACGGATTTT GCCTTTTTAT CTATTAGGAA TAAAGGGCAT TTT ATGC TAG GAAG AC AAGC 6 6 60 

CAAGATTCCA ATTAAGGTAA GCTCATCCTA TAAAGTTAAG GGCGCATCTG AGCTTAAAGA 67 20 

TATTTTGGGT TTAAGTTTCA ATACAGATTT C GTTTT ATT A AAATC CGAAG ACAATAGGGT 67 80 

TGAATTTCAA TCAAAAGAAA AATCAATATA TCCATTTGTA GATTTATTAA AAATTAATAA 6 8 40 

AAATGATTTT AAAACTTTAC ACAAAGACAA GAAATTAAAA ATTCTAAAAG AAGTAATTTA 6 9 00 

TAGAAAGGGA AATATTAAAG GAATTGATGC TTTTGTTTAT TTTGAAATTG AAGATAAAGC 6 9 60 

. TTTTAACGAT TCTAGTACCA AAATTTATGT GGAAAATATT ATTAGTACTA ATCTGAATAA 7 02 0 

' CTCTATTTTT AGCTTAAAAG GATTTAATAG AATATTTGAT TTATATTCAA GGTATATAAA 7 0 80 

TTAAGAGCGT AGAGGGATAG TTAATATTGG TATTTTTTAA AAAATTTTGT TTAATTCTTT 7140 

TTTTGGCTTT ACCTGGTTTT TTGTTTGCGG AATCCTCTTT GTTTTT AAAG - GAGCATTTAG 7 2 00 

GATTCAAAAC AAAATTCTCT TTATTGTTGC CCGATGAAGA TAAAAAAGAT TTTTTTGGTA 7 2 60 
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CAGGAGCTTT ACAATTTGAC AATGAAGCTT ATTTAGGATT TTTATTAAAC TATAAGATAT - 732 0 

TAGAATTTGG CATTGCACCT TCTTTTATTG TGCAAAATAA TGATCAATAT TTTAGTTTTA 7 3 30 

ATAAATTATT CTTCAATTTA AGCTTTAATG ATTTTATTTT TAAATTAGGT AGGCAAAATT 7 44 0 

ATTATTTAGG AAATGGATTA ATTGAAAATA TTGTTTTAAA AAGGACCACA ATAGAACCAG 7 50 0 

AATGGTTTTT TGAGTTTTAT TATTTTATTT CTAATTATTC TGTCTCTTTG GGtTCTATGt 7 5 60 

TAGACAAArA AAgCTTArAT AAATTTTCAT CTCCCAAATA TTTATCCCCT TGGCTTTATT 7 62 0 

TTCA 7 62 4 



(2) INFORMATION FOR SEQ ID NO: 19: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 7074 base pairs 

(B) TYPE, nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 19: 

ATTGAGGCTT ACAATAAAAA TTCTGATAAC ATTAAAATAG ATAATAAAGC GCTA-GAAACC - 60 

ACATGGAAAA AAAATACTCC CATCCTCTTT ATCTACTAGA TCAAGCTGAT TAATTTAAAC 12 0 

AAAAATTAAT AAGTTACACT TAATATTTTT TAAAAGAGAA GTTAATTCTT CTCTTTTTTT 18 0 

AT Ty GT AC AA TCTAAATCCA CGCTAAAAAC ATGCAATAGA AATTAAATTT TCAATATCAA 2 40 

ATAAGTTTAA TATTACAATT TGATAwTAwT ATCAAATTGT AATATTATAA ATTTGAACTA 3 00 

AAATTAATAA ATATTAATTC AAATTTATAA GGAGAATATT TTGAAAAACT TTAAATTAAA 3 60 

TACTATTAAG CTTAACGTTA TTACAGCAAT ATTAACTTTA ATTTGCATAT C ATGTGC AC C 42 0 

' TTTTGGCAAT GTTAATCCAA ACAAGCTAAA AAATCCTATC ACCTCTAAAA ACCTAAAAAA 43 0 

AmCAAAGCGA AG C AAC C ATT CTAGAAATCT AAAAAAAACA AACAGTCACA CCAATTCAGA 5 40 

AAATTCAGCA GAAAATAACC AAAATCTTGA AAATGAATCT CAAAATTCAA AATCTTCAAA 6 00 

TCAAAATCCT CAAGAAGAAA CTGCAATCTC AAAATTAGAA AAAATTGGTA AGGACCTGGA 6 60 

AGCTCAAAAA AAGGAAAAAG ATACA-CAAAT A.GAAAAAATT AGTAGTGATG CTCAATATGA 7 20 

TTTTCTAGAG AATTTTAAAC TTCACAACTA TGATTATTTT ATGCATAATA CAAAAATGAC 7 80 

ATTAAAAAAA ATAATTTACT CATCCCTAAA TTACGAAAAA GAAAAAATAT TG AC ATT AAA 8 40 

AGAAATTCTT GAAAAACTTG ATACAGAAGA TAATAACCGA AGAATAGCTG GTCAATTTTT 900 

AGAAACATCA AGGGATATTC AACTTCAACA AGAAGATTTG ATTTTAAAAA AAATACAAGA 9 60 

TACATTACAA ACTCTAAGCA AAGAAAAAGC TGAAGAATTA CTACAACACG CAGAACGCGA 10 2 0 
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TTTAAAGATA AAACAAAACT TTGTAAAAGC TTTAAACGCA ACTATTGAGG CTTACAATAA 1080 

AAATTCTGAT AACATTAAAA CAGATGTTGA AGCGCTAGCA AACCACATGG AAAAAAAATA 1140 

CTCCCATCCT CTTTATCTAC TAGATCAAGC TGATTAATTT AAACAAAAAT TAATAAGTTA 12 00 

CACTTAATAT TTTTTAAAAG AGAAGTTAAT TCTTCTCTTT TTTTATTCGT AC AAT C T AAA 12 60 

TCCACGCTAA AAACATGCAA TAGAAATTAA ATTTTCAATA TCAAATAATT T T AAT ATT AT 13 2 0 

TTTAAGCTTA ACGTTATTAA TGAAAATAAT TATGATGATT ATAAAAAATT TATAAGAAAA 13 8 0 

GCTTCTATAA ATT CT AC AAA AACAGCAGAA AAATTGATTA AATTAATGTG ATTATATAAA 1440 

GATCGTACAT AAATAAGGAC TAGGGATAGA CAAAAGAAAA ATACTATTAG CAGAGGCCAA 1500 

TAACAAAAAA TATAAAATGT CAAGCGATTT AAAAAAAAGA AAGAAATGCT CAGTTGCAAG 15 60 

ATGTATTTCA TTAATTATTT TTACCAATTC TTTTAGTTTT GATATAACCA GTATTTTATT 162 0 

' AATCTTATTA ATAAAATACT GGTTATTTAA TTATTTTAAC AATATAGTTA TAATAAAGAA 168 0 

AG AT T AAAT C ATATTCAAGG AGAGTATTTA TGAAACACTA TATAATTGTG CATATATTTG 17 40 

TTTTTCTATT TTTAAATGCT TGTTATCCAG TTGCATCTAA TAAAATAGAA TTAAAACCTA 1300 

AAACAGAAAC AAGC TTAAAT CAAGAAGAAG TCCCAAATCA AGAAGCAAAC TACAAAGAAG 18 60 

AAAAAGAAGC AAAAGAAGAA GG C AT T AAT A AAAAAACAGA AAACACGCTG CTTAATGATT 192 0 

TAAGAAATTT AAT AG AAAC A GCTAAAAAAG ATAATGATAA AT AT AC AC AA AAGTTAAAAG 19 8 0 

AAGAATCCTC AAGC C AAT AC GGAATACTGG CTTTCAAAGA TTTGTTCTGG CTAGATGGAA 2 0 40 

CAAATGAACA ATTGTCCGCA AATAC CGAAA GATCTAAAGC CTATAGAAAA CGAGCTTATA 2100 

GCATCTTAAA T AC T ATT AAT GACGCTTCCT TAAAGAATTT TTCAGAAATT GTAATGGCAT 2160 

CAGGACAAAC ACAGGGCATA TTTAATACCC TTAACTCACT TGGGGGTAAT TTTGAAAAGA 2 22 0 

TAGTTAATTG TTTGTATCCC AAAAAAGACA ATTTGGAAAA ATTAGAGACT TCAGTTTTAA 22 80 

AAAAGCTTAA AGATTCTTTG GAAAATTTTT TAGAGATAAA AAAAATCGCC TCAGAAATGA 2 3 40 

TGCACAAGCT CTTATTAGAC TATCAAAATA ATACAAATCG TATACAAACA GATAAAAATG 2 40 0 

AACTTAAGTC TTATGCAGAC ACACTTTTCA ATCAAATGAC AAAAAAACCC GAAGAAGCAC 2 4 60 

TAAAGCTAAA AAAT AC CAT A TGCTCAATAG AGGACCTTTA ATTTATATAT TGAAATTGTC 2 52 0 

AT AAT AT AAA GACCTATCTT TTCCTAAAAG ATAGGTCTAA AGTTGTTAAA TACTATTTCT 25 80 

AAAAAAAAGA TT AT AAAT AG CTTCTTTATT TATTCCGCGC TAGCTTTTCA GCTCTACAAG 2 640 

AACGGTCGCC CATCAGAGAA T AAT C AC AC A GGCTTTATTT CAGACAATTC TTGCCTTAGT 27 00 

TTTTATTTCT TTATAAGAAT ACGCCTTAGG ATTTAGAGTT GCATTTATAT CTCTATCATA 27 60 
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CAAAGTGATA CAACCGCTAC AAATC C AC AA TAGTGTCGCT TAATTTTAGA GTTATATTTT 2 82 0 

TAATATCTCA TACTCAATAT ATGTACAGCC CAATATTAAA ATCTTGCGAA TTTATAAATA 2 38 0 

AT C T AAAAAC AGTATCTTCA AG AC TT AT AA AAAATATTTT ATTTATTTGG AG AGGT AT T A 2 94 0 

ATGAAAACTT TATC TTTGGT ATAGAAGTTA TTGCCTTATC TCTAATAGAG GATCTCTATT 3 00 0 

GATATCATCA AAAAGTATAT TTAAAATCAA AATAAACCTA TTTATTAACA AACTCATCTT 3 0 60 

AACCCAAATT TCATAGAAAT TATAGTTTAA GTATTCTTTG GGGGTTTTTG ATAAATTGCA 312 0 

TTAATATTTA ATTATTAAAA TTTATTGGGA GGTAATATCA ATATGAAAAA AATTTTAACA 318 0 

TTGATATT AA TTTTTAGCTT AACAATACAA ATCTTTGCAA C AC AAGATAA GCTTGAAAAA 3 2 40 

AGTGTTGGAA GTATTGAAAC CATTATGAAA T AT AAAAGC G AAAAAGCAAC TAT AC T AGC A 33 00 

CC ATTCCTTT TGAATTTATT TTTAACTTTA GGAATAGGAT CCTTTGTCCA AGGAGATTAT 3 3 60 

ATTGGTGGTG GCGCAGTGCT TGGATCTCAG TTATTAGGAG GAATACTTTG CATAGCTGGA 3 42 0 

AATATTCTTG GCCATACAGA TGATGAAACA AGAGCAACAA C T GGGC AT AT AATAACAACG 3 48 0 

ATAGGAGTAG GC AC GATTAT AGCATCCCAC ATAGCCTCAC TTATTATTCC ATTTACATTT 3 54 0 

GCAAATAAAC ACAATGCAAA TCTTAAAAAA AGACTCGGCA TTGATATTGC GGGTTTTGAA 3 60 0 

CCCAATTTTG ATATTGGAAT AAGCGGATTC CAACTATCGT TTAAAAAAAG ATACTAAATA 3 6 60 

AAAT AT C AAA GCTATAAAAA TTAGTTACAA AAAACTACTG T AGT G AT AT A AATAATAAAA 3 72 0 

TTTAATTAAT GGAAATTTTA TATAAAATAT AAACAAAGAC TTTATAAATT TGAAGATTTT 3 78 0 

CTTGAGAAGC TCATCATAAA AAGAAGATAA ACAGTGTTAA CGTTTATTAG TAT AAAT AAA 3 840 

TCAAAATAAT ATAAATTTAA TCCTAGCAaT AAAAaTGGGA TCTtGTTTTT AGATAGGGTT 3 90 0 

TTTAAAAGAC TTTAAAAAAA TATTAAAACT TAGAAAATAT TAAAAAGACT ATAACAATGC 3 96 0 

ACTTTTATTG TCAAAAATTA CTTATTTAAT CTAATAAAAA TAT C T T AT T A TTCTGTCAAT 4 02 0 

CTTATTGTGT TGTATGTTCT CTAATATAAT AAT AC AATTA ATC T AT AC T A ATTGAGGAGA 4 03 0 

ATATTTTTAT G AAAAAC AAC ATAATTTTAT GCATGTGTGT TTTTTTACTT TT AAAT AGC T 414 0 

GCACCGCTAA CCATGAAGCT GAAGCGAAAA TAAAAAAACA TGTTGATAAA ACAAAAAACG 42 0 0 

AATATATTAA T G AAAT AAAA AATTTAATAG CAACAACCAA AGAAATCATC GAAAAACGAA 42 60 

AATTGCTACA AGCTAAACCA GTAGATCAAA ACCCCGTAGA TGATACAAAC AATAAGAAAG 43 2 0 
TTTTCGAGAT AGATAAAAGA GCTTTCGATT TTATAAATAG TTTTTTAACA GATGATGAAT - 43 3 0 
TTAATAAATT TGTAACAATA TTTCATAAAC C AAC AC T AAA AT C AC C CGGA AAAGTATTAA _ 4 44 0 

AT AGC AT AGC AATT C TAG AG CTAAACATAG AGC AGGT AAT TAATCACCTA GACTCAAAAA ,4500 

AT GAG AC C T T AAATAAAGCA AGCTCTTTAG ATTTGGAAAA GATCAAAAAT TCCCTTGAAC 45 6 0 
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AGCTGTTCTC TATAAGGAAT TTTTTTTCAA CAATCATAAA AAGGGTC TT A TTAGATCATC 4 62 0 

AAAACAATGA AAATTCTATA AAACCAGATG ATTCTAAATC AGGAACCTAT TTCGATACGA 46 80 

TATACGATCA GTTTAATGAA AAAAATAAAG AGGTTAGAAA TCTGAAAAAA AC CAT AT TAT 47 4 0 
CACTGCCGAA TTAATATGGG GGTTTAAGTA AATTAAACCT TTAAATATAA AAGTCTAATA ' 43 0 0 

AAAGTTTATT ATTTACCATT AATATTGCTT TAATTAAACG TGCAGAAJVTT T AAT T AC AC A 48 6 0 

AAC AG AAAAA TAA-ATTATAA TTGAAATTAA TCAATAAATA GCAAACAATT GAACCTTTAA 49 2 0 

GAAGT AAAAA TTGCAAAAAC AATTATTTTA AT AT T AAAAC AAACATAATA AGAGATTTAC 49 80 

TTATAATAGA AAAC TTT ACT ATTAATTTCA GAAAGGTTAA ATCGACATTA AGAGATAAAT 5 0 40 

TTAAATAAAT GATGTTGATC GGCCCGAAAG CATTCTGAAA ACTGTCAAAA TTAAAATCGA 510 0 

AAATTTAAAT AAACTGGGGG GCTTTTAGAA AAAATGAAAA ATGTCTTAAG AATCTAAAGA 5160 

ACAGTGGGCC TTGTTTTATT AAAATAAGCA AGTATGTCCA AATTGTTGAA CCAGTATTAC 52 2 0 

TAAATTAGTA TATTAATTTA TAAAAATTAA TCAAGGATAT ATAAAATAAA TTTTAAAAAA 52 8 0 

GTTTAAATTG TAATAAAAAA TTTAATTTTA TTAACTAAAT AGCTAATATT TAATCAAATT 5 3 40 

AAATGTTTAA TTATAATAAG TATAAATAAA TATGGAATGA TATAAAGGAG AGTATTAATG 5400 

AAATGCCATA T AAT T GC AAC TATATTTGTT TTTCTATTTT TAGCTTGCAG TACAGATTTT 5460 

AATACTGATC AAAAAGGCAT TAAATACCCG CCTACCGAAA AATCAAAGCC C AAAAC TGAA 5 52 0 

GACTCTAAGC AAAAAGAATT AAAGC C T AAA AC AG AAAAAG AAC T AAAGAA AAAACAACAA 55 80 

CTAAAAAATA AACTACTTAA TGATTTAAAA AATTCAATAG AAACAGCTAA TAAGCATAAA 5 6 40 

GAAAAGTATA AAAAAAGAAT GAAAGAAGAA CCCGAAGATC AATACGGGGT ACAGGCTTTC 57 00 

AAAGGATCGA ATTGGGGGCC GGGGACTGAA GATGTATCTG CCAACACCGA AAGATCTATA 57 6 0 

AGATTTAGAA GACATACTTA TACTATTTTA AGCACGCTGA GTCTTCATGA ATTAAAGGAA 5 82 0 

TTCTCAAATA TTGTTACAAA TGAAAATAAA CTGGTGCCAG TAGTAGATAT GTTTAATTTC 5 8 80 

TTTAGCTCTA TTGGGACAGC TCTTGATATA ACAACCGATA , GCTTATATCC CAAAAAGACA 5 9 40 

ATCTGGACAA ACCAGATCTG TCGGATTTAG AAAC GC T T AA AAATTCATTT GAAGCAATAT 60 00 

TGTCTGCAAA AGAAAAAGTC GCAAGCGGGG TAATGCAACT TGTAAGAGAT TATAAAAATC 60 60 

T AAAAAC AG A TATTAATAAG CTTAAATCTT ATTTAAATGA CC TTT AC AAT GAATCTGAAG 612 0 

AACAAGCTAC AAAAGCAGAA AATCTGGAAG AGTTTATAGT GTCAAAATAT AAAC TTT AAT 6180 

GTTTCGCTTT TAAAATTTAT TAACAATTTA AAAATGTATA TTTAAGCTTT TGTGGAAAAA 62 40 

TATTTTATCT ATTTAAGTAG GGATCACTAT TGATATTAAT TTTGGCTTAG AAATTCTTGT 63 0 0 
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ATTATTTCTA CTGAAAAAGT T T T T AC AG AT ATCATAAAAA GCATATTCAG AATCAAAATA 63 60 

AATCTATTTA ACAAATTTAT CTACACTTAT AATCCCTGTG AAATTT GG AT G AAAAAT C AT 6420 

TTGTTATTTT _TTATTAAACT TTAGTTTTAA GTGTATTATA AATTTAATAG TCTAAAAATG 6480 

TGTGAACATT TGATTTTTGC TATTTAAATT GATTTTAATT TTATCTTTTA ATTTTATACT 6 5 40 

TTTTAGACAC GCTATATATT CTTTTGCCCT CTTTAAATAA AGAATCTTTT AT CAT T CAT A 6 600 

GAGATAAATG ATAAAAGATA TACTGTTTAA TATTAAGCAA ACTATAATTC G ATC TTT AAA 6 6 60 

AAAGATTTAA CCCAAAATAG ATAAGTTATA AAGCCTTCTA ATATCTTTTA T T T AAAAAAT 6720 

ATGTTAATAG TATTCTATTT TCTAGCTTCT TCTATTATTT CTAAATTTAT AC AC C AC AAT 67 80 

AATAGATAAT GTACAAAAAA TCAATATTAA TAAAACAAAT GTATTTATAG C AC T TAT AAA 68 40 

ATTAGTTAAA ACCGAACATA TAGCTAATGT TAAAAATGAA AATATACGAG ATATTATGCT 6 900 

AT T AAT AG AA GTTATAGTCC CTAAAACTTT TGAATCTATA TTTTTTCTTA AAAAAT ATT C 6 9 60 

TAAATTATTA GAATAAATAG CAATTAAAAT T AC T AAAAAT G T G ATT AC AG CAATAAATAT 7 02 0 

GTAAATATGT GAAACTATTT TTATTAGAAC TGACAATAAA GATATTATGG nTAA 7 074 



(2) INFORMATION FOR SEQ ID NO : 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6810 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 

' AATAAAAAAA CACATATTAT GCTCGCAATT TTCAAATAGT GTAATTAAGC TCTTGTATTT 60 

AATAATAATC AAATACCTTT CTCTAAAGTA TAGTCAAATA ATAGCAACAC TAAAAAGTAG 12 0 

TAATATTCAT TAATGTGAAT CTCTAAATCT CTGGCATACA TTTTAAATGT CATTCAACGC " -180 

CTTATCTTCA CAGGATTGCT ATTAATAGGA GAAAGTCTAA TGCACTCAAT TCTCCATTAT 2 40 

TGCTATCCAC TTAAAGAGAT GGGGGATTTG AAAACATAAA C AT AAC T AAA C CAT AAT AAT 3 00 

GATAAAGTTT TCAATCGAAT GGGTGAAAAA GTATAAGAAT ATTTAAGCTC TTCGAGATTT 3 60 

TTAATTAAAT TATTATATTT GTCTTTTATA GGCCTTAAAT TACAAGATTT TACCTATGTA 420 

ACATAGCCTC CTACAAACAA TTTCCAAACT TCTCCTTCTT TTATTTCGTT T AAC C TAG AT 430 

TCTTCATCAA CATAACAAGT AT TGT T ATT A TCTTCTTTAA TATTTTTCTT ATTATTTTTT 5 40 

ATAATTGACC CAATATTTAA AAAACCATTT ATTTCTGCGA TCTTACCTTC TTTGTCCCTA 6 00 

TACTTATCTT TACACTCTCT TAACTTTTTp GATGAAAT C A AAACCCCTCC TTATATTTTT 6 60 
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TTATATATAA AAGATAAAAC AAGAAAATAA AT AAAC C AAA TATAGTCTTT TTGGCTTGTA 72 0 

AAATTTTATT GGAATTTCAC TTAATATTTC TTTTATAAAT TAAATAAAAA CATTGATTTT 78 0 

TGCACAAGCA AGGGTAAAAT AAATTCAAGT C TTAATT AAA GATTCTTTTT TTAATAAAAT 8 40 

CTTTAATCAA GACTTGAAGT CTTTACAATT CACCACAATA ATAACTGGAA GATCTAAACA 9 00 

AATAGAACCA CCATTTATAA GTAATATACA TCAAATTTCA AATAAGATCA ACCCTTATTC 9 60 

ACAAATTTTT TATTTCTATT ACTAACTACT ATTTTTTAAA TCAAAGATTA TAAAAATAGT 102 0 

AGTTTATATC TTATGTTTTA TATACCAAAT TATTCATAAG TGCTCAACTT TTAAATTCTT 10 80 

C CAT AAAC T T TTCTAGCAAA TCTTTTTTCT C T AT AAAAAC TCTATC T AAA AAGTAACCAG 1140 

TAAATTTGGC GTTTTTGCCA TAAAAATCAT AACTTTCCTG ATTTTCAAGC TGCAATCTTA 12 0 0 

ATATCCTTAT TGATTTCTCT TTTGCAATGC CCTTATCTAT GTTAAACCTC TTAATCCTAC 12 6 0 

TATAAGTCTC TGCAAATCCT AGTTGCTTAA TTTCATCTAT TTTTAAATCG CCCGATAGTA 13 2 0 

CATGCTTGTA AAGCCTTAAA TATAAGAATG CTTGACTCCT TGCTATGACA AATTTTTTAA 13 8 0 

GAAAATCATC AAATTTTTTG TATCCATCAA ATTTATAAAG TTTTTTAGTC CTTATTTTAT 1440 

ATAAAATTTT CATTAATTCA ATTCTATTGT CTATTTCGCT TGTGGCAATT CTTCTTATTT 15 00 

GATTTTTATA GCTTTCGTAT TCTATTTCAT CATCTTTATC ACAATTATTT TTTAATTGAT 15 60 

TAATACTGGT TTTTCTATCA TTTAAAATGA TTTCCTTTCG CTCCTTTTTA GACATTAAAC 162 0 

CTCCTTTTCT TTTAACAGTA AAAAAGT AC G TTCAGCGTAC TTTTACTATT TTCTCCAAAG 16 80 

CTTCTTGAGC CTCTTTGTAA TACACCGCAC TAACATCGGG TTCTTTTAAC TCATTAATTA 17 40 

AGACTTTAAC GCTGTTAAAG CTATGAATTT TTCCCTTGAT T AAT AT AC T A TATTTTTTTA 180 0 

r ACACTTGCTT TTCTACATCT ATAAATGTAT TTCTATTTTT AATAAACTGA TTTTCCACTA 18 60 

TTGAAATATC AATCTTTTTA TCTTTAAAAA GATTGACTTC TTCTATCGCA TCCATTAACA 19 20 

TAGGAAATGC TTCTACAGAC CATCTTTCAA GCTGAACAGG TATTATAACC TTATTTGTAA 19 80 

TATTTAAAGC ATTATACAAC AGAGGACCCA AACTAGGAGG TGTATCAATC AATATGTAAT 2 0 40 

CAAAATTATT ATTAATTAAA ATTTTTTTTA CACAATACTC TAATAATTGT TCTTTATATC 2100 

TTTTGTCTTC TTGTTCAAAT TTACATAGAA TTGGATGAGA AGGAACAATA TACATATTAT 2160 

TATTTATTTC GTTTAAATAT TTGTTTGGAT CAAAATCCTG AT AATC TTT A AACATGTAGT 22 2 0 

AAAC ATT AAT TCCTTCAATA C T C TT AAT AT GCCTAATGAA GTAGCTAGTT AAACTATTTT 2 28 0 

GAGGATCTAA ATCAACCAGT AAAACTTTTT TATTAAAATT CTTAAGAATG- TAACTAAAAA 2 3 40 

TAATTGCTAA TGCACTTTTA CCAACTCCCC CCTTAACTGA TGCAATTGTT ATTATTTCTG 2 40 0 
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TTTTTTTTCT ATCCATTTTT TTATAAATCC TCCATTAGGC AACTTTTTAT TGTAAAATTT 2 4 60 

ATATATTTCT CTTTCTAACT TAATTATTAA TTTAAGTAAA AATTGATTAT ACTGTGTTTC 2 52 0 

TGCTTTTTCT TTTTTAATAA AACGAGACAT TCCCCTGATA TAACAATATA CACTTCCTCT 2 5 80 

TTTAAATCTA AATTCAATAT AATGAATTTT TGAAAATGCA TATGACTTTG TTGTATTGTT 2 640 

TTCTTGATAT TTTACTATAA TGTTTTGTAC TGGCCTTCTG TATCCATAAT AT AT AC C C AA 2 7 00 

GAATTCATCA TTTTCCTTTA AGGGAAATAA ATTAAATTCA CTAATTTTTT CTTTATTAAA 2 7 60 

TAGTCCTCTA AATGAAACAA AAAATTTATT TTGCTGATTT TTATTAACAC CAAATACATA 2 820 

TAAATCACTC ATTATCCTTG TATGATATAT TTTTCTGTTA TTTTTATCTT CCACTTTGGC 2 8 80 

AAAGATAAGT TTTTTTCGTG TTTTTTTTAT TTCTGATTTT TTGATTTTGA GACGCTTTAA 2 940 

TAAACTTTCC ATAACTAATC CTTAATTAAC AATTTATTTA CATGCCTCTA ATTGTGAACA 3 000 

CCATTTATTA GGCTCTACTG TCTCTAAGAT CTCGTAATAG TAATAATTGC TAAAGACCTT 3 0 60 

GCTATATTCT AATCTTTTTT GCTTATCCAA ATAATCTTTT AAAATCGGTA TTAAAATTTC 312 0 

AATCTTTATT TTATGTCTTA ATTGTTCAAT AAGTATATTA AAGATATTAT TTCTAATATT 318 0 

TGTGTCATTT TCTTTTATAT TTATTTTTTC TTGTTTAAAC TTATTTTTAA GTTTTTCTGT 3 240 

TATCTTCTCT AAATCTTCGT ACTTATTTTT TTCTATGATA AAATGTGGTT TATTCTTATA 3 3 00 

TTGCTCATAT ATATCTTTTA TTTCTATTTC TAATTGCTCG CTTTTATAAT TTTCGTTTTC 3 3 60 

TAATTTAATT TTTACTTCTT TTAGTATTCT TTTCAATTTT TGTTGCTTGT TTTTAAGCTT 3 42 0 

ATTTACTTCT ATTACCTTGA CAACGTTTAA TTTTTCAAAA ATGTTTTTTT CAATTAAATT 3 48 0 

TTCTGCCTTT TTTATCATTT TACATACTTC AATTGTAGCA TCTTTTTTTA ATCCCAAATT 3 540 

TAAAATAAGA GAGAATATAT TTGATTTAAA ATTGCATTTC TCAATGTATT TTCTGATTTG 3 600 

TAACTTTTCT ATGGATTTAC GGCTGTTTCT TTTTTCTTCT TTATTATTAG ATATATTATA 3 6 60 

AAAACACTCC CTATTTTTTA CACTACTATT TTCAATGCAA TTCTTATTAA AATATGAATC 3720 

AACACGGCTT TTATATTTTT TCTTTTTTAT CTCTTTAAAA TGTTTATTAA TTAAATGGTA 3 7 80 

ACATACTTTT TTGGGATATT TTAGTTTGTA ATGAACTTCG GTCCCCATGT TAATACCTAA 3 840 

ATGTCTGTGG TAGTTACTAG TTACTTTAAA TACGTTTTCT AATTTGTAAA GATAGTTTTG 3 900 

TAGTGTTTTT AGCTTAACTT CTTTTTGACA ATTTCTTCTT AT ATT? ATT AT TAAAGTAATA 3 9 60 

AAGTATGTCA TTTTGAGTGT AT TGTTC AAG ATTTGAATTT ACATAATTCA GTGTTGATAT 402 0 

TAGAATGATT AATTTGTGTT GGTATTTATT TGTAGAGGTT TTTATACTTT TCATTTTCTA 40 80 

CCTTCCATTA TTGATTGTGG TTTATATCAA GGAATATAAT AACTCAATAA GCAATGAAAA 4140 

■ GTAAACTATT TTTTAAAAAA AATATTGATT TTTATATGGC CAAACTCAGG CACAATGTCT 42 00 
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AGCATTTGTC TATAAACTTC CTATCTAGCG TGTTGATATA TAAGCTTTAA ACAAAAAAAG 4 2 60 

GTCGCTATCT TTTGTTAACA ATAATTTTAA CTTCAAGTTT GCGCAAATTT TCGTCTATTG 43 2 0 

GCATAGGGGT TATTCTTACT AACTCAGACT GCACAACTCA C T AG AGG AC T CAAAATTCTA 4 3 80 

TCCAAATATA ATAATCTTTA GAATTTTTAA GTCTCGGTGA AAAATTGGGT TTTTTGAAAC 44 4 0 

AAATCTTGCA TC AC T AGAAG AAAGTTTAAT CTCTTCAGTA GATCTGGCTG ATTTTACTAA 4 5 00 

TACAATTCTT TTAAGTATTT TATCTAAAAT TTTCTGTGTC TTTTTCAAAT CACTTGCTAT 4 5 60 

TCATCATCTA ATTCACTTAA TTTTTCTTTT CTCATTTTGA TTTTGGCGTC AAAACTCTCT 4 62 0 

TCAAGTCTGG GAGTTGCATG GTCCTTCAAA ATAATCAACG CCCACCCCTC CATGACTAAA 4 6 80 

ATCTCTACAC ATATCGGTTA TTTTATCTTG CATAGACTTG TGGACTTCAA CAAAAGATTG 47 40 

ATCTAGAGCC ATTTATCAAA TTCATTAACT TAAATCAATA AATTTAAAGT TTATGTAAAA 4 800 

CATGCTAATT ACTATTTCTA AATCAAAAGT CATAATTTTT TATGACAGCT TTTTAAGAGT 48 60 

AGTCATCATT AAACAACTTT ATTATTAGAG CTTAATTAAG CATTTACACG AGGCAAAGAC '492 0 

TTAATTAAGC TCTAATGGCG GTCACAAATT AAGGTAAATT TTAAATGAAA AACTTATCCT 49 8 0 

TTACTTAGAA GGATACACCA ATT T AAAAAT AAAAGCAATA AATCAACAAT TCAACAATCA 5 0 40 

TATTAATAAA CTATTTAAAT TTTTTCTTTA AATTCTCTTA TAATTTGTTC AACCCAATCT 5100 

TTTTTATCGA AAAAACTTTG TC T AAAAAT A ACTCTGTAAA TTTACAGTTT TTTATAAAAT 5160 

AAATAACTTT CTTGATTTTT AAGCTTAAGT CTTTTATATC CATCGAGTTT ATAATAAACT 5 22 0 

TTATTTTTGG TTTCCATTAA AT AT AT AT GG CCTCTATCTT ATTATAGATG TTCCCTTTTA 52 80 

CATTATCTTT TAATTTATTT TTTAATAATT CAAATCTTTC TTTATCATTA AATGAATTTA 53 4 0 

TATCATTATT L GACATCCAAA ATATAATTTT TTATATCTTT TAGTTTATTT TTTAATAATT 540 0 

CAAATCTTTC TTTATCATTA AATGAATTTA TATCATTATT GACATCCAAA ATATAATTTT 5460 

TTATGATTTA AATTTCTTAG ATCAATAGTT ATTTCATTAA TATTTTTTAT T C AT AAAAT C 5 52 0 

TCCTCGTTTA GTTTAATTTT ATTACTTTAT AAATTGTCTG GCGCTGGACA GTTTATATTG 5580 

GGGGTTTCCC ATTTTTTTGA ATAAGTTCTT ATATAAAATA TCAAATTATT TAATATATAA 5 6 40 

TATTATTCCA ATATGGAATT TGATTTAAAA GCAAATACCA TATGTTTGCA ATTTTTTTTA 57 0 0 

TTTGGTTCCA TTTTTCTGAT ACAATGCCTA AAAAGCATTC TTTCTTTGCA TTATTTTCAA 57 6 0 

TAATTTTTTG TGTGTATCGG GCTTTTAAGC CTAATGTGTG GCATTTAAAG AATATCTCAA 5 82 0 

T AC TAT AT AG TCACAATTGA CTTTTAATTT TGTTATTTCT ATTTTCAATT CTGAATCAAT 5330 

AGCTTTGTGC TTATTTAGGT AATAGAAATA TCTATTTAAG CTGTATAATG TCAAATGGCT 5 940 
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AGGATTAAAT CCAAATGATT TTCTATTTGT AAGTGTAGTT TTACCAACAT CACCTTTTAT 

GCTGGTAATT GTTATTATTT TTGTTCTTTT TCTATCCATT TTGTTATAAG CCCTCCATTT 

GATAATTTTT TGTCGTAAAA TTCATATATT TCTTTTTCCA AAGTTAAAAT AATTTTGATA 

AGAGATTTAT AATATTTTTT TTAATTTTAT CTTTTCTTAA TAAATAAGAA ATTCCTACAA 

TATAACAAAA TATGCTTCCT TTCTTAAATT TAAATTGTAT GTAGTGTATG CTTCTGTTTT 

TTCCCTATCA AACAATTTTC TAAATTGGAT AAAAAATCTG TGTTTTTGAT TCTTTTTTGT 

TTCAAATGCA TGAAAGTCTA AAAGTATTTT CGTATGATAT ATCTTTTTTT CGATTTTAAC 

AAAAATTTTG TTTTTGTCTG TTTCGATTTT TTTGTATTTT TCTTTAAGTT TTTCTAAAAG 

TTTTTTCATA GTCTACCTTC TATCTAATAA AGTCTACCTT CTATCTAATA AC TTTTCGGT 

TGTCAAAAAA TTTATTTGTG TTTTTTATTA AATTTAGTAG ATCTAAATAG TATTTGTTGT 

TAAGTAGATA GGAATATTTC GGTTTTTCTA TTTGAATTAA ATACTAACAA CACAAAAAAA 

TATAAAAACC AATATACTTA ACATATTATT TGAACAATTA AAATCAAAAT TTGAAATTGA 

CAATGAAATT TTACTAAGAA TGGTAAAAAA GTATATTAGG TTTATCTATG TTTTTTTATT 

ATTTGGTTTA AATCATCATA TTTGTTGTGA TCGATTATAA AATGAGGGCC TATGTTTGTA 

TTGGTAAATA TACCATTTTA AAAGnCCTTT 
(2) INFORMATION FOR SEQ ID NO : 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5805 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

( D ) TO POLOGY : * 1 inear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 21: 

CTTGCATGCC TGCAGGTCGA CTCTAGAGGA TCCCCGTGTA AAAATTGAAT CAGTGCTTGC t 

TATCCACTCA CCTAGCAAAA CTCTTGCTTT ATATGATGGT ATATCTTTAT ATAGCTTTTC 

TTGTGTTTCG ACAAATCCTT TACTAAGTAG CACATTATCA TAAGTTGTAA AATTATATGT 

CTTAAAGGTC GCTATATTAT CAATATAATC GGTTTTAAAA TAGTGTTCTG GATGATCrGG 

ATTAGTATCA AAAATAATAG TTTCTTGCCC GCATCTTAGT CTTTTTAAGA CyTCCTCTAA 

AGTTTGCTTG TGTAAAGTTG TAGCCTCA,TT AACAAAAATA AGTGCCGAAT TACTTCCCCT 

AAATCTTTCA AAATCACTTG CCTTATCTCC wCCATATAGA TTAATACGTA GTGAATCAAT 

C AG AAT AT AT GAATTATTTG TATGTCTTGG AATATAAGGA ATTTTAAGAA " GTTTAC ATAG 

CTTTTCAAAT TGyCCCAAAA CATTAACTTC AACTGArCGT TGTGAATTCC C AAT AAT AAA 
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ATTATTArTA TCACyAGAGT ATAACTTTTT ATTTTCAATT AAACTTTTGA GAAAAAGATA 60 0 

ACATGCAAGA TACGTTTTGC CGCTAGCTAT GCCGCCGCTG AGTATAATCT TCTTTTCATT 66 0 

ATTTTTTTGA ATACTTTTTA TAACATTTTT TTGTTTTATG GTTAACTGTT CTTTTTCAAA 72 0 

CTTATCAAAA TTAATTGAAG AATTTGTTAG CTTTACAAAT TGTGATATGT CAACTCCATA 78 0 

TTTATTTTTG TATTCCTTTT GTAGTGTTGT AAAAAGTTTT GTTTGATATA AGTTCACTTG 840 

TACCCTTTAT AACTTTTGTA ATTGC CTTTA TTCTCAACTT CATGAGCAGA AGAAAGTTTT 90 0 

TT CAT AC ATT CATAGTAAAG CTCCATTTCT CTTATTGAGC ACTCCTTTAC ATATTCATCA 9 60 

AGCTCACTTT TTAAAGAATT AATTTCTCCA TTAACAACTT GCTTGTTTTT TTTACTACTT 102 0 

GCTTTATTTA AAGCATCAAT TTCGGCTCTT AAATTTTCTA TTTTAGTATG CATACTAAAA 10 3 0 

AGCTCAACAC TAGAATATCG CTTAAATGCA TGTATAAACC CTAATTCTAA ATTGGCTCGC 1140 

TCTAAATCCA ATTCGCTTCT AACTTTCCTA GCGTTAACTT CTGATCTAAA GGTTTGCGAC 12 0 0 

AAAAGGTGTT CAAAAGTATC TTCACTAATT GTTAGTCTAG AGTCCTCGCT AACAGAAGTT 12 60 

- TCTCCACTTT CCCACTTTTG TCTCATTCTC CACACATTTA CTTTAGAAAC CCTTAGTTTA 13 2 0 

GCTGCTATTT CTTTATCACT TAACGATCCT TCTCTAAAGT ATGCAACATA ATCATTAAAA 13 8 0 

GACCTTTTGG CTCTTTTCAA GAAAATTCTC CTAAAATAAC AAAATTAACA ACTTATTACT 1440 

CTAAATAGTA ATTCAATTTA TTAATTATTA ACATTAACTA TTATCTTATT GATATCTATT 15 0 0 

GACAGATGTT TGATATTTAT TGACTTTTAT TGATTTAGAA ATAGCGATTA ACTAATTTAT 15 60 

TAAATTTTGC TACAACTTGA CTATACCAAT TTGGAAAAAT CTTTTATTGT TTTTATAAGA 162 0 

TACTTCCTTG TGCAAATTCC CTTATCATAG TAGTGCATGA TTATAAATAA TATATCTACA 16 80 

AAGTTAAGAA CCCCGTCTAT TGATTCTCGT TTTGGATCTT TTCTACCAAT CTCATCCATA 17 40 

AT AT C AG AAA CAATACTCAA AAACCGGTCG GAATATTTCT CTCCCATTTT TTTCAAACAT 18 00 

TTTTCTAGCA TTCCTTTCTT ATAGCTACAA TCAAACTTCA TATTTTGGAA ATTTTTATAC 18 60 

TTTTCTATTA TATGCTTATC TTTCAGAACA TCTTTAATAA AATTTTTTGC AGGGTTTATA 192 0 

ATACCATTTA TAATTTCATC AATACTTTTT CCGGTTTTTC TTTTGTATTC TTGTATTGAT 19 80 
ACAAAACCTC TATAAAAATC CTTTTTTTGT TCCAGAGTTA ATTGCTTAAC TCCATAAAGT r 2 0 40 

TTGCTTATTT CCTTTTTTGT GCCTGGGCTC AAACAATCAT AAAAATC TGA AATTTCATTT 2100 

AT AT AC AT C A AAAC T C TAG A GAG T AT AT AA ATAAACAATA TTTTTAACAA TAGTTTTTGG 2160 

CATTTTCACT TCATAAGTGA TATAGCTTAA ATAGAAAAAC AAGACTATCA- ATTGGCCTTG 2 220 

TTTTTCTAAA TTCGATTAAC AATAAAAACT TTTTCTTTAT TCTTTTTTAC CTTCTACAGT 2 2 80 



TTCTCCAATA TTTTTAAGTT CTTCTTCAAT 

GGTCATATCG C T AG TAT TAT TACCACTAGT 

CTGCCAAGCT TGTAATCCAA CACCACCTTG 

AGTTGCAGAT TCAGCTTGGT TTTTATACTC 

TTTTTTTCTC TCCTCTTTTT TCTTTTTTAA 

AAGTCCTTTT CCGTTTAATT TTTCTTTTAT 

TGTTTCAATA GAAGTTTTTT T A-GAGTC TAA 

TTGTTTTTCA ATTTCTTTTG TATCTAATGT 

AAATCCTTCA ACTTGTTTTT TTATCTCTTG 

TTCTAAATCT TTCACCGCCC CTTCTAAATC 

TATCAGCATA AAAATAGCAC AAATAATAAA 

CTCCTATGTT GTAAGCGTTT ATTTCAAATT 

AAAATTGCAT ATGTATTATC TCTTCCTAAA 

TCTATTTTTG TTTCTATGTT TTTGATTTTA 

TCCGCATTAA ATGCTCCTCC TCTAATCATT 

TTTACTGAAA ATAATCTAGC CGTGTGCCCC 

TCTTCTTTTA TTAGATCTAA AGTTCCTAAA 

TATTTAATAT ATACATTAAA ATCAAAAAAT 

AAAGCGCACC TTCTGAAATA AGTAATAGCT 

TTTTTAGAGC TGTTTTCATT GGTCCATTGT 

GAGTATTTGT ACACAGTGCT TGT AC TGT AG 

TATTGCCCCT CTACAGAAAT TGGATCTTGC 

ATAACGTTTT TAATTTCTCT AACTATGTCA 

TTAGAATTCT TATTAATCCC TGATAAATTC 

CTTATTTTTG CTTGAATATT ATTTTGCATT 

GGGTTCCCCT TCTAATTATT TTTCAAAATT 

AAGATAAAGT ATTATTTTTA CAAGAAATTA 

TTTTCATTTT CTTATTCATA AGTTACTCCA 

ATTGCAATAT TTCAAAGATT TAAATATATA 

AAAACTAAAA TGTAATTTTA ATCAAACTCA 
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CTTTTTAAGC GAATTAGTTA TAACTTCATT 
CATATTTTTA AA.CCCCAAAC TATTAGCACA 
TCTTTGGACT TGAGAACCAT GCGTTACTCC 
TTCAAATTTC TTTTTAGCCT CTTGTAAAGC 
GCTCTCTGAA AGTTCATTTA ATTTATCTTC 
TTTGTTTATT TTTTCTTCAT ACCCAGAATA 
TTTTTCTATC TTATTCTTTA ATTCTTGAAT 
GTTTAAATCT TTTGTCTCTA AAATTTCTAA 
TTCTGTTTTT TTTACATTTT GTTCTGAACT 
TTTACTAGTT ACATCATTCT TACAAGAACT 
CATTTTTATT TTTTTATTCA TAAAGATTGT 
CTTTTTAAAT TCATCTTAAA TTCCTCTAAT 
AATGTAATAA ATTGAGAGTC ATTAATAGTT 
TAATCTTCTC CTTCTTGATA AC C AT AATAA 
GAATTTACAA AGTTGTTAAT TTCTGACTCT 
CCAACATTTA AATCTGTTAC AAT AC TAT AT 
TCTATCCAAT TGCCGATATT TGTTTTTTTA 
TCGTCAGTTT TTATGCGAAG ATATCCAACT 
GCTCCAACCA TTTGGGGTAC GGTCTTTCCA 
AATTTTTCTG TAAAAGTTGG CGTATCAAAT 
AATGTCGTCC TAATATAATC AACTATGCCA 
GTAAAAAAAA GATCCAAATT ATGCTTATCA 
TCTAAACTTC GATAATTATA CTCGTACCCC 
ATTCTTAGGG TTTTCATATC TTTTCTGAAG 
TCTTGATTTT TTTCTGAAAC ATTGTTCATG 
TTACCTAGCC AATACTTTGC TCATCATATA 
TCAAAACAAA AACTGCACAA ATAATTAAAT 
TAAGTCCCAA TAT T AC C AC A ACAGCTAATA 
ATTTTGTTAC ATTTCGAATT ACATTGTTAC 
TAAAATCTCT CCATTGCAAA TGCACTACTC 
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2340 
2400 
2460 
2520 
2530 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
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ATTATAAGAG ACTACAAAAC AC AT AC AAAT TAAATTTCAA AGTCTTTGCT ATATATTACA 4140 

CAAAGTATTG TATCTTTCTT GTGTACCACC CTTAAAAATT GCCTCTTCTG TTTATCCCAC 42 0 0 

CTGCTCTACA GCCCAGATTT TGCATGCAAT GAGAACTCAC AAAATTTGAC TAAAATTTTT 42 6 0 

AGTTTTTGGT ACAATATAAA TTACATTTTT CATCTATTTT TATTACTTTT ACTTAATTTA 43 2 0 

AAAGTAACAC TTATAAGGAG CTTGTCTTAT GGATACTAAT AATTCTTTTA ATTTAAATAA 43 8 0 

TTTCAATATG GATTTTACGC TCAAACTATT TCAAGAATAC CAAAATGCAT TAAATAAAAA 4 44 0 

CAAAATTCTA GAAAATGAAA ATAAAATTCT TAAATCTCTA GAAAATTCAC CTAAACGTAA 45 0 0 

GAAAAAAAAT TCAAAACCAA CTCCTAAGTT TT ATTTG AC C CCTAAAAGTA TTAAATTAAT 4 5 60 

TCTAAAATGT GCCAAAACCC TAAAACAAAT TGACCCAATT TCTGGTTGGT TTGTGCATCT 462 0 

ACTCTTAATA AGTGGATGTA GAGGCACTGA AATGCAAAAA GTAAAAATGC AAGATATTTC 468 0 

AACTTTTTTA AGCAAAACCG GAAAAACTTT AT AT AC T ATT AAAGTAAATG TGGCAAAAAA 47 40 

AAGAAATACC TCTTGTATTA GAGAAATTGT CATCAACTCA GAAGAGTTCG AGGCTATCCA 48 0 0 

AACAGCACAT AAAAATCATT TCCAAGAAAA AACTCTTGAC TCGCGACGTA C TT ATCTTTT 48 60 

TCAAAAGAAC AAAC AT AAGT TTAAAGATAA CCAAATTGAT ATTGTCCATA TTTCTAAAAA 492 0 

ATTCAAAAAT CTTCTTAAAA AATCGGGATT TCGTGTAAAT AAATCTCTCC ATCTATGTCG 4980 

AAATTTATTT ATTTCAAATT TGAAATCTAA CGGCTACAAT TCTTTTCAAA TTAAAGAACT 5 040 

TATGAAATAT TCTTCAACCA ATGAAATTGA TAATATCTAC GGmCTmTCTT CTGCTAATAA 510 0 

AATTCAAGCT TATGAATGTG CTAAAAAGTG CCTTAAACTT TAGTAAAACT ATTTCAGTTT 516 0 

AAAT AT AC GC TTTGAAGTTA CTTTAAATAT TTTTCCACGw GGctTTcAAG TCAAGTGAAT 522 0 

CATATAATAT TTCTTTATTT TTTGTTGCTA TAAAGTGATA TCCATTAACC TTATCGATTT 52 8 0 

TAACTTCrCT TATTTCAAAT TCATTGGCTG C AC C T AAAT A ATTTAAAGAy TCATATCTCA 53 4 0 

CrCTACTTCT AATTCCGTAr TAATTAAGTA TCATACATrG ATTTATAATA AAACAATTGC 5 40 0 

TCTTAATATA TCCAAGTCCT ATAAATCTAT AATACGCTGC ATTTATCTCA TAmrCAyTAA 54 6 0 

ATTCACGTTT CTTAAATAGA CTTGTATAAT AATGTAGACA CAAAAAGTAA CAACCCCATT 5 520 
TTTGTATCTC CAGTCTTAAA GTTCTATTGT CTtGTTTTAT TTTATTAATA AGCATTAATT • 5 58 0 

AATCCTCCTA TATTAAATTA TTTTTTTAAT TTTTTAGTGC ACCCATCACA TGGGGACACT 5 640 

AACACTATTT GCAAATGCTA TATTACTAGG G AAAAAT AC T GTACCACTTG TTGGTAGTAG 5 70 0 

TCCCTTTAAT CTATCTGATA TGCCCnTTTC TTAGGGnCAA GAGTAAACAC- AAACTCTCCA 57 60 

AATTTATAAT TAACnGCTCA ATAGTGGGTA nGTATCGGAA AATGn . 5 805 



i] jj -yi ft o i?-! H ai ni ^ji ii'b s 



963 

(2) INFORMATION FOR SEQ ID NO: 22: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 5377 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 22: 

CTCAAGATTA AGTAAAGCAT TGCGAACTGC ACTGTAAGTT GTGCTTTTTG AAGAAATATG 60 

TTCTTCAATA GCAGCCCAAT AAGT AC C AC C AGGTTT C ATT TTAGAAAAAA AG AGATT GAG 12 0 

CTCATTAATT ATTTCTTCTT CAATTAATGC CAAAGAAGAC GCAATAATGT TATAAATTGA 18 0 

GCTTTGATTG TCGTCAATAT TAaTmCCaTA ATTTACaCGC AAaTATTCTC TTTTmGmTCT 2 40 

TACAaTATCC yTA.aTTGTAC GTTTTAAAAT GCCAAAATCA G AAT C AAAAA CTATrCTCAT 3 00 

AAATTAAACT CCATATTyAA AACaTCGCCg - aGAAAAAAAA GGATATATGT GCTTTGTTGT 3 60 

CTTGTATAGT AGTTGAAATA TTTATTAAAT CTAAGTTAAG CTCTTTAGAT ATTTCATGAA 42 0 

AATAATTTTT TACAGCGTGA AG ATT G T T AA TTTTTAACAG CTTTAAAAGC „ AAGAAATAGT 480 

CCAATCCCCA ATGAGGAGCA TAGCTTAAAC T AC C C C TT AA GGTTTTTAAA AATATCAAAA ' 5 40 

ATCTTTGTTT TTGTTCATCA ATTCCATCAA CAAGTGATAA ATCGTTATTA AATACCAATT 60 0 

CAAAATTATT GCCTAATCTT AAATC CAT AC TAGTAATTAT ACCATATTTA G C AAAAAT T A 6 60 

CTTAAACAAA CTATTAATAT CAGAATTAAT TTGAGCGGTT GCTATTTTTA AGCTTGATTC 72 0 

GTC AAT TACT GAGTCCCCTA TXATTTTTAT ACCATTGATA GCACTAACAA TATTATCTAG 7 80 

AATTTTTTTT AAGCTAGTTG TTTGGTTTGC TATTTCAATT TTATTATTCG CTCTAATTTT 8 40 

AACAGTATCA GAGATTAGAT TTAAAGTCTT TGGGCTAATT GCACTAAGTA TATAAAAATG 9 00 

ATGTTTGTCA AAGTGAATAT CGTTATTTTT ATCAAAAATA TTAATGCTTG ATTGAAGTAG 9 60 

TAAAACGywA TCACCTTTTG ATArTTCTAA AC TG AT ATT A GAGATATTTT TTGTGTGAAT 102 0 

TTCTAAATCT TCAAATTCGG GTATTGTAAC AATAGCyTCT TGAGTTTGwT GTTTAAACTC 10 8 0 

CTTTACAGTG CCAATTTTAA T TAT AAAAAT GTTTGAATAA ATCCAATTTT TAACGTCCTC 1140 

TTGTGC T AAA GCATGACCAT AAAGACGCTG GTTCATTCTG TAAATTTTAT AGTCTTTAGT 12 00 

CATTTTAATC CCCTTTACTT TATGCATTTA ATCA.GAATCA TCAGAATCAT CCTTTAATTT 12 60 

AAGTATTAAT GAACACTCTC CTGCGTTGCT AAGTCTTGCA CTTGTTTCTT TTATGGTGGT 13 2 0 

TTTTATCATT TTTCCTAATC CATC AAT AAA TGAAACTTTA TCGCCAATTT TTAATTTATG 13 80 

TGTGTAAAAT GTTTGTGCGT T C C AAT AT AC ACGTTTTATC T.TGTATTCAC CTTCAATAGC . 1440 



AATTTCTTGT 

TGCTTCAGTT 

ACCAACATCA 

TGGTGTTGTG 

AATAATATTG 

GTTTTTGTTC 

CTCAACACTA 

CATTATGAAA 

TCCTACTTCA 

TTTAGATTTT 

TCCATGTTGT 

TGTATCCTTT 

TAGCAACATT 

TAGACTAACT 

AGCTAATTCT 

TCTATTTGCT 

AACAGTCATT 

TAATGAGATA 

GTAATAGTTG 

GGTTTTTGGT 

TGGAAATAAC 

TCTTATTATT 

GAATTTTTTC 

TCCTTTTTAT 

AATCGTATTA 

GG TAT TAT AT 

TGTTATGGCA 

AAGAATACGA . 

ATTTTGCTGT 



TGTGGAATGA 
GTTATATCAT 
GCTATTACGT 
GCATAAATAT 
CGATTAGGAA 
TCTAATTTTC 
AAATGACCAC 
TCAAAATTTT 
ATGTCGTTGG 
ACAAAATTAT 
GTATTTATTA 
TCTAAGGATT 
AATTATCCTT 
TCAACTTCAT 
TTTAGGCCAA 
AGTTGTTCTT 
TTGAGCAAAG 
TTTTCACCAA 
ATAACTGGTC 
TTTATAAAAA 
AC T AAAAAAT 
CGAGTAATCT 
TTTTCAAGAT 
TTGAAATTTC 
TTAATCCAAC 
AATGAGCTGC 
TCAACGATTT 
GAAATTTTGC 
ATTTTAGCTA 



ATTCAAGTCC 
TAGTAAATAT 
CATGAATATA 
CTTTTTCAAT 
ACACAGATTC 
GATCAAAGAA 
CAGGATAATC 
TTTCATGAGC 
TGAAGTCTAA 
AATTTGAAAA 
TAATTTTGGG 
GTTTTGCTTT 
TATATTTTTC 
CAATGAAAGG 
AAGTTGGACT 
TTGCAAGATG 
AAAGCATTTC 
TCATTACTGG 
TTTTGGAACA 
ACAATTGAGG 
TATCTGCTCC 
CCCAGAATTC 
TATTATTGAT 
CTAAATCATC 
CAGTCGCGAA 
CAATGTTTTT 
GTTTTAAGAT 
CAATTACTGG 
AATTACTTTT 
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ATAATCTTCT 
AAAATTACAT 
TATTCCTTTT 
GATTTTAAGA 
TATTGCCTCT 
GTTGCTACTA 
AGTGCTCATA 
AAATTTTTTA 
GGGCAAATTC 
C T CAT TAG AT 
AGTTTCTTCA 
GTAAAATTCA 
CAATTCAAAT 
AACATCCTTA 
GTAGATACTA 
CACGTCAAAA 
TTTATATAGT 
ATTGTAGCTT 
ACTGGTATTG 
AACATATCCA 
GAAAAGAGCA 
TTTCTTTTCA 
AATATTTTTA 
ACCCCCGGTG 
GTTATAAGTA 
TATTCCGTCA 
TTGTTCAAAA 
CATCAAAACA 
AGCTAAAGCA 



AAAGC TTTGT 
T C AAC AT C AA 
ATTTTGTCAA 
CGATCTTCTT 
TGCACCGTTT 
ATTGCTAACC 
GGAGTTCCTA 
TAGTGTATTT 
CAAAGTACAA 
ATGGTAATAT 
ATTAAAGAAT 
ATTTTAAAAT 
GTTTTTACAA 
AACGAAAGAC 
AAGGGAACTT 
CGTAGCATAG 
GAGGTTAATA 
ACATATTCCG 
TAAGTGCGTG 
AAACCTTTTA 
AATATTTGGG 
ACATCTTTGA 
TTGTTAATAT 
TTATTGTTGT 
T T AC C AAC AA 
AAAGC AC CCT 
TTAAGGTTCA 
TTATTAGTTA" 
ACTTCATCAG 



AATTTTCATC 
AGCTGTCACC 
CAAATTCTTT 
TGTCCATATT 
TCCCCTTGAA 
GAACGTCAAG 
AATACCCCGA 
TTACTATATC 
TTTTTGTTCG 
CAATATGAAT 
CTCCAGAGCT 
CATATTGTAG 
TTTCTATTGA 
TTGTAATTAC 
GAGCTTGTAT 
TATTGC C AAA 
CCCCACCATT 
CTTTTCTATC 
CTATGAGTTC 
AATCCATTCT 
T T AT T AC AT C 
TTTTTTCCTC 
CCATAGAATT 
TCTTTCCAAA 
CATTACTAGC 
TTATACCGCC 
TAATCTTTTC 
CGTCTTCAAG 
AATGACCCAT 



1500 
1560 
1620 
1630 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
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TATATTCAAA GAT GAT AT AT CTTTTATTAA GTCTTTAATT ATCTCTGGCC TTAGCTTTTT 3 2 40 

TTTCCCTCCC TCTTGAGTTA GAAACTCTAA CTTGTTTTTC ATGGCTTCTA GATATTTTTC 3 3 00 

TCCAAATTTG TCTATAGGTT TCAATATATT GAAAGCTTCT GTAAGTTCCC CTTTAAGTAT 3 3 60 

TTTTGAAACA ACTTCAACAG CACTTTCGTT ATCACCAACA AGCCCCGTAC TTCTAAACAT 3 42 0 

AGCTGCTAGT TTTGTTGCAT TTAATACATT CTCTCCCTCT TCATCATTAA TTTTTAATTC 3 48 0 

CCTGATGTGG CCTTTAAGCA CACTCGATGT TCGCAGAAAG - TCTTGTTGTT CTAATTTCCG 3 5 40 

CTCAAATCCT TTCATTCCCT TAATAGCACC CAAAATATTT TCACGTTCTT TTTCACTGTA 3 600 

AAACACTTTA TTAAGTTGTT TTAGTTGTTC TTCTTTAGAT TTATTTTCAA CTGCTTTTT t 3 6 60 

AGCAAATCCA TACATAAATC CAATAAGCCC GCCACCAACT TT AC TT AC AG CGTTGCCAAT 3 7 20 

GACATTTCCT AAAGC AC TAC CTATTGCAAT TTTGGCAACA AGTCCTTTTC C TTGAGAAGC 3 780 

TGCGAGCATT TTAC TTTTTG CTTTTGATTC TTTTGCAAGC TCTTTATACT CAAGGCGTCT 3 840 

TTTGTCTCTA TCAGACATCA AAGATCTTTT GAAAGCTTCT TTTCTTGCTT TCTCAAACCC 3 90 0 

CATGCCCTGT TTCATAAGCT TTTTAGTCTG TGTAAGTCTA TATTTCTCAA CACGCTCTCT 3 9 60 

.TAAGCTTTCA AATTTAGATT GTTTGCTAAG TTCTTTTTTC TTGTCCGACA AATTATTTTT 402 0 

TACAATATCT TTAGTGCTAC C C AAAC TAG A TTTTTTGGGT TTAAGATATT TTTCCATTTT 40 8 0 

GGAAATATCT TGTTCAATAG CCTTTTTTGT TGCAGCATGA TCAAGAATCC CTTTAAATTT 4140 

AATGGTGAAT TTGTCGCTCA TTAAGCCCTC ACTTGCTTAA AATTAATTCA T AC AATTC TT 42 0 0 

TTTCTAATTT AATATCAGCA AGTCTATTTA CCTCTAAAAG CTCGTCATAA GGCAATTTCT 42 60 

TTACCGAGTC GTATGAGCAA ATATTCATAA TTAC TGG AAA ATAGTATTTG TCGTTCTTAA 43 2 0 

TTTCGTCAAG CAAGTTAAAA TACTTTTTTC TAGTCTCATT AAGAC TTGC A ATGGCTTTAT 43 80 

CAATATCTCT ATTTCTTTTG ATCATTTAGC AACCAGCTCA TTGGAATTTG ATGTACTTGA 4440 

- TG AAAGC GAA GTGGCTACTT TTTCATAATC AAAGTTTTCA TTGATATAGT CAAAAGTAAC 4 5 00 

■ AAAGTCCCCA ACATTATTTT CATACTCACT CAAATATACC AAAGCGGGTT TTTTTAGATC 45 60 

ATTGTCTAAA TGAAAAGTAT TAAATTGTGC GGTGTAAATT ATTGCAACAA GATAGTCTTT 462 0 

ATAATAAGAA ATAAATTCTC TATTTTGATC CAAAATCACA TAGAATTCGT CTAAAAATTT 4680 

TGGACTTATC ATT AAAC TTG TGATTTCTCT TAAGTATTGA ACCTCATTAA GCTTTAAAAC 47 40 

AGCGTCACTT TGATTAAATC CGAGTACTCT ATCCCATTCA TAG AC C GGC A ATACTTTTAG 4800 

TGGATATTCA TAAGTTTTAT TTTTAGTTAA AATTTTCATC TTATATCTCA TTATCATAAT 48 60 

AAGAC TC T C C TTTTAAGAGT TGTTTGGTTT AGATTTTTGG CAATTAATAG CCCTAATTTC 492 0 

AAAAG AT AC T TTTTCGGCCT CAGCAGAATA ACTTCTTGAA GGCTCTTCAG TAAAAATTGC 4980 
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ATAGTTAGAA ATAATTTTGG TAGCAATTCT ATCATTGAAT GCTAAATCAA GCATTTTATC 50 40 

CTCTTTTCTC ACATCCATGT TGTAAAACTG TTCATCAGAA AGTTCAGTTA ACAAAATGTA 510 0 

GTCATGACTA CCCAAAGTAA CTTCAATGTT GAAAACATAA GTTATCGTTT TGGGATCTCT 5160 

TAAGCTTATT ACAGGCATAC CTTTATCTTC ACTACTAATC ACTGCTCTTG TTGTGGGTTC 5 22 0 

GCTTGTAAGT TCTAGTTTGC CACTATGTAG CTGTGTACCA CCAATTGAAA AATAAACTTC 52 3 0 

TCTTAAATCA TAAAATTGCA TTTTTAGCCC TCCTTTTAAG CACTTAAGCT GTTTTGATAA 5 3 40 

TCAACTATAT CTTGAGTAGa ATTACTAAAG AAACAGC 5 3 77 



(2) INFORJXIATION FOR SEQ ID NO : 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5121 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: - 

r 

TATTACAGCT GTTAATGAAT 6 0 

AGACCATGCT GTTGATGTTG 12 0 

TAGATTTGAA AGAGCCAAAA 18 0 

GATTGCTGCC ATTGAGAAGC 2 40 

TAAATAAATA ATAAATGTAA 3 00 

TTGAGCTTTT TGTATACATA 3 60 

GGATATAAAT AGACATATAA 42 0 

ATTTATTTCT ATTATTATTT 480 

ATATCTTTAA AACCCTTATC 540 

CACGTACAAG ATATTAAACC 600 

AAATAAGCCA CGATTAAGGA 6 60 

TATTTTAGCC CCTATTCCAT 720 

TTATCAATTA CAACAAACTC 780 

TCCCATTATC TAGCATCCGG 8 40 

GAGCTGCTCT- TTTAATATTA 900 

C AC TAT C TAT TGGACTTACT 9 60 



CnTTTGCTGT 
TTAAGGATGC 
TTGTGGGTGC 
TGTTTGCTAA 
TAAGAGCTAC 
TAACTGGGAA 
ATTTATTTTG 
GTCTATAAAA 
GATAAATTTG 
AATAAAGCAG 
ATTTTTTTTC 
TCCAAATCCT 
TAAAAATAAC 
CA-TGTGATAA 
AGCTTTCAGA 
■ C C AG AC T AAA 



TATAGTATCT 
TACTGAAAAG 
TATTGCAGGC 
TAAGGAAAAA 
TTATACTGCA 
AATACAGAGA 
GTTATGTTTT 
ATATTTGTCA 
CTCAATATGG 
CATTAATGAT 
TTAGCATTAA 
CCTGGGACAA 
ATTTGATAAT 
GATGGATAAT 
GTAAACATTT 
ATTATTTAAA 



AGATTATC t T 
TATGCTAATG 
ATAGCTTTTG 
GGTGCGGAGG 
GTTAAGCCTA 
ATATTCTTAA 
ATTATGTTTT 
CACAAGACAT 
CTTTTTTAAA 
AATTTTGGAA 
TATCATTATT 
CATATGGGGT 
TCATTTAATT 
AACTATCGGA 
ACATTTGATT 
ATAACATTTA 



CTGCCGAATT 
GCAATAAAGG 
ATAATGAGAA 
TAGACAAAAT 
AAAATAAAGA 
GCATTTTCTA 
ATTTTTTATA 
TCATGTAATC 
AAAATAGGGC 
ACATTTGCTA 
ATATATTTAA 
TGATCGTATA 
TAAAAATGAA 
TTTTTCTTAA 
TTTTATTAAA 
CACATAATAA 
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GAATCATACT AAGATAAAGA AGTTGGCAAA TATATTTTGG TTGAACAAAT AATTAAGAAG 102 0 

TGTTAAAACT AATGAAAAAT CCATTAATTT TAAGGAAGGT T T AC AAAAC A TAAAAGATTT 10 8 0 

CTTCCTGCAA AGTTATTTAC CTAAATATGC TTAATAGTAA TAGCTTAAAA GCGGATATAA 1140 

ATATTATTGT AAGAAGAGAG TCGACAATTT TGATACTACT TAAAGGTTTG GATTATTCTA 12 00 

TTTCTGCTTT GTTTGTTTTA AAGCGATTTA TGGTTTGAGG CTTAATGTTG ATTTTTTTAC 12 6 0 

CTTTTTTTAT TTAAATTTAT TTACAATAAA GCTTTTACTA TAAATGAATT ATGAATATTT 13 2 0 

TAATAAGAAC AAGT C AkATC TCATAATTAG TGCAATCAAG AAAAAAAaTT AGCACATATC 13 3 0 

CATTTATGAT TTAATTTCTA CTATTTAGAT CAGTGGTGAT GCATTATTTT AGCTTAAAGG 1440 

AAAryTATAA CAATAGTTAA AGTACAGTAG ATGTrCTTTA ACTTATCACC TATATAAATA 15 00 

CAACACTAAT TAATAyATAA ATAGAAATGA TTATTTTCAT AAT AT Ay CAT AAGCAAGCCG 15 60 

TTTACAAGCT TCCGCTATAG mAC TGGC AGC TTCGCTTAGC AATTTCAATG ACTCGCCAAA 162 0 

CTGTCCCGAT GC AC TCTT AG CACCCTGCAA CAACTCACCA CAAACACCAT TGCCATTACC 16 8 0 

TTTAACGTCG CCAAGGTATT TCTCTACATC TTTCATTAAC TCATTTATAC ATTTTTTAAC 17 40 

CAAATCTTTT CCTTTTGTCT TAGGATAAGA ATTCAAGCTC ATTATAGAAC AACTATACTC 18 00 

ATCCTTTTCA TTTTTATTAA ATTCATCTAC CACTTTCTTT ATTTTCTCGC AGmT ATT AT C 18 60 

ATCAAAATTA TCATTATCGC TATCATTTAT TTTTGGCATC ACAGCTTCTA ATATCTTrTC 192 0 

TAACAAGCAT ATTCTACCTA TCCCGATCTT CATATTGTCT GAAAGAGGAT ATGAGGCATC 19 8 0 

ATATCCTGAA GCTATCAATA GCTTTAAAGA TTCATCAATC TTTTTGGCTG ATTCTCTAAT 2 040 

ATCTCTTACA AGTGAGGGAA CtTCTCCCAA TGCTATACTA GCATTCCCCT TTTTACTACT 2100 

T AAAAC C TT A TCTT TAG ATT CCTTGGCAGA AAT AC TAGCC TTTTCAACCA TATCTTTAGG 2160 

ATTATCCTCC TTACTTAAGG CCTTAATTTC CAATGCAGAT TCAAACATAC CTTTTACACC 2220 

CACAACCTTA GGATTCGAGT GGCCACCACC TTTTTCCATA GTGTCATTTA AATTTGAATA 2 280 

TCATAATTTA CAAGACATTG CTAAAAAGCC ACTAAACAAA TATAAATATA TTTTCATCAT 23 40 . 

ATTTAAACCT CTCTTTACAA GAGTAATTTA CATCAyTTTA TTAGGATTAC TACCTATCCG 2 400 

GCATTTAATC TTTCTGAGAT TATCTATTTT ATCTATCAAT GTAAAGTTAA ATGAACTGCC 2 460 

AAATTATTTG TTATATTTAT ACTCTTTGTT AGCTTTATGT TTTTAAGTTT TTAAACAATA 2520 

TCTATCTTTT TGCCyTATAA TTTTATCTGC GCCCAGCTTC ATAATACACT CATCTTGAAT 2 5 80 

ATAACATGAA AAAATATAAT ATrCCAACTA GAAATC TT AT AATTCAATTT TTAGTTCAAT 2 640 

ACTAAACATA TTGTAAAAAG GAGTATCCTT AAGATTTATC TTTTTATTAA ATTCCAATAT 2 7 00 

ATTTGACACC TTTAAAGAAC ATTCTTTAAG AATT AAAAAA TTATTTTCAA AATAGAATTG 2 7 60 
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CAAGGAATGA GT ATT TAG AT TGGTTCTTAA AGAAACCGTC GTTTGGAGTA GCTCATAAAT 2 82 0 

CCATGCTAGT TTGATCCCAG CTCCCAAAAA ATAATTATTA TTCTTCGAAT AACTCTCAAA 2 8 80 

TACTATTGAC AAATCATTAA AAACGTCATT TTCAAAGCTA AT AT AAT AT C TAAGACCAAG 2 9 40 

CAAAAATCTA TTGTCATCAT CATCAAATTT ATAATTTTTA GACCAAAGTA GGTCTTGTCT 3 0 00 

T AAC GT AG AG TAAAAAAATA TTCCACTATA AATTTCAAAT AAAAAATCAA AAATAACAGy 3 0 60 

AATATCAAAA GTTTTATTTT CAATGCTAAA TGGGAATT C A ACCATTGCAA GTAAATCAAC 312 0 

TTCATTAAAA GATGCTTGAA AATAAAGCCA AGGGGATAAA TATTTGGGAG AT AAAAAT T T 3180 

ATCTAAGCTT TCTTTGTCTA AC AT AGAAC C CAAAGAGACA GAATAATTAG AAATAAAATA 3 2 40 

ATAAAACTCA AAAAACCATT CTGGTTCTAT TGTGGTCCTT TTTAAAACAA TATTTTCAAT 3 3 00 

TAATCCATTT CCTAAATAAT AATTTTGCCT AACTAATTTA AAAATAAAAT CATTAAAGCT 3 3 60 

TAAATTGAAG AATAATTTAT TAAAACTAAA ATATTGATCa TTATTTTGCA CAATAAAAGA 3 42 0 

AGGTGCAATG CCAAATTCTA ATATTTTATA GTTTAATAAA AATCCTAAAT AAGCTTCATT 3 48 0 

GkCAAATTGT AAAGCTCCTG TACCAAAAAA ATCTTTTTTA TCTTCATCGG GCAACAATAA 3 5 40 

AGAGGAATTA CAAATGCCAA GTCAATAAGA TTCCCAATAA TT ACT AC AAC ACATAAAAAA ' 3 6 00 

GAATTTAAAG AAAAAACAAA ACTTTGCGTT GTGCGAAAAC TTTAACTGCA AATAATATTG 3 6 60 

AATCTTACAA TCAAAATTTT GGAGATATTA AAACAAATAT AAAACATTTC GAAG AC C ATT 3 72 0 

TTATGAAAGA ATACTTTGAT TTTATTCTCC GGATTAAATC TATTAAATCT ATACAAATTG 37 8 0 

TTGT AC TTGA TTTTTTAAAA AGAGAAGAAT TATAACTTAT ATTCTTAAAT TTCATGCAAT 3 8 40 

CTAAATTTAC GCTAAAAACA TCAATGGAAA TTAAATTCTT AATATTAAAT AAGTTTAATA 3 90 0 

TCATTTGACA ACAATATTAA ATTGTAATAT TATTATTTTT AACTAAAATT AAT ATT T ATT 3 9 60 

-AATTCAAATT TATAAGGAGA ACATTTTGAA AAACCTTAAA TTAAATATTA TTAAACTTAA 40 2 0 

CGTTATTACA GCAATATTAA CTTCAATTTG CATATCATGT GCACCTTTTG GCAATGTTAA 40 3 0 

TCCAAACGAA CCAAAAAATC CTACCACTTC TAAAAGTCTA AAAAAAACAA AACGAAGCAA 4140 

CAATTCTAGA AATCTAAAAA ACACAAGCAA TCACACCAAT TCAGAAAATT T AAC AGGAAA 42 0 0 

TTCAACAAAA AAT C CATC AG AAAATAAC C A AAATCTTGAA AATGAATCTC AAAATTCAAA 42 60 

ATCTTCAAAT CAAAATTCTC AAGAAGAAAC CACAATCTCA AAATTAAAAA ACATTGGTAA 43 2 0 

AGACCTGGAA GCTCAAAAAA AGAAAGAAGA TACAGGAATA ACTAAAATGT CTAAAATTGA 43 3 0 

TAATGCTAAA TATGATTTTC TAGAGACTTT ' TAAACTT AAA CAAGATGATG" TTTTTATGTT - 44 4 0 

TCATGCTAAA ATGAAATTAA AAAGAATAAT TTACCCATCC CTAAJVTTACG ATACAAAAAA 45 0 0 
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AATATTGGTA T T AAAAG AAA TTCTTGAAAA ACTTGATACA GAAGATAATA ACCGAAGAAT 
AGCTGGTCAA TTTTTAGAAA CATCAAGGGA TATTCAACTT CATCTAGAAG ACACGTATTT 
AAAAAAAATA CAAGATACAT TACAAACTCT AAGTGAAAAA GAAGCCGAAA AGTTGCTACA 
AGGTGTAAAA CTTGATTTAA AGAAAAAACA AAACTTTGCT AAAAGTTTAA ACGCAACCAT 
TGACGCTTAC AATAAAAATG TTGATAACAT TAAAATAGAT AATAAAGCGC TAGCAAAACA 
CATAAAGGAT AAATATTCCC ATCCTCTTTA TCTACTAAAG CAAGCTGATT AATCTAAATA 
AAAAAATAAT ATGCTGCACT TTATATTTTA AAAAGAGAAG AATTAACTTC TCTTTTTTGT 
GTTCATACAA TC TAG ATT AT CACTAAAAAC ATGCAATAGA AATTAAATTT TCAATATCAA 
ATAAAAATAA ATTTAATATT GTTATTTTGA ATTAAAACTA ATGTTTAGTA ATTCAAATAT 
ATAAGGAGAG CACATTTTGA AAAAC C T AAA TTAAATATTA TTAAGCTTAA CTTTATTACA 
GCAATACTGA ATTCAATTTT C 
(2) INFORMATION FOR SEQ ID NO : 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5107 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 24: 



GCTGTGAAGG 


GTAATAATGA 


GAAAGAGAAG 


GCTGAGGGGG 


CTATTAAAGA 


AGTTAGCGAG 


TTGTTGGATA 


AGCTGGTAAC 


ACTGTAAAGA 


CAGCTGAGGG 


GGCTTCAAGT 


GGTACTGATG 


CAATTGGAGA 


AGTTGTGGAT 


AATGATGCTA 


AGGTTGCTGA 


TAAGGCGAGT 


GTGACGGGGA 


TTGCTAAGGG 


GATAAAGGAG 


ATTGTTGAAG 


CTGCTAGGGG 


GAGTGAAAAG 


CTGAAAGTTG 


CTGCTGCTAA 


AGAGGGCAAT 


GAAAAGGCAG 


GGAAGTTGTT 


TGGGAAGGCT 


GGTGCTAATG 


C TC ATGGGGA 


CAGTGAGGCT 


GC TAGCAAGG 


CGGCTGGTGC 


TGTTAGTGCT 


GTTAGTGGGG 


AGCAGATATT 


AAGTGCGATT 


GTTAAGGCTG 


CGGATGCGGC 


TGAGCAGGAT 


GGAAAGAAGC 


CTGCAGATGC 


TACAAATCCG 


ATTGCTGCTG 


CTATTGGGAA 


TAAAGATGAG 


G ATGC GGATT 


TTGGTGATGG 


GATGAAGAAG 


GATGATCAGA 


TTGCTGCTGC 


TATTGCTTTG 


AGGGGGATGG 


CTAAGGATGG 


AAAGTTTGCT 


GTGAAGAATG 


ATGAGAAAGG 


GAAGGCTGAG 


GGGGCTATTA 


AGGGAGCTGC 


TGCAATTGGA 


GAAGTTGTGG 


ATAATGCTGG 


TGCTGCGAAG 


gCTGCTGATA 


AGGATAGTGT 


■ GAAGGGGATT 


GC T AAGGGG A 


TAAAGGAGAT 


TGTTGAAGCT 


GCTGGGGGGA 


GTGAAAAGC T 


GAAAGCTGCT 


GCTGCTGAAG 


GGGAGAATAA 


T AAAAAGGC A 


GGGAAGTTGT 
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TTGGGAAAGT TGATGGTGCT GC TGGGG AC A GTGAGGCTGC TAGCAAGGCG GCTGGTGCTG 340 

TTAGTGCTGT TAGTGGGGAG C AG AT AT T AA GTGCGATTGT TAAGGCTGCT GGTGAGGCTG 9 00 

AGCAGGATGG AGAGAAGCCT GAGGATGCTA AAAATCCGAT TGCTGCTGCT ATTGGGAAGG 9 60 

GTAATGGGGA TGGTGCGGAG TTTGATCAGG ATGAGATGAA GAAGGATGAT CAGATTGCTG 10 2 0 

CTGCTATTGC TTTGAGGGGG ATGGCTAAGG ATGGAAAGTT TGCTGTGAAG GGTAATAATG 10 8 0 

AGAAAGAGAA GGCTGAGGGG GCTATTAAAG AAGTTAGCGA GTTGTTGGAT AAGCTGGTAA 114 0 

CAGCTGTAAA GACAGCTGAG GGGGCTTCAA GTGGT AC TG A TGCAATTGGA GAAGTTGTGG 12 00~ 

ATAATGmTGC kAAGGyTGCT G AT AAGGC G A GTGTGACGGG GATTGCTAAG GGGATAAAGG 12 6 0^ 

AGATTGTTGA AGCTGCTrGG GGGAGTGAAA AGCTGAAAGT TGCTGCTGCT AmAGrGGrsA 132 0 

ATAATAAAGA GGCAGGGAAG TTGTTTGGGA AGGCTGGTGC TGATGCTAAT GGGGACAGTG 13 80 

AGGCTGCTAG CAAGGCGGCT GGTGCTGTTA GTGCTGTTAG TGGGGAGCAG ATATTAAGTG 144 0 

CGATTGTTAA GGCTGCGGCT GCTGGTGCGG CTGATCAGGA TGGAGAGAAG CCTGGGGATG 15 00 

CTAAAAATCC GATTGCTGCT GCTATTGGGA AGGGTAATGC GGATGATGGT GCGGATTTTG 15 60 

GTGATGGGAT GAAGAAGGAT GATCAGATTG CTGCTGCTAT TGCTTTGAGG GGGATGGCTA 162 0 

AGGATGGAAA GTTTGCTGTG AAGAAGGATG AGAAAGGGAA GGCTGAGGGG GCTATTAAGG 1680 

G AGC TAG C G A GTTGTTGGAT AAGCTGGTAA AAGCTGTAAA GACAGCTGAG GGGGCTTCAA 1740 

GTGGTACTGC TGCAATTGGA GAAGTTGTGG ATAATGCTGC GAAGGCTGCT GATAAGGATA 1800 

GTGTGACGGG GATTGCTAAG GGGATAAAGG AGATTGTTGA AGCTGCAGGG GGGAGTGAAA 18 60 - 

AGCTGAAAGT TGCTGCTGCT AAAGGGGAGA ATAATAAAGG GGCAGGGAAG TTGTTTGGGA 192 0 

AGGCTGGTGC TAATGCTCAT GGGGACAGTG AGGCTGCTAG CAAGGCGGCT GGTGCTGTTA 1980 

GTGCTGTTAG TGGGGAACAG ATATTAAGTG CGATTGTTAA GGCTGCTGGT GAGGCTGCTG 2 040 

GTGATCAGGA GGGAAAGAAG CCTGAGGAGG CTAAAAATCC GATTGCTGCT GCTATTGGGG 2100 

ATAAAGATGG GGATGCGGAG TTTAATCAGG ATGGGATGAA GAAGGATGAT CAGATTGCTG 2160 

CTGCTATTGC TTTGAGGGGG ATGGCTAAGG ATGGAAAGTT TGCTGTGAAG ' GATGGTGGTG 2 22 0 

AGAAAGAGAA GGCTGAGGGG GCTATTAAAG GAGTTAGCGA GTTGTTGGAT AAGCTGGTAA 2280 

AAGCTGTAAA GACAGCTGAG GGGGCTTCAA GTGGTACTGC TGCAATTGGA GAAGTTGTGG 2 3 40 

CTGATGCTGC TAAGGTTGCT GATAAGGCGA GTGTGACGGG GATTGCTAAG GGGATAAAGG 2 40 0 

AGATTGTTGA AGCTGCTGGG GACAGTGAGG CTGCTAGCAA GGCAGCTGGT GCTGTTAGTG 2 4 60 

CTG.TTAGTGG GGAGCAGATA TTAAGTGCGA TTGTTAAGGC TGCGGCTGCT GGTGCGGCTG 2 520 
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AGCAGGATGG AGAGAAGCCT GCAGAGGCTA AAAATCCGAT TGCTGCTGCT ATTGGGAAGG 2 58 0 

GTGATGGGGA TGCGGATTTT GGTGAGGATG GGATGAAGAA GGATGATCAG ATTGCTGCTG 2 640 

CTATTGCTTT GAGGGGGATG GCTAAGGATG GAAAGTTTGC TGTGAAGAAT GATGAGAAAG 2 7 00 

GGAAGGCTGA GGGGGCTATT AAGGGAGCTG CTGCAATTGG AGAAGTTGTG GATAATGCTG 2 7 60 

GTGCTGCGAA GGCTGCTGAT AAGGATAGTG TGAAGGGGAT TGCTAAGGGG ATAAAGGAGA 2 82 0 

TTGTTGAAGC TGCTGGGGGG AGTGAAAAGC TGAAAGCTGC TGCTGCTGAA GGGGAGAATA 2 8 80 

ATAAAAAGGC AGGGAAGTTG TTTGGGAAAG TTGATGGTGC TGCTGGGGAC AGTGAGGCTG 2 940 

CTAGCAAGGC GGCTGGTGCT GTTAGTGCTG TTAGTGGGGA GCAGATATTA AGTGCGATTG 3 000 

TTAAGGCTGC GGATGGGGCT GAGCAGGATG GAAAGAAGCC TGCAGATGCT ACAAATCCGA 3 0 60 

TTGCTGGTGC TATTGGGAAT AAAGATGAGG ATGCGGATTT TGGTGATGGG ATGAAGAAGG 312 0 

AT G AT C AG AT TGCTGCTGCT ATTGCTTTGA GGGGGATGGC TAAGGATGGA AAGTTTGCTG 318 0 

TGAAGGGTAA T AAT GAG AAA GGGAAGGCTG AGGGGGCTTC AAGTGGT AC T GATGCAATTG 3 2 40 

GAGAAGTTGT GG AT AAT GAT GCGAAGGCTG CTGATAAGGC GAGTGTGACG GGGATTGCTA 3 3 00 

AG GGG AT AAA GG AG AT TG T T GAAGCTGCTG GGGGGAGTGA AAAGCTGAAA GCTGTTGCTG 3 3 60 

CTGCTACAAG GGAGAATAAT AAAGAGGCAG GGAAGTTGTT TGGGAAAGTT GATGATGCTC 3 42 0 

ATGCTGGGGA CAGTGAGGCT GCTAGCAAGG CGGCTGGTGC TGTTAGTGCT GTTAGTGGGG 3 480 

AG C AG AT AT T AAGTGCGATT GTTACGGCTG CGGCTGCTGG TGAGCAGGAT GGAGAGAAGC 3 540 

CTGCAGAGGC TACAAATCCG ATTGCTGCTG CTATTGGGAA GGGTAATGAG GATGGTGCGG 3 600 

ATTTTGGTAA GGATGAGATG AAGAAGGATG ATCAGATTGC TGCTGCTATT GCTTTGAGGG 3 660 

GGATGGCTAA GGATGGAAAG TTTGCTGTGA AGAGTAATGA TGGTGAGAAA GGGAAGGCTG 3 72 0 

AGGGGGCTAT TAAGGAAGTT AGCGAGTTGT TGGATAAGCT GGTAAAAGCT GTAAAGACAG 3 78 0 

C TG AGGGGGC TTCAAGCGGT ACTGATGCAA TTGGAGAAGT TGTGGC T AAT GCTGGTGCTG 3 8 40 

CGAAGGCTGC TGATAAGGCG AGTGTG AC GG GGATTGCTAA GGGGATAAAG GAGATTGTTG 3 900 

AAGCTGCTGG GGGGAGTAAA AAGCTGAAAg CTGCTGCTGC TGAAGGGGAG AATAATAAAA 3 9 60 

AGGCAGGGAA GTTGTTTGGG AAGGCTGGTG CTGGTGCTGG TGCTAATGGG GACAGTGAGG 4020 

-CTGCTAGCAA GGCGGCTGGT GCTGTTAGTG CTGGTTAGTG TGGGGAGCAG ATATTAAGTG 4 030 

GGATTGTTAC GGCTGCTGGT GCGGCTGCTA GTGAGGCTGA TCAGGAGGGA AAGAAGC C TG 4140 

CAGATGCTAC AAATCCGATT GCTGCTGCTA TTGGGAAGGG TGATGCGGAG AATGGTGCGG 42 0 0 

ATTTTGGTGA TGGGATGAAG AAGGATGATC AGATTGCTGC TGCTATTGCT TTGAGGGGGA 42 6 0 

TGGC TAAGG A TGGAAAGTTT GCTGTGAAGA ATGATGATGA GAAAGGGAAG GCTGAGGGGG 43 2 0 
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CTATTAAGGG AGCTAGCGAG TTGTTGGATA AGCTGGTAAC AGCTGTAAAG ACAGCTGAGG 43 8 0 

GGGCTTCAAG TGGTACTGAT GCAATTGGAG AAGTTGTGGC TGATGCTGCG AAGGCTGCTG 444 0 

ATAAGGATAG TGTGAAGGGG ATTGCTAAGG GGATAAAGGA GATTGTTGAA GCTGCTGGGG 45 0 0 

GGAGTGAAAA GCTGAAAGTT GCTGCTGCTA AAGAGGGCAA TGAAAAGGCA GGGAAGTTGT 45 6 0 

TTGGGAAGGy TGGTGmTrmT GCTCATGctg GGGACAGTGA GGCTGCTAGC AAGGCGGCTG 462 0 

GTGC TGTT AG TGCTGTTAGT GGGGAGCAGA TATTAAGTGC GATTGTTAmG GCTGCkGrTG 46 8 0 

CGGCTGAGCA GGAkGGAAAG AAGCCTGCAG AkGCTAmAAA TCCGATTGCT GCTGCTATTG 47 40 

GGAAtAAAGA TGAGGATGCG GATTTTGGTG ' ATGGGATGAA GAAGGATGAT CAGATTGCTG 48 0 0 

CTGCTATTGC TTTGAGGGGG ATGGCTAAGG ATGGAAAGTT TGCTGTGAAG GGTAATAATG 48 6 0 

AGAAAGGGAA GGCTGAGGGG GCTTCAAGTG GTACTGATGC AATTGGAGAA GTTGTGGATA 4 92 0 

ATGATGCGAA GGCTGCTGAT AAGGCGAGTG TGACGGGGAT TGCTAAGGGG ATAAAGGAGA 49 80 

TTGTTGAAGC TGCTGGGGGG AGTGAAAAGC TGAAAGCTGT TGCTGCTGCT ACAAGGGAGA 5 040 

ATAATAAAGA GGCAGGGAAG TTGTTTGGGA AAGTTGATGA TGCTCATGCT GGGGACAGTG 5100 

AGCTGCT 5107 
(2) INFORMATION FOR SEQ ID NO : 25: ' 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5068 base -pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS : double 

( D ) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 
CACATTATTA AATCTAGAAT TGAATAATTA TTCTCAAAAA AAACTATTAA AATTTTACAA 6 0 

CGAAATTCTT AAAAAAGATA ATAAAAATTC TTGCGATCTA CCAACAATGA ATAAATATCT 12 0 

TGATATATTA GAAAAAACAA AAACCATAGT AAAACTATCT TTTAAAAACC AGTCCAAATA 180 
TATGATTTAT TATAAAATTA ATTACCCCCT TAAAGTGTTT CGTTCAACAA TACAAGACTA 2 40 

CTATCAAACA ATArCAGATA AACTAAAACT ACGGTTAGAA CTAAACTATC CTACTACTAT 3 00 

TTAATCGTAA AAAATATTTC TTTGCAAATT AAGCAATTTA GAAATATAAA TGTAAAGACA 3 60 

TATATTTTTA TTTGATAAAT AATAAJ\AATT AC TGGGGC AC TATTTGGAAA AATTTTTAAA 42 0 

AGAAATATTA AGTATGAATA GCAAAAATAG GCTATCTTCA CACTTAATAA- TTCTTATTTA - 43 0 

CACACTAAAC AACATTGACC TAAATTCAAA AAATATTGGA TAG TAT AGT A GGGGCTTTAT 5 40 
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ACGCCGTGCG TTTACTTTTA ACATAGATAG ATATTGCAAT ACTAGTAAAG ATATTGAAAT 6 00 

AG AC AT AG AC TTATTAATAA AGTATCTCGA TTTTTTAGAA AACAACCTAA AAATTATAAC 6 60 

TAATAAATAT AAAGTAGAAA AAAATATATT CAAACTTTAC TACATAATCA ATTATCCTTT 7 20 

AAAAAT AT GT TACACAAAAA TTATGAACTA C TAT AAAT AG AC T AT AT AAT GATATTAAAA 7 80 

AGAGAAACAT C TTTAGTAT A TTACTAAAGG TGTTTCTCCC CTTAATCTAA AGTTGTTTTA 8 40 

AGGTGTATAA TGGGGGTGAT ACCATATTTT AAATTATATA TCCCAAATTA ATtAAAAAAT 9 00 

CAGGTATTGC AAATGTATTA TAGTGTCTCA TAGGCCTAAT AAAGAACAAT TAAAACTAAA 9 60 

AAAT AT AT AA ATAAAACGCA AATTAGAAAA AGAAATAACC GTCATAGTCA AACTTTATTT 10 2 0 

TAAGAAAAAT CCTAAATCTA TAATTT AT T A TAAAGTTAAT TGCTCCTTAG AAAGAGTTTT 10 80 

ATTAAAAATA AAAG AC T AC T ACGTATTATT CTATGAAGAA TTAAAACAAT TTTTACAAAA 1140 

AATC AC T AC T ACTTAATTAT AAATACATTA TAAAATAAGC TTATGCAAAA C T T TAG AAAT 12 0 0 

ATATTGTTTT ACGCTAAAAA AATTTAAAAA AATACTGTGC TATATTTATA ATATAAATTT 12 60 

AATATAATAG GGGGCTAATT CATTATGGAT GGAGTAATTA ACAATACATT GGCAAGAATA 13 2 0 

ACAAAGCAAA TTTAATTTGC TAAGAATAAG TTAATCATTC TTGTCAAAAC ACTAGATCAT 13 80 

ATGAATAAAA AATTATTCCA TAGTGCAAAT AAAAATTATG CTTATTCCTT AAT AAGAAG C 14 4 0 

AAGTTTAATA AGGC TCTAGC TAAAACTAAT CAACATGAAG TTGATTCTAA AACCCTGTTA 15 00 

GAATATCTTG AAAT ATT AGA AAAAATCCAA AAGTAATCTT CAAATGTTCC ACAAATAAAG 15 60 

AAAATGAAAG CTTTAGAGGC CTTTAGTAAG C T AAT AT AAT CC AG AAAATT T AC TAT AAAT 16 2 0 

CGATTATATA AATAGTAAAC CAATATCTAT CCTAGTGTAT TATGGCCTAT AAT AGGC CCA 1680 

ATAAAGATAA TAATAAGCTT ACTATATTAC AAAACTAAAC CCTCGCTATA TTATGAAAAT 17 4 0 

CAATACTAAA ATAATGGGCA CTTAAAGCAA TTGGTTAAAA TAATTTCTAT AAATGCCTTT 18 00 

AAAAATTATT G AAT ATT AGA AAAT ATT ATA TCAAAATCAT TTAATTGAAA TTAAATAAAC 18 6 0 

TAAATTAAAA GAAAAATT C A GATATATTTT AAATGTATTA TGGCATATAA TACTATAGCG 19 20 

CCCTAAACAA AATAAAACAT AAAT T AT T AA AATAAATCAT TT AT AT AAAT CAATATATAT 19 80 

ATCTCAAACA AAAGAAAATT TATATAAATT TTAGGCCTAC TAGCGTATCG TAGACCTAAT 2 0 40 

AAAT AAT C AA CAAAACACTG GTGTGTTTAT TACAATTAAA TTAATAATAT TATATATAAG 2100 

ATTT AAAATT TTTTTAAAAA AGAAATTTGT TATAAACATA TTGGTTAAAA T C AAT AT AAA 2160 

TCAAAACAAA AAAATCTAAA TATTAATCTA ATAATATTCG AAAT T AAC AT CACTACAAAT 22 2 0 

ATAAATAAC A ACAAT AAACT ATTAAAATAG TAAAATACCT AAAATT TAGC TCTCAAAAAG "22 80 

ACATTCAATT GTCAAGCGAA ATTCAAGCAT T AAAAG AT AC ACGAACCATT GCTAGTGCTA 2 3 40 
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ATTCATCTA-A TCCGCCCTTT AACTCCCCTA AT TAT ATT AT ATTCAAATTA TCTTGAAAAT 2 400 

AGAJU^-ACAA GTTGACAGA A AA -ATT AC TAT TAAJTGAGATA ATTAATGAAA ATGGTAAAAA 2 4 60 

AAC T AAAAAG CTTTTGGAAA TTCAAAAAGA TAATATTTCC CTACTTAAAA ATGAATTCAA 2 52 0 

CATGGTGAAA GTTTTAAGGC TAAAGTTTAA TGA-AAACTCT ACAAACTCTA CATTAAAATC 2530 

TATTTAGCAC AGCAAAGTAA TTCATACAAT ATCTTAAGAA AAGATTCAAC TCTAAAAATA 2 640 

AAATTTAAAA- ATTGTGGTAA TA.TTTTATTA TCAAAAATTA AT TAT T AGG A GGTTATATTA 270 0 

ATA-TAAAAAA AACTTTC ATA TT AAT ATGA^A TTTTTAGTTT AATAATGAAA ATCTTTGCAC 27 60 

AAGAT AAA.C T TGAAAAAGA^T GTCGGACATA TTACAAACAC ATTGAAACAT GAAAACTAAA 2 82 0 

AAGCAACCGT AAT T C TC T AC CATTCATTTT GA-ATGCAATT GTAACTTTGG AAATAGGATC 2 8 80 

TTTACAAAGT TTTG AT AT A_T ACTCTTTGCC AATATAAAGC TAAAATAAAC TATAAAAGTT 2 940 

TATCAAA.GCA CTATTCTTGC TAAACTTAAA AAGTTCTATT AAT AAGAT AG ATTACACTAG 3 000 

AATT AAT AA.G CATAATGTAJ2 AAGTTTACAC CAATTTTATC TTTTCTCAAT ATTTGTAAAT 3 0 60 

ATCAAAGCAJT TCTA.TTAATT CTATAGAAAT TAAATATTTA TGTAAAAGTA TAATAATTAC 312 0 

GC TT AAT AAA AAA---A-TTATT AAC AG AT ATA AAAATAATAT AAACCTTCTC ACAATAAAAA 3130 

TATTGATATA AATCTTCCAA TATTTTACTA TTCTACATTT GATTAAATAT ATATATTATA 3 240 

TTTAATATTG GtTTATATTT AATATTGG'T TA.TAAATTTT AGATTTTAAT TAAGGAGAAT 3 3 00 

A'TTTATGAAA TATAACATTA TTGTAAGCTT ATTTGTTTTT TTATTTTTAG CTTGTAATCC 3 3 60 

AGATTTTAAC ACTAATCAAA AAGAT ATGAA GTACCAATCT AGTAAAAAAG GACTAAAATC 3 42 0 

TAAJTAAAAAA AGA.CTAAAAT CCAATAAAAA GGGATTAACC CC t ATAGCAG AAGCAAGCTC 3480 

AAATCAAAAA GAAAGCTAAA ATCAAGAAGC AATCTCCAAA AAAGAAAAAG ACATTAATAA 3 5 40 

.CCAAACAGAA AACACACTGC TTGATGATTT AAAAAATTTA ATAGAACAAG CTAAATCGGA 3 600 

T AATG r T AAA T ATG T AC AAA AATTAAAAGA AGAATCTTCA AATCAATATG G AAT AC TGGC 3 6 60 

TTTCAAAGAG TTGTTCTAGC CAGACGGAAC TGAACAGTTA TCTGCAAACA CCGAAAGATC 3 72 0 

TAAAGCCTAT AGAAAACGAA CTTATAGTAT CTTAAATGCT ATCGATAATG ATGCCTTAAA 37 80 

GAATTTTTGA GAAATTGTAA TGGCATCAGG CCAAACACAA GG AAT AC TT A AC AAT C T C G A 3 840 

CTCACTTGGA GGTGCCTTTG AAGAT AT AGT TGATTTTCTG TATCCTAAAA AAGATAATCT - 3 9 00 

AGA-AAAATTA GAGATCCCGG C C TT AAAAAA GCTTAAA.GAT TCTTTGGAAA ATTTTTTAGA 3 9 60 

GATAAAAAAA.-ATCACTTCGG AAATGTTATA CAAGTTCTTA TTAGACTATA" AAAATAATGC , 402 0 

AAATAGTAjTA -CAAACAGATG CA-AATGCA.CT TAAATCTCAT GCAAACACAC TTTTTAATCA 40 8 0 
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ACTGACAAAA AAAATCGAAG AATCAGAAAA GCTAAAAAAT GACATATATT CAATAGAAAA 4140 

CCTTTAATTT ATATGCTATA TATTGAAATT GTCATAATGC AAAGGCCTAT CTTTAATAAA 42 0 0 

AGATAGGCCT AGCGTTATAA AAACTGCTAT TTCAACAATC AATAATTATC GAAATAGCTT 42 6 0 

ATTACCTCAA TCACATGATA GCTTTTTAAG CTCTAACATA AAAACAGCAA TCTAACAGTG 43 2 0 

GACAT AGTTC CATAAAGCTT TACTTCAGAC AATTTTTACC TTAGTTTTTA TTTTTTTTAT 43 8 0 

AAGAAGAAAA CTTAGAATTT AGAGTTGCAT TTTATATTTC TATCATACAA ATCGATTATA 444 0 

ATTACTCATA GATCTACAAT AGTATTGATC GATTTTAGAA TTATATTTTT AATATTACAA 45 0 0 

TTGCTATATA GTTTACTTTA TGAAAAAAAT CTATCTATTT TATGCAAAGA AGATTAGTGC 45 60 

C AC C C T GAT T TATATGATAA TTGCCTTCCA AATTAACAAC AT AT C GAATC ATTAATACTT 462 0 

TTCCCCAAAC ATTCATTTTT AAATACCCTT AATTGATAAG CTCTCTATTG TCAATGTCCA 463 0 

AGTGCTGCCC TGC TACT AAA ATGCAATATT TATTATAAGC AACTTTCTCT ACTACTGTAT 47 40 

TTTTATTATA TATTAAACAA AAAATCAAAA ACCTAATAAT ATATTATTTT AGGTTCCCCC 48 0 0 

AAGCATTCTT GATAACAAAG TTATTTGATA TTGGTTTAAA TTCTTGTAAA TTATTTGTAC 48 60 

ATACCATTTA CTTTATTATA AAAATAAAAT TTCCCTTCAA TATATTTCCC CCACTTATCT 492 0 

. AATTTAATTC TCTGTGTTTT TAAAAGCATT TTTGTTTTTC ATGTTTTTTT GATTTTCAAT 49 8 0 

CATAAATAAC AATAAACTTA TTTATAATAT TGAGAATATT AT C T AAT AAA ATATTAAAGA 5 040 

TGTAAAAATT AGTTACAAAA AATTGCTG 5 0 68 



(2) INFCjRMATION FOR SEQ ID NO : 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4663 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 26: 

TTCTTTATTT TGGCATTCAA CTTTACATTT ACCTTTTTTT ACAGTTTCAA TAGGTTCTGG , 60 

TGCATTTTCC ATGTTAAATC CTTATACGGC CTTTATGCTA AATTCTTCTG TGGTTAAAGA 12 0 

ATTTTTTTCA TTTTTTATTA TTTCTAATAA TTCAAGATGA TAT AT AC C AA ATACTTTATT 180 

GTATTCTATT TTCTTTTGGT TATTCAAATA TTTTTTGATA ATTGGCTTTA G AAT T T C AAT 2 40 

ATTTGTTTCT TTTTTTAGTT GTTCAATAAG GATATTGAAA ATATTTTCCT TTAAATTTTG 300 

ATAATTTTGT TGAGAATTTT gCTTTTyycT TTCAATCGmC TTTTCTAATT TACGTTTTAT 3 60 

GTTGTTT AAA TCGyTATATT TATGmyTTTC AATAATAAAr TGGGGCTTAA ATTTGTAAyT .420 
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TTCGTATACT TTTTG'TAAAT TTrTCTTTAA TTGTTCGGGr TTATATCCAT TTTGTTyGAA 48 0 

TTCTTTCTGA GTGTTATTTA rAATTyTyTT TAGTTTCTCT TGCTTTTCTT TAAAGCAAGA 540 

TTTATTTAAA TTTGTGTTTT TTAGCAATTT ATTTTCAACT CTTTTTATGT TTTTGATTAT 60 0 

TTTAATCATA GTATCTTTAT CAACATTTAA TGTTAATAAA AAyGGAAGAA TTTCTTTACA 66 0 

TAAsAAGTTr CTTTTxTTGA ArTACTTTAT TACTTGATAT TTTTCTATTT CTTTAATCTT 72 0 

TCTTTCTTCT TTTATA.TTAT TTTTATTACT TAAACACTCC ACTGAATTTA C AC T ACyATT 7 80 

TTTAGAAAyA TyGTCTTTAA AATGGTTATT AACTCTAGAT TTAAATCTAG AGTTTTTTCG 8 40 

yTCTTyAAAG TACTTGTTGA TTTTCTGGCA ACATTCTTTT TTAGGATACT TTAGTTTATA 900 

rTAAATTTCA GTyCCACAAT TTACACCCAT rTGTTGGTAG TAATTAGTTG TrACTTTTAr 9 60 

TACTTTTTCT AATTTrTAAA GATAATTTTG CATTGTTCTT AGwGTAGTGG GAGCTAGmCC 102 0 

ATTTCTTTTT AG AT TT T C r T TAAAGCAGTA GAGTATGTTT TGTTGTGTGT ATTTTTTATC 108 0 

TTTTTTGTTT AGAAAATCTA GCGTTGAAGT AAG AG AT AT T AATTTGTGTT GGTGTTTGTT 114 0 

GTGGCAAGTT GGAATTTTTG TTTTATTTGG GAAATTTTGC ATTTTTTTTC TCCGTTTACA 120 0 

TGTATTAGTA ATTACTAATA TAGTGCAAAA TTTTGATTTA AAAGTAAATA CTTTTCTAAA 12 6 0 

AAAATATTAA ATT T TAATT A TTAATTTTGT TAAATTAATA TAAAAATTTG TAATTTAGTA 13 2 0 

AAAATATAAA TTGAT'TTTAA TTCtAAGTTG ACTTATACTA CAAATAGCGT AGTAAAATGT 13 8 0 

TCGCATTTTT TCTACCGTTT ATATGAATTT ACAAGAAATA AAGATATGGG CTTAACTAAG 1440 

TTCTTTAACA AGAGAATTTA GCTAAGCCCG CACTTTTTGT AAAAATTTTT TGTAAAGAAG 15 0 0 

TTGGCAAAAA TAGTTTTTGC TATATACTTA TATTTATTAA TACATATAAA CGGAGGAAAA 15 60 

AGATGGAAAA TCTTTAAAAC AATAATAATC CACAAGAAAA TATTCAAGCA GAAATTAAAT 162 0 

TCTTAAATGA TATGAAAACC C TAA'TGAAGA ACTTGCCACG TATTGACAAA AGTCTTAAAG 1680 

GGTACGGATA TAAGTATCAG GATTTCAATG ACATATTAGA AGAAATTGAA AACGTTATTG 17 40 

AAAAGCATAA TTtGGATCTt AtGTTTAGGC AATTTCCAAC TTTTACACAT GATCCATATG 18 00 

GT AT AGTTC A TGTTATTAGG ACCACATTCT ACAGCACAAG CAGTGGGTAT AGAGAGTCAT 13 60 

TTGATACCCC AATTCTTACA GAAAATTTGC AATGGAACAG TGAAAATGGT TCTAAAAATG 19 2 0 

TAAATACATT GCCACAATTT GTTGGTTCAG C T ATT AC T T A TTTCAAAAGA TACGCTTTAG 19 8 0 

TTGCATGTCT TAATATAAAA AGC G AAATGG ATACTGATGC AGCACCTATT TACAATAATT 2 040, 

ATGAAAACAG AAATTCTATG CCTAACAAAC AAGTTAGTGT T AATC AAAAG - TAAGAACAAA 210 0 

AAAG AG AAC A ■ AAAAC AAG AG ATT AAT C AAA . T T C AG AAAAA T AAyAyT AT T CAAAACCAGA 2160 
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AAAGAGATAT TAAGCAAGAA TAAAAAAAAG ATAGGTTTTA TTATTACAGT GTTTTTAAAG 222 0 

AAGCGTTGTC TAATATAAAA GATTGGGTAA ATAGCCCTAC AACAAAAGAT AATATAAACT 22 8 0 

CAATTATTCA AAAAATAAGC TTTATTCAGA AT AT AG AC C C CAATAATGTT GAT GAT AT C A 23 4 0 

AGAAAATTGA ATC TGATTTA ATCTCGTATT T TG AG AAAAA TAGTGATTTT AAAAGTATAA 2 40 0 

ACTATTGGGC GG AG AT TATA AAAAAC T ATT TCAAGAAAAA TAATAjtATTA AAGGATTTAC 2 46 0 

AAGATTTTGA AAAGTTTGTG gTgTTTAAGA GGACTGCTTA TGGTCCTAGC C C ATTAAT AT 2 52 0 

TCTTTAGTGT CTTAAAAGAA TATGAACGGT TTGATGAGAT ATTTGCAGCA TAGCAAGATT 2 5 80 

CTTACATGGT AAAGCCCCCC TATTTGGGGG CTGCTATATA TTATGAATTT TTGCACGTAC 2 64 0 

TACTTGCAGT ATTTTCAAAG CCGTCTATGC CCCCTTTAAG GGCCTCCTGA ACGACCTGCT 27 0 0 

TGAAGGTATT TTTATTTTCA ACCTTATCTC CAGTACAACT GTCAAGTTCA CTCTTTATAT 27 6 0 

- GATCAAGTGC AGATTTTATT TTGCTTTCAT CATATCCTAA AAATTTATTA AATTCTCCAT . 2 82 0 

CATTGCCCAG agCTtCTTTT AACCAGTCAA GrTGTGTTTT TTGrTywTCA kwTAGCTTTT 2 88 0 

CTCTAAGmAG kTCTTCTTTA GATTTwGGTT TTTCTTGTGT TGCTTCTTTT TGGGTTAAAT 2 94 0 

CACGTTTTTG TCTACTTTTT GTTTGGCTAk TATTAGTATC ATTAGAATTA CAGCyGTTTA 3 00 0 

GCATTAGTAA AAATAAACAA AATAATATGT TGATAATTTT CATTrTTATT CCTTTTTTTA 3 0 60 

TTATTAATAT TCACTTAATC AATTATTAAT ACTAAATATT GGATAAACAA TTATTATTTG 312 0 

AATTGATATG TTTTAAGTGA GGTAGTAGCT ATTTAGAAAT GAAAGCAAAT ATTAGCCCTG 318 0 

CTATCATTGT GAT AG AC ATT GCTCCCATAA TTCCCAATAC CCATTTAAGC ATTTCTGAAA 3 2 40 

GAGACATTAA ATTCTTTTCT ACATTGTCTA TTTTA_GCAGT AAGTTCATTT TTAACACTAT 3 3 00 

CGATCTTAGC ATTAAGTTCG CTTTTAACAC TATCTATTTT GACATTTAAA TTCTTTTCTA 3 3 60 

CAGTATCTAT CTTAGTATCT AAACCATCTA T T T TT AG AT T TAAATTCTTT TCTACAGTAT 3 42 0 

CTATCTTAGT ATCTAAACCA TCTATTTTTA GATTTAAATT CTTTTCTACA TTGTCTATTT 3 48 0 

TAGTATTAAG TTCGCTTTTG ACACTATCTA TTTTAGAAAT AAG AT T AT C A AATTTTATAT 3 54 0 

CAAATTGTTT TTCTAAATTT TCTAAATCTC TATATGTTAG CTCATTGTGA TAATATCTTT 3 60 0 

TAGATAAATC TTGTGCTATT AATTGTTCCA TGCCCAGTCT AATAAATTCT TTATATATTT 3 6 60 

GTTC TTGAGT TACACTTGCA ATATTTGTTG ACACTGTTTC CATAAAATTT TCCCTTATGG 3 72 0 

TCATATTATA TACTATTTTA GATTAATTGG CTTTAGAGAT TTTTATATGT AAAGTAGAAT 378 0 

TTCTTGCAAG AAAAAC C TTT TTGTAATTTA CATTTTTAAC TTCAGATATC AGTTTTAAAT 3 34 0 

TTTTTACTGT AGATTTTTTA C AAAAAC AG T - ATTGC AAAAA CTCTTAGATT ACTTTTTCTT 3 90 0 

TTCTTTGTAT ACT AC AATAA CTCCAAAACC C ACT AAATGG TTTAGTGATT TAACCTCAAG 3 96 0 
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AATATTTTCG GCACCTATTT GGTTAATAAA ATTTTCTAAC CCTATCCCTA TAATTTCGAA 4 02 0 

TAGAGTTTTG TTTTTATCTT CTTTTTTTAT AGGAAAGT T A ATGTTATGCT TATGATCATC 40 8 0 

ACCGCCTTGA TCTAAAGCTA TTAAAGTTTT AACTTTTATA ATTTCATCTT TTTTAATTTC 414 0 

ATATGAAATT AAATTACCAA T AC TGATAAT AAACATAAAT AACATTAATA AATTAATTTT 42 00 

TTGCACATTG TGTTCCTTAA TAAATAGAAT ATTAACAATA TTATATCTTT ATTAAgATTT 42 60 

GCCCTAAAAT ATAAAATTTT ATTAAAATAT AGCAGTAATA AACGACTTTA AGAATATAAA 43 2 0 

TGGGAATTTC TTGCAAGAAA AAcCTTTTTG TAATTTACAT TTTTAATTGA GAATATTTAT 43 8 0 

TATAGACTTT TTCCGCTATT GGTTTTGTTT TTTTAATGTA CTCTAAATAT ATGTTGATAT 44 40 

TATGTTTTAC AGCAGTTATG GaGTGTTCGT CTTTTArTGT TGATAAATCT GGaTAAGGAT 4 5 00 

ATTCTGGaTA ^TTTGGaTCA TTAACTTTAA CTTTTGTTTT aGCTAAAAAT GTTAC TAGGT 45 6 0 

ACATAACATA CTCTGAAAGT TGTGTTTCAT AT T TAG C T AA AGATTTTAGT GTTTGAATAA 462 0 

TTGGAGGTTT TGGCTCTTCT GGTAGGTTAG CAATAGTGGT GCA 46 6 3 



(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 4312 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 27: 

CAACTTCAGT TTATATTATC AAAC G AC AAA TAAAACATTA AGTACAATAA CCCAATATTT 60 

CAAAAAGGAT GCACATTTTA ATAAAAAACT AAAGCTGTTC AACTACAATT GTTGC AC TTG 12 0 

AAATTTTTTA TACTAAAATA TAATACAAAT AATTATATTA ACAAATATCG ATTTTTATAA 180 

AAAATAAGTA AAAGTAGTTT AGTTTACCTG AGTATTTAAA TACTTTTAAT TGAGGATGTT 2 40 

TTATTTTAAA AAGGAGTGTA AAAC TATGTC AAAAACTGTT GACGAAGTAT ATTGCTATTC 3 00 

TTGTGGCAAG ATTTAAAAAA GATGC TG AG A TTTGTATTTC TTGCGGGGTC AGAAATAAAC 3 60 

AAACC GAAAA CTACAATAAA CTTATAGTAT TTTTACTATG CTTACTTTTT GGTTATTTAG 42 0 

GAGTTCACAG ATTTTATGTA GGTAAAATAG AAACTGGGCT ATTATAATCA TACCTCTTCA 48 0 

CTTTTAAATA TTGTTCATAA GCAGTGGGTC TAGGCATATT AC G ATT AT AC TCATGGCTCC 5 40 

CCTCGCCAGA ATACTTAATA TCTAGAGAAT ATAACTCCTC TATACATGAA- TACAGCCAAC 6 00 

GAACTATACG CATAAATTTA TTATTGTTCT GCTCATTTTT TACCATAATA AACAACTTAA 6 60 
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TCAGGTCTTT AGATTGCTCA GACCCTAAAT C T AG AAAG AA TTTATTAAAA TACTCCTCAT 720 

TATAGTCACT CACTGGGmGT AC T AC Ay C AC GATAATTAGG ATCTTTTAAA CTAATTAAAG 780 

TCTTTTTTAT CTCAACCAAT AAACGATGTT C AG AC G C ATA TAATTTTAAA CTAGAAAATA 3 40 

TGCCTTCAGT AACAATCTCA .TCGGAACCCA TAT CAC TACT TTCCGAATTC TCAAAAAAAG 9 00 

TTTGAACAGC TTGTTCCTGA TTATCAGGCA AATAACAACC CAATAAAGCC AATGyTATTA 9 60 

TACAAACGCC AACCAAAATC CTCATATATG CTCCTTACCT ACCTTACTAC AAAAATAATC 10 2 0 

TGTTGTAAAT ATACAAGTTT ATCTAAGCAC TATTTTATTA AACATTTAAA GTCCTACCAA 10 8 0 
GATAGATTTT TCTATAACAA GTAAACATAT ACCAATTTTA CCTTTTCTCA AGAATTATTA ' 1140 

AATACTAAAA TATTAATTTT AGCTTTATTA TTATCTAGTG AACTGCTATT TCTAAATCAA 12 0,0 

AGATTATAGA AATAGCAGTT CACACAAAAT GTGCTTAAAA AATTAAAAAA TAATTTTAAC 12 6 0 

AAGACTAATA AAAAATTTAC TAAAGAATCC TTTTAATTAC ATTTAAACTT GTTTGTTGTT 13 2 0 

ATTCTAACAA GATCGATTAA AACTCCAACA T AT AAAAAT C CAAATGTAAA TAGAGAAATA 13 80 

GAAAGAAATA CAATTAATGG AAAAATTTTA TGAAAAlAGAA CATATATATT TTGAATATAT 14 40 

TTTTATATAT ACCATTATTT TATTCGTGTT TTTTGACTCC ACCAAAATCT TCAAAAATCA 15 0 0 

ACAGTATCAA AACCGAGGTT TTGGATTTTA AGATAATTGA AGAGGGAAAT ATTATAAAAT 15 60 

ATGATAAAAA GCCCATTGAA GAGCGTAATG AAAATACTTG TCTTTCTTTT AAAG AAC C C G 16 2 0 

AATTAAATGA AATAAAAGAG GGGGACGTGC TTGAATTACT TGCAGGTGGT TATGTTACAT 16 80 

GGGCAAAATC TGGTGACTTA AGGGTTTTAA AAGATAAAAA TAACAATTTA ATTGAAGATC 1740 

TTAGAGAACT TAGGTACTCT TATATTTTTT CACCCATTCG ATTCAAAACT TTTTTTAGTT 18 0 0 

-ATAATTATAG CATTAATGAC AATAACTATA AAATACTCGG CAAAAAAGCA CCTATAGTTA 18 60 

AGATAATAGC ATTTGAATCA ACT AAAG AG T TTGAAAAAAA ATACGAAATA AATAGTTTAA 192 0 

AACTAAATTC TGAAGAATCT AATATTGATT TTGAACAAAA TAGAACTGGT TTAGCCAAAA 198 0 

TTAATTTAAA AGAAAC TTC A AAAGAAC C T A ATTACATTTA TTCATATAAT TTTGGAGTTT 2 040 

TTGACAATTC TTTAGCAGAT TATTTTAAGT TATTTTATAA AAAAAATAAC TGTAACTATA 2100 

TGCCTGCATA TCTTACTATA AAAGATAAAG AAACCGATAA AT AT AAAAC C TACGAAATTA 2160 

TATTAAATCT AAAG C TAT T T AACGATACCA TTAAATTATT AATTAATAAG TATTCAAATT 22 2 0 

TATCAAAAGA AAAATTAAAA CTTTTTACTG AT G AATGAT A AAAATTGAAT AAGAAAAGCA 2 280 

AAGACAAAAA TTTATCAATT AATGTAAATA AATACAATTC AAAATTGATA AAGT TGTGTG 2 3 40 

ACATATTCGG TATCTCAACT TGTCGATTTA AAAGT ATT G A TAGTGAACTG CTATTTCTAA 2 400 

ACAAAGATTA TAGAAATGGC TTCTTGTATC TTCCCATGAT AGCTTTTTAG GCCTTTTGTG 2 460 
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CAAGAACCTT TAGTTAAAGA AACTATTACT AAACTAGTAA TAGCAGTTAA ACTATAAAGA 2 52 0 

ACCTATTTTT CAAGAATAAA TATTTTTGAT ATAGATTCAG CAATACATAA CTCTAAAATA 2 580 

CTATTTAAAA TCAAAATAAA TTTATTTATC CTCAAATTCA TCTCATTCTA ATTTTTATTT 2 6 40 

AAATTCTTAT TCTATGTTAT TTAGTTTTAT GATATCTATC TTAACATCTA GCTCATAATC 2 7 00 

TTGATTGCTA CTATATATGT GATATAATGA TAAAATATTC TAATAATATT CTATTTTAGA 2 7 60 

TAGAGGTAAT ATAATGAATT TAATAATTAA AGTGATGTTG ATATCCAGTT TATTTTCTAG 2 820 

CTTTATCTCT TGTAAATTAT ATGAAAAGCT T AC AAAT AAA TCGCAACAAG CTTTAGCTAA 2 8 80 

AGCTTTTGTC TATGATAAAG ATATAGCTGA TAATAAAAGT ACAAATTCTA CTTCTAAACT 2 940 

AGATAATAGT TCTCTAGATT C T AT AAAAG A CAACAACAGA AGTGGTCGCA CATCTAGAGC 3 0 00 

TTTAGATGAT GCTGAAGAAA TTGGGGTAAA AGAAAGTAAT CAAAACAGAA ATGATCAACA 3 0 60 

ACAAAATAAT GAAAGTAAAG TAAAAGAAAG TGAAAAAAAC AATAGTTCAG GTATACAAGC < 312 0 

AGATGATAGT GTTTTAGACA CAGCTCATTC CGATGCTAGT GAAGTAGAAA ACAAGAAACA 3180 

TGATACTAGC AGACAACCTC AACTACTTAA TAAGGACTCT AGTGAAGCTA G AG AAGC TAG 3 2 40 

TAAAATTATA CAAAAAGCTT CTACCTCTTT AG AAGAAGC T GAGAAAGTAA ATGCAGCTTT 3 3 00 

AAAGG AAAC A AGATCAAAAC TTGATAAGAT AAAAAGATTA GCTGATAGCG CTAAATCTTA 3 3 60 

TTTAAATAAT GCTAGAAAAA ATTCTAGAAC TAATGGTTCT AT AC TAG AAA TATTGCCTAA 3 42 0 

CCTTGATAAA GCAATTGAAA AGGCTATTAG TAGTTATGCC TCTCTTAATG TTTGC TAT AC 3 48 0 

TGATGCAATT GCTGCTTTAG CAAAAGCTAA GAATGATTTT GAGCATGCAA AAAGAAAAGC 3 540 

AAATGATGCT TTAGAAGAAG CTTTAAAAGA TATACCTCAT TTTAGGGGGT ACAATTATCT 3 6 00 

TTACCATTAC CGGATAAATA ATGCTAATGA TGCAATGGAG AGTGCTAAAA GTTTGCTAGA 3 6 60 

GGTTGCTAAG AATAAACAAA AAGAACTTAA TGAAAATATG ACTAAGACAA ATAAGGACTT 3720 

TCAAGAGTTA AAT GAT AT AT ATAAAAAATT GCAAGATATG GACTCTAGAT AAGTAAAAGT 37 80 

AAAATATTAA AGATAAGAAG C C AG AC AAT A CTTTATGAGG TTTAGCTTCT TTATTTATAA 3 8 40 

TATTCTTTTT CTAAACAACA CTTTATTTTC TCTTAACTTT AT AGT TTGAC TTAAAAAATC 3 9 00 

. ATTATTTTTT AAAATATTAC ATGAATTAAC TTTAATATCT TTATTTTTAT ATTATAATTA 3 9 6 0 

TTATTAATAT AGATATTATT TGCCATATAA GTACATAACA AAGTTTTATT AAAAAGGAAA 402 0 

TATAAATATT ATGCGATTAT GTTTAATAAA AATTTTTATT ATACCTAATT TAGTATTTAG 40 8 0 

TTCTCTTTTT TTATTTGAAA GTTGTTCTGG TTTTCTATCT AAAAAATCTA- TAGAACAGTT 414 0 

TGCATTAGCA TT AAAAG AT C AT.CAAGAAAA T AAAAAT AC T ACT AAT AC TT CgTAGaTAAA 42 0 0 
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AATAGTAAGG AAATTGAATC GCCTAAAGAC GTTACATCAT CAAATAAAAA AACTTATGAT 42 6 0 

CCAATCTTAC AAGTAGGTTC TAAATCCCCC AAAAAAAAnC CCCnAAAATT TT 4 312 

(2) INFORMATION FOR SEQ ID NO : 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4305 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

( D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 

nAATTCGAGC TCGGTCCCCA AAAGTAAAAG CAAGCCTTGA TAAGATAAAA AGCTTACTTA 60 

GTACAGCTAA ATCTTATTTA GAGCAGACTA GAAGAGGTGT GGGATCTAGT AAgCTAACTT 12 0 

AGCCTTATTG CCTAGCC t AG AAGAaGCTAT TGCTAAGGTT AAGAGTAATC ATGCTTCTGC 180 

TGATACTCAT TGCAATGATG CTATTGCTGC TTTAAAAaGA GCTAAGAACG ATTTTGAGTA 2 40 

TGCACAAAGA AAAGCAGATC GGGCTTTAGA AGAGGCATTA AGTAATAGCA ATGCTTCAAG 3 00 

GCATGAGAGC TACTACTATG CTGGCTACCA CCAATTTATG GCTGATGCTA AAGCTTCAAT 3 60 

GAGTAGTACT AAAAGTTTGC TAGAGGTTGC TAAGAATAAG CAAAAAGAAC TTAATGAAAA 42 0 

• TATGACTAAG ACAAATAAAG ACTTTCAAGA GTTAAATGAT ATATATAAAA AATTGCAAGA 480 

TATGGACTCT AGATAAGTAA AAGT AAAAT A TTAAAGACAA GgCCAGACAA TACTTTATGA 5 40 

GGTTTGGCTT CTTTGTTTAT AATACTCTTT TTCTAAACAA CACTTTATTT TCTCTTAACT 6 00 

TTATAGTTTG ACTTAAAAAG TCATTATTTT TTAAAtAATT ACATGAATTA CCTTTAATAT 6 60 

CTTTATTTTT ATATTATAAT TATTATTAAT ATAGATATTA TTTGCyATAT AAGT AC AT AA 72 0 

CAAAGTTTTA T T AAAAAGG A AATATAAATA TTATGCGATT ATGTTTAATA AAAATTTTTA 7 80 

TTATACCTAA TTTAGTATTT AGTTCTCTTT TTTTATTTGA AAGTTGTTCT GGTTTTCTAT 840 

CTAAAAAATC TATAGAACAG TTTGCATTAG CAT T AAAAGA TCATCAAGAA AATAAAAATA 900 

CT AC TAAT AC TTCAGTAGAT AAAAATAGTA AGGAAATTGA ATCTCCTAAA GACGTTACAT 9 60 

CATCAAATAA AAAAAC TTAT GATCCAATCT TACAAGTAGG TTCTAATCAA CATATGTCAG 10 2 0 

ATGATCCTGG TGCTAATAAT AAAGAATCCC TACCAAATTC AAGTCCAGCA AT AAT AC AAA 10 80 

ATGACTCGCA TGCTC AAAAT AATGTAAAGA TGGAAGAAAA TAAATCAGCT ACTCCACAAC 1140 

ATGATC C AAT TGAACAAAGT AATTTTAAAA ATAGCCTTAC TACAACAAGT AAAACTCCTG 12 00 

CTATTCCTTC AGAAGAAGAA ATTAAAGCTA ACTTAGATGA ATTTGC AC AA GAAGAGTATG 12 6 0 

AGCAAACATC TCTTTCAGAA AT T AAAAAT G CCACGCAAAT_ TGTTAATCAT GCTAATCCTG 13 2 0 
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AAAACAAATT 


AAACAATACA 


CTCCTTGAGT 


TTGAAAAAGA 


TTATGAAACT 


TTATCAAACT 


1380 


TGTTATTCTC 


TAATTTAGAC 


GCATCTCCTT 


TGAATAGAAA 


AATAAAGACT 


ATTATGCCTA 


1440 


AATTACAAGA 


AATGCGTTCT 


TTTATGGAGC 


AAGCAACTAA 


TTCTTGGGTA 


TCTGCTAAAG 


1500 


GCATGCTAGA 


TGAGGCTAAG 


GATAAACTAG 


CAGAATCTAT 


TTATAAAAGA 


CTATACAATG 


1560 


GCAATTCATA 


CCGGTTCGGT 


GGCAGTTTTA 


ACGGACGTGA 


T AT GC AAC AT 


GCAAAAAATT 


1620 


TAGCATACAG 


AGC T AT AG AC 


TTTGCTTCTG 


CATGCATTGA 


AT AT AC AC AA 


AAAGCTATTG 


1680 


ATTATCTTCA 


ACAGGGAAAT 


TCTTGCAAAA 


AAGAAATAGA 


AAATATATTC 


AAGCTTTAAA 


1740 


ACTTCCAGTG 


TAGGCTTTAG - 


TTTCTTTAAT 


ATCTCTACTC 


ATATATAATC 


CCATCTTTAC 


1300 


TAGAAAAGCT 


TATATATCGG 


CTTACCTAAA 


TTAACTATTT 


CACTTCCCTC 


TTGCCTTTAC 


1860 


AAGCACTACT 


CTACTTCTTT 


CAAATTTATA 


GTTTGGTTTG 


CATTTAGCAT 


TCACTATTTT 


1920 


TCTATTTTTA 


TAAATGTGAT 


ATATTTATTT 


TTTAAGAATA 


AAGCATAAAT 


ATCATCAGAT 


1980 


TCTAAGAAGA 


GGTACTAAGA 


TAGATGAATT 


TAATTGCTAA 


AT TAT T TAT T ' 


TTATCCACTT 


2040 


TAGTTTCAAT 


TCCAAATATC 


CTCTCTTGTA 


ACCTATATGA 


TAATCTTGCA 


GACAACGCTG 


2100 


AGC AGGTT AC 


AGACATACTA 


GACAACAACA 


AGTCTTTTAA 


TACTTTAGGA 


AGCAGCAATG 


2160 


AGAGTAGAAG 


TCGC AGGCC T 


AGAAGTACAA 


ATAATGCTTA 


TATGAAACAA 


AACATAGACA 


2220 


AAAATCATTT 


AGTTGTTGCA 


GATATGCAAA 


ATGATAATAG 


TAGCAGCAGT 


CTTCCCCAAC 


22 80 


AAGTTAATAG 


TGAATCCAGT 


AAAGCTAATG 


AAGATAGTAA 


TATTATGAAG 


GAAATTGAAT 


2340 


CTTCTACAGA 


AGAGTGCGCT 


AGACTAAGAA 


AAGATTTAGA 


AACTATAAAA 


CAAATACTTG 


2400 


ATAAT ATAGA 


AAGCTTGCTT 


AATACAGCTA 


ATTCTTATTT 


AG AG AAC GC T 


AGAAAAGCAC 


2460 


CTAAATCTAA 


TCAAGATAAT 


CAAACCTTAT 


TGCTTAGCCT 


GCACCAAGCT 


ATTGCTAAGG ' 


2520 


TTAAGAGTAG 


TCATACTTCT 


TTTATCATTT 


GTTATAATGA 


TGCATTTAAT 


TCCCTGGGAA 


2580 


TAGCTGATAC 


TGCCTTTAAA 


GATGCAAAGA 


GAAAGGCAGT 


TGAGGCATAA 


AATGCTTCAA 


2 640 


AGGAAAATTA 


TGAATGGTAT 


AACGGTCATT 


ATCATTCTTT 


TATAAATGAC 


GCTAAAGATG 


2700 


CAATGGAGAG 


GGCTAAAAGG 


ATGCTAGATA 


ACGCTAAGCA 


TAAACAAGAA 


TATCTTAATT 


2760 


CTAATATGTA 


TCAGGCAAAT 


GCAGACTTTG 


AAGAGCTAAA 


TAAAGCATAT 


GAAGCTGCTT 


2820 


ATTAAATAAT 


ACTAATCTTA 


GATAGCTCAG 


CTTTAAAGAA 


AAAAGCTCTA 


TGCTATAAGC 


2880 


TTAACATATA 


ACTCATATTC 


TTGATTACTA 


ATAATAAATG 


TAATATAATG 


ATATTGTATT 


2940 


AC AATAATAC 


TCTATTTTTG 


CATAAAGTTA 


GCACAATGAA 


TTTAATGATT 


AAAGTATTAA 


3000 


TATTCAGTTT 


ATTTTTAAGC 


TTTATCTCTT 


GC AAGC TATA 


TGAAGC TGT A 


GATAAATCTC 


3060 
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TTATAAAAGA 


CAACAAAAGA 


AGTGGTCGTA 


AAGCTAGAAG 


TATTAGTTAT 


AAGGAAGTAA 


3120 


ATAATCAAGA 


AC AAAAT AAT 


GAAAAGAACC 


TAAAAGAAGC 


AAAAGAAAGT 


AAAAAAAACA 


3180 


ATAATTTAGG 


TATACAAAAA 


GATGGTATTG 


TAAACACAAA 


CCCTTCCGTT 


GCTAGCGATG 


3240 


CTAGTGAAAA 


AC AT ACT AAT 


AGACAACCTC 


AACAAGTTAA 


TAATAACTCT 


AGGGAAACTA 


3300 


GTGAAGCTAG 


AAACATTATA 


CAAGAAATTT 


ATACCTCTTT 


AGAAGAAGTT 


AAT AAAAT AA 


3360 


CTACAGATTT 


AGAAACAATA 


AAGTCAAGAC 


TTAATAATAT 


AAAAAGTAAA 


GTTGACAATG 


3420 


CTAGTTCTTT 


TTTAAATAAT 


GC TAG AAAAT 


CTAATAAAGC 


TAACCCAACC 


TTATTGCCTA 


3480 


AACTTGATCA 


AGCTATTCGC 


AAAGTTAGTA 


GCAGCCATGC 


TTATGCTAAC 


T C T AAT TAT T 


3540 


CAGATGCAGT 


AAGTGC CTTA 


AAAAGTTCTA 


AGCACGATTT 


TGAGTATGCA 


AATAGAAAAG 


3600 


CAGAAGATGC 


TTTACAAGAA 


GCGTTAAATA 


ATAGCAATAC 


TCAAGGTTAC 


CAATATGCTC 


3660 


GATACCACTA 


TTATATGAAT 


GATGCTAAAG 


AAGCAATGGG 


CAGGGCTAAA 


GTTAGCCTTA 


3720 


AGACTGCTAA 


GCAGAAACAA 


GAAAAACTTA 


AAGACAAGAT 


GGATCAAGCA 


AATAAAGAGT 


3780 


TTGAAGAGTT 


AAATAAAGCA 


CATGAAGCTG 


CTTTAAGTAG 


TAGAGAATCT 


TAGCTGGTGT 


3840 


AGCTTCAAAG 


AAGAC ATG AC 


ACTTACTTAT 


AAATAAGGAA 


GCTTTTGGAT 


TTTAACAAAA 


3900 


ATAGTCTGGC 


TTTTTTGCAC 


ATATAAAACA 


ACTCCATTAT 


TTCTAAGATA 


AATATTTTAA 


3960 


GCTCCCTGGT 


AAAGTAATTC 


ATTTATCCTA 


GATTTACTCT 


TCCACTTCTA 


TACGTCCCGT 


4020 


CCTGCTTAAT 


CATTAATTTT 


TAAAATTAAA 


TGTTTCTTTC 


TAGTTACGCA 


C T AT ATTGTT 


4080 


- ACT ATAAC AA 


AAATTGAATC 


TTAAAAATTA 


ACATATTACT 




AT AC T T AT AG 


4140 


GAGATGC TT A 


TAAAGCTTAA 


CAAACTTATT 


TTTACCAATA 


TATATATCTA 


ATATCTCTTA 


4200 


TACTTAGTTG 


CTCAATATCT 


AAAGATTTAA 


GTGATAAGCT 


CTCTTCACTA 


AAATCTAATG 


4260 


ATTTTTTTAA 


TTCAGACACT 


TTAGTTTATG 


ATTCTAGCAA 


TTATG 




4305 


(2) INFORMATION FOR SEQ ID NO : 29: 









(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4293 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 

CGATAGCTTT AATAAGcAAG CTCAATTACA ACAwTTAAaC CCAGGTGTTT CACAAAAACA 

AGAwATAGAT AAAAAAACAT AGAAAAAAGA AG C C TAG AC A ATTCTTCACA AGAAAAAGAA 

CTCACAAACC CTGCTTATTC AACACAAGAA C AT AC AAAAA GTGCTACAAA CTTAGACTCA 
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AAAAAAGATG 


CTCTTATTAA 


AGAAACTCTT 


GAAGCTATAA 


AGGAAAAAAT 


TAAAGAAGAA 


240 


AAGAAAAGCT 


ATTCTAGAAG 


AGCAGCAAAG 


ACAGAAACAA 


CAAGAGCTTG 


ATAAGATTAA 


3 0 0 


AGCACAATAT 


GAGGAAGAGA 


AGAGAAAGAG 


AGAAGAAGAG 


AGGAGAAGAG 


AGGAGAAAGA 


3 60 


GAAAAGAAAG 


CAAGACTTCA 


AAAATTCATG 


CAAACTACTT 


CTGACTTAAC 


TAATCTTGTT 


42 0 


AAGATGGCTG 


GGCTTGAGGC 


TTATAGCATT 


TCCCATAAAT 


TAAAAGATCT 


TGAAAAAGGT 


48 0 


ATTGAAAATT 


ATGAAGACAA 


CAATAATTCT 


ACTAAAGACA 


CACTAAACCA 


ATCTCTTAAA 


540 


GATGTTATTT 


aTGAGATTAC 


AAAGCTTAGT 


AGTCTTATAG 


AAGCAAAAGA 


TAAGATTGAT 


600 


CAGCGTAAGA 


AATTGGGTTA 


TCAGACAGAA 


CAAGAGTTTG 


ATGCTAAATT 


TATAAACTTA 


660 


AAGAACATCA 


AAGATAAGCT 


AAAGACTTTA 


TGTGGTAAGG 


CTAAAGGCCA 


TCTTGGTAGC 


72 0 


AATCTTTCTA 


GCGTTACTAT 


TGATGGGATT 


ACTAAAGAGA 


AGGTAGCTCm 


AGCTTATCTT 


7 8 0 


ATCATTAAAC 


TAATACACAA 


AACATTAATT 


TAT AT GAAT G 


ATGATAGTAA 


AGGTAGCCTT 


840 


GC TACT AT AC 


TTAATGACTT 


AGAAAAGGAT 


GCCAAATCAA 


TATAACTAGC 


ACAACAATAT 


900 


CTTCTTATTT 


TAAAAAAGCC 


TAAGTACTTA 


TATCTTAGGC 


TTTTTTAAAA 


ATTATCTTGC 


960 


CTCTTAGACC 


ATT C T T GAT A 


ATAATAATAC 


TGTTAAGAAT 


AAATTAATGC 


TAAAATGGAT 


1020 


AAGTACACTT 


ACACTAATTA 


GTATTTTTGC 


AG T AAAT AT A 


AAAACATAGA 


AT AAAAAT T C 


1080 


TTATAACTAA 


AAGAGTATAA 


TCTTCTTCAA 


GAGAAATATA 


TTATCAAGAA 


ATTAAATAGA 


1140 


CCTTAAAATT 


ATTTTTTCTA 


TATATTCAAA 


ATTACTTTAA 


CTATAATATT 


AC C TAT AG AG 


12 00 


AAAATCGTAT 


GGTAGTGGAC 


GAATGGTTTT 


TCCTAAAAAT 


AAAGAAAAAT 


AGTAAAAATG 


12 60 


GAAGAAAAGA 


AAACAAAAAA 


AAGATATAAT 


TCTGTATAAA 


AAAATTCTTT 


AAGAATTTTT 


1320 


CCATTTTTTA 


GAAAATGGTT 


TTCTATAATA 


GAAATATTAT 


ATTTTTTTCT 


CTATGTCTTG 


13 80 


TAATACCATT 


AATAATATTG 


ATCAAAATAT 


TAAAACTTTC 


TATTGACCAT 


ATTTCTGATT 


1440 


GAAC TGGAAT 


TATAATATAG 


TTTGCAGTAT 


TTAAAGCGCT 


CTTTAAAAGA 


AAATTTTGAA 


15 00 


TCGGAGAAAA 


TGTTTACCAA 


AATATAATCA 


AAATAGCAAT 


TGTATTTGGA 


AAGAGATATA 


15 60 


AATATTCTAC 


ATATTTATTT 


TTCATAAAAA 


CTTTTTTTTA 


AGATAAGATT 


AATACCAATG 


-t d o r\ 
1 o 2 U 


CTATGAGATT 


TATTTTTATC 


ATTTTAATTT 


TCTTTTAATA 


AAAAAACTTA 


ATAAGTTATC 


1680 


AACTTAGGTC 


AACCACAGTA 


AAACAATTAA 


AATGACATTT 


AAAAAGATTG 


AAATTTAGTA 


17 40 


AACAAAAAAA 


AGCCCTTATG 


GGCATCCTTT 


TCCGGTTTAG 


GATAAAGAGA 


AATCTTTATC 


1800 


TTATACATTA 


AGAATAATAT 


ATTATAAAAA 


AATAATCAAT 


GGATTATTTT 


TTTTATTCTT 


1860 


CTTTATTTTC 


ATACTCCATC 


ACAAGACTAA 


ACAAGATATC 


CCTTCTATCC 


TTAATAATTT 


1920 



il.Ji iL %P l tb 



5r!! ir:: ! li^I 



985 



TTTCCAAAAT 


AAAAACTGCT 


CTTTTGGTAT 


CTCTTATGCA 


AAAAGAATAA 


ACTTCCTTAT 


1980 


CTTTTATTAA 


AAAT T T AAC A 


GGGGGCATAC 


ATGAATTATC 


ACAATCTTTT 


TTTCTATCTT 


2040 


TTTTATGTTC 


AGATGATTCT 


AATTGAT TTT 


TCAATATTTT 


TCTGTATACA 


GATGAAAAAC 


2100 


CCkGTTTTTT 


AATCTCCTCA 


ACAGAAATAT 


TTCCCTCTAA 


GACTTCTTGA 


TAAATTTTTA 


2160 


TAT AT AT AT A 


CGCTTGGCTT 


TTATTAATTA 


CATAAGACTT 


AATAAACTGT 


TCGAAACTGT 


2220 


r* G AAC C CGT C 


ATATTTATAA 


AGATTTTTTT 


GTTTGATTTC 


GTATAAAATT 


TTCATTCTTT 


2280 


G AAA.T T TAG T 


ATCAATATCT 


AATTTTAAAT 


TGTATGCTAG 


CTATTCTTTT 


AATTCATTGT 


2340 


AATTTTTTAA 


TTCCCTGTTC 


TGATTGATAT 


CCATTTCTTC 


TATTTGAGTT 


TCTACCCTTT 


2400 


TATACAAAAT 


TATGTCTTTT 


TTGTTTTCTT 


TTTTTTCCAT 


TTTTACTCCC 


TTTCTTTATT 


2460 


TTTAGAAAAA 


GACCATTCGT 


ACACTAACAC 


GATTTTCTCT 


ATAAGATAGA 


TTACGGTTAA 


2520 


AACAATTTTC 


ATTATAAAGA 


AAAAATATTT 


TTCAAAGTTT 


CTTTAATTTC 


TTGATAATAT 


2580 


ATTTCTCTTG 


AAGAAGGTTC 


GAGTCTTTTA 


GTTATAAGAA 


CTTTTATACT 


ATTATAAAAA 


2640 


tgtatcttgc 

X X il X v., X X \Jv^* 


CCTTGATATA 


TTCTTTGTAT 


TCTTTATGAA 


TCAGATTTTC 


TACTTCTTTA 


2700 


AGAATATTTC 


TATTTTTTAT 


AAATTGGTTT 


T C T AC AAT AG 


AAAT ATT ATA 


TTTTTTTTCT 


2760 


ctatgttttg 

X -ti X VJ X X X X 


TAATGCCATT 


AATAATATTG 


AT C AAAAT AT 


TAAAACTTTC 


TATTGACCAT 


2820 


atttctgatt 


G AAC TGGAAT 


TAT AAT AT AA 


TTTGAAGTAT 


TTAAAGCACT 


CTTTAAAAGC 


2880 


aaatttgaac 


CTGGAGAAGT 


GTCTAACAAA 


ATATAATCAA 


AATCGCAATT 


TAT TAT AT T T 


2940 


C TAT T T AAAT 


AATATTCCAA 


GAAAGTTTCT 


TGATCGGTTT 


C TGTATT AAA 


TTTTTCTAAC 


3000 


ATAGGATGAG 


AAGG AAT TAT 


ATACATATAA 


TCATTAATTT 


TATTTAAGTA 


TTTTTTAAAA 


3060 


TAGAAATCTC 


CTTTTAACAT 


ACTATACACA 


TTATATGTTT 


CGGCGTCAGG 


AATATACTTG 


3120 


GTAAAATATG 


ATGTTAAAGA 


ATTCTGTGGA 


TCCAAATCAA 


TTAGTAATAT 


TTTTTTACCC 


3180 


AATTCCTTCA 


ACAAATAAGA 


AAAAAGTATA 


GAAAGTGTGC 


TTTTTCCAAC 


TCCTCCTTTA 


3240 


ACTGATGTGA 


GTGCTATAAT 


ATCTGGTTTT 


TTAATATCCA 


TTTATCTAAA 


ATTCCTCCAT 


3300 


TTGTTAGTTT 


TTTGTTGTAA 


AATTTATATA 


CTTTTCTTTC 


CATTTTTTTT' 


AAATGTTTTA 


3360 


AACTATACTT 


GTAGTATTTG 


GTGTCTTCTT 


TTTGTCTTTT 


TCTTAGCAAG 


GTTCTTAGAG 


3420 


ATAATAAGTA 


ACACTTAATA 


GATCCGGTTT 


TAAATATAAA 


mrn^m^ m TV rn 7\ 7A 

TTCTAT A r AA 


rp a T 1 A Z -1 r P r PT""T"T l 


3 48 0 


TTATTGCGTA 


ATTTCTATTT 


TTTCCTATTT 


TATGAAGAAA 


TGGTTTTTCA 


AGTCGATCGT 


3540 


AT C CAT AC C T 


TATTCCTAAA 


AATTTATTTT 


TTCCTTCTAT 


TGGGAAAAGA 


TTGAAAGAAT 


3600 


ACTTATCTTT 


ACT ATT AAAT 


TTTTTAAATT 


CTAGTTTCAG 


TCTTTGTTTT 


TTGCAGTTAT 


3660 


TTCTAAAATT 


AACTAGATGG 


TAGAATATTT 


TTGTGTAATA 


TATTTTCTTT 


CCATTCTTTT 


3720 
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CTTCTATTTT GTTAAAAATA TTTTTTATTG GATTTTCATC AATATTCATT AACGCTTTCT 

TTTGTTTTAG TTTTCTAAAA ATTGAATTCA AATCTTTTTC CTTATTACAT TAATCAAATA 

ATTGTTTAAT GTTTTATTAC TTGTAATGTA AATATGTAGC TTGTTTAAAG TAAAATAATT 

AAAGT T C TAG TTGTAAAAAA GTATTGTGGA TAAGAAAATG GATTTCGTCA ATTTACAAAA 

GGTATATTAA CTGATTTAGA TAAAAGTCAA AAATATTGTT TTGATTTATA TCAGAATTGG 

TAGATTGCkA TGTTTTAAAG TAAGTATTTA GAATAGCTTT TACTATTAAG CTTGCrkACA 

AAATGGTGTT GTCAGCTTTA TTCCAATCTT AATTTCATTT TATCAAATCA AATTAAGATT 

GGAATCAAAT GAAACAAAAA AAGTGAATAA GAATTCATCA AAAGAAATTC GCAAATATGT 

TAAAGGATTA CTTAATATTG TTAAAAATAT TGTGCCTGTT ACAACTAAAA GGTTGAAGAA 

CTATATTTAA AATTGTGCAG GGTATCTAAT GAA 
(2) INFORMATION FOR SEQ ID NO : 30: 

(i)' SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4228 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 30: 
TTGGAAAGGG AAAnGCAAAT TCTCAACAAn ATTATCAAAA TTTAAnGGAA AATATTTTCA 
ATATCCTTAT TGAACAACTA AAAAAAGAnA CAAATATTGA AATTCTAAAG CCATTATCAA 
AAAATATTTG AAT AAC C AAA AGAAAATAGA ATACAATAAA GTATTTGGTA ' TATATCATCT 
TGAATTATCA GAAATAATAA AAAATGAAAA AAATTCTTTA AC C AC AG AAG AATTTAGCAT 
AAAGGnC CGT ATGAGGATTT AACATGGAAA ATGCmC CmGA mCCTATTGAA aCTGTAAAAA 
aGGGTAAATG TAAGGTTGAA TGCCAAAATA AAGAAC GyTT TATTTTGATT GAAAAAGAAA 
ATGGTAAAGC AATGTACCAT ACAAAAATAA TGATGGAyAT TTATAAATTT GGAGTTTATG 
AG AAAAAAC A CGAATTTAGA TTATCATTGA GGGCCTTATT TAAyGGGGAA AGAATTGTTG 
AAGAAACTCA TTTrTACCCA ATTAAAGAAG GAGATAAGTT yATTGGTATT TTTTATGGCT 
AC AGAAAAC C AATTAAAAAG CCGTTAATAA AGTATCAAAT AAAyGGGACT ArAAAAGCAT 
ATGCATTAGC AAGGGCATAT TATATGGAAT TTAGATTTAA AGCAGGAAGT GTTTTTTGCT 
ATTTyAAgGG mTaTATCGAT TAT TAG AT AA AAAAAGAACA AATAATCACT AC AAC AAAGT 
TTTATTTAGT ATGTTTACAG ATTTAGAACA ACAAGTATAT AAATTTTATG GG AAa AAAT A 



PPCGGAGCAA 


GGACCGTTAA 


TAAAATGGAT 


ACTAAAAAAC 


CTAAAATAAT 


AACAATAGCG 


840 


TfAATTAAGG 


GCGGTGTTGG 


CAAAAGCACA 


AGTGCAATAA 


TTTTAGCAAC 


GCTATTATCA 


900 


A A AGACAACA 


AAGTACTTTT 


AATTGATATG 


GATACACAGG 


CTTCAGTTAC 


TAGTTATTTT 


960 


TATAAAACAT 


TAGTAGAAAG 


TGAATTTGAT 


TTACTTGAAA 


AAAATATATA 


TGAAGTTTTA 


1020 


A A AG G AAAT C 


AATTAATAAA 


TGATGCAATT 


ATCAATGTTG 


AT CAT AATTT 


TGATTTGTTG 


1080 


A APTT APT 


TAAGCTTGCA 


CACTTTTAGT 


GAAGAGCCCT 


TGCCTTATAA 


GGAACATAGG 


1140 


TT a A APP A T 1 A 


GCTTTAAATA 


TTTAAAATTT 


AAATATAATT 


T TAT TAT ACT 


TGATACTAAT 


"1200 


fT'CC ATTT AG 


ATTPTAPGTT 


ATCCAATGCT 


TTAGTTGTTA 


GTAAACATGT 


T AT AGTTC C A 


1260 


A TP A rfpflp A G 


A A A AGTGGAC 


TATTGAGAGT 


TTGCAACTAT 


TAGAGTTTTT 


T AC GGATAAA 


1320 


TT A A &P T TTAA 


AAC C G AAAGT 


ATTTTTATTT 


GTAACAAAAT 


TTAAAAAAAA 


TAAAACTCAT 


1380 


a a AG ATTT AT 


TAGAAATGTT 


GCAJ ! -AAAAAA 


GAAAAGTTTT 


TGGGGATAAT 


ATCAGAACGT 


1440 


n APP ATTT A A 


ATAGGAGAAT 


AGCAAAAAAT 


GATAGATTTG 


ATTTAGATAA 


AGATTATATA 


1500 


A A CZn, A HT A TG 


TAAACGTTTT 


AAATAATTTT 


ATTTTGAAAA 


TAT G AAAT TT 


GTCCGATAGT 


1560 


TPPaTf^A ATT 


TTTTT AAGAA 


AAAGGATAGG 


AGATTAATTA 


TGGACGTGGG 


AATAAAAATA 


1620 


A APP AT A PPG 


TAATATGAAA 


AAAGG AAAT A 


AAAAAAGAAT 


TAAGCAATAA 


AGATGAAATA 


1680 


TT A A APP A TT 
X 1 rt~rt-rt.vjrv^ rt. X X 


ATA ATTTGTT 

XV X iijTX X X J. \_X X X 


GAAGGAGCGC 


TTGAAATCTA 


ATTTTCAAAA 


AGAAATCTAT 


1740 


A ITA Afl A T AP 
rt-rt. X irt-rt^rt- X rt.v_j 


apapTATGAA 

-^.V-JxivJI X x vji^n. 


AATTTTAAAA 


GAAATAAAAG 


ATAATGAATA 


CTATAAACTT 


1800 


PATPPTTATA 


AAAGTTTTGA 


T GC T T TT AT A 


AAAGATTATA 


AGTTAGCCAA 


AAGTCAAACT 


1360 


T A TP A A T A TT 


TGAAGATAGC 


ATCAGCTATA 


GAAAATGGCG 


TAATAGAAGA 


ACTTTTTTTA 


1920 


TT APA A A ATP 


GAATT AAAGA 


AACTATAATC 


TTTTTAAGAA 


ATAGTAATTC 


AGATACGGTT 


1980 


A A A A A A TP A A 


AACAAAATCC 


AATAAAACCA 


TTAAGATTTC 


AACTTAAAAG 


CaAAGAAAGT 


2040 


T ATPATTTTT 
X rt, X un x x x x x 


ACAAAAGTAA 


TGCTAAATTC 


ACGGGATTTT 


TATTAGATGA 


ACTTTTTGAA 


2100 


AGTP AAAAAG 


AT T T GATT AA 


T AAATTC TTA 


AGAAGATATA 


AGCAATTAAA 


AGGATAGTAA 


2160 


A pP^T A TTTT A 

iiVJI^r X -T. X X X X -rt. 


TGAC T AATTT 


AGCGTACAAA 


ACGTATAACA 


TAGAAAGCAT 


AAAAAATGAG 


- 2220 


TTTTTAAAGA 


TAGGATTTAG 


TGAAGAGGCA 


ATAGATTTTG 


TTTTGCTTCA 


TAATGAAAAT 


2280 


TACAGCTTTG 


AGGTTTTAAA 


AGAAAAATTG 


ATTAATGTAG 


AGAAGAATTT 


GC AAAAACjA 1 


0 1 A Pi 


ATATCTAGTT 


TGGACATTAA 


GATAGATACT 


GTAGAAAAGA 


ATTTACAAAA 


GGATATATCT 


2400 


AATTTAGACA 


TTAAGATTGA 


TGCCGTGGAA 


AAGAATTTAC 


AAAAGGATAT 


ATCTAATTTA 


2460 


GACATCAAGA 


TTGATAATGT 


AGAAAAGAAT 


TTGAAAAAAG 


ATATATCTAG 


TTTAGATACT 


2520 


AAGATTGATG 


TTGTAGAGAA 


GAATTTAAAT 


CTAAAAATAG 


ATTTTGTAGA 


AAAGAGTTTA 


2580 
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AATGCCAAAA 


TAGATAGTTT 


AGACGTTAAA 


ATAGATAATG 


TAAATAATAA 


AGTAGATTAT 


2640 


ATTAAAAGTG 


AACTTATTGc 


CAAGATAGAT 


AGTGTAGAAA 


AAGGGTTAAA 


CGAAAAACTT 


2700 


AATACaGGAA 


ATAGGCTAAT 


ACATTTTATG 


ATATTAACAG 


CAGCGATTCT 


AGGCCCAGTT 


2760 


TTAAATGCCC 


TATTTATGAG 


ATATTTACAA 


TATATCAAAT 


AATGATGTAA 


TGCATAATTT 


2820 


GCTTTTTTCA 


AATAGTTTAT 


TATCAATTAA 


AGCTTATTTA 


AGCTTTTAAA 


TAAAGTAACT 


2880 


TAAATAAGTT 


CTTTTATTTT 


AATAAATACA 


AATTGATTTT 


AATTCTAAAT 


TGAACTGAAT 


2940 


TTAATTGTTT 


AGTGAGTTCA 


C C T AAAAT AJ\ 


ATTAAGCTAA 


GCCCGCGGCT 


TTATTAAGCT 


3000 


CTTTAACATG 


AGAATTTAAT 


AAAGCTTTTA 


TTTATTATAA 


TAATTTCTGT 


AAAAAGCCTG 


3060 


ACAAAAATAG 


TTTTTGTTAT 


ACATATGTAT 


ATGTATAGCT 


AAAAAAATAT 


ATTGCTATCA 


3120 


AAAAAATCCA 


ATTAAGTTGG 


GTTTAGCTAA 


GTTCTTTAAC 


AAGAGAATTT 


ArmTAAGC CC 


3180 


tATTTTTTTG 


TAAAATTTTT 


TGTAAAAAAG 


TTGGCAAAAA 


TAGTTTTTGC 


TATATACTTA 


3240 


TTT t TAt AAA 


TAAcaaGGAG 


kAAAAAGATG 


GAaAATCTTT 


CAAACAATAA 


TAATCCACAA 


3300 


GAAAATATTC 


AAGGAGAGCT 


CAAAATGATA 


AGTGTTAATC 


AACAAAGTTT 


T AC TGGTTGT 


3360 


GAAATAATTG 


AGGAAAAATC 


TTCTCCCATT 


AAAGAAAAAA 


GTAAATTAAG 


TAAGATAGGT 


3420 


AAGAAATTGC 


CAGGAATAAG 


CAGTCAAGAA 


TGTTTTAGAT 


TTAATCGAAA 


TATTGATTTT 


3480 


AGTGTGCAAA 


GAAACAAsTT 


aGATAAATAC 


GGTGCTAGTG 


AAGTAGGCAA 


TATTCTTGTT 


3540 


GGAGGTGCTG 


GrCTkAAAGA 


TTTAATGATA 


AACAGAGTGC 


TTAAATATTT 


TrrwATGAGy 


3600 


CTACCTTTTG 


AAGAGAATTT 


rTATATGCTC 


AAGGGCAAAG 


ArTTAGAGAA 


TTTAGGATTT 


3660 


AGAGArTTTG 


TTAAAGCACA 


yrGTGATAAT 


ATTrATrTTT 


TGTATAAAAA 


CAAATATGCC 


3720 


AAyGGwGTTG 


ATAAGTATAA 


yTATTTCAAA 


AAAATGGGyA 


GTTCAsAAAC 


TTTAGTGGGC 


3780 


TCAACAATTG 


ATGGCTGGTT 


TATTAATAAT 


AATGGCGATT 


TAGAACTATT 


AG AG AT T AAA 


3840 


AGTAGCGACT 


CTCATTATAT 


GAGTAGTGCT 


. ATTGCTGAGT 


ACAATAAAAA 


TGGCAATTTT 


3900 


TTAAGCAGTA 


AATATTTTTT 


CAAATA.TTAT 


GTACAAGCAC 


AAATGCAGCT 


AGCATGCACT 


3960 


GGGCTTGAGT 


ATTGTAATTT 


GTTCTTTTTA 


ATAGATGCTG 


CACCAATTAA 


CTGTAAGATT 


4020 


AAAAGAGATG 


AGGCCTTAAT 


ATCAAAAGTG 


TTTGAATTTG 


TTAATAAATG 


TGAATTAGAA 


. 4080 


AT T AT AAATT 


TAAAAAAAGA 


TATTTATAGT 


AACTATAGAG 


ACGATTACTT 


AATGGCACAT 


4140 


AATTTTAATG 


AGGATACGTT 


TATAAAACTT 


GTTGAAGATT 


TAGTAGAAAG 


GAGTGATTTT 


4200 


TATAGTTCTG 


GAGTTGAGTT 


TGATTGGG 








4228 


(2) INFORMATION FOR SEQ ID NO : 31: 









(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4137 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY : linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 31: 



TTATTTTGAA 


TTAAAACTAA 


TGTTTAGTAA 


TTCAAATATA 


TAAGGAGAGC 


ACATTTTGAA 


60 


AAAC CT AAAT 


TAAATATTAT 


TAAGCTTAAC 


TTTATTACAG 


C AAT AC TGAA 


TTCAATTTTC 


120 


ATATCATTTT 


TACC TATTGG 


AAAGGTCGAT 


CCAAAACCCG 


ATATCAATAC 


TAATCCAGAA 


180 


AATATCCAAA 


ATTAAAGTTT 


AG AG AAGC T T 


TTCGCATAAA 


TATTTTATAA 


TTTTTAGGAT 


240 


TATATCGGCA 


ACTATGTTAA 


ATATTACTCG 


AATGGC TGT A 


CTTTGATATT 


AAAATC TGTT 


300 


ATTTGTGGAG 


TTGGTATTTC 


TGATTTTTAA 


ATAATTTCAG 


GAGTAACTAT 


TTCTTTGAAA 


* 350 


ATTTCAGGAA 


TTGTTGTTTT 


AGGAATGATC 


ACTTTTTCAG 


TAATTTCAGA 


AATAATTTCA 


420 


CC AAGGCAAT 


TTTATTCTTT 


GCAAGAATTT 


TGTTCACAAT 


TGTACAACAT 


AATCAAAAAA ' 


430 


TTAAAAAAGT 


AAAATGCAGT 


ATGAAAACTG 


ATAGTGAGAT 


TTCTTATTCA 


AATAGGAACA 


540 


TCTACAATTC 


TATCCCAAAA 


GTAAAATAGG 


AAAGAGTTTG 


TTAGAAAGAA 


AACCGTATTA 


600 


ATTTCTTGGT 


TAAGTTATGT 


AATAGTAATG 


TATTGTTATT 


AATTTATTAT 


ATAAAATTTA 


660 


GGCATAAAAA 


ATAGGAGGTA 


TCATCCAAGC 


ACACTTTAGG 


TGCTAATGAG 


AAAATAAAAA 


720 


TTTTTTAAGT 


GGAGAATAAA 


GAGTAATCTT 


TGGGCAAATC 


GAACAAAGAT 


TGCTTTACTG 


780 


TCTTATTTAA 


CTATAGTAAG 


TTTATCTCTA 


AAATAAGATT 


ATC C AAGCTT 


ATTTT AAGC T 


840 


TTTATTCATA 


TTTCTCAGCA 


AAATCAATTT 


AGAAATCTTT 


TAATTTTTAA 


TTCTTGTATA 


900 


ATGCTTACAA 


AAAATCATAA 


GTATAGAATC 


CGCACAAATA 


CLAAAIb 111 


rnrprnrn imrpf AT 1 
1 I 1 iJ-Vl ILAl 


9 60 


CATAACTTGA 


TCCGTAAATT 


TACGAACACC 


AATAATACGG 


TATCGTAAAA 


TAAATAACTT 


1020 


TATCAGCCTC 


AATAATAACT 


AAGAATACAA 


ACTTGGCATT 


GCTAGTAAAT 


TTTAGCAAGA 


1080 


TGCTAAAGGA 


TGATGTGCCT 


GGTTATAAGG 


ACAACCAACA 


ATACTTTAGA 


GAATGCAATT 


1140 


GTAAAGTATA 


AGGAAGC C AT 


AAGTAAGACT 


ATTTGGGGCT 


AAGAGTCAAA 


TTAAAATAAA 


1200 


GACAGAAAAC 


AATAAGTAAG 


AGAAAAAGAA 


TGAAAGCTTA 


ACTCATTTAA 


GAATAGTTAG 


1260 


AGGTGTTCTT 


TCTGTTGTTA 


AAAAAC C AC T 


GAAACAGCTT 


TGCCTAGCTT 


GCGCTGATTT 


1320 


TATTGCTACT 


GCTGCCAGTC 


TATCTTGTAG 


TGAATTTAGG 


CAAACTGCTG 


AAGATTTTAG 


1380 


TGTTTGCTGC TAAGGAGTAT 


GCTAATGGAA 


AAGGAAAAAT 


AATGA.TTTTG 


AT GT T AT TAG 


1440 


GTGCTATTTC 


TAGTATGGCC 


TATAATGAAT 


TTGAATAGGA 


GGTTTCAAAG 


AGTAAAGACT 


1500 
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TTTGC TAATA 


ATGAAGGGGG 


CAAATTAAAC 


AAG AT G AC T G 


CTACTATTGA 


TAAGTTATGT 


1560 


GCTGTTTATA 


AAAAAGTTAT 


ATCTTAAATA 


CCTTAAGTTT 


TTGGCCAACT 


CTTTTCTCTC 


1620 


TTTAAAACAC 


TTTGCCTCTA 


TGCTTGCTTT 


ATAATAAAAT 


AATACTTGGA 


TAATGAATAA 


1630 


CTAAAAAAAT 


AAGGAGGTAT 


TAATGAAAAG 


GAAAAGCAAT 


ATATGTATTT 


CACTTCTAGT 


1740 


CACAATATTA 


TTTGTGTCTT 


GCAAGTTTTT 


TGGAAATAAA 


AGCGCAAGTA 


AAGAAAAAGA 


1300 


AGAAACTTCT 


TTTTCTGATA 


CTGCTAGCAA 


GATTAGTAAG 


TCGGGAACAG 


CTGCTTCTTC 


1360 


AGACAAACAA 


GAAAAAAATA 


CAAGTGATGT 


TACAGGTGAC 


GCCAAAAAGC 


ATACTAGTAG 


1920 


CCCTTACATG 


CTTGCTGATG 


CCCTTATTGT 


TAGTGATAGT 


ACTAATAGAG 


ATAGAGATAA 


1930 


GCAAGAAAAT 


AAAGATAAAT 


T AAATG AAG A 


AGATAAAAAA 


AAGC T T AAT G 


CTTTTTTTAG 


2040 


CACAACTAAA 


ACATATCAAT 


CTAGCCTAGA 


TTCCATTTAT 


AACAAATATA 


CAGGCTATTA 


2100 


TAATACCATT 


GATACCTATG 


GCAGCTGTGA 


TACGTATCGC 


ATTGAGTGTT 


TTAGTGTAGG 


2160 


ACCTTCTGAA 


AAACGTAAAC 


AAGCTCTTGC 


TGATCTAGAG 


AAGTTAAAAC 


TAG AC G AAAA 


2220 


GTACACTCAG 


CTTAGCACAA 


TGTTAAAGAG 


TGCTGTGCCT 


AGTTATTACA 


AAAAAAATTT 


2280 


AGATGATTCT 


ATTGCACAGT 


ATAAGGAAGC 


CATAAAGCAG 


GCTATTGAAG 


CTGAAAGTAA 


2340 


AATAGAGACA 


GTAAAAGACT 


ATGCAACAGC 


TCAAAGTGCT 


GCCGATGACG 


AAAAGAAAAG 


2400 


AAATATAGAT 


AATTTAAAAA 


TAGTTAGAGA 


TGTTCTTCTT 


ATTATTAAAA 


AAACTATTGA 


2460 


GAAAGCCAGC 


, CGATCTTATG 


CTGATGCTTT 


TGCTATTGCA 


ACATCTAGGT 


TATCTTGTAG 


2520 


CGAATTTAAG 


CAAGCTGTTA 


AAGAGTTTAA 


TGATGCTGCT 


AAACAATATG 


CTAATGGAAA i 


2580 


TAAAGGAGAC 


AATGCTGTCA 


ATGTTATTGT 


AGGCACTATT 


TCTAGTATGC 


CTTATGTCAA 


2640 


ATTTAAAGAT 


GAGTTTGCAA 


GAGCAAAAAT 


GTTTGCTCGT 


AATTATAGAG 


GAG AC G AGGT 


2700 


AGACAAGATG 


AT AAGAGC TA 


TCGACAAGCT 


GTGTGATGTT 


T AT AAAAAAG 


TTGCGCTTTA 


2760 


GAATAAAATA 


AAATTAGGGT 


TTTACACCAA 


AAACTATGTT 


CTGTAATA'TT' 


' CAATATAATT 


2820 


TTCTTTATCT 


ATGATAGAAG 


AGTCTTTAAA 


CAAAACATTA 


ATCTTATAAA 


ATTCTTCTCT 


2880 


CCTCTCACAT 


ACTTTCACAT 


CCTATTTAAA 


ATTAATACTA 


ATGCCTCCCA 


AGAAGC C C AT 


2940 


TATTGCCATA 


TGAATTTAAC 


TAAAATACTA 


TCGAAAAAGA 


AGATATGAGC 


TACAAAACTC 


3000 


TTTAAAAAGC 


CCCATATCCA 


AACTAATCAA 


TTTAATCACT 


TTATGTCTGT 


CTTACTTAAT 


3060 


AAATCACTAG 


AATCAACTTA 


TCAAAAGTAC 


TTTCTTACCC 


CCCCCAATCA 


TCGTAGTTAT 


3120 


CTTTTTAAAT 


CATATATGAT 


A.TATGTATTA 


TTATCAGCTT 


ATCTTCCCTA 


TAT ATT AGGT 


3130 


AAAAAATAGA 


AACAAACAAC 


CGTGCATTTG 


CGACTCAATA 


AAACACCTAT 


CAAAAACCAA 


3240 
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TATTCTACTT T C AT TAT AC A GAATAAAGCA ATATAATATA TTTAA.TATAT ATTATCGCTT 
AAATTTATTT AAACTTAATA AAT AAATT AA GGGGAGAATA AAAAAAGPA.T GATAAAAGGC 
AATACGTTTA TTTTAATATT AGTAACAACA ATGTTTGTAT CATGCAAATT CTATGGAAGT 
GATGATACAA ATAAAAAAAA TACATCCCTA AATGGTGATA C TAG AG AG AT TGACAATATA 
GGTTCAGTCA TTTTAGAACA AGACGGAAAC AAAAAAGGT G AT ACT ACT GC TAGTAAAGTT 
GCTTTGGATC AAGTTACAGA ACATGCTAAT AGTGAACTTA TGGTTAATGA TGACCCTGAT 
TCTAGTATTA GTAAATACAA C C AAGAAAAT ACTACTGGCA AATTAACCGA AG AAG AT AT G 
GATAAGCTTA AGGCTTTTTT TGTAAAAACT ATAACATATC AAGGG AT AC T CAATTCTATT 
TATAACAAAT ATACACGCTC TTATAATACC ATTGCAACTT ATTCTGGTTG TGCCAATTAT 
AATAGTATTG GATGTTTTAG CGAGGGCCCT TCTGCAAGGC GTAGTCAAGC CCTTAACGAC 
CTAGAAAAAA ATAAACTAGA TGAAGAGTAT ACTAAACTTA ACCAAATGCT AAAGGAG AC T 
ACACAAGATT ATTGCCCCAA AGCTCTAGAC AATGCAATTG AGG AAT AC AA GAGGGCTATA 
ACAATAGCTA AAG AAG C T G A AGATAAAATA " AAAAAAATAA CAAGCTTTAC AATAGATGAA 
GGCAATAATA ATGAGGAAAG AAAAGAAAAT GTAGATAACT TAAAAAAAGT TAACAATATT 
CTTTCTATTT CCGAAAAGAC C AT AG AAAC A GCTAGTGTGG CTTATGCCAA TGCTTTT 
(2) INFORMATION FOR SEQ ID NO 1 : 32: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3760 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY:" linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 32: 

ACTTTTTCAT TTTTGAAGCT TTATATATTu TTATaCAGTG ATTAATTCTA AATTTTTCTT 

TATTTyaTAA AATTTTTGAT AAATCAATAA TCTACAGCCA ATATTAAAAT C AAAAT AT AA 

TAA.CAAATCT ACAAGTAGAT AAGATGCCTT CCAAATCTTT TTTACTCGTA GACTTGATTA 

AAAAAAAAGA ATAAATTAAA TGCAATTAAT AATTAAAATT ATAATAAAAA AAATTATAAA 

ATAATATCAA AGTACAAATT TTATATTTTA GT C GT AT AAT TTTGATTCTA AACTATCCTT 

TATATGATAA AATTTTTGAT AAATCAATAT AGATTCGTCA TAAACAATAT TTATATTTAA 

ATTATCAACA TTATTGCTAC AC G AC AAAT A T AAAAGC T T A AAAAAATTTA TAT C AC T AAT 

ACTCAAATAG AATATGAAAA CCTCATTTTC AAAAAC AT T A TTTCCTAAAT TTGTCTTAAT 

TTC AC AAAAT AATTTAATTA ATTCTTTAGC TCTTTTAGAT. C C T AAAC T AA ACAAGAACTC 
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ATTCAAAATG TCATGACTTT TAATTGGAAA CAATAAAGAT AAAGGGTTTA TATCGGTTTC 60 0 

CATATCTGAT AGTAACTTAT AAAACTCATA AAGACTTTTT TTTATGTCCT TTAAAGTAAT 6 60 

AATTTCAATG GCATTTAGTT CTAAATAAGT GTATATGTTT TCCACCATAT ATTTTTCATA 72 0 

AAAAAACATT TCCATTTTAA ATGGAATACA TTATATTTCT TTTTTAAGAT ATTTTAAACG 78 0 

TATGCTTTTA ATTTTACATT TATTATTAAT GAATTTATTT GAGCTAGCTT TTATATTTGC 84 0 

TAGTAATAAA AAAGG AAGC G AAG TAG AT AC TATGATTACA GCTATTGATA AGTTAATTAG 90 0 

TATTTATAAG AAAGTCAAGT CCTAAGGTTT AAAATAAGAG AAATATATAT ATAAAGAATT 9 60 

TTTTGTGCTA TATTTATTTA CAACAAAAAT GAAGATTAAA TTTTTAACTA TAAGTTTAGC 102 0 

TATCTTGcTA GCTAACTTGA TTATTATTTT ATTAAACTTG GTTTTATTTA TTGTAAATAC 10 8 0 

ATCTACTAGT AGCCCTTATA TTGTTCCCTC AGAAAAGATT GATATTTTAC ATCAAAGTAA 1140 

TACAGGTGCG GTTAAATTTA AGATTTCCTT AAT AAAT CAT TTGGGCTCTG TTGCTATTGT 12 00 

TTATGATTAC AATTCTGCTA GTGAAAGATT TTATTTAGAT TTTGAGATTG TAACAAACAA 12 60 

.GAAACCTTTT AATCTTTTAG ATGTTTCTCT TAATGATGTT GTTATTAAAC CTGAGGTTTT 13 2 0 

ACTTGCATCC AAT AGC AAAT TAAGATTCGA AGAGGGTCAG TATGTTTTGA ATTTTGACGA 13 8 0 

CTCTATAGAA AAAAC AGG AT TTTTTGTTGA CTTAGACCTT AG AAAT G AAT ATTTAAATCT 1440 

AG C AG AAATT GCAAGAATCT CTGGCATTAA TTTTCGTGTT AAATGCATAG AAAGAGAAAC 1500 

AGGTGTTTTA CGAAATGTTT TGTTCAAATT AAGTGTCGAA AAGGGTAAAA AATTCTTTGA 15 60 

CCTTATTGAA AGATATAACA ATAATATTGG CAAGGTTTCT TGATTATTTG ATTTTGTGGG 1620 

GAAAAAAAGT TTGATTTAAG GAAATATGAG GAATATTAGC AATtGTATCA AAT AT AT TAT 16 80 

ATTAACAATG CTTATTGGAT TATTAATTTT TTGTTGTGCA ACCTTTGTTT GGTTGATTGG 17 40 

AATTTTTTAT TCAAATAACT TTAAAGAAGA ^GCGGAATTAT TC AAT AAGC C CAATAGATAG 18 0 0 

TGTTATTATG CGTAAATGTT ATTTTAAAGA ATTTAAGTCT GGACTTATTA AAAGCGTATT 13 60 

CTTTAAGAAA TTAGATGTAA ATGTTAACTC TAAAAATTTT AAGGAGCTAA ATAAGGTAGA 192 0 

TAAACAAAAT CTGCTAAATT CTTATCCATC TTATCATATG GAGTTTGTCG TAGTTGATAA 19 8 0 

TGGATTTTTA ATGAATTTTA AAAATGTTAT TTTTAATGGT AT AG AT GAT G CT AAATT AT A 2 0 40 

CGATCAACGT GATATGGTTT AC GG AGG AT T TAGATACTCA AAAGAGGCTT ATTTCCAAAT 2100 

TATTGGCAAT TATGATGTTA AATTAAATAA AATGAAACAA T AT AC TC C AG CAATTGTAGT 2160 
AAATGTTTTC AAAATTAAC A TTAATGATGC TTTATTTAAC TCGTTATTAA" AGCAAAAAAC ' 2 220 

TTTAAAAGTT ACTTTGATTT CCCATAATAA TAAAGAGTAT ATTTTACAAA CTAATAATTT 2 2 80 
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CTTATCAAAG TATAATTTTC AAACACCAGA AAAGGAGAAT AGTTCTTA-CT AAGAAATTAA 2 3 40 

AGAATTTTAT TTTAAGTTTA ATAATGGGTT GATCATGTCT TATGGTCAGC AAACCAAATA 2 40 0 

TGCCTCCCCT TTATCAGAGC AATTATTCTC TATACCCCCT CTTTTATATA CTTTCTATAT 2 4 60 

AATAAATATA GTTTCATAAA ACAATTTTTA TGTAAAAAAA GCTAACTGCC TTATTATTGC 25 2 0 

TATATATTTA TAATATTATA TTATATAAAA AGATAGGTCT GAAACAATAT GGATAAATTT 2580 

TTAACATCTA ATCATCCTCC AATAATAATC TTTACTATTG GGGCTTTGTG TGCAACCGTG 2 640 

CTAATATGCT TAATTATAAT ATTTATTATA CATGGCATAA TAAATCCCAT TCTTATAAAG 2 7 00 

AAATTCAAAT CCATAAACAA CAGTCTACAA AAAATAACAA AAGAATTTGA AGAGATGAAA 27 6 0 

AAAAGAGTAG GACAATTAGA AT C C AT AT C A AAAAAATTAG AGCTAAATAA TAAACCTGCA 2 32 0 

AAAAAACCTA TAAGCTTATA TGGACTAAAA AAAT C C C AAA TCTAATGTAG ATTTACAACC 2880 

GATTATTTTC ATTTTTTTGA TTTAATAACA AATAATCAAT AAAAATAATT TACAAATAAT 2 940 

TAG AT AC AAA AAGCTACACG CAACAAGGCA AGGCAAAATA AATTATTAAA AAGCGAGCAA 3 0 00 

CAATATCAAG CACCCCTTCC CCTATAACTA TTTTAAAAAA AATTAAAAAG GTTTAACGGT 3060 

ATACTTATAA ACCTTTTTAA TAAAAAACAA AATTTATTAT AAACCTCAAT AACAGTAAAT 312 0 

GTTTAAAATA CATATAACTC ATTTTAGCCC ATCAAAAGAC ATTTTCAACT TTATTTTACA 3180 

ATTTTTTAAT AAACTCTACA TTGGGTTGGA CAATGGAATC TAAAAATTCT TTATTCTTTA 3 2 40 

ATATTTCATA CTTTTCATAG TATGAAAAGT ATGAAAAAAA TGATTAATAC TACAATACAT 330 0 

TCCTAAAATT TATTTGTTTT TTTTATGATA TAACAAAAAA ATGTTTTATA AATTTCCAAT 3 3 60 

TCGGATATAA AAATTACCAA AGAGAAATTT TTATGAAAAA AGACATATTA TATACTTTGA 3 42 0 

ACGTATTTTT ATATATATCA TTACTTTATT CGTGTTCTTG GATGCCATTA AAATCTTCAA 3 43 0 

AAATCATTAA AATTAAGAAG TGTTAAAACT AAT G AAAAAT CCATTAATTT TAAGGAAGGT 3 5 40 

T T AC AAAAC A TAAAAGATTT CTTCCTGCAA AGTTATTTAC CTACATATAC TTAATAGTAA 3 6 00 

TAGCTTAAAA GCGGATATAA ATATTATTGT AAGAAGAAAG TCGACAATTT TGATACTACT 3 6 60 

TAAAGGTTTG GaTTATTCTA TTTCTGcTTT GTTTGTTTTA AAGCGATTTA TGGTTTGAGG 3 7 20 

C T AATGTTG A TTTTTTTACC TTTTTTTATT TAAATTTATT 3 7 60 
(2) INFORMATION FOR SEQ ID NO : 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 653 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double . 

(D) TOPOLOGY: linear. 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33: 

CTTGnGTGCC TGCAGGTCGA CTCTAGAGGA TCCCCGTGTT CATAAAATCC TCTCCTTGAA 60 

GGTGTTACTT TTAAATTAAG TAAAAGTAAT AAAAATAGAT AAAAATAGTA ATTTATATTG 12 0 

TACCAAAAAC GAAAAATTTT AGTCAAATTT TGTGAGTTCT CATTGCATGA GAAATTTGGG 18 0 

TTGTAGGGAG GCTGTTATAA ATAGAATGGG CATTTTCTGA GGGTGTCGGC TAAGAAAGAC 2 40 

TACATACTTT AGCTAATATA TAGCAAAGAC TTTGAAATTT AATTTGTATG TGTTTTATAG 3 00 

TCTTTTGTAA TGAGTAGTGC ATTTGCAATG GAGAGATTTT GGGGAGTTGT TTAAAATTAC 3 60 

ATTTGCGTTT TGTTAAAATG TAACAGCTGA ATGT AAC AAA AT T AT AT AT T TAAATCCTTG 42 0 

AAATATTGCA TTT ATT ATGT ATTGTGGTAT GATTAGGACT TATGGAGAAA TTTATGAATA 430 

AGAAAATGAA AATGTTTATT ATTTGTGCTG TTTTTAT AC T TATAGGTGCT TGCaAGATTC 5 40 

ATACTTCATA TGATGAGCAA AGCAATGGAG AGGTAAAGGT CAAAAAAATA GAATTCTCTG 600 

AATTTACTGT AAAAATTAAA AATAAGAATA ATAGTAATAA CTGGGCAGAC TTAGGAGATT 6 60 

TAGTTGTAAG AAAAGAAAAA GATGGTATTG AAAC GGGTTT AAACGCTGGG GGACATTCGG 720 

CTACATTCTT TTCATTAGAA GAGGAAGAAA TTAATAACTT TATAAAAGCA ATGACTGAAG 780 

GTGGATCATT TAAAACTAGT TTGTATTATG GATATAATGA CGAAGAAAGT G AT AAAAAT G 8 40 

TCATTAAGAA TAAAGAGATA AAAACAAAGA TAGAAAAAAT TAATGATACT GAATATATTA 900 

CATTTTTAGG AGATAAAATT AATAACAGTG C GGGGGG AG A CAAAATAGCT GAATATGCAA 9 60 

TATCACTAGA AGAGCTTAAA AGAAATTTAA AATAGAAGTT AGAAATATAG GAGAGAGCGT 10 2 0 

ATATGAATAA AAAAACAATT ATTATTTGTG CAGTTTTTGC GC TG AT AC TT TCTTGTAAGA 10 8 0 

ATTATGCAAT TAAAGATTTA GAACAAAATG CAAAAGGGAA AATTAAAGGA TTTATAGATA 1140 

AGGCTTTGGA TCCAGCAAAA GATAAAATTA CTTCAAGTAG TTCAAAAGTA GATGAATTAG 12 0 0 

CAAGAAAATT ACAAGAAGAA GATAAAATAA AGGGTGTAGA AG AAAAC AAT AAAGATGAAT 12 60 

TAATGCAGGG TGATGATCCT AATAGTGGTG TAATAAATTC GTCACCAGTA TTGCCAGAAA 13 2 0 

ATAGTCAAGA TAATACACCA ATATTAAAAG CAGCGGAACA AAGTGATGGT CAACAAGAAG 13 80 

AGAAAGTGAA AAAAGTAGAA GAATC CGAAG CTAAAGTTGA GGGAAAAGAA GAAAAACAAG 14 40 

AGAATACAGA AGAACGAAAC AAACAAGAAT TAGCTAAACA AGAAGAAGAA CAACAAAAAC 15 00 

GAAAAGCAGA ACAAGAAAAA CAAAAAAGAG AAGAAGAGCA AGAAAGACAA AAAAGAGAAG 15 60 

AAGAGCAAGA AAGAAAAGCT AAGGC AG AAA AAGAAGCTAA AGAAAAAGCA G AAAG AC AAA 162 0 

AACAAGAAGA ACAACAAAAA C G AAAAGC AG AAAAAGAAAG AGAAGAAGAA CGAAAAGAGG 15 80 



CAGAAAAAAG 
ATAGAAATAT 
GAATTACAGG 
GGGGGGATTT 
AT AC TAG AC A 
CTAGAAGCAC 
TAGATGAACT 
TTGAAGAAAT 
TTTAGATATA 
TTATTTTTTT 
TCAAAAAATG 
TGATGAATAT 
AAATAGATAA 
GACAAATATA 
TTTTTTTAGA 
AAAAATTTCA 
TAGAAAGATT 
ATGGGATAAG 
GAGATATTTT 
TTATGAATGA 
AAATTAGTGA 
T AAAAGC TAA 
AAC AAATTGC 
TTTGAAAAAA 
AAGTGATGTA 
ACAAAAGTGG 
AGATACTTTT 
TAGAAGCGAA 
GCAATATTCT 
AATTGACGCT 



GCAaGTTGAT AACGAAATTA 
TGATGTTATA AAAG AG C AAA 
GCCTGTATAT GATGATTTTA 
GGAAGATGAT AACGACGAAG 
TAATTTAAGA ACCAAATTAA 
TGAACCCCAA TTAAAAGAAA 
AAAATCAAAA TTAGAAGAAG 
TAAAGAATAC GTTGCTGGTA 
ACTAAATTTT GTATACACAA 
GTAGATTTCA TTGTTATAAA 
CCAAAAACTA TTGCTCAAAA 
AAATGAGATT TCAGATTTTT 
ACTTATAAAC AAGCTCTATT 
CAGTGCTGTT GAAAAAATGC 
ATCGGAAAAA GAATTTGTTA 
AAGTTTCAAA GTTGATTTTA 
AGGAGAAGAT AAATCTATCG 
AGAAAAAGTA TCAGAATTAG 
ATTTTTGAGT AT AC ACT ATT 
AATGAAATAC TTTTTCGAAA 
ACTGCTATTT CTAAATCAAA 
CAGATATTCC CTGTTAAATA 
TTTACTATTT AGAGTAACAA 
GTTAAAAGAT CTTTTGATGA 
GAAATAGCGA AGAAATTAGG 
GAAAGTGGAG AAAGTGTTGT 
GAACACCTTT TGTCGCAAAC 
TTGGATGTAG AGCGGTCTAA 
AGTGTTGAGC TTTTTAGTAT 
TTAAATAAAG CAAGTAGTAA 
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GAACACTTAC AGGCAAAATA 
CTAGTGTGGG GGCACAAGGT 
CTGATGGGAA TAAAGCTATA 
GATTAGGAAA GCTATTAAAA 
ATGAGGGTAA TAAAGCATAT 
ATGTAAGTGT TAGCGAAATT 
TTAAAGAATA TCTTGAAGAT 
GTGAGGATAA TTATGATGAA 
AATAACAACT AGTAAAAAAA 
TATAGAAATG TTTTCTATCA 
TATTGTTTAT TTATATACTC 
ATGATAATTT ATATAAGAAA 
TAACTAGCCA AATAACTCTA 
AAAAGTACGT AATAAAAACC 
AAGACACTTT GAAAAGAAAA 
GCTACAAGGA AGGAATGCTA 
AATTTTTGAT TTTTGTTTGC 
ACTTTCAAAT AGATGCGATT 
ATGATAAAAG ACTTTTCACC 
AAGTAGAGTT AATTTATAGT 
AATTATAGAA ATAGCAGCGA 
TCAAGAAGTT ATCAGTTTAT 
ATTGTTACTT TTGTTATTTT 
TTATGTTGCA TATTTTAGAG 
AGTTTCTAAA GTAAATGTGT 
TAACGGGGAC TCTAGAGTAA 
CTTTAGATCA GAAGTTAACG 
TTTAGAATTA GGATTTATAA 
GC AT AC T AAA ATAGAAAATT 
AAAAAACAAG CAAGTTGTTA 



GATGAAATCA 17 40 

GT T AT AG AT A 1300 

TACAAAACTT 18 60 

GAATTGAGTG 192 0 

ATTATTGATA 19 30 

AAATC AG AC T 2 040 

AAAGATAATT 2100 

GAAGATTAAT 2 1 6 0 

TGACTAGTTG 2 220 

AAACTTTCAT 2 2 3 0 

TCTAGAGTTA 2 3 40 

ACAAAAAAAG 2400 

AAGCAAAAAA 2 4 60 

GGAAAAAGTG 2 5 2 0 

AATCTAACAA 25 8 0 

GAAAAATGTT 2 6 40 

CAAATTCTTA 27 0 0 

AAAGAATTTA 27 60 

AGTAAGAATC 2 8 2 0 

TATATGCAAT 2 83 0 

ACT AAATC AA 2 9 40 

GTTAACAATT 3 0 0 0 

AGAGGATTTT 3 060 

AAGGATCGTT 312 0 
GGAGAATGAG " 318 0 

CAATTAGTGA 3 240 

CTAGGAAAGT 3 3 00 

ATGC ATTTAA 3 3 60 

TAAGAGCCGA 3 42 0 

ATGGAGAAAT 3 48 0 
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TAATTCTTTA AAAAGCGAGC TTGATGAATA TATAAAAGAG TGTTCAATAA GAGAAATGGA 3 5 40 

GC T T T AC TAT GAATGTATGA AAAAAC TTGC TACGGTTAAT GGAGCTGAAA GCAAAAGTAA 3 6 00 

C T AC AAAAAT AGTAAAGGGC ACAAGTGAAC TT AT ATC AAA CAAAACTTTT TAC 3 65 3 



(2) INFORMATION FOR SEQ ID NO : 34: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH; 3 43 2 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34: 

CAnTTTTATG GAGGTTCTTA GATTTTTTnG TATTGCTTCT C AT AATT AAA AAAATAGAGA _ 60 

ATAAAAAGGT CTTCCCGACT TTTCTTAATA TGGAACAATT GnCAATAAGG AATTCATAAG 12 0 

GAAAACTTAA AGCTAATATA TCATCTATAA ATAATAAAAA ATATTAAAAA ATAGAGGTTG 130 

AAATTTTTAC ATATTTTATA CATAATAATA ATTATTACAC GAACAAATAG GAGAAAAGAT 2 40 

GGCATTAAAT TTGCTTAACC ATAACCACAA CAAAACCAAT ACCAACAAAC TACTTTCAAA 3 00 

AGATTCAAGG CTCAAAAAAA TTATTTCAGT AATTAATTAC TTAAATAAAA GTTTTGAAAA 3 60 

AAAAT AT GAT ATTTCAATAT ATAGAATTCA TTTTAATTCT G AAAAAC T AA AAGAGCTTTA 42 0 

TCCTCATCAT CAAATAGATA TCCTTAGAGT TTTAAACTCT AATATAAGCA AAGAAGGCTA 48 0 

TAAACCAACT GTAATAAGAA CCTTAAGAGA AGACCTAAGA TTTTTAATTC ACATAAAAGC 540 

AATTGAAAAA AAAATATTAA CATTCTCAAA TAACTTAGGA AAATTTAAGG GAAAATTATG 600 

TATATATAAG GTGTCGCCTA TTGCATATAA ATTAATATCT GCTTATTTTG AAGCTTATAA 660 

AGCAGACCTC TATAGAAAAA TAAAAAAGAG TAAAGACGGG CTTGATACAC AAAATGTAAC 72 0 

TAAAAATGTT ACTGTATATA TAAATTATCA TAAAAATATA TATAATAAGA ATTCTATTGA 7 80 

AACCGTCTTT AAAAAATCCT ACACTAAGAA AAAAACAAAA AAGAAAAACA AAAAAGAATT 840 

CACAAAAAAT AATTTGGAAA AAAGGTTGAA AT TAC C TG AA GAAATAACTA AAGAAATTAT 900 

AAGTATAGCA AAAAAAACTA AAAATCCAGA TAAAACTTAC AAAAAT ACGC TTTTTAATTA 9 60 

CAAAGATTTC TTAAACTATT TATCATATGA CTATAAAAAA GAAGATATTT CATATTTCTT 1020 

- TTTGAGCAAA CTTAAAGAAT ATAAAAATAA AATTCACTTT ATGAGAAAAT ACGCTCCTTA 1080 

TAAAACAGAC TTTTACCTAC TTGCAGGAGA ATTCAAAGAT TCGTACCATT ; C TAAATGG AA 1140 

AACAAATAAA AAAACCAATT T T AGO GG AC A TGTAAAAGAA ATAGCCAACA ACATTCTAAG 12 00 
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T AAAA? T T'T A GAAAAGGAGC ? AAAGT TTG A ATGATTTACT AGAAAAAC T A AAAGCGAGAA 12 60 

AAAAAGAAAT AATAAGCAAG AAAG AAGC GG AATATAACAA TAATATAAAT AAAGGAACAA 13 2 0 

AAGAAAGAAC TGCCTTTTTT AGAATTGAAG AAATAGATAA TAAAAAAATA TATTATACAA 13 30 

AAATCTTTAA ATATTCAGTA AAATTTAGAA TTGCCAATAA AGACAATAAG CTAAGTTTAA 1440 

C 7TTC CAAAA ACTTAA.TAAT AAAAAAAATT ATTATTTATT TAATCTTTTT CCTCTAAAAG 1500 

AAGACAACAA GTTTC T AGG A ATAAAATATG GATGGGACAA ATTAGAAAAG CCTTTTTTTT 15 60 

TAAGGCAAAA TAATAAATCT TATGTAATAA AAAAACTTTA TTATTTAGAA TTTAAATTTA 152 0 

GCAAAGGGTC TATTAAGTGT TACGTTCAGT CTCTTAGAAC ACTATTAAGA AAAAAAGACA 16 8 0 

AAGAAAGTAC C AAA T A T TAT AAGTTTAATT TAGAACACAT AAAAAGAATG GAAAATACCG 1740 

TATATAAATT TT AC AGT AAA AAGC T AAAAA ATAAAGG AG T AATATATAAA TGGATAGAAA 13 00 

AAAATCAAAT ATTATAACAA TAGCAAATCT TAAGGGAGGT GTAGGCAAGA GCACACTATC 1360 

AATACTGT-TT TCTTATGTAT TAAAGGATTT GGGTAAAAAA GTATTGCTTA TTGATATGGA 1920 

TTCACAAAAT GCTTTAACTT CATATTTTAG AAAATATGTT TTTAATTTTG ATAAAAATAA 19 80 

C A TTT ATAA.T TTATTAA.TAG GCAATGTTTA TTTTGATCAA TGTATAAGTA AAATCAACGA 2 040 

TAATATTTTT ATAATCCCAT CACATCCTTT TCTTGATGAA TTTAATGATA AAAATTTGGA 2100 

T AA T AAGG AA AATTTATTGA GTTTTTGTTT AG AC AAAAAT GTTTTAGGCC ATGATTTTGA 2160 

TTATATTTTT CTTGACACTC CCCCTAGTTT TAGTTTTATT TTAAAAAATG CATTAAATAC 222 0 

TACAAATCAC ATTATCATTC CAGTTCAACC TGAAACATGG T C AAT AG AAA GTTTGGAGAT 2 23 0 

ATT AAT G AAA AAAATC AC AG ATAAAAGCTA CAATATTTCT ATTGTTGTAA ATCAATTTAT 2 340 

TAAAAACAGG AATATAC TT A AAGAGGTTGA AGATGCTCTA TATAAACGAT ATAGTAACTA 2400 
TATAAAAGGT AAAATT C AT T ATT AT AAT AG TATAAAGGTT TTTATAATTA ACCGTTTGGA , 2 460 

AC C AG ATA^T A AAGAGCAAAT ATTATAAAGA AGCAAAAGAT GT ATT AAAAA ATATTTTAGA 252 0 

TT'TGTAACAT TTTTTTATAT TCCCCCGGGG GAATATAAAA AAGGGAGTTT AAAATGAAAA 2580 

TAAAAGCCGA AAAAGATAAA GAAGCATTAT TTAGTAATCG TTTTGGGGAT TGCAATGAAG 2 640 

AAACAAATTT AAATGACGAT CAAGATAAAG AATTGGC AAA TTATAATAAT CTAAAAGAAC 2 7 00 

AGCTTAAGTA TAATTTAAAA GATGATATTA ATAATAAAAT TCAAAGAATG AAAATATTAT 27 60 

ATGAAATTAA ACAAAAAGAA TTATATAAGT ACGATGGTTT TGCTCGTTTT AATGATTTTA 2 82 0 

TAAAATCTTT TGAAGTTGCA AAAAGTCAGG CTTATAGGTA TTTAAAAATT TATCAAAAAG 2 830 

TTCTAGAGGG TAAAGTGTCC ATTGATAAAA TAAAAGAAGT GGGCTTTAAG GCTATATTAA 2 940 

GAG AT AT AAA GGCCAAAGAT TCTTTAAACG AAGATAACCA TAGTGAATCT GAAGGCGCTA 3 00 0 
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ATGAAAGCAT TCCTATTAGA ATTTTAGTAA AGGATAAAGA AT T AT AT AAT TTCTGTAAAC 



3060 



AAGATACTAA AAGATTGTAT TTTATTATTG AAAAAATTTA TAAAGAAAAG AGAGATGTTT 



3120 



TATCTGAGCT TATAATTGAG TATGAAAAAA ATAAAAAATA AAAAATAAAA AATAAGCCTA 



3180 



TTGATTAATA ATGTATATTA TGATAGCATT TAATCAGGTT GGGATTTAAT TTCCTATACT 



3240 



ATTTGTTCGT TGTAAACGGA ACTGCCCATA TCGGGCTTTT TTGCTATATA TAATCTTAAT 



3300 



CAAAAGTAAC TATTAACTAT TAACTATTAA CTATTAACTA TTAACTATTA AC TAT T AAC T 



3360 



ATTAACTATT AACTATTAAC TATTAACTAT TAACTATTAG TAGATTTAAG TTTTTCCCCG 



3420 



ACTTAATTTG AA 



3432 



(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 3 93 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 35: 
ATAATAATAA TGATTATGAA ATGCTCAAAA ATCTTGGTAA AGGGGTTTTA ATGAAAAATG 60 

CCAATGAATT TCTTAAAATT AATTTAGCAA AGAATGAAAT AACAAGATTT AGTAATAATG 12 0 

AGGATGGCGT TGCTAGGTTT TTAATTGATT TTTTTAAGCT T AAT ATT AAA TAT T AAT AAT 180 

TTGTATTTAA ATGTTTAATC CATTTGATTT ATTTTTAGCA GGATTTTCTA TTTAAAATAT 2 40 

AAATTTTTTA CTTATAATGT ATTTTTGAAA ATTTATTTAT TAAAATATTG GAATAAGTAT 3 00 

TGACATGGAT TAAACAAAGA TATATATTAT TTTATGTTGy ATAAACAAAT TGGCAAAATA 3 60 

GAGATGGAAG ATAAAAATAT GGTCAAAGTA ATAAGAGTCT ATGGTGAATG CCTAGGAGCT 420 

TTAAGGC G AA GAAGGTCGTG GTAAGCTGCG AAAAGCTTGG GGGAGAAGCA AACATTTATT 480 

GATCCCAAGA TTACCGAATG GAGTAATCCA GCTAGCAAGA TGCTAGCTAT CTATTATTTA 540 

AATAATAGAG GCGATACCAG GGGAAGTGAA CCATCTAAGT ACCCTGAGGA AAAGAAATCA 6 00 

AAGAGATTCC CTTAGTAGTG GCGAGCGAAA AGGGAGTAGC CCAAACTTTA AATGTGTCAA 6 60 

GCTGCAGAGC GTTGCATTTA TGGGGTTGTA GGACGTTTAG GCTTAGTCTG TAATAAGCAA 72 0 

AAAAGTTACA AAATATTTAT ATAGAAGAAT AATCTGGAAA GTTTAACCAA AGAAGGTGAT 7 80 

AGTCCTGTAA TTTAAATGTA AATATCTTTT TAAAATGTTC CTGAGTAGGA" CGAGGCACGA 840 

GAAACCTTGT TTGAAGCTGG GGAGACCACT CTCCAAGGCT AAATACTAGA AAGCTACCGA 900 
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TAGAGAAGAG TACCGTGAGG GAAAGGTGAA AAGAACCCCG GGAgGGGAGT GAAATAGAAC 9 60 

TGAAACCGTA GACTTACAAG CAGTCAAAGC CGTAATTTAT TGCGGTGATG GCGTGCCTTT 10 2 Q 

TGCATAATGA ACCTGCGAGT TATCATGTCT AGCAAGATTA AAGCATAGAA GTGCTGGAGT 1080 

CGAAGCGAAA GCGAGTCTTA AAAGGGCGAT TTAGTTAGAT GTGGTAGACC CGAAGCCGAG 1140 

TGATCTATTT ATGGCCAGGC TGAAGC TTGG GTAAAACCAA GTGGAGGGCC GAACTCTAGT 12 00 

CTGTTTAAAA AGGCAGGGAT GAGCTGTGAA TAGGAGTGAA AGGCTAAACA AACTCGGAGA 12 60 

TAGCTGGTTC TCCCCGAAAT GGATTTAAGT TCAGCCTTAT TTTAGTTTAA TAGAGGTAGA 13 2 0 

GCACTAATTG AGCTAGGGCC TGTCAAAGGG TACCAAACTC AGTTAAACTC CGAATGCTAT 13 80 

TAAATGATGA ATAGGAGTGA GACTATGGGC GATAAGGTTC ATAGTCGAGA GGGAAACAAC 14 4 0 

CCAGACCAAC AGCTAAGGTC TCAAAAATGT GTTAAGTGGA AAAGGAGGTT TAGGTACGTA 15 0 0 

AACAGCCAGG AGGTTGGCTT AGAAGCAGCC ATACCTTTAA AGAGTGCGTA ATAGCTCACT 15 60 

GGTCGAGTAC TTAAGCGCCG ATAATGTAAC GGGGCTAAAC AC ATT AC CG A AGCTTTGGAT 162 0 

CTTAACGAAA GTTAAGATGG TAGGGGAGCG TTCTGTAAGC CAGAGAAGTT AAGCTGGAAA 16 80 

GTTTGATGGA GGTATCAGAA GTGAGAATGC AGGTATGAGT AACGAAAAAA TGGGTGAGAT 17 40 

TCCCATTCGC CGAAAACCTA AGGTTTCCTG GGTAAAGGTC GTCTTCCCAG GGTTAGTCGG 18 00 

CCCCTAAGGC AAAG C T G AAA AGTGTAGTCG ATGGGAAACG GGTTAATATT CCCGTACCTC 18 60 

TTATAGTTTC GATGGAGTGA CGCATGAGGT TAACTACTGC TAGGCGATGG TTGTCCTAGT 1920 

TTAAGCATTA AGGCGATGAT CTTAATAGGA AAATCCGTTA AGAGAGCTAA GATGTGATGA 19 8 0 

TGAGTGCTAT TTAGGTAGCA TGAAATGTAG GTAGTCAAGG TGCCAAGAAA TAGCTTCTAA 2040 

GGTTAGGCTA TAAGGGAC CG TACCGCAAAC CGACACAGGT AGGTGGGATG AAAATTCTAA 2100 

GGCGCGCGAG AGAATCCACG TTAAGGAACT CTGCAAAATA CGTACGTAAC TTCGGGATAA 2160 

G T AC G AC C T A AGCAATTAGG TAGCATAAAA ATGGTCCAAA CGACTGTTTA CCAAAAACAC 22 2 0 

AGGTCTCTGC AAATCTGTAA AGAGAAGTAT AGGGAC TG AC ACCTGCCCGG TGCTGGAAGG 22 8 0 

TTAAGAGGAG ATGTTAGTTT ATGCGAAGCA TTGAATTTAA GCCCCAGTAA ACGGCGGCCG 23 40 

TAACTATAAC GGTCCTAAGG TAGCGAAATT CCTTGTCGGG TAAGTTCCGA CCCGCACGAA 2 400 

TGGTGTAACG ATTTGGACGC TGTCTCAACG TGGAGCTCGG TGAAATTGAA GTATCGGTGA 2 45 0 

AGATGCCGAT TACTTGTGGT TAG AC GGAAA G AC C C CGT GA ACCTTTACTA TAGCTTGGTA 2520 

TTGAGATTTG ATTAAATATG TGTAGGATAG GTGGGAGACT- TTGAAGCTAT CTCGTCAGGG 2580 

GTAGTGGAGT CAATCTTGAA ATACCACCCT TGTTTAATTA GGTTTCTAAC TTATAGAAAT 2 6 40 

ATGAGGAGAG TGCCAGGTGG GTAGTTTGAC TGGGGCGGTC GCCTCCTAAA GAGTAACGGA 2700 
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GGTGCGCAAA GGTTACCTTA GAGTGGTTGG AAATCACTCT GTAAGTGTAA AGGCATAAGG 27 60 

TAGCTTAACT GTAAGACTC^A CAAGTCGAAC AG AT AC G AAA GTAGGTCTTA GTGATCTGGC 2 8 20 

GGTGGCAAGT GGAAGCGCCG TCACTTAACG AATAAAAGGT ACTCCGGGGA TAACAGGCTT 2 8 30 

ATCCTTCCCA AGAGTTCACA TCGACGGAAG GGTTTGGCAC CTCGATGTCG GCTCATCGCA 2 940 

TCCTAGGGCT GGAGCAGGTC CTAAGGGTAT GGCTGTTCGC CATTTAAAGC GGTACGC GAG 3 0 00 

CTGGGTTCAG AACGTCGTGA GACAGTTTGG TCCCTATCTG CCACAAGCGT TGGATATTTG 3 0 60 

AGAGGAGCTA TCTTTAGTAC GAGAGGACCG AGATGGACGA ACCTCTAGTG TrCCAGTTAT 312 0 

CCTGCCAAGG GTAAGTGCTG GGTAGCTACG TTCGGAAAGG ATAACCGCTG AAAGCATCTA 3130 

AGTGGGAAGC CTTCCTCAAG ATGAGATATC CTTTAAGGGT CCTGGAAGAA TACCAGGTTG 3 2 40 

ATAGGTTAGA AGTGTAAGTA TAGCAATATA TTAAGCTGAC TAATACTAAT TACCCGTATC 3 3 00 

TTTGGC CAT A TTTTTGTCTT" CCTTGTAAAA ACCCTGGTGG TTAAAGAAAA GAGGAAACAC 3 3 60 

r 

CTGTTATCAT TCCGAACACA GAAGTTAAGC TCTTATTC 33 93 

( 2 ) INFORMATION FOR SEQ ID NO: 36: 

(i) SEQUENCE CHARACTERISTICS: 

(Ah LENGTH: 3203 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 36: 
GAGAAACCAA GAATTAAATG TAAAAATAAA GATCGTTTCA TAAAGATTGA AAAAGAAXAT 60 
GACAAAACAA TGTATCATAC AAAAATAATG ATGGATATTT ATAAATTAGG AATTGACAAT 120 
AAAAGAAATG AATGTCGTAT ATCATTAAGA ACACTATTTA ATCAAATGAA AGTAGAAGAA 180 
GTTCGTTTAT ATTCTATAAA AGAAGGGGAC AAATTTTTAG GTATTTACTA TGGATATAGA 2 40 

AAACCTATAA AAAACATTTT CGTAAAATAT GAAATAAACG G AAC CAT AAA GTCATATGGA 3 00 

TTATCAAAAG CACATTACAT AGAATTTAGA TTTAAAAAAG GAAGCGTTTT TTGTTACTTT 3 60 

AAAGGATTAT TTCGCTTATT AAAAAAAGAA AAAGAAAATA C AC C AT AT AA TATGGCTTGT 42 0 

ATTGATATGT TTACAAAACT AGAGAAACAC GTATATGAAT TTTACGGTAA AAAATATCCA 480 
GAAAAAGGAA TAATTATAAG ATGGATAGAA AAAAATCAAA AATAATAACA ATTGCAAGCC 54 0 

TTAAAGGGGG CGTTGGTAAA AGCACAACTT CAATAATACT TGCAAATCTA- TTATCGAAAA 60 0 

AGCATAAAGT ACTTTTGATC GAT AC AG AT G ATCAAGCTGC TACTACAAGC TATTATTATA 660 
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ATGAATTAGA AACAAAAAAT TTCGATATAT CTAAAATGAA CATAGGAAAT GTTATAAAAG 72 0 

ACGGTACAGA TATTAATAAA AGCATTATTA ATGTTGAAAA TAACATAGCT TTGATACCCA 780 

GTTATATAAC AGTCGATGAA TTAAATGGAG AGTATTATTA TGATAACCGG CATCTTCCAA 8 40 

TTGAATTTTC ATTAAAGACG AAATTAAATT CCATAGCAGA CAACTATGAT TATATTATAA 9 00 

TTGATACTAA TCCCAAAAGG AATTTCACAT TAAAGCTTTC CCTAATTAGC AGTAATTATG 9 60 

TAATATCTCC AATG AC GGC A GAAAAATGGG CAGTTGAAGG ATTTGAAACA TTAAGAAGGT "102 0 

ATATAAAAGA AGTTGCTGGA AT AC C AAT AT TTATTGTTAT TACAAGGTTT AAAAAAAATG 10 8 0 

TTACCCACAA GCAATTAATG GAAATAGTAA GCATGAAAAA CGGGTTTTTG GGATACATAA 1140 

GCGAAAGAGA AGATTTAAAT AAAAGAATAG GGTGTAATGA AAAATTTGAT TTTTCAAAAG 12 00 

ATTACATTAT TGAATATAAA AAAATATTGG ATGTTTTTTT GGGAAAATTG TAAGAATTGA 12 60 

CAAACTTAAT AAGTCCGGCA TGCCGGACTT ATTGGAAATA AGGGCAAAAA T AT G AAT AAA 13 2 0 

AAAAAC AT T A A.TTTAAAAAT TAATAAAAGA ATTTCAGAAA ATAATTTAAA TTATATTCTT 13 8 0 

GATCAAAGCA ATGAGAATCA AAGAAAAGAA GAATTTGAGC GAT T AAT T AC ACAATTAAAA 1440 

AATAATATTA AATCAGAAAT ATACAATATT ATTGATACCA TGAAGATCCT TAAGAAAATA 15 0 0 

AATGACAAGA GGCTCTATTT AGAAGGAGGA TATAAATCTT TTAAAGATTT TTTATCAGAT 15 60 
TTTAAATTAG CAAAGACACA GTCTTATGAA TATATAAAAT TAGCCGCTGC AATTGAGGCG 1 162 0 

GG AAT AT TAG AAAGAAAATT TT ATT AC C AA TAATGGAATA AGGGCCTCTA TAAGATATAT 1680 

TAAAAATCAA GCAAATGGTA CAATAAAAAA ATCAAAACAA AATCCAATAA AACCATTAAG 17 40 

ATTTCAACTC AAGAACCAGG AAAGTTATGA CTTTTATAAA AGCAATTCTA GGTTTGTAAG 18 0 0 

TTTTATGATG GATGAGATTT TTAAAAATCA AAAAGATTTT CTTAATAAAC TTTTAAAAAG 18 6 0 
ATATAAGGAA TCAAAGGGAC AATAAGAAAA TTTTATAAGC AATTTAATCT TTAATATTAT ' 192 0 

TGAAATATAA AATATAAAGT TAGAAATTGT AAATAATTGA TTTAACAAAT AAGGAAATAT 19 8 0 

ATACAAAAAA GCAACTGAAA ATTTAAAAGA TCATTTGCTA AGCAGAGGAA TTTTATTTGG 2 0 40 

TTAAAGTATT TGAAAAAAAA TTAAATATTA TCAAAGAAAA AGGTAAATTG ATCTCAATTG 2100 

ACAATAAATT GTCAGTAATA AGCAACGAAG AATGTTTTTA ATTTTGATTA TAATAAATTT 216 0 

TGCAAAGAAG CACGCTTAAT AAGC AC GGTG TAATAAGTTG GGC AATATCT TGATTAGCAA 2 22 0 

CAATGTGTTT TGATAATCAA TGGTAAGACG AACACTTAAA AATATTTTAG AAGGAACAGG 22 80 

GCATTTAAAG TAAATTTATA TATATTTAAG AGTAAGGATT TGAATAATTT ATGATTTAGA 2 3 40 

GCTGTAGAAT TTATTAAAAT ACAAGAGCAA CTATTAAAAA AATGGGCAAA TTAGAAACTT 2 400 

TAGCAGGGGT AGTGATTTAT AAGGACGGGG TGTTAATGAC GAT ATT AT AT AGGCTCAAGG 2 4 60 
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GCCAGCAAGG ACTACTATTG ATT AT AT AAA CACTGTTGTT TAAGATTTTA AAAAAAAGAG 
GCTATTTTAA AATAACAAAT ATTTTATAGA ATTTATATTC AAGCATAAAT TTAGGAATTA 
AAATCAATGA GTTTACTATG AATCTTGAAT TTGTTTTGTT AAATTCAAAA CCACCACACC 
CCTATTTTTT AGCTATGTAA TTAAGGGATC CATATGTGTC CCCTTTATTT TTAAATAAAA 
GATATATATT TAAAGACAGT TAGGCCTCTT TTAGGCATAT TTTTGTTTAA TAAAAAATAT 
TAAATTAGGG TTTATAATTT TTATAGATGA AAATAAAATA GAAGAATC T A ATTTAACTAA 
ACAATTTTTG TTTAGTTAAA ATGATATAGG GCTTTGCAAA GTAGATATAA TTAAAGAAAA 
TCTAAAATCG CTAAATAAAA CTATTTAAAC TAAGCCCCAT AATGAAAAAG TTTTAGTAAA 
AAT ATT AAAG AATATTTTTA CTAAAATAAA AATTAAACCA GCATTAATAA TACTTACATT 
AGATGATTAG CTACTTTTTT TAATTAATAA ATTTTGCATT TAAAGTTCTA TTCCACTTAT 
AAATATTGAC TATATCAATA ATTTTTCAAG CATTGGTACA TTTTATATTC TAAATATTTC 
GTTTTGTCGC TAATTTGTTG ACATAGGAAT TATAAAAAGG CCATCATCTT TTAAATTAAA 
AAGTAAAATA ATACTAATAA ATA 
(2) INFORMATION FOR SEQ ID NO : 37: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3189 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 37: 
TTGCTAAAAA TATATTTTTT TATATCT t GG CTCTACTACA ACTCCTTTAT TTTTAGAGTA 
ATAAATAAAT CTGCTGCCAA ATAACCTATA AGATATTTTT TAAACATAAC TTGGATCGAT 
ATTTATAGAT TTAAAAATTT TTAAATCTAT AATAACTTCC AAAATACAGA ATCTTCACCT 
AGATTATAAT TGTTTATAGC ATATTCTTCT TTTGAATATG TAAATTCTTA AGCTTATTTA 
AAAGCTTTTT TCTTGTATAG TCAATTAGCT ATTTTAGCTT TTCTGGTTTG AACGCCAATA 
C T AAAATT AT TGAAAATATC TTTTAAAGAA ATCCCATTGT CATAAATATC TTTATTTGAA 
AAATCTTTTT AGTAAAAAAA TAATGGGGAT ATTTGTATTC AAGTTTTTCA AAATTAATAG 
TAAAGATATT GTTTTTTCCT AAAAAC C CAT ATTTTTTTTC TCTTTTGCCT TTAATACTTT 
TGTAAAATAC TTTAATCAGC TTACTTTTTT TAGTCCATCT TAT AT TTAGT AAAAATAGCA 
ATAGTAACTC ' CGGTTTGGAT ACAAAATACA TTCTCACCTA TACTGCCATC ATCAGTTTTT 
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TTCTTTCTTG AACTATCGTG TAAATTTAAT ATATAAATTT CATCAAATGT TTTTAAGAGG 660 
TAATCTCATA CCTCTGAATG CCACCTTGTC AAGGTATCCA TTTGTTTGTT ATGATACCTA 72 0 

GCAATCCTtC GTTAGAACTT TTAATTCTAT GTTCTGCAAA TCTAATAAAC TTAGTGCGGT 730 
CATC ATT AAG TGGCCTTAAA TTTTTTTCAT TTATAAACTT ATTTTCTATT TTTTTATAAT 840 
CATTAACTAA ATTTAATATA TATTCATTAT TATTTTTTGA ATCTGAATTA TAAGGAGGAT 90 0 

TTCCCAGTAT GACAAGTATT TGCTTTTCTT TAGCTTTATT TGTAAGTTTA TTTTCTTCTC 9 60 

CAATTGCAGG GAAAATACCT TAAAAGATTT TTGATCTGAA GGGTCTGCTT TATCAATAAA 102 0 

ATTAGTCAAA AATATTTATA ACTTTATGTT TTCATTATTT AAGCTGTCGC TACAAATTTT 103 0 

TCTTTCAAAT ATTGACTTGG CTTTAAATGA. T C AAC T AC AT AAGGAAC CAT TAAACATTCA 114 0 

AAACCATAGA CATTTTTAAG TATGTGAAAA TTAATGTAAT CTTCTTGTTT TTCAGAGTCT 12 00 

ATTGGAATTT CGTTTAATAT AATTTTAATT ACTTCAGGTA AAAATGTGCC AATACTTATT 12 60 

ACAAAATCAA AC AC TG C AAC TTTATCCCTA TTTTTAAAGC CATAATTTAA TTTAATTTTT 13 2 0 

TTAAGTGCCT TATGTAAACT GTTAACAATA AAAC T T AC AC C C GAATAGGA AGTGTACTAC 13 8 0 

ACTCCTTTGG CCTTTCTTAA TTTAACATCG TACTTAGCTA GAAAATCCTC ATAAAAATAA 144 0 

AGATAGGGGA TCTTTTGAGC TTGTTTTGGC TCTTGTAAAA GAAAATTCTT TAAAAAATAA 15 00 

GCTCTGTATC AATTTATTTA TTACATTAAT AATTTCTTCT AAAATCTATC TTGGACTATT 15 6 0 

ATATTCATTA TTTGTATCAA TATCACTAAT TAATTTTAAT ATATCTCTTA TAAGCGAAAA 162 0 

GTTAGAAAGT ATAAACTTTT TAA TAT TATA AAAAGCTATT TTTCATTAAA TTTAAGCAAA 16 80 

GACATAATTA CCTTATCTTA AACTTTTAGA TAATTATAAT TGATTTTTAA GG AAAT C AAA 174 0 

ATGATGCCCC AAAAGCTTTT AATAATAAAA AATTGTTATT CTTGCCAAAA GCTACTTAAG 180 0 

* AAAAATAGTA AAATTTGTTG TGTTGTTTAT AG AAC T AG AA AT AAA T AC CC CAAAACCCTT 18 6 0 

AT AAC GAG C T AATAATTGTT TTTATTGGGA GGTTATTTAG GGATTGTAAA TTTTTATATA 192 0 

CAAAGCCTAA AACAAATTTT ACATTTTTAT ACTCATATCC TTTTCTATTT CTTGCTTGCT 19 8 0 

GTTTCTTTAT AATAACGAGT TTTTAATCAA TTAAAATAAA ATTTTTCTTT CTAACATCTT 2 040 

TCTTTCTTCT TTC AAAC CAT CTTCmAGACA CTTTAATTTA TCTTTATAAC TCTTC tTTAT 2100 

CTTTTGGTTA TTCtTCtTTT TTAAATTTcT CTTACTTTTT GTATTcTTTT TCAATCTTTT 2160 

CTAATTCTTG TATtCCTTTT TTATTAACTT CTAATCTTAG ATTTTCAACA ATATTTTAAG 2 22 0 

CTACCAGATT TTTAGATTTC TCTTGTATCT CTGCTTGGCA TCTTAAATTA ATTTCTCTTT 22 80 

TATCTCTTCT TTTGTATCTA TAAAATCTAA AAATTCTTTA GCTTGTTTTT TTAAATCTTA 2340 

TTCTAAATTT TGTATATCTA CAACTTATAT AATGTTTATA AGAACTTATT AATATAAAAA 2 40 0 
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TAGCAGACAT AGTAAACTTT TCCTCATAAT TATCCCACCA AGCTTTAGGA ATATATTAAA 2 4 50 

TACCTATATT TACATATATA AAGCTTAAAA GCAATTTAAT TACATTGCAC ACTATAAAGC 2 52 0 

AAAAAAATAA AGCCCAAAAA AACTACTCCC CCCAGAGCAC AAATTCCAAA ATCACCAAAG 2 5 80 

CAGATCACAA TAAAGACAAT TAAATGCAAA CAATAAAAAT ACAAGATATT CCAACTTTAT 2 6 40 

TTAATAAAGT TGGAATAATT TTTTGCAACA TAAATTTTGA AAGCATTATC AAAATAAACA 2 7 00 

TTTATTAATA AAATTGTAAA AAAGAAAAAC CGATATTAAA TACAAAGCTC AAATATCTAT 27 60 

'AAGTTAATTT AGTTTTACAA CAACTAGCAA TAAAACTACA TTAATAAAAT TAATAGATAC 2 32 0 

ATTAAATTTC AAATCTTCAT TACAGACACT ATAAAACAAA ATTTTGTATT TTACTTTTTC 2 3 30 

TTATTATTAT ATTAGTTACA ATATCAAGCA AAACATCTTT TCTATTCTAA AAAGCTCCTT 2 940 

• AAAAATATAA TTTACTATTA TTATCTCTTT TTTACAAACT CACATAATTC TTTATCTCTC 3 0 00 

ATGAAAATTC TAATAGAAAT ATTCTTATTA TTTAATTTAC TTATATGATT ATTAAAATTT 3 0 60 

AATGATTTTT TTTCTAAACA TGTGTTTTTT TATATTTTTA AATCCTAATT CCTTAATCTT 312 0 

ATCAATAGAT AAAACTATCC TCCAAAACTT TTGACTAAAG TTTTAAATAA AAATAAGTTT 3180 

GCnTTTAGC 3189 



(2) INFORMATION FOR SEQ ID NO : 38: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 313 0 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 38: 

TTGTAAAAAG TTTTGTTTGA TATAAGTTCA CTTGTGCCCT TTACTATTTT TGTAGTTGCT 60 

TTTACTTTCA GCTTCATTAG CAGTTGCAAG TTTTTTCATA CATTCATAGT AAAGCTCCAT 12 0 

TTCTCTTATT GAACACTCCT TTATATATTC ATCAAGCTCG CTTTTTAAAG AATTAATTTC 180 

TCCATTAACA ACTTGCTTAT TTTTTTTACT ACTTGC TTTA TTTAAAGCGT CAATTTCAGC 2 40 

TCTTAAATTT TCTATTTTAG T ATGC AT AC T AAAAAGCTCA AC AC T AG AAT ATTGCTTAAA 30 0 

TGCATTTATA AATCCTAATT CTAAATTAGC CCGCTCTAAA TCCAATTCGC TTCTAACTTT 3 60 

CCTAGCGTTA ACTTCTGATT TAAAAGTTTG C G AC AAAAGG TGTTCAAAAG TGTCTTCACT 42 0 

AATTGATAAT C T AG AGTC AT CGCTAACAGA ATTTTCCCCA CTTTCCCATT - TTTTCCTCAT 48 0 

CCTCCACACA TTTACCCTAG AAACCCCCAA TTTATCCGCT ATTTCCCTAT CATCTAACAA 5 40 
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TCCTTCTCTA AAATATGCAA CATAATCATC AAAAGACCTT TTAACTTTTT TCAAAAAATC 60 0 

CTCTAAAATA ACAAAATTAA CAAATTGTTG CTCTAAATAG TAAAGCAATT TATCAATTGT 6 60 

TAACATTAAC TATTGTCTTG TTGATATCTA TTGACCACAG ATCTATCTTT ACAATTCTTA 72 0 

TTAAACATGA ACCAGTATCA TTATTGTCGC CATTAAGAAG ACCCCTCATA AATTC GTT AG 7 80 

CATTTAAAGA AAATAAAGCA AATATAAAAT AATATAAATT CTTTTTATTT ATCATGATTC 8 40 

TCCAATATTA ATAAAATAAC AAGACTAGTA GCTAATCTTG TTATTCATAA TTTATGCTTA 900 
T AAAAAC CAT TTATTTTATT TCGAAATCTT TTTTAGCTTT TCTTAATAAA TATCTTATAA 9 60 

GATTC TTTTT TCAAATTAAA ATCTAATCTT TGGGCAAATC AGCCAAAATT TGTTTTAAAA 102 0 

TTTGTTTAAC TGTATTTGCT TTATCTTCAG AATAATCTTT TTTAAAATTA TTTCTGGCGT 10 8 0 

TATCTCCATA TTTCTCAGCA TAATCAATTT TATCCGAATT TAATTGTATC AAATAATTAA 114 0 

AAATCGAATC TGGATAACTC CCTATAAGTC TAATCA'TATC CTCAGACAGG AAAAT AC TAT 12 00 

CAGTACTTAT CTTAATTTTT AT AAG AT AT T CAATAGCCTC AAGAGCGTCC AAAAAAACAC 12 6 0 

TTTTTTCTTT AATTCCAATT TTTCTTAAAT CTCCTCTAAT ,TCTAGGAGCA TCGGAAAAAA 13 2 0 

CATGACTTTT TTCATACTCA TTTTTAAAAT CATAATTATC TAGTCTTTTA TTTATTAGGT 13 8 0 

TAAAATCTTC TTTAGAAAAA GCTCTTTTAG TTTCTGTATA ATTTTCTTCT ATATTTGCAC 1440 

TTAAACTTAC TACAAATAAA AACAAAAATA TTAACAGACT AATTTTTTTC ATATCCCCTC 15 0 0 

CTAGCTTTAT TGCCTAAATT TCAGCAATGT AAATGCTAAT AAAC AAT AA.G ACTGATTGTT 15 6 0 

AGTCTTGTTG TTTATAATTT TTACTATCAA AACCCATTTT TTATTATTTT TTATCTTCTA 162 0 

TATTTTGAGG CTCTGCTAGC .TTTTCAAGTT CTTCCTCAAT ATTTTTAAGA GCATCATCTA 168 0 

TAACCTTTTT T AC AAAATC A TTAGTATTAG TACCATCATT AAC AG AAT AA CTTCCATTTA 17 4 0 

CACCCAATTC TTTAGCATAC TTTAAAGCTT TTTGTCCAAT ATTTCCTTGT TTTTTAACTT 180 0 

TCTCAGTACT TTCTCCAGTT GCAGATTCAA CTTGTTCTTT . AAATTCTTGA AATTTCTTTC 18 60 

TAGCCTCTTC TAATTCTTTT TTTCTTTTAT CTxATTTTATC CTTTAATTCT TGAATTTCTT 192 0 

TTTCTTTCTC TTCTTTTCCT TCTTGTTGA.C CACCATCTTT TGCTTGCACC GCTTTTAATA 198 0 

CGGGTGTGTT ATCGTGGGAA CTTGCCGGCA ATACTGGTGG TGGATTAAAC AGACTGTTAT 2 0 40 

TAGGATCGTC ACCTTGCATT AACTCTTTAT CTAAAAATCC TTCAACTTTT TCTTTTACAT 210 0 

TTTGTTTTAA ATCTTCACTA CTCGCATCAA TCTTGCAAGA AATTATCAAA ACAAAAACTG 2160 

CACAAATAAT TAAATTTTTC AT T TT C T TAT TCATAAGTTA CTCCATAAAG TACTAATATT 2 22 0 

AC C AC AAC AC CAAATAATTG CAATATTTCA AAGATTTAAA TATATAATTT TGTTACATTC 22 8 0 

AGCTGTTACA TTTTAACAAA ACACAAATGT AATTTTAACC AACTCGCCAA AATCTCTCCA 2 3 40 
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TTGCAAATGC TC T AC TC ATT ACAAAAGATT ATAAAATACA TACAAATTAA ATTTTCAAGT 2 400 

CTTTGCTATA TATTACACAA AGTATACTAT CTTTCTTGTG TACCACCCTC AAAAATCACT 2 46 0 

ACTTCTGTTT ATTACACCCA CTCTACAGCC CAGATTTTGC ATGCAATGAG AACACTCCAA 2 52 0 

' ATTTGACTAA AATTTTTCGT TTTTAGTAAA ATATAATTTA CATTTTTTAT CTATTTTTAT 2 53 0 

TACTTTTACT TAATTTAAAA GTAACAACTT CAAGGAGAGG ATTTTATGGA CAATAATAAT 2 64 0 

TCTTTTAATT TAAATAATTT CAATATGGAT TTTACGCTCA AACTATTTCA AGAATACCAA 27 0 0 

AAACTAATAA ATGAAAACAA AATTCTTAAA AATTCACTAA AAAATTCATC TAAAAGTAAA 2 7 60 

AAAGAAAATT CAAAACCAAC TCCTAAGTTT TATTTAACCC CTAAAAGTAT TAAATTAATT 2 32 0 

CTAAAATGTG CCAAAACCTT AAAACAAATT GACCCAATTT CTGGTTGGTT TGTGCATCTA 2 38 0 

CTCTTAATAA GTGGATGTAG AGGCACTGAA ATGCAAAAAG TAAAAATGCA AGATATTTCA 2 94 0 

ACTTTTTTAA GCAAAACCGG AAAAACTTTA TATACTATTA AAGTAAATGT GGCAAAAAAA 300 0 

AGAAATACCT CTTGTATTAG AGAAATTGTC ATCAACTCAG AAGAGTTCGA GGCTATCCAA 3 0 60 

ACAGCACATA AAAATCATTT CCAAGAAAAA ACTCTTGACT CAAGGCGTAC TTATCTTTTC 312 0 

CAAAAGAGCA 313 0 



(2) INFORMATION FOR SEQ ID NO : 39: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 02 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 39: 

AGTTTTCCCA TTTCGCTCCG TAACTTGTGA TTACACTATC ATTTGmGwcy CCTGATATkT 6 0 

cTGTGGAkaT TATTGTTgAA GmTTTTCCtC TTTTcCTCCT TATTTTGTAa TAAaTAtTAT 12 0 

ATgCAAAAAC TATTTTTGCC AACTTTTTTA CAAAAAATTT T AC AAAAAAT TAGTTGGGCT 180 

TATTTAAATT CTCTTGTTAA AGAACTTAGC TAAACCCAAC TTAATTGGAT TTTTTTGATA 2 40 

GCAATATATT TTTTTAGTTA TACATATACA TATGTATAAC TAAAACTATT TTTGTCAGGC 3 00 

TTTTTACAGA AATTATTATA ATAAATAAAA GCTTTATTAA ATTCTCATGT TAAAGAGCTT 3 60 

AATAAAGCCG CGGGCTTAGC TTAATTTATT T TAG AT AAAC TC AC TAAAC A ATTAAATTCA 420 

GTTCAATTTA GAATTAAAAT TATTTTGTAT TTATTAAAAT AAAAGAACCT. ATTTAAATTA 4 80 

TCTTGTTAAA AAATTCAAAT AAGTTCTACT TTAGAGCTAT ATACTAACTT ATTACTTTAT 5 40 
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AAAATTTTAA 


TCATTTTCAA 


TTGAAAAAAC 


AC TT ATT AAA 


TATAGAATAG 


ATAATTGGGG 


600 


CAAACGTTAT 


TCCCATTATT 


AGAATTACTT 


GTATTGTTCT 


ATTGCTTGCA 


TTAAGTTCAT 


660 


TTTTTTAAAT 


ATCTATTTTA 


TTGT C TAG AC 


TAGATATATC 


TTTTTGCAAA 


GTTTTTTCTA 


720 


CACTATCTAT 


TTTAGTATTT 


ACACTATCTA 


TATCTTTTTG 


AAAATTCTTT 


TCTACATTAA 


7 8 0 


TTATTTGTTG 


TTCTAAAGAA 


TTCATTTTCT 


CCTTTAAAAC 


TTCAAAGTTG 


TAATTGTCGT 




TCTGAAGTAA 


AACAAAATCT 


ATTGCCTCTT 


CACTAAACCC 


CTTATTTAAA 


AATTCTAACC 


o n n 

y (j u 


TTATATTTTC 


TATTTTAAGA 


GCATTGTAGG 


CTAAATTACT 


CATAAAATCC 


CCTTTATTAT 


y o u 


CCTTTTAATT 


CTTTATATTT 


TTTTAAAAGT 


TTATTAATCA 


AATCTTTTTG 


ATTTTCAAAA 


102 0 


ATCTCGTCCA 


TCATAAAACT 


AGTAAATTTG 


GCATTTTTTT 


TATAAAAATT 


ATAACTTTCC 


10 8 0 


TGTTTTTTAA 


GTTGAAATCT 


TAGGGGTTTT 


ATTGGATTTT 


GCTTTGACTT 


ATCCTCTTTA 




ATTTCTACGT 


TTAATATATT 


TCTATATACA 


CCCTTTAAGC 


CTTTTT^~"TTT 


AATATCATTT 


i i n r\ 
1 A U U 


ATTGATATGC 


TCCCCTCTAA 


TACTTTTCTA 


TAAATTTTAA 


GGTATAAAAA 


AGCCTGACTT 


1 o c n 


CTAGATATTA 


TAAATTCTGA 


CAAAAAGTCT 


TCAAATTTTT 


TATAACCATC 


AATCAAATAA 


1 jzu 


AGTTTTTTTT 


CTCTTATTTT 


ATATAGGATT 


TTCATTGTTT 


TAATTTTATT 


CTCAACATCA 


1 t o n 


TCAACAGTAA 


TTCTACGAAG 


TTGATCCTTA 


TAGCTTTTAT 


ATTCAAGTTC 


CTCATTTTCA 


1440 


AATTCTTGAA 


CATCCTCAAT 


TCTATTATTT 


AATAATATTT 


TTTTT ACTTT 


TAACTTTGAC 


1 b U U 


ACTTAATCCT 


CCTAAGTTTC 


TGATTTATTT 


TTAAAAGTCT 


TCCGGAAGAC 


TT T T AAAAC A 




TATTGTTTAA 


TATTTTTTTT 


ATTTCTTGAT 


AATAAATTTC 


TTTATTATTA 


GGCTCTTTCA 


icon 


ATTCATTTAT 


AAAAACCTTA 


ATTGAATTAT 


AAAAATGAAC 


TCTTCCTTTA 


ATAAGATCTT 


-icon 


' TGTATTCTGA 


CTGCAAAATA 


CTTTCAATAT 


CTTTATACGT 


ATTTCTATTT 


TTTATAAATT 


1/40 


GATTTTC TAT 


TATTAACACA 


TCAATATTTT 


TCTTTCTTAT 


TATTTCAACT 


TCCTTTATTT 


1 o n n 


CATTCATTAA 


TATTGGCAAA 


GACTCTACAG 


ACCACCTTTC 


TGCTTGAATA 


GGTATTATAA 


lBol) 


CTTTATGTGT 


AATGTTTAAC 


GCATTAAACA 


ATAAAGAACT 


TAAACTAGGG 


GGAGTATCAA 


± y z u 


TT ACT AC AT A 


ATCAAAATTA 


TAATAATGTA 


AATTTTTATC 


AAATATATGT 


TCTAACATAA 


1 Q Q n 


GCTCTTTATA 


AGGAATATCT 


CCTTTTTCAA 


ATTTACATAA 


AATTGGATGG 


GC CGG AAT AA 




TATACATATT 


ATTATTTATT 


GAATTTATAT 


i 

ATTCATTAAA 


AGCAATGTTT 


TGATCTCTTT 


ZiUU 


TTAAAAGATA 


ATAAACATTA 


TTCAATTCAA 


TATTTCTGAT 


ATATTGTAAA 


AAATAACTGG 


z 1 b U 


TTAAACTATT 


TTGAGGATCT 


AAATCTACAA 


TCAACACTTT 


ATTGTTCATT 


TCGCTTAAAA 


inn 


TATATGAAAA 


TATAATTGAC 


AACATGCTTT 


TGCCAACACC 


GCCCTTAATT 


GACGCTATTG 


' ^2280 


TTATTATTTT 


AGGTTTTTTA 


TTATCCATTT 


TATTAACGGT 


CCTTGTTCTG 


GGTA.TTTTTT 


2340 



CCCATAAAAT TTATATACTT GTTGTTCTAA ATCTGTAAAC ATACCAAATA AAACTTTGTT 
GTAATGATTA TTTGTTCTTT TTTTATCTAA TAA.TCGATAT AA.T CC C ZTGA AAT A.GC AAAA 
TACACTTCCG GCTTTAAATC TAAATTCCAT ATA_ATATGCC C7TGCTAATG CATATGCTTT 
TCTAGTTCCr TTTATTTkAT ACTTTATTAA v/GGyTTTTTri A7TGG7TTTC TrTAGCCATA 
AAAAAT AC C A ATAAACTTAT CTCCTTCTTT AATTGGGTAy AArTGAGTTT CTTCAACAAT 
yCTTTCCCCA TTAAATAGGG CCCTTAATGA TAGTCTAAAT TCATGTTTTT TTTCATATAC 
TCCAAATTTG TAAATGTCCA TCATTATTTT TGTATGGTAC A7TGCT-7TAC CATTTTCTTT 
TTCAATTAAA ATAAAGCGTT CTTTATTTTG ACATTCAACT TCACATCTGC CCTTTTTTAT 
AGTTTCAATA GGCTCCATTG CACTTTCCAT ATTTAAATCC TCATATAGCC TTTATGTTAA 
ATTCTTCTGT GGTTAAAGAA TTTTTTTGTT TTCTTA?TAT TT C C A-A7 AAT TCAAGATAAT 
AT GT AC C AAA TACTTTATTG TATTCTATTT TCT1TTGGTT ATTCAAATAT TTTTTGGTAA 
TTGGCTTTAG AATTTCAATA TTTgTTTCC 
(2) INFORMATION FOR SEQ ID NO: 40: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3000 base pairs 

( B ) TYPE : nucleic acid 

(C) STRANDEDNESS : double 
" (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 40 : y 
CnCACAGnAC CTTTTAAAAG AGTATTCTAT TTCCTTAATT TATA^AAAA TAAAATCAAG 
GTAAGAACTA TTTAAAATAA ATCTTGTGAA TCTTTAGTAG TGAATGATTG TCTGTCCTAG 
TAACTTAGAA CTTAGAAAGT TAGCAAAGCA AACTTTCCAT CCTTCTTCAT CTCATTACCA 
AAATCCGCAT CCTCATCACC, CTTTCCAATA GCAGCAGCAA -TCGGATTTGT AGCCTCCCCA 
GGCTTCTCTC CATCCTGCTC AGCCTCACCA GC AGCCTTAA CAATCGCACT TAATATCTGC 
TCCCCACTAA CAGCACCAGC CGCCTTGCTA GCAGCCTCAC TGTCCCCAGC ATTAGCATTA 
TCAACTTTCC CAAACAACTT CCCTGCCTTT TTATTATTCT CCCCTGCAGC AGCAGCAACT 
TTCAGCTTTT CACTCCCCCC AGCAGCTTCA ACAATCTCCT TTATTCCCTT AGCAATCCCC 
GTCACACTCG CCTCATCAGC AGCCTTCGCA GCACTATTAT CA.GCCACAAC TTCTCCAATT 
GCATCAGTxAC CACTTGAAGC CCCCTCAGCT GTCTTTACAC AGC TTTT AC C AGCTTATCCA 
ACAACTCGCT AACTTCTTTA ATAGCCCCCT CAGCCTTCTC tTTCTCACCA CCACCACTCT 
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TPACAGCAAA 


CTTTCCATCC 


TTAGCCATCC 


CCCTCAAAGC 


AATAGCAGCA 


GCAATCTGAT 


720 


p ATPPTTPTT 

L.r\ X C C X x c J. x 


CATCTCATGA 


TTAAACTCCG 


CACCCCCATC 


TTTATCCCCA 


ATAGCAGCAG 


780 


/— a atppgatt 

L jFLrt. 1 ^— vjv_7.£-v x x 


TTTAGCATCC 


TCAGGCTTCT 


TTCCCTCCTG 


ATCAGCCGCA 


CCAGCAGCCT 


840 


rn a ApAA TPPP 
1 f\n.Lnn X C CtC 


AC T T AAT AT C 


TGCTCCCCAC 


TAACAGCACT 


AACAGCACCA 


GCCGCCTTGC 


900 


1 AbL A.cr L L 1L 


rt.v X Cr X c c 1 — 


GCAGCAGCAC 


CAGCCTTCCC 


AAACAACTTC 


CCTGCCTTTT 


960 


LriJ. XLrC X C X C 


rrPTTTAGCA 


GCAGCAACAG 


CTTTCAGCTT 


TTCACTACTC 


CCCCCAGCAG 


1020 


LI 1 LnrtL ±\±\ 1 


L ICC 1. X x n. x c 


CCCTTAGCAA 


TCCCCGTCAC 


ACTCGCCTTA 


TCAGCAGCCT 


1080 


ILLLnLlLn.1 i 


ATTATTATPP 

A X X A X X jtx 1' — C 


ACAACTTTTC 


CAATTGCATC 


AGTA.CCATTT 


GAAGCCCCCT 


1140 


L ALL Hj 1L 1 1 


TAP AGTTGTT 

X A.C AVJ X X CI X X 


AC C AG C T T AT 


CCAACAACTC 


GCTAACTTCT 


TTAATAGCCC 


1200 


L L ILAVjCC 1 1 


rrfTTTCTCA 


CCACCACTCT 


TCACAGCAAA 


CTTTCCATCC 


TTAGCCATCC 


1260 


L L L 1 L A-f-lnAJC 


AATAGCAGCA 


GCAATCTGAT 


CATCCTTCTT 


CATCCCCTCC 


TT ATT AAAC T 


1320 


L L ^ A* — C A X C 


ATPPGPATTA 


CCCTTCCCAA 


TAGCAGCAGC 


AAT C GGATTT 


TTAGCCTCCT 


1330 


L ALLL i Icl l 


X v_ V_ V_ X ^ — X V_J v_. 


TCAGCCGCAC 


CAGCAGCTGC 


AGCCGTAACA 


ATCGCACTTA 


1440 


a t 1 a Tr' _ "T'pp r PP 


rrPAPTAACA 


GCACTAACAG 


CACCAGCCGC 


CTTGCTAGCA 


GCCTCACTGT 


1500 


LLLv.nl 1 ALL 


AnrATPArfA 

n.L)Ln X Cn.v_.CiT. 


GCTTTCCCAA 


ACAACTTCCC 


TGCCTTTTTA 


TTATTCTCCC 


1560 


i Ibl IVbLAbL 


ACrC AAC X X X C 


AGPTTTTCAC 

<TW*JJ L X X X X V^axl* 


TCCCCCCAGC 


AGCTTCAACA 


ATCTCCTTTA 


1620 


ILLLL1 1 AuL 


a atppppptp 

A-A X X C 


ACACTCTCCT 


TATCAGCAAC 


CTTCGCAGCA 


GCATCATTAG 


1680 


LLnLAAL X 1 C 


TPP A ATTPP A 

X C v-xuA X X UV,n 


TCAGTACCAC 


TTGAAGCCCC 


CTCAGCTGTC 


TTTACACAGC 


1740 


111 i rt.LLn.LrL 


TTATPP A APA 

X X JrV X C C nAV. Xk 


AtTCGCTAGC 


TCCCTTAATA 


GCCCCCTCAG 


CCTTCCCTTT " 


1800 


L 1 CA 1 LnLLn 


PTPTTCACAG 

v_, X X X L. ilv- A*W 


CAAACTTTCC 


ATCCTTAGCC 


ATCCCCCTCA 


AAGCAATAGC 


1860 


ActC ;~vv_i> — t\*r\. X C 


TGATCATCCT 


TCTTCATCTC 


ATG AT C AAAC 


TCCGCACCAT 


TCTCCGCATC 


1920 


ArrfTTfCCA 


ATAGCAGCAG 


CAATCGGATT 


TTTAGCATCC 


CCAGGCTTCT 


TTCCCTCCTG 


1980 


iT. X c AC v^rvvj^rt 


GCCGCACCAG 


CAGCCTTAAC 


AATCGCACTT 


AATATCTGCT 


CCCCACTAAC 


2040 


iiV_jV_ jTiV_ C flVJV. C 


GCCTTGCTAG 

VJV_.V-. X J. lIv> X 


CAGCCTCACT 


GTCCCCAGCA 


TTACCAGCAT 


CAACTTTCCC 


2100 


AAACAACTTC 


CCTGCCTTTT 

V— v— i WlV* x X X X 


TATTATTCTC 


CCCTGTAGCA 


GCAGCAACTT 


TCAGCTTTTT 


2160 


ACTCCCCCCA 


GCAGCTTCAA 


CAATCTCCTT 


TATCCCCTTA 


GCAATCCCCT 


TCACACTCTC 


ZzZU 


CTTATCAGCA 


GCCTTCGCAG 


CAGCATCATC 


AGCCACAACT 


TCTCCAATTG 


CAGCAGTACC 


2280 


ACTTGAAGCC 


TCCTCAGCTG 


TCTTTACAGC 


TGTTACCAGC 


TTATCCAACA 


ACTCGCTAAC 


2340 


TTCCTTAATA 


GCCCCCTCAG 


CCTTCCCTTT 


CTCATTATTA 


TCCTTCTTCA 


CAGCAAACTT 


2400 


TCCATCCTTA 


GCCATCCCCC 


TCAAAGCAAT 


AGCAGCAGCA 


ATCTGATCAT 


CCTTCTTCAT 


2460 
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CTCATCCTTA AACTCCGCAC CATTCTCATT ACCCTTCCGA ATAGCAGCAG CAATCGGATT 
TTTAGCCTCT GCAGGCTTCT TTCCCTCCTg' CTCAGCCGCA CCAGCAGCCG TAACAATCGC 
ACTTAATATC TGCTCCCCAC TAACAGCACT AACAGCACCA GCCGCCTTGC TAGCAGCCTC 
ACTGTCCCCA GCATGAGCAG CATCACCAAC CTTCCCAAAC AACTTCCCTG CCTTTTCATT 
GCCCTCTTTA GCAGCAGCAA CTTTCAGCTT TTCACTCCCC CCAGCAGCTT CAACAATCTC 
CTTTATCCCC TTAGCAATCC CCTTCACACT ATCCTTATCA GCAGCCTTCG CAGCATCAGC 
CACAACTTCT CCAATTGCAT CAGTACCAGT TGAAGCCCCC TCAGCTGTCT TTACAGCTGT 
TAcCAGCTTA TCCAACAACT CGCTAGCTCC CTTAATAGCC ' CCCTCAGCCT TCCCTTTCTC 
ATCATGATTC TTGACAGCAA mCTTtCCATC CTTAGCCATC CCCCTCAAAG CAATAGCAGC 
(2) INFORMATION FOR SEQ ID NO: 41: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 2 991 base pairs 

( B ) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear - 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41: 



GAGAAAAAAC 


ATGAATTTAG 


ACTATCATTG 


AGGGCCTTAT 


TTAATGGAGA 


AAGAATTGTT 


GAAGAAACTC 


ATTTGTACCC 


AATTAAAGAA 


GGAGATAAGT 


TTATTGGTAT 


TTTTTATGGC 


TACAGAAAAC 


CAATAAAAAA 


GCCATTAATA 


AAGTATCAAA 


TAAACGGGGC 


TAGAAAAGCA 


TATGCATTAG 


CAAGGGCATA 


TTATATGGAA 


TTTAGATTTA 


AAGCCGGAAG 


TGTTTTTTGC 


TATTTTAAAG 


GGCTaTATCG 


ATTATTAGAT 


AAAAAAAGAA 


CAAATAATCA 


TTACAACAAA 


GTTTTATTTA 


GTATGTTTAC 


GGAT TTAGAA 


CAACAAGTAT 


ATAAATTTTA 


TGGGAAAAAA 


TACCCGGAAC 


AAGGACCGTT 


AATAAAATGG 


AT AC T AAAAA 


ACCTAAAATA 


ATAACAATAG 


CGTCAATCAA 


GGGCGGTGTT 


GGGAAAAGTA 


CGAGTTCAAT 


AATATTTGCG 


ACATTATTAG 


CTCAAAAATA 


TAAAGTATTA 


TTAATAGACC 


TAGATACTCA 


AGCATCTACT 


ACCAGTTATT 


TTTGTAAAAA 


ACTTGAAAAT 


CAAAAAATTG 


ATCTTGTCAA 


TAAAAACATA 


TACAGAGTAT 


T a AAAG AT AC 


ATTAGATGTA 


AATAATGcAA 


TTGTAAATAT 


T aAAGAGa AT 


TTAGaTTTAA 


TACCAAGTTA 


CATAACTTTG 


CATAAATTTT 


CAAATGAATT 


TATACCCCAT 


CAAGAGTTGA 


GATTAAAAGA 


TAGTTTAATC 


TTTTTAAAGC 


AAGATTATGA 


TTATATAGTA 


GTAGATACTA 


ATCCTAGTTT 


AGATTTTACT 


TTATCAAACG 


CTTTAATAAC 


TAGCAATTGT 


GTAATAGTTC 



Ilj! *u; O 5- fj 
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CAATGACGGC 


AG AAAAAT GG 


GCAATAGAAA 


GTTTAGATTT 


ATTAGAATTT 


CATATTGAAA 


900 


ATTTAAAAAT 


AAAAAT AC C A 


ATTTTTCTTC 


TTGTGACAAG 


GTTTAAAAAA 


AACAATACTC 


960 


AT AAAG AATT 


ATTAAAATAT 


GTTGAATCTA 


GGGAAAGATT 


TTTGGGATTT 


ATTCATGAAA 


1020 


HAGAAGATTT 


AAACAAAAAA 


ATTGCGGGCA 


ATAATGAATT 


CAATATGGAT 


AAAG AC TATA 


1080 


TTAATGAATA 


TAAAGAAGCA 


TTATCAAAAT 


TTTTTGAGAT 


ATATTAAAAA 


ATTTATTATA 


1140 


AAAAAAATCC 


AGATTCTGGA 


CTTTTTTGAA 


ATAAAGGAGA 


TTTTTTATGA 


AAATAGAATT 


1200 


AAATAAAAGA 


ATTTTGGCAT 


CAGGGATAGA 


TCCCGATGGT 


AAAAAAGAAG 


T GAT T AC C AA 


1260 


TGAAGATAGA 


ATTGCTCATT 


ATAATGCTTT 


GAAAGATAGA 


TTAAAGGCTA 


AT TT TAG AAA 


1320 


AG AAAT AT AT 


CATAAATTGG 


ATAGCATCAA 


AATTTTGAAA 


GAAATAAAGG 


ATAATCAATA 


1380 


TTATAAAATT 


GATGGATATA 


AAAAATTTGA 


CTATTTTATA 


AAAGATTATA 


AAAT AGC TAG 


1440 


AAGTCAAGCT 


TAT AATT ACT 


TAAAATtTAc 


AACTGCGTTG 


CAAGAAGGAA 


TTCTTAAAGA 


1500 


AGATTATTTA 


ATAGAAAATG 


GCATTCATAA 


TTCTCTTGAT 


TTAATAAAGG 


ATAAAGAAAG 


1560 


TCCAACATTA 


AAAAAGTCTA 


AACAAAATCC 


AATAAAACCT 


CTAAGATTTC 


AACTTAAAAA 


1620 


TCAAGAAAGT 


TATGATTTTT 


ATAAAAGCAA 


TGCTAAATTT 


ACGGGATTCT 


T G T T AG AT AA 


1680 


ATTATTTATG 


GATAAAAAAG 


AAATAATTAA 


AATAATTATG 


AAAGAATATA 


AAC AAT T AAA 


1740 


GGGATAATAT 


GGAGGTTGTA 


TGAACAATTT 


AGCTAACAGA 


ACGTTTAACA 


TAGGAAATAT 


1300 


AAAAAACGAA 


TTTTTAGAAA 


TAGGATTTAG 


CGAAGAGGcA 


ATAGATTTTG 


TTTTTCTTCA 


1360 


TAATGATAAT 


TATAACTTTG 


AGTTTTTAAA 


AGAGAAATTG 


. ATTAATTTAG 


AGAAGAATTT 


.1920 


ACAAAAAGAT 


AT AT CT AATT 


TAGATATCAA 


AATAAATAAT 


GTTAAAAACG 


AACTTAATGC 


1980 


TAAAATAGAT 


AGTGTAGAGA 


AGAATTTACA 


AAAAGATATA 


TCTAGTTTAG 


AT AT C AAAAT 


2040 


AGATAGTGTA 


GAAAAGAATT 


TACAAAAAGA 


TATATCTAGT 


. TTAAACACCA 


AAATAGATAG 


2100 


TGTAGAAAAG 


AATTTACAAA 


AAGATATATC 


TAGTTTAAAC 


ACCAAAATAG 


ATAGCGTAGA 


2160 


AAAGAGTTTG 


CAAAAAGATA 


TATCTAATTT 


AAACACCAAA 


ATAGATAGTG 


TAGAAAAGAG 


2220 


TTTGAATCAA 


AAACTTAGCA 


TGGGTAACAG 


ACTAGTACAT 


TTTATGATAA 


TAACAGCAGC 


2280 


AATTCTAGGT 


CCAATTTTAA 


ATGCCCTATT 


TATGAGGTAT 


TTACAATACA 


TCAAATAATG 


2340 


ATGTATTGTA 


TAATTTGATT 


TTTAAAATGG 


TACATTATAA 


TATTGAl bAA 


f~ , 7\/TP7iT ir PA r P r P 
bAu 1 A 1 1 Fl 1 1 


2 400 


AATTAACACT 


TAATTTTTGC 


TTTTTCATAA 


AGTAGAACTT 


ATTTAAATTT 


TTTAACAAGA 


2460 


TAACTTAAAT 


AAGTTCTTTT 


ATTTTAACAA 


AT AC AAAT TG 


ATTTTAATTC 


T AAAT T GG AC 


2520 


TATACTCAAT 


TATTGAAAAG 


CTTTTTAAAA 


TTATTTTAAT 


AAGTGAATTC 


GGTTAAACCC 


2580 


TAGCTTTATT 


AAGTTCTTTA 


ACAAGAGAAT 


TTAATAAAGC 


TTTTATTAAT 


TAT AAT AATT . 


2640 
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TCTGTAAAAA GTTGGCAAAA AACAATTTAT AATATTATTA TAAATATTAT AGGAGGGATA 

TGTTATTATA AATCCGATTT AGTTTGGGCT TAACTAAGTT CTTTTGTTTG AGAATATAGT 

TAAGCTC TTT TTTTTATAAA AATTGTTATA AAAAGTTGGT AAAAATAGTT TTTGTTATAT 

ATATGTATGT G AAT AGC T AA AAAAGTGTAT TGCTATCAAA ACAATCCAAT TAAGTTGGGT 

TTAGCTAAGT TCTTAGACAA GAGAATTTAA AT AAGC C C a A CTATTTTTTT TGTAAAGATT 

TTTGTAAAAA AgTTGGCAAA AATAGTTTTT GC TAT AT ACn TATATTTATG n 
(2) INFORMATION FOR SEQ ID NO: 42: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 988 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

( D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42: 



CTATTTGAAA 


ATTGCGAGCA 


TAATATGTGT 


TTTTTTATTT 


TAGCACAAGT 


TTTTTAGACT 


TTCTAAAAAA 


GTTAAAAAAA 


AAGAAGATGC 


TGAGTAATTT 


GTATAGTTCT 


TTTAAGATTT 


TCATTTAAGT 


AATAAATTAT 


ATTATCTTGA 


TATACTTCTA 


AT ATTT AC CC 


ATCAATAAAG 


CTAGTGTGGC 


TTAACAAATA 


AAAACCAATA 


AATATTTAAA 


AAATGATTAA 


T T TAG AAT AT 


AATTTC TATA 


GCTAAAGCAA 


AAAATAAATA 


TAAATTTGGA 


CTAGTTTTAT 


TACATAAAAA 


GATAAAATTA 


GTCATGCTTG 


TTGCAATAGA 


GCCTACTATC 


TATCCCGCGA 


GGTATATTTA 


TTTATATTGC 


TTTTTAGTTT 


TTGTAAAGTG 


ACTTTTAATT 


ATTAAAATCT 


AAGGAGAAGA 


GAT T T AT G AA 


CAAAAAATTT 


TCTATTTCAT 


TAT TAT CT AC 


AAT ATT AGC C 


TTCTTGTTAG 


TATTAGGTTG 


TGATTTGTCA 


AGCAATAATG 


CTGAAAACAA 


AATGGATGAT 


ATTTTTAATT 


TAGAAAAGAA 


ATACATGGAT 


AATTCAAATT 


ATAAATGTTT 


AAGTAAAAAT 


GAGGCTATAG 


TTAAAAATTC 


TAAAATTAAA. 


TTAGGTGTAA 


ATAATACTAG 


AAGTCGTTCT 


TATTCTTCTA 


GAGAGACTAA 


TGTTTCGGAT 


TCCTATAATA 


AAACCTATTC 


ATATTGCAAA 


AGC AAC TG AT 


TAATTTTATT 


ACAAAAAAAC 


AAGAGAATGC 


TCAACCCATA 


ATTAGGTGAC 


AATTAATTGA 


ATATATGCAG 


GG AT T AT T AA 


AAGTTAGCTT 


CTGTGACATT 


ATACA-CTTGA 


ATATAATATT 


ATAAAATAAT 


AGAATATATG 


GGTGTTAATA 


AAGC TT AT AA 


GCATAGAATA 


TATCATATAA 


AGAAGAATTT 


CTATCCCCTT 


AAAGGAAGTT 


GATAGTTTAG 


CTCTTTGTAAl 


TGTCCAACTT 


G AC T TAG AC T 


CTGCGTATAA 


TGATTTTTTT 


AG AAAAAT T T 


AAAAGGGAAA 


TAGAACACAA 
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GGATTTCCTA AATATAAAAG TAAGAAAAAT AGGGAAACTT ATAGAACTAA TAATCAAAAA 10 8 0 

AACTCAATAG GAATAAAAAA TGGTTATATA AAGCTACCTA AAATAGAGTT TATAAAGTTA 114 0 

TGTCTATAAA TATTATATTT CAATAACAGT TGAGTGCTTA GATACTAAAA ATAATAATGA 1-2 0 0 

AACTAAAGGT GATAAAAAAG AGGCAGTTGG TATTGATATG AGCATGAAAC ATTTTTTAGT 12 6 0 

AAGTAGTGAA GGTGAGAAGA TTAATCATCC TAAATATTTA TTAAAAAATG AAAATAAACT 13 2 0 

TAAAAAATAC CAAAGAAAAC TATCAAAAAA GCAAAAAGGT TCTATTAATA GAG ATAAGTC ' 1380 

TTAAGGTTTA GACTTGCATT TATATCTCCA TCATGCAAAG TTGTTACAAC TACTGAAAGC 1440 

CCACCTAGTA TCACTTAATT T T AGAGC CAT ATTTTTAA.TA TGACAACTAC T AC AT AC AT A 15 00 

T AAAT C AAAA TGGTATGGAT CTGCTTTGTA TAAAGTAGAT AGATATTTTC CATCAAGTAA 15 6 0 

• AC T ATGT AAA TTGTCTTGCA AACTCAGACC ATCCTAAATC ATTAATACTT TTTCCAAACA 162 0 

TTCCTTTTCG CATGCCTTTT TTCATTCTTA GAATTCGAAC TGTAATCAGA CCTTTATATT 168 0 

CTTTATCAAT TATCATATTT TAGATTTAAA TTGTATATAG C AAAAAGGT C CTATATGGGC 17 4 0 
TATTCCGTTT GCAGTAAATA AATAGGGATT GGAATTAAAT CCCTAACCTA ATTGAATAAT ■ 1800 

ATCATACTTT CTTCAAGAGG ATTCCCTTCG GCCACTTTTT TTCTTCGTTC TTCCATTACT 18 6 0 

TTTTTATATT TTTCAGCTTG TTCTCTTCTT TTTTTATTTA ATTCTGTCGA TTCTCTTTTC 19 2 0 

TCTTTTTATA ATTTTTCTTG AACTACTAGT GGCTTAACTG TTTAGATTTG GGATC GTCCT 19 8 0 

AGTTATAATT TTGGTACTTC TAATTTTTCT GCTACCACCT TTAATTCTGC CTCTAGATTT 20 4 0 

GCTCAAATTT TAGGGATTGA TTCTAATTCA TCTCCTTTTA AAGATTTTTT TCTTCTACTT 2100 

TCTTTCCCTT ATGTGCTTTT AAATCAAATC TTTTTGAATT ATCCATAGCT TCTGTTGCTT 216 0 

TTCATATACT GTTGTATAAT CTAGTGTCAT TTTATTTGGA TCCATTTTAT TTTTAGATGA 22 2 0 

TAACTTTTCT AACTTTTTTT ATTATCTTTA TCTTCTTTTT TTAAATCACA CGAAAATAGT 22 80 
AAAAATAATA GCAAGTAATG GCTAGGCATA TACTTATCTA ATTTAGAGAT TAGCTCCTAT , 2 3 40 

ATTCAAGCGG CTATTATCCT TATTCTTCTG GCATAGAAGT TGAAAATTTA AATTTTAATA 24 0 0 

AATTGTATTT TTATTTTAAT GAGAATAAGC AGAAACATTC CATTCTTAAT TGAATTCATT 2 4 60 

AGAAAGTTTC CTTCTATTGC TAATATCATT AATATAATAA AATAATTATC AAAAACATTA 25 2 0 

-GCAAATCCCC CTTTATCTCT ATGATAC TCC JTTCACATCTA TATG ATTTCT ATCTTTACTT - 25 30 

T C T AC ATT AG GCTGATTATC TCTACCATAT TTAATATAGC TAAGCGGCTT TTTAACTTTA 2 640 

CCCATATTTT TCAGTTTGAA TAAAAACCTT TTAACATACT CTTCTATTTG GGATACATCT 27 0 0 

CCTTTTCAAT AAAAATTAAA ATGCGCTGAT TTTAATACAT TTACGAAAAA AGTTAATGTA 2 7 60 

TCGAGTTTTT C ATT AC T AAA TCTAAGATTG CTTTTCTAAC TCAGTTTTAA ATTAATACTT 2 820 
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TCATAAGCTT TACAAGCTTT AGTCACTCCT CATATAAAAT C C AAAATTC A ATTGTTTTAT 2 830 

ATAAGTAAGT AT C AAG T AAA TTTAAATTGG ATAGTAAAAT -ATTAAATAGG GGAAAAAACA 2 940 

AGCTTAATAT TGAGTGATAA ATAAATTTTT CTCTTATTAA ATAGTATA 2 933 
(2) INFORMATION FOR SEQ ID NO: 43: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2970 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 43: 

AGAGTTTTTT CGTTCTTTAA AGTACTTGTT GATTTTCTGG TAACATTCTT TTTTAGGATA 60 

CTTTAGCTTA TAGTAAATTT CAGT tCCAC A ATTTACACCC ATGTGTTGGT AGTAATTCGT 12 0 

TGTGACTTTT AATACTTTTT CTAATTTATA AAGATAATTT TgCaTTGTTC TCAGTGTAGT 180 

GGGAGC C AAA CCATTTCTTT TTAGATTTTT ATTATAGTAA TAGAGTATGT TTTGTTGTGT _ 2 40 

ATATTTCTTA TCTTTTTTGT TTAGAAAATC TACTGTTGAT GTAAGATATA TTAACTTGTG 3 00 

TTGGTGTTTG TTGTGGCAAG TGGGATTTTT TGTGGTGATT AAAAAATCTT TCATTTTTTA 3 60 

CTCCTTATTT TGTTATTAAC AATTACTATT AT AAT G C AAA ATTTTGATTT AAAAGTAAAT 42 0 

ACTTTTCTAA AAAAAT AT T A AATTTTAATT ATTAATCTTA TTAATTAAAT ACACTTTTTG 4 80 

TAATTTGGTA AAAAG AT T T A TTGATTTTAA TCACAAATTA GACTATACTG CAAATAGCGT 5 40 

AGGAAAATAT CTTCATATTT TTACCTACCT TATTTTGTAG TTTTCTAAAA TCATAGTGGG 6 00 

AACTTGGCGA AATTCTTTTT AAAGGGAATT TGGTTAAGTC CCACTTCTTT TGTGTAAAAT 6 60 

TTTTTGTAAA AAAGTTGGCA AAAATAGTTT TTGC TAT AT A ATTATTTATT ACAAAATAAG 7 20 

GAGGAAAAAG ATGGAAAATC TTTCAAACAA T AAT AAT C C A CAAGAAAATA TTCAAGGAGA 7 80 

AATTAAATTC AGAAAAGATA TGAGCACCCT AATCAGAAAC TTGCCGCGTA TTG AC AAAAG 8 40 

TCTTAAAGGG TATGGGTATA AGTATCAAGA TTTCAATGAC ATAGTAGAAG TAATTTATAG 900 

TGTTATTGAT AAGCATAATT TGGATCTTTT TT/TTACGCAA GCCCCAATTT CTGTAGAGGG 9 60 

j 

-GCAATATGGC ATAGTTGATT ATATTAGGAC TACATTCTAC AGTACAAGCA CTGTGTACAA 1020 

ATACTCATTT GATACGCGAA TTCATACAGA TAAATTACAA TGGAACAGTG AAAATGGGTC . 10 80 

T AAAAAT ATG AAT ACGATGC CACAATTTGT TGGATCAGCT AT T AC T T AT T TCAAAAGGTA 1140 

CGCTTTAGTA GGGCATCTTT GCATAAGAAG C G AAATGG AT AC TGATGC AG CACCTATTTA 12 00- 
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CAATAATTAT 


_ 

GAAAACAGAA 


ATTCTATGCC 
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TAGCAAACAA 


TCTAGTGTTA 


ATCAAAAGCA 


12 60 


AGAACAAAAA 


AGAGAGCAAA 


AACAAGAGAT 


TAATCAAAAT 


CAAAAAAATA 


ACACTATTCA 


1320 


AAACCAGAAA 


AGAGACATTA 


AGCAAGAACA 


AAAAAAAGAT 


AGGTTTTATT 


AT T AC GGTGT 


13 80 


TTTTAAAGAA 


GCGTTGTCTA 


ATATAAAAGA 


TTGGGTAAAT 


AGCCCTACAA 


TAAAAGATAA 


1440 


TATAAACTCA 


ATTATTCAAA 


AAATAAGCTT 


TATTCAGAAT 


ATAGACCCCA 


ATAATGTTGA 


1500 


TGATATCAAG 


AAAATTGAAT 


CTGATTTAAT 


CTCGTATTTT 


GAGAAAAATA 


GTGATTTTAA 


1560 


AAGTATAAAC 


TATTGGGCGG 


AGATTATAAA 


AAACTATTTC 


AAGAAAAATA 


ATAGATTAAA 


1620 


GGATTTACAA 


GATTTTGAAA 


AGTTTGTGTC 


GTTTAAGAGG 


ACTGCTTATG 


GCCCTAGTCC 


1680 


ATTAATATTC 


TTTAGTGTCT 


TAAAAGAATA 


TGAACGGTTT 


G AT TG C AT AT 


TTGCAGCATA 


1740 


GCGAATTCTT 


ATATGGTGAA 


GCCCCCACAT 


GGGGGCTGCG 


ATATTATTGC 


TGAGCTTGGC 


1800 


AGGTACTACT 


TGCACTAGTT 


GCAAAACTAT 


CTATACCGCC 


ACCAAGAGCC 


CCCTTAACCA 


18 60 


CCTCTTTGAA 


GGTGCTTTTT 


TGTTGTTCAG 


AATTATCCCC 


AGTACACTTA 


TCAAGTTCAC 


1920 


TCTTTATATG 


ATTAAGTGCA 


CCTTTTATTT 


TGTCTTCGTC 


AT AT C C T AAA 


AATTTATCAA 


1980 


ATTCTCCAGC 


AC C AGTT AAA 


GCGGTTTTTA 


ACCAGTCAAG 


ATGTGTTTTT 


TGGTCTTCAG 


2040 ' 


ATAGCTTTTC 


TCTAAGCAGG 


TCTTCTTTAG 


ATTTTGGTTT 


TTCTTGTGTT 


GCTTCTTTTT 


2100 


GGGTTAAATC 


ACGTTTTTGT 


CTACTTTTTG 


TTTGGCTAGT 


ATTAGTATCA 


TTAGAATTAC 


2160 


AGCTGTTTAG 


CATTAGTAAA 


AATAAACAAA 


ATAATATGTT 


GATAATTTTC 


ATTrTTATTC 


2220 


CTTTTTTTAT 


TATTAATATT 


CACTTAATCA 


ATTATTAATA 


CTAAATATTG 


GATAAACAAT 


22 80 


TATTATTTGA 


ATTGATATTC 


TTTAAGTGAG 


GTAGTAGCTA 


TTTAGAAATG 


AAAGCAAATA 


2340 


TTAGCCCGGC 


TATCATTGTT 


AT AG AC AT TG 


CTCCCATAAT 


TCCTAATACC 


CATTTAAGCA 


2400 


TTTCTGAAAG 


AGACATTAAA 


TTCTTTTCCA 


CATTGTCTAT 


TTTAGCAGTA 


AGTTCATTTT 


2460 


TAACACTATC 


TATTTTTAAA 


TTTAAATTCT 


TTTCTACAGT 


AT C TAT C TT A 


GTATCTAAAC 


2 520 


TATCTATTTT 


TAGATTTAAA 


TTCTTTTCCA 


- CATTGTCAAT 


CTTAGTATTA 


AGTTCGCTTT 


2 5 80 


TAACAGCATC 


AATCTTAACA 


TTTAAATTCT 


TTTCTACAGT 


ATCTATTTTA 


GAAATAAGAT 


2 D 4U 


TAT C AAAT T T 


T AT AT C AAAT 


TGTTTTTCTA 


AATTTTCTAA 


ATCTCTATAT 


GTTAGTTCAT 


27 00 


TGTGATAATA 


TCTTTTAGAT 


AAATCTTGTG 


CTATTAGTTG 


TTCCATGCCC 


AGTCTAATAA 


27 60 


ATTCTTTATA 


TATTTGTTCT 


TGAGTTACAC 


CTGCAATATT 


TGTTGACACT 


GTTTCCATAA 


2 820 


AATTTTCCCT 


TATGGTCATA 


TT AT AC ACT A 


TTTTAGATTA 


ATTGGCTTTA 


GAGATTTTTA 


TQQfl 

zooU 


TATGTAAAAT 


AGAATTTCTT 


GCAAGAAAAA 


CCTTTTTGTA 


ATTTACATTT 


TTAATTGGGA 


■ 2940 


ATATTTATTA 


TAGACTTTTT 


CCGCTATTGG 








2970 
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{2) INFORMATION FOR SEQ ID NO: 44: 

■ (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2942 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double. 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44: 

AGAATAGCTT GAAGTAAGGA TAAATGAAGT AGAAAATTTT GCCTGCTTAG TGCAAATTTG 6 0 

TCTATTCCTA ATAGCAATAA CACTTCTGAA TGGAGTTTTG TTACTAAAAG TTCTTCTTCT 12 0 

CCCGCAACTT GTGC TTGTAA GCTTTCTTGT TCACTCATTT TCACTTACCT TATACTTTTA 18 0 

ACTTTGCTTT ATGTTAACTT GCAAAATAGT TTTTCTAGTA GCAAGTAGAC CGCCTAAAAC 2 40 

" AAAATCAATG TATGAATGAG CTACATCGGT TGAGTC TTT A TCAACTTGTT CATTCGGTGT 3 00 

AGGTAGCATA TACTTACTAG GTTTAAATTT AATAAGTTCT GAATTGAGTG GATAAATGAG 3 60 

TATTTTATGT TTTAGCAAGT TTGAAGTTTC AATGTAAACA TCTTCTCTAT" TATTAATAGC 42 0 

CTTAATAGTT TGAATTAAAA CATCTTCCCA TTTTTCACAA CTACTTGCTG CACCCTGTGC 48 0 

TGCTGCGTAT GGTTTTACTA GTTTAAGTGA CGTTGCTGGG TCAACTATTA CCATCATCGG 540 

TGTGGAAAAT TCGTCGCCCA GTTCCAACTT TGAAAGTCCA GCCTCAATTT TTTCAAATAT 60 0 

' TTTATCCATT TTATCTTTAT CACCACTAGC AACCTCTTCT TTTATCTGCT CGGGCATATT 660 

.'aAGCAGCCCA TACATATTTG GAAGCAGGCG TTTTTGATTT TTTCCATCTT TTTGAATCGA , 72 0 

AAC AGTTCCT GTTAGTACAA AGTGATTAAT AAGTTTAATA . ATTTCACTAC TTGCAAGCTT 780 

ATACGCTTGA GCAAAAGGAA GTAAATTATT ATTAATGTCC CCAATATATG AATCTGAAGT 840 

ATAAAATTTC TCAGAAGTCT GCTTTAAATG TCTGAATTTA TACTGTAATT TCAAATAATT 900 

AAGTCTTACC ACTTCAGAAC TAAATCCAAT AGTTGAGATA GTATTAACCT CATTGGCAAT 9 60 

TGTTGTAGGA TTAGCATTTA AAAACGCGTC CCATTTTACG GTTTTTTGAT ATCCCATTTG 102 0 

TAGATCAACA TCTTCAATTT GATCGGGCGA AAACCATTTA TACATAATAG GATCTTTAAC 108 0 

TTCTCCTATG ATATTTGCCA CAGCTTTTGC ATAATAATTT TCATCAAATA ATTC CAT ATT 1140 

AAATCCTCCT AAATATTATT AATTTCTACT CATAGCTTTA TTCCCAAATA CAGCTACTTT 1200 

TACTAAATAA ACCTCATTGC TAATTTGTTT CGCATCAGTC AATGCTGTTG CATTAATAGT 12 60 

TGCTTTATTT GGTGCTCCAG TCACCTTTTC AAGAGCACCG TCTTTATTAA AAACAAGTTT ' 13 20 

GTCTTTTACT " TT AAC C GT AG AATCTTTTGC CACTAAATAT CCCTCAAAAT TATTGGTAAT 13 80 
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TGGCACAATA 


GTAGCTGTTT 


TACTAAACTC 


ATCTATGTCA 


ATGCATATTC 


CATATAAGTC 


1440 


TTCACCTCCA 


CCAGCCTCAA 


CATGTGGCTC 


ATAGTGACTT 


TGATTATCTT 


GAGCCTCTTG ~ 


1500 


AATAACTCTT 


TTTACTCCAC 


GCTTGTACGG 


ATACCCCAAA 


AATGGATGAT 


TTTCCAATTT 


1560 


ATCAAACTTA 


CTAGTTCTAG 


TGCCTCCAGA 


AGCAAAAAAT 


TtCaCATTTT 


TGTCTCTAAA 


1620 


TTCATTAGAA 


TTGCTAAGCA 


AACTAGCGTC 


ATGTTGGGGA 


TTTTtCATAA 


ACTTTTCCAG 


1680 


TTTACTTCTT 


TtCTCTkGAT 


ACTCTTTTAC 


TAATTGCGTT 


GTATCTCCCA 


TTTATTTACC 


1740 


TCCTTTTATT 


CGCCCAAAGT 


TTAACCACCA 


TCAGGTATTA 


CTATCTTCTC 


AAGGCCTCTA , 


1800 


TTTCCAAAAA 


TTGCAACTTT 


TATCAAATTA 


ATAGAATACT 


CTTGCCTAGG 


ATATCTATTT 


1860 


TGATCTtGAT 


TTCCAtCTTC 


GGGTGCAAAA 


TTGATtGTAA 


ATGAATCAGA 


TAGAGCATAT 


1920 


ATGTTAATTA 


CGGTTGGTGG 


CCCACCTCCA 


GC C TTG AT AA 


TAACACCGTT 


ATTATTTATG 


1980 


TCTAGGATTT 


CTCCTATTTT 


TATACTTGGA 


TTCCTTGTGA 


CAAGGTACCC 


TTCAAAATTG 


2040 


TTAGTAATTG 


GCAATACATA 


CGCGGTACAA 


CTAAACTCAC 


ATACATCTAC 


ACATATCCCA 


2100 


T AC AT AT C AG 


TATCAGCTCC 


AACTTCyACA 


TATATAGAGT 


TCTCTTTTGG 


AACAAGTTTA 


2160 


ACCCCACGCT 


TGTATGGAAA 


ACTATTTGCT 


GGGTCGTAAA 


GGTATTCCTC 


TATTTTGTCT 


2220 


GTATAAC TTG 


AACATGCAAA 


TGAATATGCA 


TCAACTCGCT 


CATTCTTAGA 


TTTAAAACAA 


2280 


CTACTCAAAC 


CGCCAAAAAC 


CTTATTTTCA 


ATTGAACTCA 


TAGATTTTAC 


ATATTTCTTG 


2340 


AATTTCAAAA 


GG AT AT CAT C 


, AAGCTCGTTA 


ATTGCCTCCA 


AATAGGGATC 


TTCCCCTTGT 


- 2400 


GCATCCTCAG 


CTTGTCTTGC 


TTGCCGTTTA 


GCTCTAGGAG 


CAGCGGAAAC 


TTGTGCCCCT 


2460 


AAATC T AC C T 


GTGGGTCCTC 


AACAGCCTCA 


AGATTTTCTA 


CTTGCATGTT 


GCCTTTTAAA 


2520 


GCCATAATTT 


ATTACCCTTT 


TATTGCTCTA 


TTCCCAAATA 


CACTAGCAAG 


CACTATAAAT 


2580 


AAATCTTCAG 


TTAATTTGTG 


TGCCTTTGAA 


AGTGCTATTG 


CATTAACAGA 


TTTTTGAGCC 


2640 


CCAGTGACCT 


TTTCAAGTTC 


CCCATGTTGG 


TTAAAATTTA 


ATTTATCTCC 


TGGATTTACA 


2700 


CCATTTTGTC 


CTTCTTTCTT 


AAGCGTTAAA 


T AC C C AGT AA 


7\ prnrp a T"T u T 1 /^ rp 

AG 1 iAl 1 lul 




27 60 


ACAGTTGCCA 


TACCGCTAAA 


CTCATCTATA 


TCGGAACACA 


C T C C AT AT AA 


ATCGTCTCCA 


2820 


CCACCAGCCT 


CAACTTCTAG 


TTCGGTTGTT 


CCATCTCCAA 


AACTAAGCTT 


AACACCCCGT 


2880 


TTATACGGAT 


ACCCTTTAGC 


AGGGTAATTC 


TCTATTTTGT 


CTTTACTGCT 


AGTGCAAACC 


2940 


• CC 












2942 



{2} INFORMATION FOR SEQ ID NO: 45: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2392 base pairs 

(B) TYPE: nucleic acid 
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(C) STRANDEDNESS : double 

( D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45: 



GGGTCTATAA 


TGTCATTTAT 


TATTTCCTCA 


GTGCTTTTTC 


CAGTTTTTAT 


TCCGTATTCT 


60 


TGCGCTGCTT 


TATAAGAGCT 


ATACATTTGA 


CTTTTTTGTT 


CTTGCGTTGC 


TTGTTCGGTT 


120 


TCATAAAGTT 


TATTTATTGA 


CTTTTTTAAA 


TCTTCACTAA 


GATTATCATA 


AAAATTTGAA 


130 


ATTTCATTAG 


TATGCATATT 


AATTATAGAT 


AG TAT AT AAA 


TAAACAATAT 


TTTGAGCAAT 


240 


AGTTTTTGGC 


ATTTTTTAAA ^ 


TGAAAGTTTT 


GATAGAAAAC 


ATTTCTATAT 


TCATAACAAT 


300 


GAAATCTACA 


AAAAAATAAC 


AGC C AGTGAA 


CTTTTCTACT 


AGCTGTTACT 


TTGTATACGC 


360 


AAATTTAGTT 


ACACCTAAAA 


GCATCCAATA 


TAATTACTGA 


CTGTCACTGA L 


TGTATCCTTT 


420 


AATTTCTTCA 


AATTTAGAAC 


TATCTTTAAG 


ATATTTTTTA 


ACTTCTTCTA 


ATTTTGATTT 


430 


TAATTTTTCT 


AAATCTTCTT 


TAATTTCGCT 


AACATTTACA 


CTTTCTTTTA 


ACTTAGGCTC 


540 


TTCGTAACCA 


GTATATGGTT 


TATTGCCTTC 


ATTTAATTTA 


GTTCTTAGCG 


CGTCCCTAGC 


600 


ATCACTCAAT 


TCTTTCAATA 


ATTTTCCTAA 


TCCTTCGTCT 


TCTGATTCCT 


CTTCTAACCC 


660 


CTCCCAAGTT 


TCGC GT AT AG 


AATTATTGCC 


ATTGGTAAAA 


TCATCATACA 


CAGGCCCAGT 


720 


AATTCTATCT 


ATAACGCCTT 


GTGGGCCTAC 


AGTCGTTTGC 


CATTTTATAA 


CATCAATATT 


730 


TTCATTGAtC 


TCATCTATTT 


TAGCTATAAG 


TGTTTTAATT 


TGGTTATCAA 


CTTGCCTTTT 


840 


- TTCTTCCTCT 


TCTTGTTGTC 


GTTTTTGTTG 


TTCTGCCTCT 


TCTCTTTCTC 


TTTTTTCTTT 


900 


TTCTGCTTTA 


GCTTTTCTTT 


GTTGCTCTTC 


TTGATGTCTT 


TTTTGTTCTT 


TTTGTTGTTC 


960 


TTCTTCTTTA 


GCTTTAGCTA 


ATTCTTGTTT 


GTTTTGTTCG 


TCTATTATTT 


CTTTTTCTTT 


1020 


' AATGTTTTCT 


TCTGTATTCT 


CTTGTTTTTC 


TTTATTTTCT 


TCAACTTTAG 


CTTCAGCTTC 


1080 


TTCTACTTTT 


TTTTCTTGTT 


GACCATCACT 


TTGTTCTATT 


GCTTTTAATA 


CTAATGCATT 


1140 


ATTGTGAATA 


TTTTCCGGCA 


ATACTGGTGG 


CGGATTTATT 


CCACTGCCAT 


TAGGATCATC 


1200 


GCCCTGCATT 


AATTCTTCTT 


TTTCTTCTTC 


TTGTAATTTT 


TTTGCTACTT 


CATCTACTTT 


1260 


TGTACCACTT 


GAAGCAATTT 


TATCCTTTAC 


TGGATCTAAA 


ATCTTATTTA 


CAAATCCTTT 


1320 


AATTTTCCCT 


TCTGAATTTT 


GTTTTATATC 


TTTACCAGTT 


GCAAAATTCT 


TGCAAGAAAT 


1330 


TATCAGCGCA 


AAAACAGCAC 


AAATAATCAA 


TGTTTTTTT A 


TTCATAATTA 


TTCTCTCCTA 


1440 


TATTTCTAAA 


. TTCTATTTTA 


AATTTTTTTT 


AAGCACTTCT 


AGTGGTATTG 


CATATTCAGC 


1500 


TGTTTTATCT 


CCCCCCACAC 


CGTTATTAAT 


TTTATCTCCT 


AAAAACGCAA 


TATGTTCAGC 


1560 
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ACCATTAATA CTTTCTATTT TTGTTATGAT CTCTTTGTTT TGGAT AC CAT TTGC AC TACT 1620 

TTGTTCGTAC TTATATCCAT AATACAAACT AGTTTTAAAT GATCCGCCTT TAGTCATTGC 16 30 
TTTTATAAAG TTATTAACTT CTGATTCTTT TAATGAAAAG AATGTAGCCG AATGTCCCCC . 17 40 

AGCGTTTAAA CCCGTATCAA TACCATTTTC TTCTTTTCTT ACAACTAAAT CTCCTAGGTC 18 00 

TGTCCAGTTA CTATTATTAT CTTTATTTTT AATTTTTACA GTAAATTTAG AGAATTCTAT 13 60 

TTTTTTAAGT TTTAACTCAC CATTACTTTG CTCATCATAT AAAGT AT GGT TTATCTCACC 19 2 0 

ACTACTTTGC TCATCATATG AAGTATGAAT TTTGCAAGCA CCTATAAGTA TAAAAACAGC 19 80 ' 

ACAAACAATA AACATTTTCA TTTTCTTATT CATAAATTTC TCCATAAGTC CTAATCATAC 2 040 

CACAACAGCT AATAATTGCA ATATTTCAAA GATTTAAATA TATAATTTTG TTACATTCAG 2100 

CTATTACATA TTAACAAAAC TCAAATGTAA TTTTAACCAA CTCCCAAAAA TCTCTCCATT 2160 

GCA-AATGCCC -GGCTCATTAC AAAAGACTAC AAAACACATA CAAATTAAAT TTCAAAGTCT 2 220 

TTGC TAT AT A TCACTTAAAG TATCATGTCT TTCTTAAGTC CACCCCTTAA AAATTGCCTC 22 8 0 

TTCTGTTTAT CACAGCCACT CCACAACCCA AATTTCGCAT GCAATGAGAA CACCATAAAT 2 3 40 

TTGACTAAAA TTTTAGGGTT TTGATAAAAT ATAAATTACA TTTTTATTAA ATTTTTATTA 2 4 00 

CTTTTACTTA ATTTAAAAGT AACACTTCAA AGGAGAGGAT TTTATGGATA CTAATAATTA 2 460 

TTTTAATTTA AATAATTTCG ATACAGATTT GATGCACAAA TTCTTAAAAG ACTATCAAAA 2 520 

TGTATTAAAT GAAAACAAAA TTCTTAAAAA TTCACTAAAA ATTTCTTCTA AGCCTACTAA 2 5 80 

AAAAGCTTCA AAACCAACTC CAAAGTTTTA TTTGAATCAA AAAATTATCA AAATAATTGA 2 640 

AAAATGTGTT AAAACATTAA AATAAATTGA CCCAATTTCT GGTTGGTTTT TAAATCTACT 27 00 

GGCAATAAGT GGCTGCAGAG GTGCCGAGCT GCAAAAAGTA AAAATGCAAG ATATTACTCC 27 60 

- CTTTTTAAGC AAAAC TGGAG AAACTTTTTA CAATATAAAA GTAAATC-TAG CTAAAAAAAG 2 3 20 

AAATGTCACT TGCATTAGAG AAATTGTCAT AAAATC TGTA GAATTTGATG CTATTCAAAA 2 380 

AGCTCACGAA AA 2 8 92 
(2) INFORMATION FOR SEQ ID NO: 46: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2849 base pairs 

(B) TYPE : nucleic acid 

(C) STRAKDEDNES3 : double 
{ D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 46: 
GCTAGAAAAG CATATGCATT AGCAAGGGCA- TATTATATGG AATTTAGATT "TAAAGCCGGA 



60 
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AGTGTTTTTT GCTATTTTAA AGGGCTATAT CGTTTATTGG ATAAAAAAAG AACAAATAAT 12 0 

CATTACAACA AAGTTTTATT TAGTATGTTT ACGGATTTAG AACAACAAGT AT AT AAAT T T 18 0 

TATGGGAAAA AATACCCGGA AC AAGGAC C G TTAATAAAAT GGATAATAAA AAACCTAAAA 240 

TAATAACAAT AGCGTCAtTA AGGGCGGTGT TGGCAAAgCA CAAGTGCAAT TATATTTACA 300 

ACTCTATTGT C T C AaG AT t G GAAAGTGCTT T t AATTGATA TGGATACACA GGCATCAGTA 3 60 

ACTAGTTATT TTTACAAAAA AATAATAGAA GATAATTTTA ATTTATTGGA AAAAAATATA 42 0 

TATGAAGTTT TGAAGGGGAA TGTATTAATT GATAATTCAG TTATAAATAT TAGTAATAAT 48 0 

. TTAGACTTGA TACCTAGTTA TATAAGTTTA CACAAATTTA ATAAAGAGGC TATAACATTT 540 

AAGGAAATTA AACTTCAAAA ACAGCTATTA AATTTACAAT CCAATTATGA TTACATAATA 600 

ATTGATACAA ATCCCAGCCT AGATTATACG CTAACCAATG CTTTAGTATG TAGTGATTAT ' 660 

ATAATAGTTC CAATAACAGC AGAGAAATGG GCTGTTGAAA GTTTAGAACT TTTAAAGTTC 72 0 

TCAATTAGTG ATTTAGCCAT TGATATTCCA ATTTTTTTAA T AAT AAC TAG ATTTAAAAAA 78 0 

AATAATACCC ATAAGGCACT ATTTAGTTCG CTTAAAGACA ATAAGAATTT TTTGGGGTTA 840 

■ ATTTATGAAA GAGAAGATTT AAATAAAAAG AT AGC AAAAA ATGATCTATT TAATTTAAAT 900 

AGAGATTATA TGCTAGAGTA CAAAAATATA TTAAGTAAAT TTATAACAAT AATCATGTCC 9 60 

AGGTAACTGG ACATGATTGC CATTTTAAAT GAAAGGAGTC CATATATGGA GATAATATTG 102 0 

AACAAAAGAA ACCTAGAAGT G C T AAAT G AA GCCGAAGAAC ATTACAAGAA GTTAAaGCAA 1080 

AG ATT AAAAT CTAGTTTTCA ACAAGAAATT TATTATAAGA TGGAAGTTAT TAAGATATTA 114 0 

. AAAGAAATAA AAGATAACGA ATATTATAAA TTAGATGGAT ACAGAACATT TGAAGATTTT 12 0 0 

ATCAAAGATT ATCATTTAGC AAGGAGTCAA GCATATGACT ATT TG AAAAT AGCAAATGCA 12 6 0 

ATTAAAGATG GCATTTTAGA AGAAGCTTAT GTAATAGAAA ATGGTGTTAC 'AAAAACTCTT 13 2 0 

GAGTTCTTAA G AAAAT C GC C AAATGTTTTG AAAAAATCTA AACAAAATCC AATAAAACCC 13 8 0 

TTAAGATTTC AACTTAAGAG TCAAGAAAGT TACGACTTTT ATAAAAGTAA TGCTAAATTT 1440 

ACTGGATATC TTTTAGACAA ATTATTTAAT AAT G AAAAGG AAATGATTAA AAAAATTATG , 15 0 0 

AAGGAATATA AACAACTGAa AGGATaGTAA GAAGTTTTAT GACTAATTTA GCGTACAGAA 15 6 0 

C ATATAACAT AGAAAGC ATA AAAAATGAAT , TTTTAAACAT AGGGTTTAGT GAGGAGGCAA 162 0 

TAGATTTTGT TTTTCTTCAT AATGATAATT TCAATTTTGA ATTTTTAArA GAGAAAATAA 1680 

-TCGATTTAGA AAAGAATTTG AGAAAAGATA TATCTAATTT AGATATAAAA ATAGATACTG - 17 4 0 

TAGAAAAAAG TTTAAATCTA AAAAT Ar ATA CTATAGAAAA AAGTTTAAAT C T AAAAAT AG 18 0 0 



1021 

ATTTTGTAGA AAAGAGTTTA AATGCCAAAA TAGATAGTTT AG AT AC C AAG ATAAATAATG 13 60 

c 

TAGAAAAAAC TTTA.CAAAAA GATATATCCA GTTTAGATAC TAAAATAGAT AGTGTAAAAA 19 2 0 

ACGAACTTAA TTCTAAAATA GATAGTATAG AAAAAACCTT GCAAAAGGAT ATAT CTAGTC 19 8 0 

TAGATAATAA AATAGATGTT TTAAAAAATG AACTTAATGC AAGCAATAGA AC AAT AC AAG 2 04 0 

TAATTCTAAT AATGGGAATA ACACT tGCTC CAATTATCTA TT C TAT AT T T AATAAGTATT 2100 

TCTTTAATTG AGAATGATTA AAATTTTTTA AAATATTAAG GGAGTATATA GCGTATTTTT 2160 

TAAATAGAAT ACTATAATCT TGATTTAAAT TCTTTAAAgA AACATTTTAT TTTTACTTTC 222 0 

TTTTAAATTT AGAACTTATT TGAATTTTTT AACAAGAAAA TCTAAATAAG TTCTTTTATT 22 3 0 

TTAACAAATA CAAATTGATT TTAATTCTAA ATT AAAC TAT ATTCAATTGT TGAAAAGCGT 23 40 

TTATTTATTA TAATAATTTC TGTAAAAAGC CTGACAAAAA TAGTTTTTGT TATATATATG 2 40 0 

TATGTGTATA GCTAAATAAG TATATTGCTA TCAAAAAAAT CCAATTAAGT TGGGTTTAGC 24 60 

TAAGTTCTCT AACAAGAGAA TTTAAATAAG CCCAACTAAT TTTTTGTAAA ATTTTTTGTA 2520 

AAAAAGTTGG CAAAAATAGT TTTTGCTATA T AC TT AT ATT TATTACTATA AAAGGAGTAA 2 5 80 

AAAGATGGAA AATCTTTCAA AC AAT AAT AA TCCACAAGAA AATATTCAAG GAGAGCTCAA 2 640 

AATGATAAGT ATTAATCAAC AAAGTTTTAc' TGGTTGTGAA ATATTTGAGG AAAAATCTTC ^27 00 

TCCCATTrAA GAAAAAAGTA AATTAAGTAA GATAGGCAAG AAATTGCCAG G a AT AAGT AG 2760 

TCAAGAATGT TTTAGATTTA ATCGCAATAT TGATTTTAGT GTGCAAAGAA AC AAG T T AG A 2 82 0 

TAAATACGGT GCTAGTGAAG TAGGCAATA 2 8 49 



(-2) INFORMATION FOR SECT ID NO: 47: 

(i) SEQUENCE CHARACTERISTICS": 

(A) LENGTH: 2 682 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNE3S: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 47: 

AGTTGC GT AT CTTGACATAA AAAGTGAATT TGATACTGAT GCAGCACCTA TTTACAATAA 60 

TCACGAAAAC GAAAATTCTA TGTCTAACAA GCAAGTTAGT GTTAATCAAA AACAAGAACA 12 0 

AAAAAAGGAC ATAAATCAAG AAAAAAATCA ACTGAACACC TTTAATAAAA ACTTAAAATC 180 

TGGCAAGGCT TATTGCTATG AAATT T T TAG AGACGCACTG TTTAATATAA AAAATTGGGT 2 40 
AAATGAAGGT GAAGAAAAAA AT AAT AT AAA TGCTCTTATT CGGGCATTAT GT AC TGATAA . 3 00 

TGATGATGCT TTAGAAGATC TTTTTGAAAA GAATGCTGAG CTTAAGAGTA TAGAATATTG 3 60 
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GGTAAATTTT TTAAAAAAAT ATTTCAATAA AACTAATAGA TTTGATGATC TAAATAAGCT 42 0 

TAAAGTATTT ATGTCTGATA ATCGGGATGT T T AT AAAAC A AAAGTATTAA AATTCTTTTG 48 0 

TATGTTGAAA AAAGAAAGAC AATTTAATTA TATATTTGCA GCATAGCAAT ATTAAAGCCC 540 

CCTATTTGGG GGCTGCTATA GGTATAATAA TTAAGGTTTT TATTTTTGAT TGAGAAATGT 600 

TTTTAGTTTT GCCAATTAGC TGTAAGACCA GCATAATGAT TATCTTCTTT TAAAAgTTCA 6 60 

yCTTTAAgGT AC t G ATAAAT TTCTTCATTA GAATTTCTAT TAGaCATATC ATTAGCGACG 720 

CCTCTAAAAT aTTGCyCTAy TAAGTTGTCC A.CCTCCCCAT ATTTCATTAT TTTTATTACA 7 80 

ATCTTGTGGA GTGTTTTTTT TACAATCAAT AGCTCCTTTA ATATAAGTAT CAAAAGTTTC 8 40 

ATTTTGTGCT TTTGATTTTA AGAAGTTGTA , AACCTTGGTA AAAGC AC C AG CTAATTCTTT 9 00 

TTGTTTTTGA ATATCTTCAG AAAGC C AATC AAAGAAGTCA TTACATTTAC TTTTGTTTCC 9 60 

ATTCATGCAC CCTTGTATTT CATTGTTTAA TTTTTCAATT GTGTATTTAA ACACATTGAT 102 0 

TAATGAAGTA AACATTTTTT CTTCGTCGGA TGTTAAAGTG ATTTTTTCTT GTTGTGGCAG 10 8 0 

TTCTTCTTGG CTTAAATCAC GTTTTTTCCT GCTTTTTGTT TGTTGGGCAT TGTTTTTTAA 1140 

AGTGTCATTA TCATTGGAAT TACAGCTATT TAGTAGTAGC AAAGATATAC AAAATAATAT 12 00 

GTTGATGATT TTCATTGTTA CTCCTTTTTT TATTAT'TAAT ATTCACTTAA TCAATTATTA 12 60 

AT AC T AAAT A TGGGATAAAC AATTATTATT TGAATTGATA TGTTTTAAGT GAGGTAGTAG 13 2 0 

s CTATTTAGAA AT G AAAG C AA ATATTAGCCC GGCTATCATT GTGATAGACA TTGCTCCCAT 13 8 0 

GATTCCTAAT ACCCATTTAA GCATTTCTGT AAGAGACATT AAATTCTTTT CTACATTATC 1440 

-TATTTTAGCA TCTAAATTAG ATATGTCTTT TTGTAAATTC TTTTCTACAT TGTCTATTTT 15 0 0 

■ AGTATTAAGT TCGCTTTTAA CAGTATCAAT CTTAACATTT AAATTCTTCT CTACAkTATC 15 6 0 

AATCTTAGTA TCTAAATTAG ATATATCyTT TTGTAAATTC TTTTCTACAk TATCwATCTT 162 0 

; AGT AT C T AAA yTAgaTmTAT cTTTTwGtaA ATTCTTTTCy ACATTrTCTA TCTTGGTATT 16 8 0 

AAGTTCACTT TTAACAGCAT CAATCTTAAC ATTTAAATTC TTTTCTACAG TATCTATTTT ■ 17 40 

AGAAACAAGA ' TTATCAAATT TTATATCAAA TTGTTTTTCT AAATTTTCTA AATCTCTATA 18 0 0 

TGTTAGTTCA TTGTGATAAT ATCTTTTAGA TAAATCTTGT GCTATTAATT GTTCCATGCC 18 60 

CAGTCTAATA AATTCTTTAT ATATTTGTTC TTGAGTTACA CTTGCAATAT TTGTTGACAC 192 0 

TGTTTC CAT A AAATTTTCCC TTATGGTCAT ATTATATACT ATTTTAGATT AATTGGCTTT 19 3 0 

AG AG AT T T T T A.T AT G T AAAG TAGAATTTCT TGCAAGAAAA ACCTTTTTGT- AATTTACATT 2 0 40 

TTTAACTTCA GATATCAGTT TTAAATTTTT TACTGTAGAT TTTTTACAAA AAC AG TAT T G 2100 
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CAAAAACTCT TAGATTACTT TTTCTTTTCT TTGTATACTA CAATAACTCC AAAACCCACT 216 0 

AAA'XGGTTTA GTGATTTAAC CTCAAGAATA TTTTCGGCAC CTATTTGGTT AATAAAATTT 222 0 

TCTAACCCTA TCCCTATAAT TTCGAATAGA GTTTTGTTTT TATCTTCTTT TTTTATAGGA 2280 

AAGTTAATGk TATGCTTATG ATCATCACCG CCTTGATCTA AAGCaTTAAA GTTTTAACTT 2 3 40 

TaTAATTTCA TCyTTTTaAT TcATATGAAA TTAAATTACC AATACTGATA ATAAACATAA ' 2 40 0 

aTAACATTAA TAAATTAATT TTTTGcACAT tGTGTTCCTT AATAAATAGA ATATTAACAA 2 460 
TATTATATCT TTATTAAGAT TTGCCCTAAA ATATAAAATT T T ATT AAAAT ATAGCAGTAA . 2 52 0 

TAAACGACTT TAAGAATATA AATGGGAATT TCTTGCAAGA AAAACCTTTT TGTAATTTAC 2 580 

ATTTTTAATT GAGAATATTT ATTATAGACT TTTTCCGCTA TTGGTTTTGT TTTTTTAATG 2 64 0 

TACTCTAAAT ATATGTTGAG GGTACTCTGA GCTCAGATTT TT 2 68 2 



(2) INFORMATION FOR SEQ ID NO: 48: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2532 base pairs 

( B ) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

( D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 48: 

CGGCATnACC AGTAAAGTTC AAC AC T AG Aii TATTGCCTTA AATGCACGTA TAAATCCTAA 60 

TTTTAAATTA GCACACTCTA TATCTAATTC ACTTATAACT TTCC t AGCGT TAACTTCTGA 12 0 

TTTAAAAGTT TGTGATAAAA GGTGTTCTAA AGTATCTTCA CTAATTGTTA CTCTAGAGTC 18 0 
TTGGTTAACA ACACTTTCTC CACTTTCCCA TTTTTTCCTC ATCCTCCACA CATTTACCCT ~ 2 40 

AGAAACCCCC AATTTATCCG CTATTTCCCT ATCATCTAAC AATCCTTCTC T AAAAT ATGC 3 00 

AACATAATCA TCAAAAGACC TTTTGGCTCT TTTCAAGAAA ATTCTCCTAA AATAACAAAA 3 60 t 

TTAACAAATT GTTACTCTAA ATAGTAAAGC AATTTGTTAA TTCAATTAAC ATAAATTATT 42 0 

AATTTCTTTA TACCTATTAA CAACTGCCCT ATATTTACAA TATTTATTAA T AT AAAAAC C 48 0 

AAACATTTCA AATATCCAAA AAGGAGCATT TATATGAATC AAAAAC AAAT ATTTTTATTA 54 0 

TTTTTATTAT TTTTAAAAGT AACAATAAGT TTTTCTTATG ATCAATCTCA ATACAAGGGA 600 

TATATGGAAA AATATTATCA TAAGAAAGGC AAAACAGATA CGCACATATC CTTTTTTCAA 66 0 

ACTCTTAGTG CTGATGAAGG GGGTTTTTCT ACTATCTTTA TAGGAGAAGA TGAACAATTA 72 0 

AGTCGTCTTA GTTTTACCAC TTTAAAGGAT ATTAAAGACG GCAAAGAAAC CTCTTATATG 78 0 

GGTTTTAACT TAGAATACCA TTACAAAGCA AAGTTTAACA ATCCATACCC TATGTTAAAT 8 40 
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GATATACGTG 


CAAACATTAG 


TAAAGTGAAA 


GTTAAATTTT 


TTTTTGATAA 


TGGCCCCGAA 


900 


AAAATAATAA 


GAGAATTAAA 


TCAAAAATTT 


GTAAATAATA 


GAGTTATGTG 


GGAAATTTGG 


960 


AATAATTCAT 


ATAATAAGCT 


TTCAGAATAT 


ATTAGGATTA 


ATCTAAGAAC 


CTCTGATCCG 


1020 


GGCATAGAAA 


ATTTACTGCC 


AAAATTATTA 


AAACATAAAA 


CCGTAACAAT 


AACAATTGAA 


108 0 


ATTCCTGAAA 


GTGAAGATCC 


TGAGAAATTA 


ACTAGTTCTA 


TAACTTTTGA 


TCTTGATAGC 


1140 


TTTCAAAAAC 


TATACAAGAA 


ATATAGTACG 


TATTTTAAAT 


AATATAACAA 


GACTCGCTGT 


1200 


GAGTCTTGTT 


ATATTATAAT 


TTATGATTGT 


AAAAAAAATT 


TTTCTATTCT 


TTTTTATTAG 


1260 


AATCTTTAGA 


TTCTTTCTCT 


AACTTTTTAA 


GCTCTTCAAG 


CTCTTCTTCA 


ATCTTTTTAA 


1320 


GCGAGCTTAC 


TATTATTTCT 


TTAGCTATAT 


CGCTAGTACT 


ATTACCACTA 


G AAA TAT T T T 


1330 


TAAAGCCCAA 


ACCCCGAGCA 


TGCCGCAAGG 


nTTCTATTCC 


AACTTTCCCT 


TGATTTTTAG 


1440 


CCCTTTCTCC 


ATCAGTTATT 


CCAATTGCAG 


ATTCAACTTG 


ACCCTTAAGT 


TCTTCAAATT 


1500 


TTTTTTGAGA 


CTCTTCTAAT 


TCTTTTTTTC 


TTTTCTCTAT 


TTTTTCATTT 


AAAGCTTTCT 


1560 


CAAGGATTTC 


TAATTCTTTT 


TCAAACTTTT 


CTTTATCTTT 


TAGTTTTTCC 


TTTAATTCTT 


1620 


CTATTTCCTT 


TTCATAATCA 


GAATATGTTT 


TAAGAGAAAC 


ACTTTTAGGA 


TCCGACTTCT 


1680 


CTATCTTATC 


CTTTAATTCT 


TTTATTTTTT 


GTTCAATTTC 


TTCTTTTAAT 


TTTTGATCTT 


1740 


CAGCAACACC 


TTGAACCACT 


TGATCTTCGC 


CCTGCTCCTG 


AGGCTCATCA 


GCTTGCATAG 


1800 


ATTCTTCATC 


CTTTGGTTGA 


ACTTTTGCTT 


CTGGTTTTTT 


AAAATCTCCA 


AAAAACTCTT 


1860 


CTTTTTTTGT 


AT C T AAAAAT 


CCCTTAACTT 


TTCCTTTTAA 


ATCTTGTTCT 


AAAC TTTTTT 


1920 


TTACATCTTC 


ACC AC TTGCG 


TAATTCTTGC 


AAGAAAC TAT 


CAGCGCAAAA 


ATAGCACAAA 


1980 


TAATAAACAT 


TTTCTTATTC 


ATAAGTTGCT 


CCATAAGTCT 


TAAATCTAAC 


GCAACACCGA 


2040 


ATAATTACAA 


TTTTTCAAAG 


ATTTAAATAT 


ATAATTTTGT 


TACATTCAGC 


TAT T AC AT AT 


2100 


. TAACAAAACG 


CAAATATAAT 


TTTAACCAAC 


TCCCCAAAAT 


CTCTCCATTG 


CAAATGCACC 


2160 


AC TC ATT AC A 


AAAG AC T AC A 


AAATCCATAC 


AACTTAAATT 


TCAAAGTCTT 


TGCTATATAT 


2220 


TAGATAAAGT 


ATACTGTCTT 


TCTTATCCGA 


CACCCTCAAA 


AAATGCCTAT 


TCTGTTTATC . 


22 80 


ACAGCCACTC 


CACAACCCAA 


ATTTCGCATG 


CAATGAGAAC 


ACCCAAAATT 


TGACTAAAAT 


2340 


TTTAGGTTTT 


TGATAAAATA 


TAAATTACAT 


TTTTATTAAA 


TTTTTATTAC 


TTTTACTTAA 


2 400 


TTTAAAAGTA 


ACACTTCTAA 


GGAGAGGATT 


TTATAGATAT 


GAATAATTAT 


TTTAATTTAA 




ATAATTTCAA 


TATGGATTTT 


ATGCTCAAAC 


TATTTCAAGA 


TTATCAAAAT 


GTGGTAAATG 


2520 


AAAATAAAAT 


TC 










2532 
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(2) INFORMATION FOR SEQ ID NO: 49: 

(^} SEQUENCE CHARACTERISTICS: 

- (A) LENGTH: 2 523 base pairs 
(3) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 49: 

nAGGATCCCC AGCTCCCtTA ATAGCCCCCa TCAGCCTTCC CTTTCTCACC ACCATCGTTC 60 

ACAGCAAACT TTCCATCCTT AGCCATCCCC CTCAAAGCAA TAGCAGCAGC AATCTGATCA 12 0 

TCCTTCTTCA TCTCATCCTT AAACTCCGCA CCATTCTCCT CATTACCCTT CCCAATAGCA 13 0 

GCAGCAATCG GATTTGTAGC ATCCCCAGGC TTCTTTCCCT CCTGATCAGC CGCATCAGCA 2 40 

GCCTTAACAA TCGCACTTAA TATCTGCTCC CCACTAACAG CACTAACAGC ACCAGCCGCC 3 00 

TTC-CTAGCAG CCTCACTGTC CCCAGCATTA GCACCAGCAC CAGCCTTCCC AAACAACTTC 3 60 

CCTGCCCCTT TATTACTCTC CCCTGTAGCA GCAGCAACTT TCAGCTTTTC ACTCCCCCCA 420 _ 

GCAGCCCCAA CAATCTCCTT TATCCCCTTA GCAATCCCCG TCACACTCGC CTTATCAGCA 48 0 

AC C TTTGC AG CACCAGCATT AGCCACAACT TCTCCAATTG CATCAGTACC ACTTGAAGCC r 5 40 

CCCTCAGCTG TCTTTACAGC TTTTACCAGC TTATCCAACA ACTCAGCAGC TCCCTTAATA 6 00 

GCCCCCTCAG CCTTCCCTTT CTCACCACCA cTCtTCACAG CAAACTTTCC ATCCTTAGCC 6 60 

ATCCCCCTCA AAGCAATAGC AGCAGCAATC TGATCATCCT TCTTCATCcn TCATsmTTAA 72 0 

ACTCCGCACC ATTCTCCkCA TyACCCTTCC CAATAGCAGC AGCAATCGGA TTTkTAGCAT 7 80 

CCCCAGGCTT CTTTCCCTCC TGATCAGCCG CAtCAGCAGC CTTAACAATC GC AC TTAAT A , 8 40 

TCTGCTCCCC ACTAACAGCA CTAACAGCAC CAGCCGCCTT GCTAGCAGCC TCACTGTCCC 9 00 

CAGCATTAGC ACCAGCACCA GCCTTCCCAA ACAACTTCCC TGCCCCTTTA TTACTCTCCC 9 60 

CTGTAGCAGC AGCAACTTTC AGCTTTTCAC TCCCCCCAGC AGCTTCAACA ATCTCCTTTA 102 0 

TCCCCTTAGC AATCCCCGTC ACACTCGCCT TATCAGCAAC CTTTGCAGCA CCAGCATTAG 10 8 0 

CCACAACTTC TCCAATTGCA TCAGTACCAC TTGAAGCCCC CTCAGCTGTC - TTTACAGCTT 1140 

TTACCAGCTT ATCCAACAAC TCAGCAGCTC CCTTAATAGC CCCCTCAGCC TTCCCTTTCT 12 0 0 

CACCACCACC ACTCTTCACA GCAAACTTTC CATCCTTAGC CATCCCCCTC AAAGCAATAG 12 6 0 

CAGCAGCAAT CTGATCATCC TTCTTCATCC CATCATGATT AAACTCCGCA CCATTCTCCG 13 2 0 

CATCACCCTT" CCCAATAGCA GCAGCAATCG ' GATTTTTAGC ATCCCCAGGC TTCTTTCCCT 13 8 0 

CCTGATCACC ' AGCAGCCGCA CCAGCAGCCT TAACAATCGC ACTTAATATC TGCTCCCCAC 1440 
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TAACAGCACT AACAGCACCA GCCGCCTTGC TAGCAGCCTC ACTGTCCCCA GCATGAGCAG 
CATCAACTTT CCCAAACAAC TTCCCTGCCT TTTCATTGCC CTCTTTAGCA GCAGCAACTT 
TCAGCTTTTT * ACTCCCCCCA GCAGCTTCAA CAATCTCCTT TATCCCCTTA GCAATCCCCT 
TCACACTCGC CTTATCAGCA ACCTTCGCAG CATTATCATC AGCCACAACT TCTCCAATTG 
CAGCAGTACC ACTTGAAGCC CCCTCAGCTG TCTTTACAGC TTTTACCAGC TTATCCAACA 
ACTCGCCAGC TCCCTTAATA GCCCCCTCAG CCTTCCCTTT CTCATCATTC TTCACAGCAA 
ACTTTCCATC CTTAGCCATC CCCCTCAAAG CAATAGCAGC AGCAATCTGA TCATCCTTCT 
TCATCTCATC CTTAAACTCC GCACCATCCT CATTACCCTT CCCAATAGCA GCAGCAATCG 
GATTTTTAGC CTCCCCAGGC TTCTCTCCAT CCTGCGCAGC CTCACCAGCA GCCTTAACAA 
TCGCACTTAA TATCTGCTCC CCACTAACAG CACTAACAGC ACCAGCCGCC TTGCTAGCAG 
CCTCACTGTC cccagcatta' CCAGCACCAG CCTTCCCAAA CAACTTCCCT GCCTTTTCAT 
TATTCTCCCC TTCAGCAGCA GCAACTTTCA GCTTTTCACT CCCCCCAGCA GCTTCAACAA- 
TCTCCTTTAT TCCCTTAGCA ATCCCCGTCA CACTCGCCTT ATCAGCAACT TGGCTTTTAC 
AATTAATAAA AACAAAGAAA GTTGTTAATA AAATTGCACT TGAAATTTTT TTCATATTTT 
TTTGTTTAAT GATTGTTTTG AACATTTAAA AAATGTTTTT GTTAAGAGGC TTTTATTCTT 
TGTTTAAGTT AAAGTTAAAT AATAATAACT AGTTTTTTTA ATTGGATTTG TGAATTTTGC 
CTACTTCCGT ATCACATATA ATAAAGTTTG ATG AC AT AT A TAGTATTTTT ATTGCTTGAG 
AGTTTTAAC A AGTGTAGGTG AGAGAATTTT TCATTTCTTT TATTATAAAG AATAAAAGAA 
ATGAAAAA 

(2) INFORMATION FOR SEQ ID NO: 50: 

{ i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 2496 base pairs 
{ B ) TYPE: nucleic acid 

(C) STRAND EDNESS : double , 

( D ) TOPOLOGY : 1 inear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 50: 
TGCAGGTCGA CTCTAGAGGA TCCCTGCCTC TTyaAGTATG CTAGCCAAAA TATraCGAGT 
AAwTTCTTTG TCTGATACTT TAAATTCTTT GTCATATATA TTTTTTkcAA TTTTAAATAC 
T AT AGAr T C A TCAGGcTcTC ATAAAGyATC TCTCTAAGAG TTTTTTGAAT TATmTCTTTT 
TCtTTrgAtA TTTGyTCTTT TTCAACTGmT AT T Ay AT T r C TTGTyTTTAG GTATCTTTCT 



TTTCTTATAA 
TTAATTTTAG 
TCATATAATC 
AGATATCTGT 
GATGGACGCT 
TTTTTAGCTT 
AGTATATCTA 
TAAGCTAATT 
TCATCTATAG 
T T TT C T T T r ^ T 
GTTTTTATAA 
CCTTTTTAGC 
AAAACTAATC 
CTCTATCTTT 
TTATTAATTT 
AAAACCGAAT 
ATCCTTTTCA 
ATCTTGCTCA 
GTCAAAAACA 
AAAAATAAAT 
AATTGTCCTA 
GGAAGGATTT 
GTAAAAAAAT 
- AC TAGAAGTT 
. AAATTTTATA 
TATTCCTAAA 
TTCTATA.TCT 
AATAATTGTA 
TTTTTTAATA 
ATGATGTTCA 



G AT AGC T AAA 
AAAAATCAAA 
TCCATACCTT 
ATAGCTGATC 
TAACTTCTGC 
CTTCTAATTT 
CTCTGGATTT 
CTTCAAATAT 
CTTGAATTTT 
TTATAAAGCC 
TGAATCGGCT 
CCTTCTTGAT 
TTAGAGTAAG 
AGAATAAGCT 
ATTTTTTATA 
TTTTCTTAAA 
TTTTCAAAAT 
GAATCATGCA 
ACACAAATAA 
CAAAGTCTTT 
AATATTTAAC 
CTAATTACAA 
TTATAGTAGC 
TTATTGCCTA 
TTTAAAGATT 
TTATCTGTAT 
TCTTTAGCAG 
ATTTCTTTAA 
TGAAAAAATT 
ACAAAGCTTA 



TAAAATAAAC 

TTCAATATAT 

TCCATTTGAA 

TTCTGCTTCT 

TATAAGCAAG 

TTTATTAAAA 

TACTCCTTCT 

AGACTTTAGC 

ATTTTTTAAA 

TTTTGACAGT 

TTCATTGTTC 

ACTCGAAATG 

TCGGCCAAAA 

TGTTAAAAAT 

AGGCATCCTT 

CATTCCCCAA 

TACAATTATA 

AGCAACAAAG 

TAACCCAGTT 

GATTTACAAT 

AAAAAATGGA 

CATCAAATTC 

CGCTTAATTT 

AAuATATTTTC , 

TGTCAAAAGA 

CTTCACTTTT 

TATCGTTAAT 

TTCTCTTTTT 

AATCTTTGGC 

ATGGTGTTCC 
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CATTCTTGCT 

CTTTTTTCTC 

AGTATCCCAT 

TTTACCTTAT 

ATATCTTCAG 

GCTACTTTAT 
ATTTGCCCAC 

AAAGACTCTA 
AAAATAAAAA 
TCTTTATAAA 
AT ATT T AC AA 
TACTCTAAGA 
CTTGTTTTAA 
TATTTCTCAC 
AATTAAAGAG 
TTTGTGAAGC 
GAGTCTTTTG 
ATGCAAAAAA 
TTTATTCATA 
TTTTTATTAA 
AATAGACTTA 
TTCCTGAATA 
TCTAATTATA 
AATTAAACTA- 
TAATGAATAA 
CTCATATTCT 
ACCTCTAATT 
AAATAAAGAA 
ATATCCTAGT 
AAAAATAAAA 



CTTTATATTC 
CATAAAGTAC 
AATGTTTTTG 
CTTTAGCATC 
TTGGAATAGA 
CTTTATCATT 
CTTTTTGTTG 
TATTTGCTTC 
AGTTTTTTGA 
GAGATACATT 
CCATTATGTT 
TTAGTTTTTT 
TATTTATTTG 
TTTTTCTCAA 
CATTTAAAAA 
ATAAACAAAA 
TTAATTTCTT 
TTTTTAAAAG 
ATTATCCTCT 
GCAGTGAAGG 
ATAAACTTGG 
TCTGGAAACT 
TCTATTTTTT 
ATTAAAGCTG 
AGTTTAATTA 
TTATATATAT 
TTTTGATAGC 
AATCCACCTT 
AAAGGATTTC 
TATTTTAATA 



TTCTTTtTCT 
TTTCGATTTA 
ATATTGATTT 
AAAACTAAAT 
TTCATTATTT 
TTCAAAAAGT 
TTCTACTGAA 
TGTTGAATTG 
TTTAACAATA 
TGGATCATTT 
ATTTATAAAT 
TAAAATTAAA 
ACTATCAATA 
TTAATTAAAG 
ACACTTTTTT 
AAATGTTTTT 
CTTTAAAAAC 
AACTTATCAG 
CTCAAAATTA 
GGGAAAAACA 
TTTTTTCTCA 
CAATTCCATA 
CTTTATCTTT 
TAATATCACT 
AAGAAAATAT 
TTTTAGATCT 
TATATTCTAA 
CAAATTTCTT 
CTACTTTTAT 
ATCTAACTTA 



:« 3, on 

300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 ' 
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TTTTTTTGAG ATAGTTTTTT ATAAAACTTG CCCAAGCAAT CTATACTCTT AAGTTCGGGT 210 0 

TTTCTCAATC ACCTATAACT TTATTTGCTA ATTAATTTTT T AT AAAAGC T ATCCTTAAAT 2160 

TTTTCAAAAT ATACTATATG AACTACTGCT TAAAAAGCAA AG AC TAT AAA ATAAGTAGTT 222 0 

GATCAGAAAG TTTTTGATGG TATTACTACT ATTAATAGAA TTTAAAAAAT CGAGCTTACC 2280 

AATGTATTTA AAT AAAC TAG AAAGC AAAC C AC AAT AC AT G ATTAAAATGA TATGGGCAAT 2 3 40 

AAACTTAAAA AGTTTAACGA TAATTTTGAA ATTCTTATTA GAATCTAATT AAAAATGTAA 2 40 0 

-ATTTATATAA AT T T TAT AAA TAAAGAGTCA AAG AAAAC GC TT TAT AC TAG AAAGTCTTTA 2460 

TAAAGATAAT AAAATATATT TTTTAGAACT TTCTTC 2 49 6 



(2) INFORMATION FOR SEQ ID NO : 51: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2487 base pairs 
<B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 51: 

GAATTTATTA GAAATATGGA 60 

TTGAAAAAAA TAAGTACGTC 12 0 

TGTTTGGATA GCCTCGAACT 18 0 

TCTTTTTTTT GCCACATTTA 240 

AGTTGAAATA TCTTGCATTT 3 00 

GAGTAAATGT AAAAACCAAC 3 60 

TTCAATTAGT TTGCCAATTT 42 0 
TTTAGTAGGC TTAGAAGAAA , 48 0 

TTTTTGATGA TCTTGTAATA 5 40 

ATAATTATTC ATGTCCATAA 60 0 

GTAATAAAAA TTGATTAAAA 6 60 

AATTGTGTGG CTTCTCATTG 72 0 

AGAGGCAATT TTTAAGGGGT 7 80 

AAGAJCTTTGA AATTTAAGTT 8 40 

CAATGGAGAG ATTTTAGGGA 90 0 



ATTT ATTT AC ACGAAACCCT 

TAATGCTAAT TTGGTTGTCT 

TTGTATCAAG ATTTTTCTCA 

CTTCTGAGTT GATAACAATT 

CTTTTATGTT GTATAAAGTT 

TTACTTTTTG CAGTTCGGTG 

CAGATATTGG ATCAGCTTGT 

TTGGGGTCAA ATAAAATTTA 

TTTTTAGTGA ATTTTTAAGA 

ATTTAAGCAT AAAATCTATG 

AATCCCCTCC TTATAAGTGT 

ATGTAATTTA TATTTTACCA 

CATGCAAAAT TTGGATTGTA 

GCACTTAAGA AAG AT AC TAT 

GTATGTGTTT TGTAGTCTTT 



GACTTTTTGA GAAGATTTTT 

TTAAACTTAT GTTTGGATTT 

TTAAAATGAT TTTTGTGTGC 

TCTCTAATAC AAGTTACATT 

TTTCCATTTT TGCTTAAAAA 

CCCCTGCAGC CACTTATTGC, 

TTAAGAGTTT TGATGCATTT 

GGAGTTGGCT TTGAAGC TTT 

ATTTTGTTTT CATTTATTAG 

TTGAAATTAT TTAAATTAAG 

TACTTTTAAA TTAAGTAAAA 

AAAACAAAAA AATTTAGTCA 

GGATAGCTGT GATAAACAGA 

ACTTTAAGTG ATATATAGCA 

TATAATGAGC AGGCCA.TTTG 



u «;» h 
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GTTGATTAAA ATTATATTTG CGTTTTGTTA ATATGTAATA GCTGAATGTA ACAAAATTAT 960 

ATATTTAAAT CTTTGAAAAA TTGTAATTGT TTGGGGTTGT GGTAAACTTA AGGCTTATGG 102 0 

AGTGGATTAT GAATAAAAAA ATGAAAATAT TTATTATTTG TGCTGTATTT GTGCTGATAA 108 0 

GTTCTTGCAA GATTGATGCA ACTGGTAAAG ATGCAACTGG TAAAGATGCA ACTGGTAAAG 114 0 

ATGCAACTGG TAAAGATGCA ACTGGTAAAA ATGCAGAACA AAATATAAAA GGGAAAGTTC 12 00 

AAGGATTTTT AG AAAAGAT T TTAGATCCAG TAAAGGATAA AATTGCTTCA AATGGTCCAA 12 60 

TAGCAGATGA ATTGGCAAAA AAATTACAAG AAGAAGAAAA GGTAAATAAC GGGGAAGAAG 13 2 0 

AAAATGATAA AGCTGTCTTT TTAGGAGAAG AATCAAAAGA GGATGAAGAA GAAAATGAGC 13 8 0 

AAGCTGTTAA TTTAGAAGAA AAAAATGCGG AAGAGGATAA GAAAGTTGTT AATTTAGAAG 1440 

AGAAAGAATT AGAAGTTAAA AAAGAGACTG AAGAAGATGA AGATAAAGAA GAAATAGAGA 1500 

AACAAAAACA AGAAGTGGAA AAAGCACAAG AAAGAAAACA ACGACAAGAA GAAAAGAAAC 15 60 

GAAAAAAACA AGAACAGCAA GAAGAAAAGA AACGAAAACG ACAAGAACAA AGAAAAGAAA 162 0 

GGAGAGCTAA AAACAAAATT AAAAAACTTG CGGATAAAAT AGATGAGATA AGTTGGAATA 16 80 

TTGATGGTAT AGAAAGTCAA ACAAGTGTAA AACCGAAAGC AGTTATAGAT AAAATTACGG 17 40 

GGCCTGTATA TGATTATTTT ACCGATGACA ACAAAAAAGC TAT AT AT AAA ACATGGGGAG 18 0 0 

ATTTAGAAGA TGAAGAAGGC GAAGGATTGG GAAAATTATT GAAAGAATTG AGTGATACTA I8 60 

GAGATGAGTT AAG AAC C AAA TTAAATAAAG ATAATAAAAA ATATTATGCC CATGAAAATG 1920 

AGCCTCCTCT AAAAGAAAAT GTAGATGTCA GCGAAATTAA AGAAGATTTA GAAAAAGTAA 198 0 

AATCAGGATT AGAAAAGGTT AAAGAATATC TTAAAGACAA TTCTAAATTT GAAGAAATTA 2 040 

AAGGATACAT CAGTTACAGT CAGTAATTAT ATTGGATGCT TTTAGATGTA ACTAAATTTT 210 0 

ACGTACACAA AATAACAGCT AGTAGAAAAG TTCACTGGCT GTTATTTTTT TGTAGATTTC 216 0 

ATTGTTATGA ATATAGAAAT GTTTTCTATC AAAACTTTCA TTTAAAAAGT GC AAAAAC T A 222 0 

TTGCTAAAAA TGTTGTTTAT TTATATACTC TCTAGAGCTA TGACGTATAC AAATGAGATT 228 0 

TCAGATTTTG ATGATAATTT ATATAAGAAA ACAAAAAAAG AAATAGATAA ACTTATAAAC 23 40 

AAGCTCTATT TAACTAGCCn AATAACTCTA AAGCAAAAAA GACAAATnTA CAGTGCTGTT 2 40 0 

GAAAGAATGC AAAAATACGT AAT AAAAAC C GGAAAAAGTG TTCTTTTAGA ATCGGAAAAA 2 460 

GAATTTGTTA AAGACACTTT GAAAAGA 2 487 

{2) INFORMATION FOR SEQ ID NO: 52: 

(i) SEQUENCE CHARACTERISTICS: 

{A} LENGTH: 2 462 base pairs 
{ B ) TYPE: nucleic acid 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52: 

AGGAGATAAG TTTATTGGTA TTTTTTATGG CTATAGAAAC CCAATCAAAA cCTTTAATAA 60 

AGTATaAAAT AAATGGAACT AGAAAaGCAT ATGCATTAGC AAGAGCaTAT TATATGGAAT 12 0 

T TAG ATT T AA AGCCgGAAGT GTTTTTTGCT ATTTTAAGGG GCTATATCGT TTATTGGATA 180 

AAAAAAGAAC AAtAATCaTT ACAACAAAGT TTTATTTAGT ATGTTTGCaG ATTTAGaACA 2 40 

ACAAGTATAT AAATTTTATG GGAAAAmATA C C C GGAGC a A GGACCGTTAA TAAAATGGAT 3 00 

AATAAAAAAC CTAAAATAAT AACAATAGCG TCAATCAAGG GCGGTGTTGG T AAAAG C AC A 3 60 

■AGTGCCTTAT TTTATGGCAA TATTTTAGCT AAAGAAAGAC ATAAAGTATT GATAATTGAT 42 0 

AGTGATCCAC AGGCCAGTAT T AC T AGTT AC TTTTTGTTTA AATTAAAAGA ACAAAATGTG 480 

AATGTCGAAA ATTACAATCT TTATGAAGTT TTTAAACAAA GAAAATATAT AGAAAATTGC ^5 40 

ATTTTTACAG TATCTAATTG TTTAGATATA ATTCCCAGTT CCTTAGAATT ATCTGTTTTT 600 

AATTC AGAAA G C AT AC C AT T ACAAGACAAC C TTTT AG AAA AAAGACTTTT G AC TAT T AAA 660 

TCTAAATATG ATTATGTGAT AATCGATACA AATCCCAGCT TAGGACATCT TTtAAACAAT 72 0 

GCTTTAGTAA TTACCAATTA TTTAATAATA CCAATTAATT CCGATTTATG GGCAGTTGAA 780 

AGTATAGATC TAATATTAGA TGCAATAAAT AAAGTTTATA GAAATGATAT TACACCTTAT 1 84 0 

TTTTTAGTGA CGGGGGCACT AGAGAGACAA AACATAGATA AGGAAATAAT ATTTAATTTG 900 

GAGAATAGAT ATAAAGAAAA TCTAATAGGA GTTATTCCTA AAAGAGATGA TAT C AAAAAA 9 60 

GTGCTGTTTT ATAGAAAAGA ATTTTCTTCA AAAACAGACT ATTATCAAGA AT AT AAAAAA 102 0 

TCTTTAGATA AAATGTTAAA AATAAAATAA CAAATAAAAT ATATCCAGTA ATGGACAAAT 10 8 0 

AAGGAGTTTG CATGAGCATT .AAAAATAAAA TGATxAATAAC CAAAAGAATA GATATAAAGG 1140 

' AAAATATGTC TAAAATGGAG TCATTAGAAG AAATTCATAA AGAAGAATAT TTGAGATTAA 12 00 

AAGACAAATT AAAAACTCTA ACAACGGATG ATATTTATAA TAAAATAGAA ACAGCAAAAA 12 60 

TATTAAATGC GATTAATCAA AAAAAACTGT ATATTTTAGA CGGATATAAA AATTTTTATA 13 2 0 

GCTTTTTAGC TGATTTTAAA ATCGCTAAAT CTCAAGCATA TAAATATATA AAAATAGTAT 13 80 

CGGGCGTAGA AAAAGGTATT ATTGACTATA ATTTTATTGC TAATAATGGC ATTG AAAAAA ' 1440 

CAATTAAACA ATTGGAAAGT AACAATGTTA TTAAAAAATC TAGGC AAAAT . CCAATAAAGC 15 00 

CTTTAAGGTT TCAACTTAAA AAGCAAGAAA GTTATGATTT TT AT AAAAAA AATGGGAAGT 15 60 
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TTACTGGGTT TTTATTGGAA GAACTTCTTG AAAGTCAAAC AGATTTGATT AATAAGCTTT 162 0 

TAAAAAAATA TAAACAATTA AAAGGATATT AAGAGGATTT TATGAGAAAT TTGGTGCACA 168 0 

GAACATATGA TATAGAAAGC ATAAAAAATG AATTTTTAAA CATAGGATTT AGTGAAGAGG 17 4 0 

CAATAGATTT TGTTTTTCTT CATAATGATA ATTACAACTA TGAGGTTTTA AAAGAGAAAA 18 0 0 

TAATTGATGT AGAAAAGAAT TTGCAAAAAG AC AT AT C TAG TTTAGATACT AAGATAGATA 18 60 

ATGTAGAAAA GAATTTAAAT GTTAAGATAG ATAATGTAGA GAAGAATTTA AATATTAAAA 192 0 

TAGATAGTGT TAAAAATGAA CTTAATTCTA AAATAGATAG TTTAGATACT AAGATAGATA 19 8 0 

ATGTAGAAAA AACTTTGCAA AAAGATATAT CTAGCTTGAA TACTAAAATA GATAGTG T AG 20 40 

AAAAAACCTT ACAAAAGGAT ATATTTAGCC TAGATAATAA AATAAATGTT TTAAAAAACG 2100 

AACTTACTGC AAGTAATAGA ACAATACAAG TAATTTTAAT AATGGGAATA ACGCTkGCTC 2160 

CAATTATTTA TTCTATATTC AATAAGCaTT TTTTAAATTA AGAaTGATTA rAaTTTTATA 2 220 

AaGTAATAAG TTAGTATATA GCTTtAAAGT AGAACTTATT TGAATTTTTT AACAAGAGAA 22 80 

TTTAAATAGG TTCTTTTATT TTAACAAATA CAAAATAATT TTAATTCTAA ATTGAACTGA , 23 40 

ATTTAATTGT TTAGTGAGTT TATCTAAAAT AAATTGAGCT AAGCCAGCGG CTTTCTTAAG 2 400 

CTCTTTAACA TGAGAATTTA ATAAAGCTTT TATTTATTAT AATAATTTCT GTAAAAAGCn 2 4 60 

TG 2462 
(2) INFORMATION FOR SEQ ID NO: 53: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2447 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53: 

AACCCCnAAA AAGGGCTCCC AATATTAAtW GAGAGATTTA T ATTTTTC r A ATGTTGTGCT 60 

AGCTTTTATy TC ATT ATT AT TGAATATAGG AGTAACTAAT GAGAAATAAA AACATATTTA 12 0 

AATTATTTTT TGCAkCAATG TTATTTGTAA TGGCTTGTAA AGCATATGTA GAAGAAAAGA 180 
AAGAAATAGA TTCATTAATG GAGGATGTTT TAGCTCTTGT AAATGATTCT TC TGGAGGC A ' 2 40 

AATTTAAAGA TTATAAAGAC AAAATAAATG AATTAAAAGA AAATTTAAAA G AT AT AGGC A 3 00 

ATGCrGAGCT TAAAGAAAAA CTATTAAATT TGCAAAATTC CTTTCAGGAT AAATTAGCGG 3 60 

CCAAATTAGC AGCGTTAAAA. GCAGCTAAAA ATACCATTGA AAACATTACT GACAAGGATC 42 0 

AGGATATTTC AAAAAGAAAA ATATGGTCAG AAGCAAAATT AGTTGGAGTA ACTGTACCAC ' 48 0 
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TTCTTGGAAG CAATACTTCT GGTAATGGGG ATAAAATGTC TAAAAACGCT GTAGAACAGA 540 

TAGACAAAGT AATAAAGTTC CTCGAAGAnG GCACTAATTA ATTAGCAAAT ATTCCTGTTG 600 

AAAATGTTAA AAT C TAG AT A TTAAATCTGC GTCAATCTAA TATCTAGATT TTTCTTTTGT 6 60 

TGCAAAAGCC GATTTGATCA TAAATTAGAA TTTCTTGCAA GAAAAACCTT TTTGTAATTT 72 0 

ACATTTTTAA CTTCGAATAT TGATGATATA CTTTTTCCGC TATTGGTTTT GCTTTTTTAA 7 80 1 

TGTACTCTAA ATATATCTTG ATGTTATGTT TTACCGCAGt ATAGAGTGTT CGTCTTTTAG 840 

• TGTTGATAAG TCTGGATAAG GATATTCTGG ATAATTGGGG TCATTAACTT TCACTTTTGT 900 

TTTAGCTAAA AATGTTACAA GATACATAAC ATATTCTGAA AGTTGTGTTT CATATTTAGC 9 60 

TAAAGATTTT AGCGTTGGAA TAATTGGCGG TTTTGGTTCT TCTGGTAGGT TAGCAATAGT 102 0 

GGTGCAACA.T AACAACAAAA CAATTAGTAA ACAATGCAAT CTTTTAAGCA TTTTCACTCC 10 8 0 

TTTTAAGCAT TTTGATGTAT TCTTTCATAA TTTTGTTGCG TTTTGCTTTA AGTGAAGTGA 114 0 

TAATTTTTTT ATTTTTGTCA TAAGAGATAG C C TC T ATT AT CTCAATATTG TATTTTAAAA 12 00 

TGTCTTTTAT TTCTTCAAAT ATTTTAGTTG AyTCAGCTGT TTCCATAGAT TTTAGTGTGC 12 6 0 

. TTATATATGT TTTATAGAAA AAATCTATTA CTTTAC T AAA AGTATTAATG TAATTATGAT 13 2 0 

CTATGTTTGT ATCAGTTTTA GCTATGTTAG TTAAGCTAGA TAGTAAATTA AGTCCCAATT 13 80 

CAATAGTGTT CTTTTGCATT ATTTGCTCTC TCTTTGTAGA TAGGTTTTCC GTCTTTATTG 144 0 

AATTTTAGAT CATTGGATAT TTTTAGATTT . TTATCATTAG AATTAACCAA ATCAATAACC 1500 

GTATTGATTT TTGCATTTAA AGGAGCGAGT GCCGCATTTA TTGCTGGGGT TAATGCACTC 15 60 

TCAAGTCTTT CCATATTTGC TGTATAGATT AAT T T AT AAT GAGAATACAG CTCATAAACC 162 0 

AAAAAGAATC GTTTATGTGC AATTTCATCA AATTCATCTT CAAATTTAGA AAATATATCA 1630 

ATAAGGGTTG AT AAAGAC GT AAGTCCAAGC T C AAC ATT AT CTTTGGATAA TTTCATAAGT 17 40 

TAATCTCTTT TTTTAATGTG ATTTTTGCCA TTACCATTAC CATTCTTAAA AATCTTGCCT 18 00 

ATTACAATAG TCAATATGTC TTTTAGTAAA GGC TTGAGAA GAATTAATAC TCCTAAAACC 13 60 

AACACTGTTA CAAAAATCAT TACGGCTATA AGTTTAATTT ^ CGTTTAAATT GATAAGAAGT 19 2 0 

TCTGTTAATT TAATAGTATC CATTTTTTAA TCCTTTATTT TAATTTTTTA TTTGTATATA 19 30 

CATTATATAT CAAAATCGTA ATTTTTGCTA AAAAAGC T T A CAGTTTTAAA AGATCTGGGA 2 0 40 

CTGAATCTCC ATACATGTAG GCTCTTTTTT GGATATACCA TCCGTTATAA ATGGGAGTTC 2100 

TGGTGAATAG TCCGCGAGGG CCCGTAATTT CATAAACCCA ATTGTATGTA- ATTTCA'TCAG 2160 

AAT AC AT AAG TTTTAATGAT TTTTTCTGCA TCCTATTATC ATTGATTTTT ACTTGAATCT 2220 
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CAATATCAAG ATAAATGGGA TCATTATCGT AATTTTTGTA AAAAATAAGA GTTACATCAT 2 2 80 

CATTGTCTTC CATATTAATA GAT AT C GC TT TATTCTCATA GTCAGAAGGA TAAAGTGTAG 2 3 40 

TACTTCTAGT TATGCTGCCA TAAGTAAAAT TTGATGGTAC TCCAAGTATA TGTTTAGGAA 2 400 

CnGGTGTTTT TTGAATAGTA TCTGATGAAG GCATTATCAA AAGATCA 2 447 



(2) INFORMATION FOR SEQ ID NO : 54: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2401 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 54: 

TATTATTATA TTTAGGGAGA GAATTTATAA AATAAAGCAT AATTACTAGA ATACTTGTTT 60 

TTTCTATGAA TGATTGTAAT GCGGATCTTA ATATTAATAA TTATAAAACC AAAACTAAAG 12 0 

ATGGGTTTTA TGCTTTAATT TAATTAATTT TAAGGAAAAA CTAATTACCA TATTAATCCC 130 

AAATATATAA TTATTGACAA AAGTTGTATC AAGGGATATT GCCTAATATA GC AGAAG T AT 2 40 

ATTCTGTTAT TAAATATCTC CTAAGGAGGA ~ TTTTATTTTT - AAAATAATAG AAAATAGTGC 3 0 0 

ACTTATTTTA ATAGATATAC AAAATGATTT TTTAGAATCA GGCACTTTGC CAGTATCTAA 3 60 

CAGTAATGAA ATAATTTCTT TGATTAACCA ACTTCAAAAT TATTTCAAAA ACATTATTGC 42 0 

CACCAAGGAT TGGCATTGTA AAAATCATGT AAGCTTTTCT AACAATAAAA ATGGGGGTAT 48 0 

TTGGCCTGAG CACTGCGTCA AAAATACTTG GGGATCAGAA TTTCCTAATG ATCTAAATAC 540 

GAAAAGAATA AAAAAAGTTT TTTTTAAAGG AACCGATCAA TATTAC GAT A GTTACAGTGG 600 

ATTTTATGAT GATTGCATTA AAAAAAAACA AACGGGCCTT CAGCTTTATC TGAAAAACAA 6 60 

TTCAATCAAT ACATTATTTA TAACGGGACT AGCATTGGAT TTTTGTGTAA AAGAAACAAT 720 

ACTTGATGCA ATTAACTTGG GATTTCGAGT TTATCTAATA ACAGATGCTA CAAGAAGCAT 7 80 

AACATCTACT CCTGAATTAA TAATTCAGGA ACTTAAAAAG CTTAATGTAT TAACTTGCTT 340 

CTCCAAGGAC ATCTTCGACA GCCAAAGTAA GCTTAATATA TAAAAAATCA TTCAATAGTA 9QQ 

TTTAATTAGA AAACTACTAT TTATAATTAA AACTATCATG GAATGATAGT TTTTTAGACT 9 60 

ATATAAGAAA AGTTTATTCA CCAAAGAATG GCCTTTATAT TAAATTAAAG CCGCCTTTTC 102 0 

CTTGGTTTTT ACTTCTTAGT AAGAATAATT TTAAGATTCA TAGTTACATT TATATCTCTA 10 8 0 

TCATATAAAG CTCTGCAATT AACACAAGTC AACTTAATAT TACTTATCCT TTGTGTAATA 1140 

CCACTTCGAA TGCCCTATTT AAATATAATA AAAGAATGAT AAAGAACTCA AATACTTCCC 12 0 0- 
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CCATGCATCA TATAAAAATA TCCATCTCAA AATGTTAAAA ACAACGCCAC CGACATAATT 12 60 

CTCTAATACC CAATGTACAG TC TAT AG AT A CAATAAAATC TTTTAAGAAT TTAATTCCAA 13 2 0 

TAACACCTGT TTAAAC CGGC TCACAATATA AAAAATTTTT ATTTTTTAGT GATAAACTTT 13 8 0 

ACTTATCTGA AAAATTGCTT TATTATGTAA GAGTGTATAA AAAAC CAT C C GAAGTTGAGG 14 4 0 

AGGCAGAAGT GAAGGTTAAT AAATCCCTAC AAATACAAAG TAAATATCAA CACAAACTAA 150 0 

TTGCTTTAAT TGCGACACTT GAGTATATTA ATAAAAACAA AAAAAAATAC AAC CAATC AG 15 60 

ACATCCTTTA TTGTTTTAAC AGTAACTTAA GGCGCAACGG GCAAAAAGAA GTTTCAATCA 162 0 

AAACGCTTAG AAACTACTTC T AT AAAC TAG AAAAGCTAAA TATTACTATT AAC TAG TATA 1680 

G AC AT C T AGG TATTAATATG GGCACTGAAA TCTACTATGC TCTTAGGCAT TCTAAAAAAG 17 40 

ACTGCTATAA TCTACTAAAC CAACACTTTA GGAATAAAAA AACAGAAAGA TTTCAAAGAC 18 00 

GTGTTAATGT AT AT ATT AAA ATAAATTACG ATAAAAAGGA CAATGTAAAA AATGGGGAGT 'I860 

GTCTTAATAA TAAATATAAA AAAGAAGAAA GAG AAAC C G A AAGAAAAAAA AGGATTAATA 1920 

AGCTTAAACT AAAAAAATAT GCAAAAAAAT GTAATTTCGA TAATGAAATT TCCTCTTTTA 19 80 

TTATTAATCT TAACTTAAAA AAAGAAACAA CAATCAAGCT TTTTAAATTT ATAATCAAAG '2 040 

AAAAATATTA TTTCAAAAAA G AAAAC AAA T GTAATTTACA AAAAACACTG C AAAAC AAAA 2100 

AAAGAGATTT AATTTCAATA TTAAGAAAAA CCCAAAAAAT TTTAATAAAA GAAGGTTGCG 2160 

ACAAAAAAAA G AT AAAAAC C C AAAT AC AAA AC AC AT AT C A AAAATATAAA AACAAACCCC 22 2 0 

ATTTCATATT AGAAAGCAAT AAATATAAGG ATTTCGATCA AATTATAAAA AAGATAAAGG 22 80 

AC GAT AC T AA T AAAAC C G AA CCCCAAAAAC ATAAAGACAA TAT AG AAAC C AATATATATA 23 40 

ACATACTTTT AGATCAATTA CAT AG AAAAA CCAACACAAC AAATTTAAGG TCGGGGATCC 2 400 

G ' 2401 
(2) INFORMATION FOR SEQ ID NO : 55: - 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 2324 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 55: 

CAATATGACA TCCTGAGGAC CTTTTATGGA GACTTGTAAA GCTTTTTATT - TCTAATGTTT 6 0 

TAGCTTTTAT ' AAAAAC AC C A ACCATGACAC ATATTGAATT TTTAAATCTA. TAAACATTAT 12 0 
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TTCCTTAAAT TTCTAAAAGT TTTTTAGGCT CTGTATTTAA AAAAATCACT TCACCAAGAA 130 
TAACCTTTTC ATCATTTAAT AATAATGTTT TCTTGCTAAG AAAATTTATA AATCTATTTA 2 40 

AAATGCTTAA TTAAGCTTAT TTGTTTTCAA ATAATTCTCA TATCCTTTTA TTAAAAACAA 3 00 

AATGTATTCT TCTCCCTTTT TATTTTTTAG CACCTCAAAA TCATTAAGCA AAACCTCAAA 3 60 

ATCTTCTTTG GTTAGCGAAT AAAGACTAGC TACAATAAAG TTATTTTCAT TTTCTTTTTC 42 0 

TTTGAAAAAT TCATCTTTAG TGTCTAATTT TAGAATTTTA TTAACTTTTT CTTTGCTAAA 4 80 

TTTAAAATGC TCTAAGTAAA GCAAATTAGA GAAA.TTTAAA GGATCATTTT TAGCTATTAA 54 0 

CAAGGAAGTG TTTTTTACTA AAGTTAAGTA TATCGGATTA GCTAAAATTT CTTCTTCTTC 600 
GGGTTGAGGC ATAGGGCATT GATATAAGCA TGATTTTACA ATATCAGTGC TTAAAGCAAA 6 60 

TCTTCTTATT AAATAGTCAA AAACAAATGA ATTAAAAATA GATATAATAA ATAATTTTTT 720 
ATAAATAGAT ATTGGTGTTT TCTCATAATT TAT AT AT AT T GTAGAAACAC AATAACAATT 7 30 

TCTAGGAGAT AAAGTACTAA TCATGGTTCT TATATCTGTA TTTCTTGCAA TCCTTCTATA 8 40 

TAATATTTTT TCTATTTGAT ACTGATTGTC TTTAGTTGAT ACTTTTTGAA AGT CAT C TTT 9 00 

ATCTATCCAT AGTAATTTAG AGCTTTCTTT TGCATCTTTG TCTTCAAAAA ATCTTGAATT 960 

AAACTGATGA ATATTAGCTC CAGAATAAAG AAATATAAAA TTTTCATTAT TATATTCTTT 10 2 0 

ACATAGTGTT TTATACTTTG T T AAAT T TAG CCCTACTCCA AAATTAATAT ATTCTTCACT 10 8 0 

AAGAGTACTA AATTTGCTAA ACATTTTGTT AATTAAGATA AGCTCTTTAC TATCTTTAAA 1140 

TTCAATAATT GATTCTTGAA TAGGAGACAG TTTTTTAATT TGCTCTATAT CTAATTTAAT 12 00 

TCCTTTATAA GGATCATCTT TATTATTTTC TAAGTTACTG GTTATTTCTT TTAAAATATT 12 6 0 

ATCATTACTC TGAATCATAA ATTTTGCTTT AAAATT C GAT GTAGGAGTTT TAGTATTGCT 13 2 0 

TATTTGAAAT ATTGCAAATT TAAAAAGTGT TGCCACATCT TTAAATCTTT TTTGATTTTG 13 80 

AAATTGATAA ATATAGTTAA GCTTATAGTT AGT AAAT AT A TATTTTCTTA GTATCCTAGC 144 0 

ACTAGATTCA CTCCAAAGAG CTGAAGGAAC TAAATAGGTT AAATTTCCGT TTTCTTTTAT 150 0 

TAATTTCAAA TTAAATGCTA CAAAATATCT AAAAAGATTT GGATCACCAC C AC T AGC AAA 1560 

ATTTTTAAAA TCGCTTTTAT AAAGATTGTT GATAGTACCC AT AC T ATTTT TTTCTTCATT 162 0 

GTATTCAATA TTCAAAGGAT GATTATCTCT GCCAAGTATT TCTTGCTTTA TTTTATTTTG 168 0 

TTCTTTTATG CTTAGCTTTC TATAACTGGG AATATGTTTT GAGAAAAACT CTGCTTCATT 17 40 

AAACTTAGTT TTTTCCCATG GAGGATTTCC AATTACAATA TCAAATCCTT CTTGAATATC 1300 

TGGAAACTCA ATTCCATAAT GGAAAAATTT AT AGTGGC T A CTTAATTTTC TAATTTTCTC 18 60 
CATTTTTTCA TTATOTTCAC TAGAAATTTT ATTGCCTAAA ATATTCTCAA TTAAACTAAT - 192 0 
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TACAACTGCA ATATCACTAA ATTCTATATT TAAAGATTTG TCAAAAGATA ATGAATAAAG 



1980 



TTTAATTAAA GAAAATATTA TTCTTAAATT ATCTATATAT TTACTTTCTT CATATTCTTT 



2040 



G TAT AT C T TT TTAGATCTTT CTATATCTTC CTTAGTGGTA TCGTTAATAC CTTTAATTTT 



2100 



■ TTGATAACCA TCTTCTAAAA TAGTTGTAAT TTCCTTAATT CTTTTTTTAA ATAAAGAAAA 



2150 



TCCACTTTCA AATTTCTTTT TTGCAATATC AAAAAATTCA TCTTTAGTAT ATCCCAAGAG 



2220 



AGCATTTCCT GTTTTTATAT GATGCTCAAT AAAGCTTAGT GGCGTTCCAA AAATAAAGGT 



2230 



ATTAATCCAC AAACTTAGCA TAGTAATTTC ' AAC C G AAAT A GGAT 



2324 



(2) INFORMATION FOR SEQ ID NO : 56: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 2148 base pairs 

( B ) TYPE : nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 56: 

TrxAAATCTAG GATACCCCGA cAAATATTAT TTTCCAGTAA TTATGAATAT TTGCTCGTAC 60 

GACAATGTAA AGAAATTGCC TTATGACGAG CTTTTAGAGG TCAATAGACT TGCTGAGATT 12 0 

AAAT TAGAAA AAGAATTGTA TGAATTAATT TTAAGCAAGT GAGGGCTTAG TGAGCGACAA 18 0 

ATTCACCATT AAATTTAAAG GGATTCTTGA TCATGCTGCA ACAAAAAAGG CCATTGAACA 2 40 

AGATATTTCT AAAATGGAAA AATATCTTAA ACCCAGAAAC TCCAGTTTGG GAAGCACTAA 3 00 

AGATATTGTA AAAAATAATT TGTCGrACAA GAAAAAAGAA CTTAGyArAC AATCTAAATT 3 60 

TGAAAGCTTA AGAGAGCGTG TTGAGAAATA TAGACTTACA CAAACTAAAA Ar C TT AT AAA 42 0 

ACAGGGCATG GGrTTTGAGA AAGCTAGAAA AGAGGCTTTC AGAAGATCTT TAATGTCTGA 48 0 

, TAGAGACAAA AGGCrTCTTG AGTATAAAGA ACTTGCAAAA GAATCAAAAG CAAAAAGTAA 540 

AATGTTAGCG GCCTCTCAAG GAAAAGGACT TGTTGCCAAA ATTGCAATAG GTAGTGCCCT 600 

ArGGAATATC ATTAGCAACG CTATGAGTAA AGTTGGAGGA GGCCTTTTAG GTTTTGCTAA 660 

AAAAGC rGTT GAAGAAGACA CCAAAACAAA AAGAACAAAA CTTCTCAATA GTGCATTTTT " '720 

TACAGATAAC GAAC G AAAT A TGATTATGGG AAATAAAGAC AAGAATACTA AGGGAATTCT 7 80 

TGACGGAATG AArGGwTTTG AGCGmGACTT AGAAAAAGAA GArTTcTtAm ATCAAGCAAG 8 40 

TGyCTTTAAG GGTACTyTAA GGGACyTAGA TATGTTAAAT GAAACTAATT- TGAAAAACGC 9 00 

aGTAGAATTT GC AGCTATGC TTAAATCCAG TGGTGCTATG AGCAGCGAAG ATGCAGTAAA 960 
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GGCTGTTAAT AGTGTTCTTG GGGGTGATGG AAGTGAGCTT TTtGATCTAT TAAAGAAGTC 10 2 0 

aGGTGTTGGA GACAAATATA TAGAAGATGC CAAAAkGGCy TGGCAArGCG GGGCwsArGT 10 80 

AGATCTAGAG TCyAGAATTA CCAAGATGAT GGAAATGTTC GAGGATTTTA AATCTTTCGG 11-40 

CCTTACAAAA AAAGTCAATA ATGC TGAGAG TATTCAAAGT AATTTGGCCT CAGCTGAGCA - 12 00 

AACTCTTCAA AACTTAACCA CTACTGTCTT GGACCCATTA CTTGACCTCA TTAATAAGAT 12 6 0 

AAC T AAT T AC TTTAAAGACT TTGCGTTTGA AACACACATT ATTAATCCCA TAATTAATGG 13 2 0 

CATTAAAAGT ATTTTTAATC TTAATTATTT CTTTGCAAAA TTAAAATCGA TGCTACCTGG 13 8 0 

ATGGATGGGC GGAGATGAGG GTGCGGCTCT AAAAAAACTA CAAGAAGAAA TTCAAAATCA 1440 

AGACAATGCT AACAGCACAC CATAATTTTT ACAAAAGGTA ATTACTTATG ACAAGTAACA 15 0 0 

AAAAAATTGC TAACAATGCA GCTAACAAAA TAGATATTAA TAATAAAATT AC T AAC AAT C 1560 

ATGATATTGA AAAGAAAAAA ATCAAGGAAA AAATy AAT G A TATTGAAAAG AAAGAAATCA 162 0 

GGGAGATTAC TCGAATAATA AGAGATGTAA TAACCCAAAT A.TTTGCCCTT TTCGGAGCAG 16 80 

ATAATTTTTT AGTGTTATTT CCTAGAATGG ATCTAAAAGG TTTTGGATAT ATTCCTCAAT 1740 

TGTTTTTTAT AAAACCAAAA AATGAACTCA TAACACGCAC T T AT AAT AC T AGTTGTTCTA 18 00 

AAAGACCAGT TATCAATTAT TAT G AT AG AA AAGCGGAATA TGTAAGCTAC AATCCGGTAA 18 6 0 

TGACTGGTGA ACATATCTCA TTAAACGGkG G AAT AC T AAC ATCCTTATAT AAGGATATGm 192 0 

TTTCTTTACT yAAAATGACT GTTTTTGGCA ATACTATGCT ACGTTTTGAC GCGCATCTTG 1980 

TAAAAGAACA ACTAGCCAAT AGAATACAAG CACAAGTCCC TTTTAGTATm TATAGTCCAA 2 0 40 

CTTTTGGACT TAAAGAATTA GCTGTAATTA CAAGTCTTTC GTTTAAAGAT ACTCCTTTCA 2100 

TTGACGAGTT GAAGGTTAGT CTGTCAATAG AAAT AG T AAA AACATTCG 2148 
(2) INFORMATION FOR SEQ ID NO: 57: 

{ i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 2123 base pairs 

( B ) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

c 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 57: 

AC AT ATT ATT TTGTTTATTT TTACTAATGC TAAACGGCTG TAATTCTAAT' GATAATGACA 60 

CTTTAAAAAA CAATGCCCAA CAAACAAAAA GCCGGAGAAA AC GTGATTT A AC C C AAAAAG 12 0 

AAGTAACACA. AG AAAAAC C T AAATCTAAAG AAGAACTACT T AG AG AAAAG CTAAATGATG 180 

ATCAAAAAAC ACAACTTGAC TGGTTAAAAA CC GCTTTAAC TGATGCTGGA GAATTTGATA 2 4 0- 
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AATTTTTAGA AAACAATGAA GATAAAATAA AATCTGCACT TGATCATATA AAAAGTGAAC 3 00 

TTGATAAATG CAATGGAAAA GAAAATGGGG ATGTTCAGAA AAATACATTT AAACAAGTAG 3 60 

TTCAGGGAGC TCTTAAAGGG GGAATAGATG GCTTTGGTGC AAGCAATGCA AC T AC T AC AT 42 0 

GCAACGGTTC CTAATAGCTA TTAGCCCCCT ATTTGGGGGC TTTAATCTTG CTATGCTGCA 48 0 

AATATCTCAT CAAACCGTTC GTATTCTTTT AAGATACTAA AGAATATTAA TGGACTAGGG 540 

CCATAAATAG GCCTCTTAAG CCCCATAAAC CTTTCAAAAT CTTGTAAATC CTTTAATCTA 600 

TTATTTTTCT TGAAATAGTT TTTTATAATC TCGGCCCAAT AGTTTATGCT TTTAAAATCA 6 60 

CTATTTTTCT C AAAAT AC G A GATTAAATCA GATTCAATTT TCTTGATATC ATCAAAATTA 72 0 

TTGGGGTCTA TATTCTGAAT AAAGCTTATT TTTTGAATAA TTGAGTTTAT ATTATCTTTT 780 

GTTGTAGGGC TATTTACCCA GTCTTTTATA T TAG AC AAAG CTTCTTTAAA AACACCGTAA 8 40 

TAATAAAGCC TATCTTTTTT TTGTTCTTGC TTAATATCTC TTTTCTGGTT TTGAATAGTG 900 

TTATTTTTTT GAATTTGATT AATCTCTTGT TTTTGTTCTC TTTTTTGTTC TTGCTTTTGA 9 60 

TTAACACTAA CTTGCTTGCT AGGCATAGAA TTTTCGTTTT CGTGGTTATT GTAAATAGGA 1020 

GCTGCATCAG TATCTATTTC ACTTTCTATA CCAAGAGCTG CAACTAAAGC ATACCTTTTG 108 0 

ACATAAGTAA TGCCTGAACC AAACATCTGA TACACTGTAT TTGTAACTTT AGACCCATTT 1140 

TCATTGTTCC ATTGTAAATT TTCTGTAGGA ATTCGCGTAT CAAAAGAAAA TTCATATCCA 12 00 

GT AC T T G T AC TGTAGAATGT AGTCCTAATA TAATCAACTA TGCCATATTG ACCCTCTATA 12 6 0 

GAAATTGGAT ATTGCTCAAT ATCAAGCTCC AAATTGTGCT TTTTAATAAC ATTTTTAATT 13 2 0 

TCTCTAACTA TTTCATTGAA ATTTTGATAT TTATATCCAT ATCCTTTAAG ACTTTTGTCA 13 80 

ATCCCTGGTA AATTCATTTT TAGGGTTTTC ATATCTTTTC GGAAGCTTAT TTTTGCTTGA 144 0 

ATATTATTTT GTATTTCTTG ATTATTGTTT GAAAGATTTT CCATCTTTTT ACTCCTATGG 1500 

TTATTTATAA AAATAAGTAT ATAGCAAAAA CTATTTTTGC CAACTTTTTT ACAAAAAATT 15 60 

TTACAAAAAA ATAGGGCTTA GCTAAATTCT CTATTATCTA CTAAAGAAAT TAGTTAAGCC 162 0 

CGTGCTAAAA ATTTTTTTGC AAATTACCAT AGGTAGTCAA AACTGAAAAA TGTTTAAATA 16 80 

ACTACGCTGT TTGTAGTGTA GCCCAATTTT AAATTAAAAT CAATTTATAT TTTCACTGAA 17 40 

TTAAAAATTT CTATATTAAT TTAACAAAAT TAATAATTAA AATTTAATAT TTTTTTAGAA 1300 

AAGTATTTAC TTTTAAATCA AAATTTTGCA TTATAATAAT TAATTATTAA TTACCATAGG 18 60 

AGAAAAAACA TGAAAGGTTT TTCAAATACC ACAAAAAATC CCACTTGCCA-" CAACAAACAC 192 0 

CAACACAAGT TAATATATCT AGCTTCAACA' C TAG AT T T t C T AAAC AAAAA AG a T AAG AAA 19 8 0 
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TACACACAAC AAAAC AT AC T CTATTACTAT AATGrrAATC TAAAAAGAAA TGGkCTAGCT 20 40 

CCCACTACTC TAAGrACmAT GgCAAAATTA TCTTTACAAA TTAGAAAAAG TATTAAAAGT 210 0 

CACAACTAAT TACTAACCCn AAA 212 3 



(2) INFORMATION FOR SEQ ID NO : 58: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2093 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 58: 

AAAAAAGTGC GCCGTGCGGC GGTGnAACGA CTCAATAGTT ACTAATAATC CATTTCTAAA 6 0 

CTTAGAAATG CAAATTAATA ATATTTTCTA AAGTATTTTT - TGTTTCCTCA TAATATGTTT 12 0 

C T T T T AC AG A AGGTTCTAAA AGTTCATTTA TAAGAACTTT TACACTATTG TAGTAATGAA 18 0 

TTTTTCCCTT TATGTAAAAA GAATATTCCT T AT AAAG C AG TTCTTCTACA TCTTTAAATG 240 

TATTTCTATT TTTTAGAAAC TG ATTTTC T A TAATCGAAAT ATTAAAGCTT TTATTTCTAA 30 0 

AATCTTTAAT ATCATTAATG GTTTGCATTA AAATACTTAA ACTTTCTACA GAGAATCTTT 3 60 

CTACTTGAAC TGGAATTATT ATATAATCTG TAACATTCAA AGAATTTTTT AAAAT AAAAC 42 0 

CCAAGTTGGG TGGGGTGTCA AGTAAGATAT AATCAAAATT ATAATTTGTA ATATTTCTAT 480 

TC AAAAT ATT TTCTAAAAGA AGATCTTTAT AATTTAAAAT TTCTGAATTA AAATTTTCTA 540 

AAATAGGATG AGATGGAATT ATAGAAATAA AATCATTAAT TTTATTAATA CACTGTCCAA 600 

AATAAACATC TTTTTTTAAT AAGCTGTAAG AATTGCATTT ATCAATGTTG AAAAT ATATT 6 60 

TACTAAAATA AGAAC TT AAA GAATTCTGTG, GATCTAAGTC AATCAATAGA ACTTTTTTGC 720 

TTAAATCTTT TAATATATAA GAAAAAAGTA TTGTTAATGT GGTTTT AC CT ACACCTCCTT 7 80 

TAGGGCTTGC AATTGTTATA ATGTTTGATT CTTTTCTATC CATTTGTTTA TTATTCCTTC 8 40 

CTCTTTTATT TTTTTATTGT AAAATTCGTA AACTGTTTTT TCCATGTTTT TT AT ATTTTC 9 00 

TAATGTAAAT TTATAGTATT TTGTTTGTTT TTTTTCTTTT CTTAGTAATG TCCATAGGGA 9 60 

CTGAACGTAA CACTTAATAG ATCCTTTTTT AAATACATAT TCTATGTAAT ATGCCTTTTT 102 0 

TACTACATAT TTTATATTAT TATTGCCTAT GATAAAAAAA GGTTTCTCGA GATTATCCCA 10 8 0 

AC CGTATTTT ATGCCTAAAA ATTTTTCATC TTCTTTTATT GGAAATAGAT TGAAAAAATT 1140 

CCATCCTCCA GTATCATTAA ATTTTTGGAA GGTTATCCTA AGACCCTTTC TAGTAATTTC 12 00 

AAATTTGATT AAATGCTTAA ATATTATTGA ATAATATGTT TTTTTATTCT CCTTTTCTTC 12 6 0 
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TATTTTATAA AAGAAGATTC TTTTTTTTGT TTTCTTTTTA AGATTTCTAA ATCTTTCTGT 13 2 0 

AAAGTTGTTC AAATTTTTTT CCTTTTATAA TTAGCTAGTA AATCAAATAG AAATGTTTTA 13 8 0 

TTTTGATTTA TTTTCCATTT ATTGATGTAA GTGTCTTTAA ATTCTCCTAC AATTTTGAAG 144 0 

AAATCTGTTT CGTAGTGAGC ATTTTGTCTC ATGAAGTGAA TTTTATTTTT ATATTTTTTT 15 00 

AGCTTTTTTA AGTAAAACTC TTTTATATCT TTTGTTTGAT AGTCGTATTT TAAATGCTTG 15 6 0 

TTGAAATCTT TGTAATTTAT AAATAACAAT GGGGTTATTA TCAAGGCTGG TGGTGGGCCA 162 0 

CCAACCGCAA TTAATGCATA TGCCCTCTCT GATTCATTTA CAATCAATTT TGCACCCGAA 163 0 

GATGAACATC AAGATCAAGC TAAACATCCC AAACAAGAGT ATTCTATTAA TTTGATAAAA 17 4 0 
GTTGCAATTT TTGGCAATAG AGGCCTTGAG AAAACAGTAA CACCTGAAGC TGGTGGTTAA * ■ 1800 

GCCTTGGGCA ATAAAAGGAG TTAAACAAAT GGCAGACACA ACGCAATTAT TAAAAGATTA 18 60 

TCAAGATAAA CGAgTAAACT TGAAAAGTTT ATGAAAAATC CCCAGTATGA CGCTGGTTTG 192 0 

C TTAGC AATT CtGTAGAGTT TAGAGATAAA AACATACAAT TTTTTGCCTC TGGAGGCACT 1980 

AGAACCAGCA AATTtGACAA aTTAGAAAAT CATCCATTTT CtGGGTATCC ATACmAGCGg 2 04 0 

GG a T AAAAAG AGTTATTCAA GAGGAAAAAG CTGATCAAAT TCACTATGGA ACC 2 093 



(2) INFORMATION FOR SEQ ID NO: 59: 

(ij SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2019 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 59: 

GTCTTAGTCA TATTTTCATT AAGTCTTTTT GCTTATTCTT AGCAACCTCT AGCAAACTTT 60 

TAGTACTACT CATTGAAGCT TTAGCATCAG CCATAAATTG GTGGTAGCCA GCATAGTAGT 12 0 

AGCTCTCATG CCTTGAAGCA TTGCTATTAC TTAATGCCTC TTCTAAAGCC CGATCTGCTT 180 

TTCTTTGTGC ATACTCAAAA TCGTTCTTAG CTCTTTTTAA AGCAGCAATA GCATCATTGC 240 
AATGAGTATC AGCAGAAGCA TGATTACTCT TAACC TTAGC AATAGCTTCT TCTAGGCTAG L 30 0 

GCAATAAGGC TAAGTTAGCT TTACTAGATC CCACACCTCT TCTAGTCTGC TCTAAATAAG 3 50 ■ 

ATTTAGCTGT ACTAAGTAAG CTTTTTATCT TATCAAGGCT TGCTTTTACT TTTGCTAAAT 42 0 

CTTCATTTAT TCTATTGTAC TCTTCTTTAG AAGATTCAAT TTCCGTCATA- ATGTTTCTAG 48 0 

CTTCACTAGC TTCATTATCT TGGATATTAA CTTGTAGAGT ATGGTTGCTG C TACT ATT AT 540 
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CATTTTGCAT ATCGGGTTGC ATGTCTGCCA TCAAAGGTTT TTTGCCTGTA TCTTGGTCCA 60 0 

TATAAGTATT ATCTACACTT CTAGGCTTAC GACCACTTCT CTTGCTGTCA TCGTTACTCT 660 
TTAGAGTATT AAAAGACCCA TTATTGCTTT TTAGTTTGTC TATAACCTGA ^TCGGCGTTGT 72 0 

ATGTAATCTT CTTGTATAAT TTACAAGAGA TAACACTGGA AAATAAAATA GTTAGAATAA. 7 80 
ATAATTTATT AATTAAATTC ACCTTATTAC TTCTCTTTAG AATCTGATAT TCTTATATTA 8 40 

AAAAATATAT TGCATTTATA ATTTATAAAA TGATTAATAA TGCATAAGCC AAAC T AT AAA 9 00 

TCTGAAAGAA TTAAAGTAGT GTTTGTAAAG GCAAGATAGG AGTGAGATAG TTAATTTAGG 9 60 

TAAGCTGATA TAAGTTTTTC TAGTAAATAG AGTTTCATAT ATGATTAGAG ATATTAAAAA 102 0 

AACTAAAGCC T AC AC T GG AA GTTTTAAAGC TTTAATATAT TTTCTATTTC TTTTCTGCAA 10 8 0 

GAATTTCCAT ATTGAAGAAA ACTAATAGCA TTTTCCATAT ATTTAATGCA TTCAGTAGCA 1140 

AG AT C TAT AG CTCTTTTTGC TAAATCTTGT ATATTGCGTT TGTTAAAATT ACTGCCTAAC 12 00 

CAGTATGAAT TGCCATTTTC ATTGTTTAAT CTTTTATAAA TAGAATCTGC TAGTTTATCT 12 6 0 

CGAGCCACAT CTAGCATATC TTTAGCAGAC CCCCAAGAAT TAGTTGCTTG CTCCATAAAA 13 20 

GAACGCATTT CTTCTAATTT TACCCATAGT GTGGCTTTGA CAGACTTTAT TTTTCTATTT 13 80 

AAAGGAGATG TGCTTAGATT AGAAAATAAT AAATCTGACA TTTTTTGATG AAATTCTTTA 1440 

AACTCAAGGA GTGTATTGTT TAAGTTATTT TCAGAATTAG CACGATTAAT AAACTGCTCT 1500 

GCATTTTTAA TTTC TGAAAG AGATGTTTGC TCATACTCTT CTTGTGCAAA TTCATCTAJyT 15 60 

TTAGCTTTAA TTTCTTCTTC TGAAGGAATA GCAGGAGTTT TACTTGTTGT AGTAAGGCTA 162 0 

TTTTTAAAAT TACTTTGTTC AATTGGATCA TGTTGTGGAG TAGCTGATTT ATTTTCTTCC 1680 

ATCTTTACAT TATTTTGAGC ATGCGAGTCA TTTTGCATTA TTGCTGGACT TGAATTTGGT 17 40 

AGGGATTCTT TATTATTTGC ACCAGGATCA TCTGACATAT GTTGATTAGA ACCTACTTGT 18 00 

AAGATTGGAT CATAAGTTTT TTTATTTGAT GATGTAACGT CTTTAGGAGA TTCAATTTCC 18 60 

TTACTATTTT TATCTACTGA AGTATTAGTA GTATTTTTAT TTTCTTGATG ATCTTTTAAT 192 0 

GCTAATGCAA ACTGTTCTAT AGATTTTTTA GATAGAAAAC CAGAACAACT TTCAAATAAA 1980 

AAAAGAGAAC TAAATACTAA ATTAGGTATA ATAAAAATT 2 019 
(2) INFORMATION FOR SEQ ID NO : 60: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1907 base pairs ' 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 60: 

AGAAAAACAA AATCTATTGC TTCTTCACTA AATCCTATCT TTAAAAATTC ATTTTTTATA 60 

CTTTCTATAT TGTATGTTCT GTAAGTCAAA CTATTCATAA AATTTCCATA TTATCCTTTT 12 0 

AATTCTTTAT ATTCTTTCAT AAGTTTTTTA ATTATTTCTT TTCCATCACT AAATAATTTA 18 0 

TCTAACATAA ,ATCCTGTAAA TTTAGCATTA C TTTTAT AAA AATCATAGCT TTCTTGTCTT 2 40 

TTAAGCTGAA ATCTTAAGGG CTTTATCGGG TTTTGTTTTG ATTTTTTTAT TGTTTTGCTC 3 00 

TCTTTATTTC TTAATACAAT TAACGTTTCC AGTATAC CAT TTTTTATTAG AAATTCTTCT 3 60 

TGTATAATCC CATC TTC TAT TGCATTAGCA ATTTTTAAGT AATTATAGAC CTGTGCTCTT 42 0 , 

GCAAGTCTAT AATC TTTAGA AAAAGCTTCA AAACTTTTAT AAC CAT C AAA CCTATAATAA 4 80 

TGATTGTCTT TAATTTCTTT TAAAATTTTT AAAGTTTCTA ACTTACAATA GATTTCCTTT 540 

TTAGAATTAA TTTTTAACTT TTCTTTTAAA GAATTATAAT GATTTAATAC AC TAT C AG T A 600 

ATAATATAAT TTTCATTATC ACTTAAATCT CTTTTATTAA CCTTAATATC CAATTTAAAC 6 60 

TCCTTTTACA TTAAACTGTC TAATTATTAG ACTTTATATT TTTTTTAAAA AAATTTCTAA 720 

AATATTTTCA TATTCTTTTA TATAATCTTT ATTTAAATCA AAATTATTAT TTTCTGCTAT 7 80 

TCGTCTATTT AAGTCTTCTC TTTCAGATAT TGTTCCTAAA AATCTATCTT TTGTTTTTAA 3 40 

TATTTCAAAT AATG TTTTAT GwGTTCTAkT Twwwt TaAAT CTTGTTATTA T C AAAAAT AT 900 

AGGTAAAAAT AAATTTAATT TTC TTAC AAA GAAATTAAAT AAATCTAAAC TTTCCACTGC 9 60 

CCACTTTTCA GCCGTCATTG GAATTATTAC ATAGTCACTA CATAAAAGAG CATTTTTTAA 102 0 

CGTAACATCT AAACTGGGAT -TTGTATCGAT TACTATATAG TCATATTTAT AATACAAAGT 10 80 

TCCCAGGCTG GTTTTTAACA AAAAATCTTT ATGTTCGATT TTATCTTCAC TAAAATTATG 1140 

TAGCGTAAGA TAGCTAGGTA TAAGATCAAG ATT AT TAT CT ACATTTATAA TGGTACTATC 12 00 

GATATCTACA TTTTCTTTCA AAATCTCATA AATATTAAAT TTGGTAAAAT T AAT AC C TAG 12 60 

TTTTTCTATT TTTTCGTAAA AATAACTAGT AATAGATGCT TGAGTATCCA TATCAATTAA 13 20 

AAGAACTTTA TTATTTTTTG ATAATAAAGT AGCCAAAATT ATCGCACTTG TGCTTTTACC 13 80 

TACACCGCCC TTAATTGACG CTATTGTTAT TATTTTAGGT TTTTTATTAT CCATTTTATT 1440 

AGTGGTCCTT GTTCCGGGTA TTTCTTCCCA TAAAATTTAT ATAC TTGTTG TTCTAAATCT 150 0 

GTAAACATAC TAAAT AAC AC TTTGTTGTAG TGATTGTTTG TTCTTTTTTT AT C T AAT AAA 15 6 0 

C GAT AT AATC CCTTGAAATA GCAAAAAACA CTTCCTGCTT TAAATCTAAA- TTCCATATAA 162 0 

TATGCCCTTG CTAATGCATA TGCTTTTCTA GCCCCGTTTA TTTGAT AC TT TATTAACGGC 168 0 
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TTTTTAATCG GCTTTCTATA GCCATAAAAA AT AC C AAT AA ATTTATGTCC TTCTTTAATT 



1740 



GGGTACAAAT GAGTTTCTTC AACAATTCTT TCTCCATTAA ATAAGGCCCT CAATGATAAT 



1800 



CTAAATTCGT GTTTTTTCTC ATAAACTCCA AATTTATAAA T AT C CAT CAT TATTTTTGTA 



I860 



TGGTACATTG CTTTACCATT TTCTTTTTCA ATTAAAATAA AGCGTTC 



1907 



(2) INFORMATION FOR SEQ ID NO: 61: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1907 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS : double 
{ D ) TOPOLOGY : 1 inear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 61: 

GAAAAGATAT ACGTAGAAAT AGAAAGACGT ATTGAAAACC ACAATTTTTT GTTTTACAAA 60 

GATGAATCTT TAGTACAACT ACAAGACGCA CTTTCTAGTG CAACAACTTC TTTAAGTGCA 120 

CTTACTCAAG GCAATAATGA TAGAGGAAGT GGCATTTTAT CTTCTTTTTT AAGAAAACAA 130 

AATTCAAACA ATCATAGTAA AG AT AT T T C T AATTTACGTA GTCTTAATGA CTCATTGGCA 2 40 

CAGGAACTTG CTAGGTTAAA AAGCAATCTA AATAATGAGG GAATGTTTTA TACAGCTACT 3 00 

CCGAGTGCTA GTTTAGAGGT TATTAAATAC GATCTTAGCT ATTTAAAGGA GGCTTTAGCA 3 60 

TTAATTAAGG CAAAAATTGG TGCAGATACT AAAGAACCCC TAACTAGAAG TTTTAATGAG 42 0 

CAGGCTAAAG GAC TAGGGAA TGATGGTAAA GGAGATAGGA GCAATTATTA CGATTTTCTA 480 

AAAGGTGTAC AAGAACAAGT TSAGAACTCT TGTAATTTAA AACTTACAAA GTATTTTGGA 5 40 

CTTGATA.TGA AGTTTAATTC GCTGATTATG TTAAGTGAAG AACAAAAAGT GGAAAGAGAT 600' 

ATAAAGCTAA TTGAGCTTaC AGTAAATATA AC C AG C TT AT ACAAAGTAGC TCCTTgATAA 660 

TGAGGAGTTA GCGATTT aAA AGAGAAATaT TCTCATTTtG AGAAAAGGAG TTAAAAAGTG 72 0 

AC TG AG AAAG AAGAAAAAGA AG AC C TGC AG GCACmAGATA AAGArGAGCa GCAAaTTAaG 78 0 

GC t GAT ACT A AAGTTATAAG TGCGCAGGAA TTTGAAGAGT ACATGCGTTT TAAAGAGCAG 840 

GCAAATAGTA AATCTAAAGA GACAAGTCGA GATTTAAGTA TAAATGAACG AATAACAAAA 900 

GAACTTGCAG AAGTTGAAGA GC GGGAGC GT ATTGAAAAGC AATTGTTACT AGAGGCTGAG 9 60 

CGAATTAATG AAAT TGATAC AC TTGC AAAA GCACATCTTA GCAATCATTT T AAC AAAG AG 102 0 

GTGCTACTTG CAAAAGGATA T AC ATT AAAA GACATTATGC AAGC AC AAC G TAG AG AAC TT 10 8 0 

GTACGCAAGT TCGTTCCAAT TGAGCAAATT AAAGCTATTG C C AAAG TAT C AGACATAAGT 114 0 

CATATmGATG GrGAGATATT AGAGC AACTT GTTTCTTTAG CAAAAGTGAA TATTAAATTA 12 0 0 
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AGAAAAAATG C GAG T AGC AA TTCTTCTTCT GTTGACTCTA TTAAGGGGAA TATTGCTATT 12 6 0 

AAATCAGAAG AAAGAGCA-AG TTTGCTTAAT TCTAATTTTG TACCTATTAA TTTCACAGAA 13 2 0 

TTTGTACAAG CGATAAGTAA T AC FT AC AAG CAAAGACGAA TTCAATTTTA TGAAAATCTA 13 8 0 

AAAAG AC ~_I A AAAGAACAAG FATFGCTTAA AGGAGTTTTT AATGAGCGAT GGTATTACAA 144 0 

AAATAAAA-GA AGAGTTTGAT AAAAAAGTTG CAGAAATTAA AGCATTAATG AAAAATCCTC 150 0 

AGCAAGATrC TGGTFTGCTT AGTAATTCTr T AG AT TT TAG AGATAAAAAT CTAATTTACT 15 60 

CCAATTCGGA TGGAGTTTTT AC TAG TAG T A AAGACAAAAT AGAAAAT TAT CCTGCTAAAG 162 0 

GGTATCCATA CAAGCGTGGA GTCAAGCTTA GTTTTAGTGC AGATGGTACA ACAGAACTAG 168 0 

AAGTTGAGGC TGGTGGTGGG GATGACTTGT ACGGAATATG CACTGATATA nATGAGTTTA 17 4 0 

CTGGCATGGC AA.CTGTAGTT CCAATTACAA ATAACTTCAC AGGGTATTTA ACATTTAAnA 18 0 0 

AAAATGGACA AAAT GGTGTG AATC C GGGTG ATAAGCTGCA TTTTAATGCA CnAGGAGAGC 18 60 

TTGAAAA_GAA TGGGGGAAAT GATAAATCTG TTAATGCTAT AGCnCTT ' 1907 



(2) INFORMATION FOR SZQ ID NO: 62: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 1902 base pairs 
(3) TYPE : nucleic acid 

(C) SCFA-NDEDNZSS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 62: 

CGGGCA'TTTA AGCTCTTTTC TACATTGTCT ATTTTGATAT TCAAACCATC TATTTTTAAA 60 

TTTAAAFTCT TTTCCACATT GTCTATTTTG GCATCTAAAT TAGATATGTC TTTTTGCAAA 120 

TTCTTCTCTA TATCAATTA7 'TTTCTCTTTT AAAAATTCAA AGTTGTAATT ATCATTATGC 18 0 

AGAAAAA-CAA AATCTATTGC TTCCTtGCTA AACCCTATAT TTAAAAATTC GTTTTTTATA 2 40 

CTTTCTATGT TATATGTTTT GTATGCTAAA TTGTTCATAG ATTATCCTTT TAATTGTTTA 3 00 

-TACATTTTTA AAAGTTTACF AATCAAATCT TTTTGATTTT C AAAAAT C T C TTGCATCATA 3 60 

AAACTTGTAA. ATTTAGCATT GCTTTTGTAA AAATCATAAC TTTC TTGAGT TTTAAGTTGA 42 0 

AATCTCAATG GTTTTATTGA GTTTTGTTTA GATTTTTTCA AT AC T GG AC T TTCTTTATCT 480 

TTCAATA.CAC TTAATATTAA T C T AAAT CCA TTATCTAATA CATATTGTTC CTCAATAACT 540 

CCTGCTTCTA TTGC ATTGGC AATTTTTAAA T AGTT AT AC G CTTGAGTTTT- TGCAACATCA 60 0 

TAATCCTTTA TAAAAGCATC GAAACTTTTG TATCCATCAA GTTTATAGTA TTCATTATCT 660 
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TTAATTTCTT TTAAGATTTT CATACATTCT AC T C TAT TAG AAACTCCTTC TCTAAGGTTT 720 
ACATACAATT TCTTTTTCAA AGTATTATAA CGATCTGTTT CAACACCATT TTTACTAACA 780 
TTAGAAGAAT C T AC AAGTAA TGCATTCCCC TCAGAATCAA TATCCCTTTT ATTGATTATT 840 
AATTTTGTAT TATTTTTCAT AACAAGCCTC CTTAATTATA AGTTCAACGC GTCGAACTTA 900 
TAATTATAAT TATTTTAATT TTGCATAAAA ATTCATTAAT GAATTTTTAT ACTCTTTTAT 960 

ATAATCCATT TGAAAATCAA AAGAAGAATT ACTAGCAATT CTTCTATTTA AATCTTCTCT 102 0 

TTCTGATATC ATTCCTAAAA AATTTTCTTT GGAGTTCAGC ATTTCCAACA ATTGCTTATG 10 8 0 

TGTATTATTT TTTTTAAATC TCGTTATTAT AAAATAAGTA GGCAATTCTA CACCTATTTT 1140 

TTCCATAAAA AATTTCAAAA GGTCAAAACT TTCAATTGTC CATTTTTCTG CTGTCAAGGG 12 00 

GACAATTACA TTGTTACAAC AAACTAAAGC ATTAGTTAAA GTAAAATCCA AACTTGGGGG 12 60 

AGTATCAATT ATAATAAAAT TATATCCAAC ATCTATATGT TTAAGCTCTT TTTTTAATCT 13 2 0 

AAATTCATCA AAAGTGTGCT T AT AAC C AAA AGCATTTATA CTATGTAAAG TCAAATAACT 13 8 0 

AGGTATTAAA TCTAAATTAT TCGCTACATT AAC GAT T GAT CGATTAATAT CTAATTTTTC 144 0 

TATTAAAACT T CAT AT AT AT TATTTTTTCT TAAATCTATA CTGGATTTTT GTATATCATC 15 0 0 

ATAATAATAA CTAGTGGTGG ATGCTTGAGT ATCTATATCT AT TAATAAT A CCTTATATTT 15 6 0 

TTGAGCCAAT AAGGTTGCAA ATATAATTGC ACTTGTGCTT TTACCAACAC CGCCCTTGAT 1620 

TGACGCTATT GTTATTATTT TAGGTTTTTT ATTATCCATT TTATTAACGG TCCTTGTTCC 16 80 

GGGTATTTTT TCCCATAAAA TTTATACACT TGTTGTTCTA AATCCGTAAA CAT AC T AAAT 17 40 

AAAACTTTGT TGTAATGATT ATTTGTTC TT TTTTTATCTA AT AATC GAT A TAATCCCTTG 18 00 

AAATAGCAAA AGACACTTCC GGCTTTAAAT CTAAATTCCA TATAATATGC CCTTGCTAAT 18 60 

GCATATGCnT TTCTAGCCCC GnTATTTGAA CTTATTAATG GC . 1902 



(2) INFORMATION FOR SEQ ID NO : 63: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1761 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

( D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 63: ■ 

AACnGGCCCC GGAAGTTAAA GCCTTGTGGG nCCCATGCtC TAGTGGATGA CCGTTCTTTT 60 

AG AGC C T AAA AAGCTATCAT GGGATGAAAC AAGAAGCTAT TTCTATAATC TTTGATTTAG 120 

AAATAGCAGT T C AC AT AAAG ACGCTTGATA TTAATTTAAA TTTAATCTAT AATATAAATG ISO 
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GCGTAGTATG AATGTAAAAT AATTTACGTT TGAGCTGCCT TATGGAATCA TTTACAATTG 2 40 

AAGGGCTTAA AGAAGTTCTT TAGCAAGAGA* GTTTCTTTAA GCCCTAATAA TATTTGAACA 3 00 

ATCTTTTTCT AGGTAAATTG ATCTTCAATA GGATTTTTTA AAC G AC AG TT GGAATCCGTT 3 60 

TATTCCAATG TCAAAATTGG GTTCAACCCC CGCAAGTGCA ATGCCGAGCC TTTTTTTAAG 42 0 

GTCTGCGTTG TAT CT ATT AG CAAATTTAAA TGGAATAATA ATTCCAGTTA TGTAGGATGC 48 0 

TACAATTGTG AGCCCTCCTA TTCCTGATAA TACTCCTCCG GTTATTACTG TTGCTGTGCT 540 

TTCTGTAACG CCTCCAATAC C TC C T AC GAT CATGTGTCCA GC C ATT AT AA GTATTCCTTC 6 00 

CAAGCACTTG AGAGCCAAGT AGTGCACCAC CACCAATATA ATCTCCTTGA AC AAAAG AT C 660 

CTATCCCTAA AGACAAAAAG ATATTCAAAA GTAATGGTGC TAGTATGGTT GCTTTTTCGC 72 0 

TTTCATATTT CATTACAGTC GCGATATCTC CACTCCAACA CCTTTTTCAA GTTTATCTTG 78 0 

TGCAAAGATT TGCATTGTTA AAC T AAAAAT TAATATTAAT GTGAAAATTT TTTTCATATT 84 0 

AATATTACCT CCTAATAATT AAGTTTTGAT AAACAAATGT TAGCACAATT TTTAGATTTT 900 

ATTTATGGAG TTGAATCTTT TCTTAAAGAT ATTGTTTGAA TTTCTTTGCT GTTCTAAGCA 9 60 

GATTTTAATG TAAAGTTTTC ATTAAACTCT TTTAAATTTG AAATTATGCT ATCTATTTTT 102 0 

TTTGTATGCC AATTGTATAA TGAATTGTTT TGATGACTTT TT C GAGATGT TCAACTTCTT 1080 

TTGAGGGCAT TTCTCTGCCT TTTCTATAAG TTAAGTAACT TTTTAGAGTT TGCCAACTCC 1140 

CAATAGTATA GTTATACACC TCTTTGGAAA CATTAATAAA TCTAGAAGTT TGGTTATAGT 12 00 

AAAGTTCATT TGTTTCTTCT TTATAAAAAA CTTTTTCTAT GATTGAGTTT TGTTTTAGGG 12 60 

TTTCATCTAA AAATGAAAAA CATTTTCCAA TGTTGATATT TATTGTTGGA ACAACTTTTA 13 20 

C T AAATG AG A AT T AATG AG A TCTGTTCCAA GTTTGCCAAG TGTTACAAAT ATGTCAGAAT 13 80 

TATCTACGAA AATAATTTTA GGAAAGTCTA TTTGTAGGTG TTCGTAGAAT CTATCTCGAT 1440 

AG AT ATT T G A ATAAAGAATT GCGTAAATAT AGCCAAGTAT TTCTTCTGCA GTAAATTTTT 15 00 

TATTGTATTT AACATCAAGA AAATGTCTAA ATTTATTTTT AAAGTTTTCT TTTTTAACTC 15 60 

TCTCAGGTGT TTCGCTATCT TCTTGTATAT AAATTGGGAA AACATATCCT AGTGGAATAA 162 0 

TGCTTAATTC TGATATTTTA GAAGTAACGA AAGCATGAGA AAAAC GAT C A GTTTTGGATA ^16 80 

GTCTTGTTGT TATTAGTGCT ATAT^ATTTT GAATTTCTAA GATATGTTTC ATTATTTTAT 17 40 

AACCAGGCCT AATTATGACC C 17 51 

(2) INFORMATION FOR SEQ ID NO: 64: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1717 base pairs ' 
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(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 64: 

GCATCATTTC TGAGACTGTT GTTTTTGTAG ATAAAAATTT TCCCAAATAA TATTTAAGCA 6 0 

ATACAAGATT TAGTAAAGCG TATATTTTTA TTTTTTGATT TAATTTCAGT TATTTTTAGG 12 0 

ATTTTTATTA TTTTAATCAT ATTTTCTTTA TCAATATTTA ATGTTAATAA AATTGAAATA 18 0 

ATTTCTTTAC AT AAAAAGT C ACATTTATTG AAATGCTTTA T T AC T T GAT A CTTTTCTATT 2 40 

TCGTTAATTT TTCTTTCTTC TTTTATATTA TTATTACAAT TCTCCAATTG TACACTACCC 3 00 

ATTTTTGTAT CAGAATTTTT ATTAAAATAG TTGGCAACTC TATTTTGAAA TCTTTTTTCT 3 60 

TTTTTTTCTT TAAAGTGTTG GTTTATCTTA TGGTAACAAT CTTTTTTAGG ATAATTAAGC 42 0 

TT AT AAT AAA TTTCTGTACC CGAATTTACc' CCCATATGTT GATAGTAATT TGTTGTGACT 48 0 

TTTATTTCTT TTTGTAGTCT ATAAATATAC TTTTGCATAG TTCTTAGTGT AGAAATAGTT 54 0 

TGCCCGTTTT TTATAGATTT TCATTGAAAT AATATAATAT GGTTTTTGGG GTATATTTTA 600 

GATTTTTGGT ATTTAAATAG CTTGTAGAAA TAAGAAC TAT CAATTTATAT TTATATTGGT 6 60 

TATAATTTAG AAT AT T AC T A GATTAATATA TCTAGACTTT ATTTTCTATT TAATATACAA 720 

TTAATTAGGA AGCATTATGT GCTCCAAATG GATGATAACC AGATAAAGGG CTTTAAGTGG 7 80 
CTTAAGGAAG ATAAGTTACT TAAAGCCCTT ATCGCATTTA TACTAATTTC CCTAATTTAC * 8 40 

GTTTTATTTT GTTTAGAGCG TTATATTATT AATTTTTAAT CATAAAATGG AGGATTAGTT 900 

TTGTAATTGT AT AT AT TTT T AGCTTTAATT GTTCTTTATT AGGCCTTTAA TACTCTAAAG 9 60 

TATTATGCTA TTTCGCAAAA ATAATTTTCT GGATTATATT AGCTTACATA TTAGGATGAG 102 0 

AATTATAAAT TTTAGTGCAA CAACCTTCTA CAGGGTAAAG GAGTGTATAA AGGCCTCTAA 10 80 

AGCTTTCATT TTCTTTATTT GTGGAACATT TGAAGATTAC TTTTGGATTT T T TC T AAT AT 1140 

TTCAAGATAT TCTAACAGGG TTTTAGAATC AACTTCATGT TGATTAGTTT TAGCTAGAGC 12 0 0 

CTTATTAAAC TTGCTTCTTA TTAAGGAATA AGCATAATTT TTATTTGCAC TATGGAATAA 12 60 

TTTTTTATTC ATATGATCTA GTGTTTTGAC AAGAATGATT AACTTATTCT TAGCAAATTA 13 20 

AATTTGCTTT GTTATTCTTG CCAATGTATT GTTAATTACT CCATCCATAA TGAATTAGCC 13 80 

CCCTATTATA TTAAATTTAT ATTATAAATA TAGCACAGTA TTTTTTTAAA TTTTTTTAGC 1440 

GTAAAACAAT ATATTTCTAA AGTTTTGCAT AAGC TTATTT TATAATGTAT TTATAATTAA 15 00 

GTAGTAGTGA TTTTTTGTAA AAATTGTTTT AATTC TTC AT AGAATAATAC G TAG TAG T C T 15 60 



O Cji ;y; «* u ^ p u ijj j j y j 

1048 

TTTATTTTTA ATAAAACTCC T ~ CTAAGGAG CAATTAACTT TATAATA.AAT TATAGATTTA 162 0 

GGATTTTTCT T AAAAT AAAG TTTGACTATG ACGGTTATTT CTTTTTCTAA TTTGCGTTTT 168 0 

A T TT AT AT A T TTTTTAGTTT T AAITGTTC T TTATTAG 1717 

(2) INFOP1-1ATIGN FC?. SZQ 13 NO: 65: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 15 6 6 base pairs 
(3) TVPE: nucleic acid 

(C) STPANDZIDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 65: 

AGnCACGTAA AAT AAC TTC A GCTCATA.TTA TCATATAATA AAT AAAAC AT TAAGTACAAT 6 0 

AACCTAACAT TTAAAAAGGA TGTACATTTT AATACAGAAA CTGAAGCTGT T C AAC TAC AA 120 

TTATTGCACT TGAAATCTTC TAT ATT T AAA T AAT AAT AC A AATAATTATA TTAACAAATA 180 

TCAATTAAAT TTATTTTTAC AT CAT AT AAT AGTGCTATAT ATTGTATAAT ATGC TAT AT A - 2 40 

CTTGAAACTA AAGG-GGGGGC , ATATTAGTTA AGATAATATT CTTATATTTT TTATTAAGGA 3 00 
GACTAATATG AAAJ^AAATAT CAAGTGCAAT TTTTACAATA ACTTTTCTTG TTCTTATCAA - <- 3 60 

CTGTAAAAGC GATACTAGAA AAGCTATTAA TTCAATACAA ATCCAAAAAT TTACTTCCTT 42 0 

TGATGGGTTG ATTGATGGCT TTCTACGCCT TAATTCAAAT CCCAAAAAAT CTGAGAGGTA 480 

AAAGATTGTT TTAACAGCA.T GGCTAAAACA. TTAAATAAGG CCAAAGACAA ACTTGCTAAA 5 40 

TTCA.TTAGTG AAAAAGGTGG CAAGACAACC GAAGGAAAGA AT AC TGAT AC TGCTAAAGAA 60 0 

GAT AAT AGC A CAGTAAACCC TATTGATGAT GAAATAAGTA ^AAATTAACGA TATGATGGGA 6 60 

AAAATGATA-G ATGGTGCTAA TACCATTGTT GAAAATGTAG CCGAAACCGT AACTGAAGCT 720' 

aTGGGAGAAG TTGCCGAGGT TAAGAGTATT GGTAATGTAG CAACCAAAGC CGATGTAAAA 730 

AGTGTTGTTG- AGATTGCTAA AGGAATAAAG AAGATTATTG AAGCTGCTGG TATTGCCGAT 8 40 

AAATTAAAAG C TGAAGCCGA. TAAATCTACA AAGCCAATCA GCGAAGAAAG TAACAACAAG 900 

. TAAGCGGGCA AGA'TGTTCTC TGGGAAGCAG GGTGATCAAG GTGGTCGAGT TTTCGATGAA 9 60 

-GTCATTCCAC CTGA^GATTGG AA.GAGGAGCT AATCCATTTG AT AT T AAAAA GGC TAC T AAA 102 0 

GCTATTGAAA GTGTTAGTGG AGAGCAGATA TTAGGATCTA TTGTTGTGCT GC TAC TAAAA 10 8 0 
CCGTTAAAAG TGGTGGTGA.G GAGCCAAAGG GGAAGAATGC GGATGAAGCT . ACAAATCCGA ' 1140 

TTGAAGCTGC CATTGGAGGA AATGACGAT.T CGG ATGC TAC TGCATTCAAG GGGAATATGG 12 0 0 
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AAAAAGATAA TCAGATTGCT GCTGCTATTG TTTTGAGAGG AATGGCTAAG AACGGGGAAT 



1260 



TTGCTGTGAA AATGGGTCGA AAACCAAGTG GTGATGGTGA TAATATTAGA GTTCTTGTTA 



1320 



ATAATGCTGC TAATAAAACT GTTGATGCTT TATCTAAGTT AGCACTAGAA GCTATTAATG 



1380 



AAAGCTTAAC AAAAATAGCC AAGACTATAC ATTGAAAAAA TAAAGTAAGA ATCAGCATTT 



1440 



TTAATAAATA ATATTATTTA TTAAAAAATG CTGATTCTTA CTCAACATCT TACGTCAGTA 



1500 



GTTTACTAAA CTGCATAATC AT T AC AT AT A CACCAACATA TCTAAATTTG CAAACAATCA 



1560 



TCTTAG 



1566 



(2) INFORMATION FOR SEQ ID NO: 66: 

(i) SEQUENCE CHARACTERISTICS : 

(A) - LENGTH: 1552 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTION : SEQ ID NO: 66:' 

CTGTTTTGTA AACCAAAAGT GGATTATAAT AATTGGGCCT ACTAGCTTGA ATTCTAGAGT 6 0 

CAAGCAAACT TACACTAATT GTATCTTGCG GCAATTTTGT ATTCCTCCTT TAAAATTTCA 12 0 

ATTGCTTTTA CACTAGCATT AAATGCTATA GATGCACTGT ATGCATGGTT GCTATATTTT 18 0 

GTGCCTAAAT TAATAAGCCC AACTGTTTGC ATATTAGATA TTGGATAAAT GTAAAAGTTA 2 40 

ACTTTACTAA TATATTCGGG TTGGGATTGA CTTTCTAAAG TATACTTATG GGCTTTATTG 300 

T GT AG AAAAT TGCTAAGCAT ACCATAAAGC ATTAACATAC GTGAATTAGC GTCAAAATCT 3 60 

TGAGCGTTTA ACACTATAGC AAT AAT AT AT ATTTGAAAAT TTAAACTGAA TTCCAAAGCA 42 0 

TTTTCATAAA ATGCACCGGC TCTAGAATTA TGATCAAATA GATTTTCTGT AC CAT C AAAT 48 0 

TTCAATGCTA TTATATTTGA GCTAGCAGCT GTGATTTTTG AAAGGT AC GG GTGATTGTAA 5 40 

GTATTTATGA TATCGCACTC AAAATTATTT TCAGTTGCAT ACGCCTTAAA CCCTTTGAAT 600 

ATTTGAGTTA AATGGTTTAA AACCATATCT AAAGTAAAAA TCATTCAAGT GTTACCTTAT 6 60 

AAGTAATCTC GGATAACATT TTGGCTGTAT CAACAAGTGG AATTGCTGCG GTGTTACTAC 72 0 

CCTTTTTAAA CTTACTTTTG ATTGTATTAG CCTTTAAGGC TGGAGAGACT TGTGCTGATA 78 0 

AT AG AT AAT T TCCATAGTAC CTTATAAAAG CTTGTCCAAT AGCCTCCATT CCCGATTTGG 8 40 

GGTCAAGATT AAACTTAGAA TTTATATAAC TAT TAT TG AT ATATTCTCTA AATTCAGAAC 90 0 

TACCAGCAAT TTTGGTTAAA TGTTTTCTTG CTGGTAAATT GCTACCCCCT TTTTCATGCA 9 6 0. 

TTCTAGCAAT CCCTGCACGA CCACCAAACC ACCCAATTTC CAATTCCATT TTAAACTCTA 102 0 
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GTTTGTCCAT ATAAACTCCT TTAAAACCAA AGTAAAATAT CCGATTGAAG AGTCAATACT 10 80 

AAATATTTCA AAGTAAATTA AATCCGAAAT TGATATGCGG TCTTTTAGTT CATAGTTAAG 1140 

GTCTTGATAT GTGTAAAGTT TGGAATATCC TTGAATATCA G AC AT AT C AG AGTCATAAAG 12 0 0 

CACTGCAAGT TCTTGTGGCC TTATGTCAAT AATAACTCCT GCAAATTCAG TGTACTTATT 12 60 

TTTATCAAAA ACTCTCTGAT AAGAAGAATC GTTTTCAAGT TTAACAACAG TGCCTTTATA 13 2 0 

AAACCTTAAA GGTTGAGGAT CCTTAAATAC GTTGATCATG c GGAAAG AC A TATCTGAAAG 13 8 0 

TCTTTTTCTA AC AC C ATTC A TTAGACAACC CCCACACAAG ATGGCGTTGA AGTTTCTCTT 1440 

TTTAGTTTTT CTAAAAAgCa TCAAGTTGTG AACAAAAATT CyTGkTTGAG CCACAACCCC 1500 

CCTCGsCGGC TTCTTCGGCT CCACTGGCTA CTAGGnTAAT AATCAAGTTC CA 15 5 2 



(2) INFORMATION FOR SEQ ID NO: 67: 

fi) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1484 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SE0UENCE DESCRIPTION: SEQ ID NO: 67: 
AGTCATTACC GGATTGTAGC TTACATATTC CGCTTTTCTA TCATAATAAT TGATAACTGG 60 

TCTTTTAGAA C AAC TAG TAT TATAAGTGCG TGTTATGAGT TCATTTTTTG GTTTTATAAA 12 0 
AAACAATTGA GGAAT AT AT C CAAAACCTTT TAGATCCATT CTAGGAAATA AC AC T AAAAA . 13 0 

ATTATCTGCT C C AAAAAG AG CAAATATTTG GGTTATTACA TCTCTTATTA TTCGAGTAAT 2 40 

TTCCCTGATT TCTTTCTTTT CAATATCATT AATTTTTTCC TTGATTTTTT TCTTTTCAAT 3 00 

ATCATGATTG TTAGTAATTT TATTATTAAT ATCTATTTTG TTAGCTGCAT TGTTAGCAAT 3 60 

TTTTTTGTTA CTTGTCATAA GTAATTACCT TTTACCAAAA TTATGGAGTG TTGTTAGCAT 42 0 

TGTCTTGATT CTCAGCCTGT TCTTGCAGTT TTTTTAAAGc TTCGCCGCCA TCTCCGCCGA 43 0 

ACATTGTAGG TAGAACCGAT TTTAATTTGG CAAAGAAATA ATTAAGATTA "AAAATACTTT 540 

. TAATGCCATT AATTATGGGA TTGATAATAT CTTTGGTAAA ATCAAAATTT TTAATTTTAG 600 

CGGTGATCCA GTTAATGATA TTAAGTAATG GGTCCAAAAC AGTAGTGGTC AAAT T TG AAA 6 60 

- GAGTTTGCTC AGCTGAGGCC AAATTACTTT GAATACTCTC AGCATTATTG ACTTTTTTTG 72 0 

TAAGGCCGAA AGATTTAAAA TCCTCGAACA TTTCCATCAT CTTGGTAATT- CTGGAATCTA "7 80 

GATCTACCTC AGCCCCGCCT TGCCAAGCCC TTTTGGCATC TTCTATATAT TTGTCTCCAA 8 40 



1051 

CACCTGACTT CTTTAATAGA TTAAAAAGCT CACTTCCATC ACCCCCAAGA ACACTATTAA 900 

CAGCCTTTAC TGCATCTTCG CTGCTCATAG C AC C AC T GG A TTTAAGCATA GCTGCAAATT 9 60 

CTAyGCGTTT TTCAAATTAG TTTCATTTAA CATATCTArG TCCCTTArAG TACCCTTAAA 102 0 

GrCACTTGCT TGATTTAAGA ATTCTTCTTT TTCTAGGTCG CGCTCAAATC CCTTCATTCC 10 3 0 

GCCAATAATC TTTAAAAGAC TCTCTTTCTC TTTTGGATCA CCATAAAACG CTTTATTGAG 114 0 

AAGTTGTGTT CTTTTTGTTT TGGTGTCTTC TTCAACCGAT TTTTTAGCAA AACCTAAAAG 1200 

GCCTCCTCCA ACTTTACTCA TAGCGTTGCT AATGATATTC CCTAGGGCAC TACCTATAGC 12 6 0 

AATTTTGGCA ACAAGTCCTT TTCCTTGAGA GGCCGCTAAC ATTTTACTTT TTGCTTTTGA 13 2 0 

TTCTTTTGCA AGTTCTTTAT ACTCAAGACG CCTTTTGTCT CTATCAGACA TTAAAGATCT 13 8 0 

TCTGAAAGCC TCTTTTCTAG CTTTCTCAAA CCCCATGCCC TGTTTTATAA GTTTTTTAGT 14 4 0 

TTGTGTAAGT CTATATTTCT CAACACGCTG GGTACCGAGC TCnA 1484 
(2) INFORMATION FOR SEQ ID NO : 68: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1452 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 68: 

CTGCTTATTA ATTCCAATAA 

GGGAAAATCG GTATTTTCAA 

TCTACCGACC ATTTTTGAGC 

TTTGTTAAAA TAATTCCCAA 

TTTAATAATT TTAAACTATC 

AAAAGG TATA AATATATATA 

GAAGAATTTA TGTTTTTTTT 

ACCCCTTGTT CTTCCAAGAG 

TCAATTAGAA GAACTTTATA 

CTTTTGCCAA CACCTCCTTT 

ATTTATTTAT AATTCCTCCA 

CCAATCTGTT TAACATGTCA 

TGATTAACCT AGCAAGACTT 



GTGCTTATAA GTGTTGTTTT TCTTAAAATT AGTTACCATT 6 0 

TTTTAATCTT TTTAGAGCAA ATTCTAATAA TTGCATGCTT 120 

AGTCATTGGA ATTATTATAT AATTACTTAC AACTAATACG 180 

ACTAGGACTA GTATCTATTA TTATGTAGTC GTATTTATGT 2 40 

TTTTAATCTT GTTTCTTTAA ACGGGATGTT ATCGTCATAA 3 00 

AC TGGGC AAT ATGTATAAAT TATTGTTTAA TCTAAAGGTG 3 60 

ATCTGCTAAT AC TT C GT AAA TGTTTTGTTT TGAAACATCT 420 

ATCTGAAAAA TAGCTAGTGG TTGATGCTTG TGGATCGGCG 480 

TTTTTTAGAC AAGAGTGTTG AAAAAATAAT AGCACTTGTG 5 40 

AATTGAGCAA ATGGCAACTA TTTTAGTGTT TTCTCTATCC 6 00 

TCAGGCAATT CTTTGCAATA AAATTCATAC ACTTTTTTTT 6 60 

ATAAATGTTT GAAAATATTT TTTATTAATT TTTTCTTTTT . 72 0 

CTTAAATAAC AAAAC AC AC T GCCTTTTTTA AATTTAAATT 7 80, 
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CTATATAATA TACTTTGGAA AATGTA7ATG A 7TTTAAAG Z GCCAZZGATT TTGTATTTTA 840 

TAACAATGTT TTTTATAGGT T7TC7G7ATC C AT AG AAAA7 1 TCCTAjTAAAT TTATCATTTT 90 0 

CTTTTGTAGA GAATAAATTA AGT C Z ZZZ T A A7TTTCC7CG ATTAAATAAT TTTCTAAAAA 960 

GAATTAAAAA TTTGTTTTTT TT AT A7C 7 GT TCATTTCAAA TTTGCATAGA TCGATTAGCA 102 0 

TTTTAGTGTG ATATATTGCT CTTTCG77GA GAATTTC ZZZ TTTGATGAAA ATTTCTGGCT 10 8 0 

TTCTACTTTT TTTTATTATT TCTTTTTTTT TGTTTTTAAG TTTTCCTAGT AC AC TTTTC A 114 0 

TTTCAAACTC TTAATTTATA TAGCTATTTT TATAAAJTA7C TTGTGATTCT ATTAGTTTGA 12 0 0 

TAATTTCATT ATAGTATTGA TTATTAAATA T7TTTTTG7A TTCAAGTTTA TTTTGTTTGT 12 6 0 

TTAAGTATTC TTTAATTTTC GACCTTAAAT TTGTTGTGTC GGTTTTTCTA TGTAATTGAT 13 20 

CTAAAAGTAT GTTATATATA TTGGTT7CTA T AT TGT C ZZZ ATGTTTTTGG GGTTCGGTTT 13 8 0 

T ATT AGT AT C GTCCTTTATC TTTTTTA7AA TTTGA.TCGAA ATCCGGGGAT CCTCTAGAGT 14 40 

CGACCTGCAG GC 1452 



(2) INFORMATION FOR SEQ K NC: 69: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 142 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNE3S : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 69: 

CCCAGCCGGA AGGGC C GAG C GCAGAAG7GG TCCTGCAACT TTATCCGCCT CCATCCAGTC 60 

TATTAATTGT TGCCGGGAAG CTAGAGTAAG TAGTTCGGCA GTTAATAGTT TGCGCAACGT 120 

TGTTGCCATT GCTACAGGCA TCGTGG7GTC ACGCTCGTCG TTTGGTATGG CTTCATTCAG 180 

CTCCGGTTCC CAACGATCAA. GGCGAGTTAC ATGATCCCCC ATGTTGTGCA AAAAAGCGGT 2 40 

TAGCTCTTCG GTCCTCCGAT CGTTGTCAGA AGTAAGTTGG CCGCAGTGTT ATCACTCATG 3 00 

GTTATGGCAG CACTGCATAA TTCTCTTACT GTCATGCCAJT CCGTAAGATG CTTTTCTGTG 3 60 

ACTGGTGAGT ACTCAACCAA G7CA.TTCTGA GAATAGTGTA. TGCGGCGACC GAGTTGCTCT 42 0 

TGCCCGGCGT CAATACGGGA T AA 7 AC C GC G CCACATAGCA GAACTTTAAA AGTGCTCATC 480 

ATTGGAAAAC GTTCTTCGGG GCGAAAA7TC TCAAGGA7CT TACCGCTGTT GAGATCCAGT 540 

TCGATGTAAC CCACTCGTGC ACCCAACTGA TCTTCAGCAT CTTTTACTTT- CACCAGCGTT > 60 0 

TCTGGGTGAG CAAAAACAGG AAGG-CAAAAT GCCGCAAAAA AGGGAATAAG GGCGAC ACGG . 6 6 0 
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. AAATGTTGAA TACTCATACT CTTCCTTTTT CAATATTATT GAAGCATTTA TCAGGGTTAT 720 

TGTCTCATGA GCGGATACAT ATTTGAATGT ATTTAGAAAA ATAAACAAAT AGGGGTTCCG 780 

CGCACATTTC CCCGAAAAGT GCCACCTGAC GTCTAAGAAA CCATTATTAT CATGACATTA 840 

ACCTATAAAA ATAGGCGTAT CACGAGGCCC TTTCGTCTCG CGCGTTTCGG TGATGACGGT 900 

GAAAACCTCT GACACATGCA GCTCCCGGAG AC GG TC AC AG CTTGTCTGTA AGCGGATGCC 9 60 

GGGAGCAGAC AAGCCCGTCA GGGCGCGTCA GCGGGTGTTG GCGGGTGTCG GGGCTGGCTT 102 0 

AACTATGCGG CATCAGAGCA GATTGTACTG AGAGTGCACC ATATGCGGTG T G AAAT AC C G 10 80 

CACAGATGCG TAAGGAGAAA ATACCGCATC AGGCGCCATT CGCCATTCAG GctGCGCAAC 114 0 

TGTTGGGAAG GGCGATCGGT GCGGGCCTCT TCGCTATTAC GCCAGCTGGC GAAAGGGGGA 12 0 0 

TGTGCTGCAA GGCGATTAAG TTGGGTAACG CCAGGGTTTT CCCAjGTCACG ACGTTGTAAA 12 60 

"ACGACGGCCA GTGCCAAGCT TGCATGCCTG CAGGTCGACT C T AG AGG AT C CCCaGAtGGG 13 2 0 

GTTATTATTG TTACTGTTAA TGACTATCTT GCAGAACGTG ATTCCAATTG GATGAAAGCC 13 8 0 

GGTTTTTGAA TCTTGTGGGG TGTTAGCGTn GGGGTTGTTC TAATCn 142 6 



(2) INFORMATION FOR SEQ ID MO: 70: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 142 5 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 70: 
TTTTGGTTGn AATTGCCACn ATAAAAGGGA TTCTTTTTTG GGTTTTATGG GCGGTATTCT ^ 60 

TC ATT A t AAA nTTmnTC t AT ACAGCAAATA TGGAAAGACT TGAGAGTGCA TTAACCCCAG 12 0 

CAATAAATGC GGCACTCGCT CCATTAAATG AAAAAATCAA TCAATGCATT GACTTAGTTA 18 0 

ATTCTGATGA AAAAAATCTC AAAATATCTA ATGATCTGAA ATTCAATCAG GAAGGAAAAC 240 

CTATCTATAA GGAAAGAAyA AATAATGCAA AATAAC AC T A TTGGTTTAGG ACTTAATTTA 300 

CTATCCAGCT TAACTAACAT AGCTAAAACT GATACAAACA TAGATCATAA TTACATTAAT 3 60 

ACTTTTAGTA AAGTAATAGA TTTTTTCTAC AAAAC AT AT A TAAGCACACT AAAATCTATG 42 0 

GAAACAGCTG AGTCAACTAA AATATTTGAA GAAATACAAG ACATTTTAAA ATACAACATT 4 80 

GAGATAATAG AGGCTATCTC T AC TG AT AAA AGCAAAAGAA TTATCACTTC ACTTAAAGCA 540 

AC AC GT AAC A AAATCATGAA AG AAT AT AT C AAAAT AC TT A AAAGAGGTGA AAATGCTTAA 60 0 

AAGATTGcAT TGTCTACTAA TTGCTTTGCT GCTATGTTGC AC C AC T AT TG CTAACCTACC 6 60 
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AGAAGAGCCA AAACCGCCAA TTATTCAAAC ACTAAAATGT TTAGCTAAAT AT G AAAC AC A 72 0 

ACTTTCAGAG TATGTTATGT ACCTTGTAAC ATTTTTAGCT AAAACAAAA.G TCAAAGTTAA 780 

TGACCCAAAT TATCCAGAAT ATCCTTATCC AGACTTATCA AC AC T AAAAG ACGAACACTC 8 40 

CATAACTGCA GTAAAACACA ATATCAACAT ATATTTAGAG TACATTAAAA AAACAAAACC 900 

AATAGCGGAA AAAGT C TATA ATAAATATTC CCAATTAAAA ATGTAAATTA CAAAAAGGTT 960 

TTTCTTGCAA GAAATTCTAC TTTATAATTA AATTGGC TTT TACAACAGAA G AAAAT C TAG 10 2 0 

ATATTAAATT TACTTTAATC TAATATCTAG ATTTTAACAT TTTCAACATG AATATTTACT 108 0 

AATTAATTAG TGCCcTCTTC GAGGAACTTT ATTACTTTGT CTATCTGTTC TACAGCGTTT 114 0 

T TAG AC AT T T TATCCCCATT ACCAGAAGTA TTGCTTcCAA GAAGTGGTAC AGTTACTCCA 12 0 0 

ACTAATTTTG CTTCTGACCA TATTTTTCTT TTTGAAATAT CCTGATCCTT GTCAGTAATG 12 6 0 

TTTTCAATGG TATTTTTAGC TGCTTTTAAC GCTGCTAATT TGGCCGCTAA TTTATCCTGA 13 2 0 

AAGGAATTTT GCAAATTTAA TAGTTTTTCT TTAAGCTCTG CATTGCCTAT ATCTTTTAAA 13 3 0 

TTTTCTTTTA ATTCATTTAT TTTGTCTTTA TAATCTTTAA ATTTG 142 5 



(2) INFORMATION FOR SEQ ID NO : 71: 

{ i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 1423 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 71: 

CAGGTCGACT CTAGAGGATC C C C T AAAAT A ATTAACCCTG TCAATAAAGC GAGAGTGGAC 60 

ATTGATTGGA TGATCTATTA CAGAAACCCC ATTAATATAC ACCTTTTTAA ATACAATCTC 12 0 

TGTGTTATTT ATAACTTGTA TATTAAAACC TAAATCCATG TATCCGTCGT GATCATACCT 130 

C AAAGT AAAA GATCCAAATT TGGTTTTTAA TTTAAGAATT AAACCGAAAT CATATCTATT 2 40 

ACTATCATTT AAAAT AACAA CTTCTTCAGA TATTTCACTA GGAAAAATAA ACCTGCTGGG 3 00 

AAT T AAT AAA AAAGAAATTA ACAATATTAT TACTTTCATA CCTTTTATTA TTATACTATT 3 60 

C T AAAG AAG A AATAAATAGA ATAAAAAATT TTAATTTCTC TTTTTTAAAA CTATTATTTC 42 0 

TAGGTCAAAG ATTATAGAAT AGAAATAGTT TATTGCTTTA T C T AAT GAT A GCAGCTTATA .48 0 

GGATCTTTTT TAAGATCGGT CTATCATCAA GAATATAAAT CACAAAAGCT- TTTTAAAAGC 5 40 

TATCTAAATT CTTTATTCAA GGCAATAATT TATGTAAAAA TAATTAAAAA AACCTCCATT 60 0 
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TTTGAGCAAA CATTTATACG AATTGATTTG GAAAGTCAAA TGCACAATTC TAACACTGAT 660 

TGATAAAAAT ACTTTTTAAG TTTTTTATAT TCAAAATATA AAAAAC TT AT T T AT AAAAG A 72 0 

TTTTTCAATA TCGATTTTTT TGTGATTTTA TTATTATTGG T AT AAAAT C A CATAGGGCCT 78 0 

AACCATAAAT ACTCTTAAAG CAAGAATACT TATCTTAAGC CCTA.TAAATA GACATCGACC 840 

AAAGTTAAGG ATGC TT AT AG TTAATAGCAC CACTTACCAA GAT TAT AC G C TATTATAGTG 900 

TTAAAATCAA TACATTATTC TCAAATAATA TACATATTTA TTTATAAATT ATCTTTTAAA 9 60 

AAATTT AC TT CACTTTATTG ATTATTTTTC TAACACTTTC TGATTAAAGT CAATATTTTA 102 0 

CAAAGTATTT AAATTCGGGT ATTTGATAAA AATAGTGAAT TTAAATACTT TATTTTCCAA 10 3 0 

AAACTATAAT TTTATATTCT GCACACAAAA TTATCTATAT TAAATTTTTA ATTATATTTT 114 0 

TTACACTCCT TATATTCTTT CATAATTTCA TTAAGCAATT CTTCTTTATC TTTAAGTAAT 12 0 0 

TTTTCTAGCA AAAAAC T AGT AAATCTTGCT TTTGATTTGT AATATATGTA TGCATCTTCT 12 60 

GTTTTAAGCT GAAATCTTAA TGGCCTGATA AAATTTCGA.T TGGATTTTTT AACTTTCCCC 13 2 0 

CCTTCTTTAT CCTTTAAAAA AAATAAAGAA TTCTGTATAC CGTTTTCGAT TATGTATTTT 13 80 

TCCTGAACTA ACCCTTCTTC TATTGCATTT GCCATTCTTA AAT 142 3 
(2) INFORMATION FOR SEQ ID NO: 72: ■ 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1405 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 72: 

TATTTATnAA TATTGAGAAT AT T AT C T AAT AAAAT ATTAA AGATGTAAAA ATT AG TT AC A 6 0 

AAAAATTGCT GTAGTGACAT AAATAATAAA ATTGAACTGC TAGAATTTTA TACAAAAAAT 12 0 

AACAAAAACT TTATAAAGTT GATAATTATA AAAAATTTTA AGATTTTCTT GAAAAGTT T A 18 0 

T C AT AT AT AT AAAAAAAGAC AAGCACCATT ATTAATGTTT ATTAGTATAA AACCCCAAAA 240 

TAATACAAAT TTAATCCCAA CAATATAGAT AGGATCTTAT TTTTTAGATA AAGTTTTTTA 3 00 

AAACTTTAAA AAATATATTA AAATTT AT AA AATATAAAAA GCCTATAATA CCGCACTTTT 3 60 

ATTATCAAAA ATTGCTTATT TAATCTCATA AAAGCATCTT ATTGTTCTAT CAAGCTTATG 42 0 

TATTCTCTAT TATAAGAGCA CAATTAATTA TACCAATTGG GGAGAATATT TTTATGAAAA 480 

ACAAAATGAT TTTCTGTATC TGTGTTTTTT TACTTTTAAG CTGCTGTGCT GCAACCATGA 540 

CACTGAAACA AAAATTGTTG ATAAAACAAA AACCTAATAT ATTAATGAGA TAAAAATTTA 600 
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ATAGCAGCAA GTAAAGAAAT CAT C GAG AAA CGAACACTGC AACAAACTGA GCCAACAGAT 6 60 

CAAGAACCTG TAGATAATAA AAACTGGGAG GAAGTTTTTG ATATAAATAA AAAAACTTAT 720 

GACTTTATAA ATAGTTTTTT AACAAATGCT GAGTTCAATA TATTTGCAAC AATATTAAAT 7 80 

AAACCAAAAC AATCACCAAG CAAGATGTTA AATAACATAG CAATTTTAGA GCTTAATCTG 840 

GAAGAGACAA TTAATTACTT AGACTCAAAA AAAGATGTCT TAGATAAGGT AAACACCTTA 9 00 

GATTTGGAAA AGATCAAAAA CTCTCTTGAA TAATTACTCT C T AT AAGGAA TTTTTTTCAA 9 60 

TAAGCATAAG AAAAACTTTA TTAGATCATC AAAATAATAC CGGTTCTATA AAAAAGGATT 102 0 

ATTCTAAATT AGATTCTTAT CTTAATACAA TACTTAATCA GTTTAATGAA AAAATTAAAG 10 8 0 

AGGTTGGAAA TTTGAAAAAA ATTATATTAT CAATAACTGT TTCAGCATTA TAAATTAAAA 1140 

TTTATTAATG CAGGGGCTTA AAGTAAATTA AACCTTTAGA TATAAGGGGC TAATAAACTT 12 0 0 

TTTTATTAGC CCCTGTTAAC ATTCCTTTAA TCAAAAATAT TGAATTTTAA T T AC AAAAAC 12 60 

. AAAAAAACAA TTAGATTGTG AAAACAATAA AGATCTTATA TAAACAGATA TCAATGAGCT 13 2 0 

TAAATCCTAT GTAAGTAAAC TTGCCGATGA TTTAAACAAC TATCTGCAGA AGCAAGAAAT 13 80 

CTGCATTTAT AGTGTCAACA TAT AG 140 5 



(2) INFORMATION FOR SEQ ID NO: 73: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 1398 base pairs 

(B) TYPE:, nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 73: 

CnTCAACTTC AGCTCTGTAG TACTATCTGC ACTAAAACTA AGCTTGACTC CACGC TTGTA 60 

TGGATACCCT TTAGCAGGAT AATTTTCTAT TTwATCTTTA CTACTAGTAA AAACTCCATC 120 

CGAATTGGAG TAAATTAGAT TTTTATCTCT AAAATC TAC A GAATTACTAA GCAAACCAGC 18 0 

ATCTTGCTGA GGATTTTTCA TTAATGCTTT AATTTCTGCA ACTTTTTTAT CAAAATCTTC 240 
TTTTATTTTT GT AAT AC CAT CGCTCATTAA AAACTCCTTT AAGCAATACT TGTTCTTTTA , 3 00 

TGTCTTTTTA GATTCTCATA AAATTGAGCT CGTCTTTGCT TGTAAGTATT ACTTATCGCT 3 60 

TGTACAAACT CCGTGAAATT AATGGGCACA AAATTAGAAT CAAGCAAACT TGCTCTCTCT 42 0 
TCTGATTTAA CAACAATATT GCCTCTGACA GAGTCAACAG AAGAAGAATT ■ GCTACTCCCA * 43 0 

GTTTTTCTTA AT T T AAT AT T CACTTTTGCT AAAGAAACAA GTTGTTCTAG TATCTCTCCA 5 40 



TCGATATGAC TTATATCTGA 
TTACGAACAA GCTCTCTACG 
AGTAACACTT CCTTGTTAAA 
TTAATTCGCT CAGCCTCTAG 
GCAAGTTCTT TTGTTATTCG 
ACATTGTCTG TTTGCTCTTT 
TTAGTATCAG CCTTATTTTG 
TTTTTCTCAG TCATCTTTTA 
CGCTAGCTCC TCATTATCAA 
CTCAATTAGC TTTATATCTC 
AAACTcATAT CAAGCCCGAA 
CTTGcACACC CTTTAAAAAA 
GCCCTTTAGC CTGTTCGTTA 
TtGCCTtAAT TAATGCTAAA 
AACTAGCACT AGGGGTGG 
(2) INFORMATION FOR SEQ ID NO: 74: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 80 base pairs 

(B) TYPE: nucleic acid 

{ C ) STRANDEDNESS : double 
(D) TOPOLOGY : ~ linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 74: 

ATAATAGGCC CAATAAAGAA TATTTTGAAC ATGAATAATT ATTTAATTAC CAATATAAAG 60 

CTAAATACAA AATAAATTCA ATATATCTTT AAATTCTAGA AAATTTTTAA TCTAAAAAAA 12 0 

TCATTATTAT AGTGCCCAAA ACAAAATAAA ACTTAAACTG GGAAAATTAG TGTTACATAA 180 

AATGAATAGG GCTTAAGACA AATTCTTTAT AAAAAACTTG CTTTAAGCCC TATTTCACGA 2 40 

TCATATTGTG ATTCGAATCC GCGTCGAACT ATTTATAGTA TAACAAAAAT TAAATCATAG 3 00 

TCAAGTTGTA TTTTAAATAA ATTTTAATCT TAATTACTAA AACTTTACAA TATAACTAAA 3 60 

ATTGCTATAA GAGTATTTAC TTTTATAGCA ATTTTAGTTA TATTGTAAAG TGATC AATTG 420 

TGAGGAGAAA CTTTTATGAA TTCAAAAACA ACAAATAAAA CCACTAGAAA TTGCTATAAT 4 80. 

AAAGTTCAAC ACAAATTAAT AGTTCTTATT TCAACAATAT GCTATCTAAA CAAAACACAT 5 40 
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CGCTTTAGCA ATAGCTTTAA TTTGCTCAAT TGGAACAAAC 600 

TTGTGCCTGC ATAATGTCTT TTAGGGTGTA TCCTTTTGCA 660 

ATGGTTGCTA AGATGCGCTT TTACAAGTGT ATCAATTTCA 72 0 

TAACAATTGC TTTTCAACAC GCTCTCGATC TTCAACTTCT 73 0 

CTCATTTATA CTCATCACGC CTTACCTCTT TAGGGGGTTT 840 

AAAGCGCATG TACTCTTCAA ATTCCTGCGC ACTTATAACT 90 0 

CTGCTCTTCT TTATCTTGTG CTTGCAGGTC TTCTTTTTCT 9 60 

ACTCCTTTTC TCAAAATGAG AATAATTTCT CTTTTAAAAT 102 0 

AGGmGC T AC T TTGTATAAGC TGGTTATATT TACTGTAAAG 10 3 0 

TTTCCACTTT TTGCTCTTCA CTTAACATAA TCAGAGAATT 1140 

ATACTTgTAA GTTTCAAGTT ACAAGCGTTC TCAACTTGTT "12 0 0 

TCGTAATAAT TACTCCTATC CCCTTTACCA TCATTTCCTA 12 60 

AAACTTCTGG TTAAGGGCTC TTtAGTATCT GCACCAATTT 132 0 

GCCTCCTTTA AGTAACTAAG GTC GTATTT A ATAACCTCTA 13 30 

1398 
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AAGAAATATA C AC AAAAAAC CATACTCTAT TATTTTAATA AAAATCTAAG AAAAAACGGT 600 

CAACCTATTT CTACACTAAG AACTATGCAA AAGTATATTT AT AG AC T AC A AAAAGAAATA 6 60 

AAAGTCACAA AAAACTACTA ACTATTTCTG ATAACAATAT CGATATCCAA ACCATGTAAT 72 0 

AGAAATCCCA AACACATAGA GCCAGCCCCC CAAAATACAA GGAATTAAAA TCAAGCAACA 780 

C AT AAAC CAT TTCAATAACT TCTAAGTATA AAATGC C AAA GCATAAATTT TGCTATTGCT 840 

TAAACTATTT TCGAGTATAC ATCTGTATTA AATTTAAGCT TGTTTTTTCT AT C AAT G AAA 9 00 

TCATCTTTTG CATCCTTGTC AAATACAATT TCACTTTAAT TTTAATAAAA AATAAAATAT 96 0 

TTGGACTCAC CAATAGGCTT CAGTGCCCGC ATTAAACCTA AATGTTTAAT TAAAAATTTT 10 2 0 

TGGATTGTTA TTCCCAATGC TTTTTCTATC TTGAAAGAAC TTTAAAAGTG CTTTCAAGAT 10 80 

AGTTTCTTTT TGCACGTTAC TTGAATTTAC ATTCAAATAA TAGGGCAAGT TGCTTTATAT 1140 

ATACTCTTTA TTTTTTTTGA TTTTTGTATT TAAGTGTTGA TATTATTAGT AATATTTTAA 12 00 

ACTTTACTCT TAACTAAAAG CTTGTTTTAT TGTTAAAAAT AAAACACAAA CAATACCCTA 12 60 

TAAATAGTTT AATATTGCAA TATTATTTAA AC T AT AAAAA TATGTAAATA ATAATTTATA 13 2 0 

AAT T AAT AAA AAAC AT AT AA GGGAGCTTTC TTAATGAAAA TCAAAAATAT AGCAACATAT 13 8 0 



(2) INFORMATION FOR SEQ ID NO: 75: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 132 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 75: 

TriAGAGC AnG GATCCAGGAG AAGTTAAAGA TCCTATAATG TATAAATGGT TTTCGCCTGA 6 0 

TCAAATTGAA, GATGTTGATC TTCAGATGGG CTACCAAAGA AC TGT AAAGT GGGATGCGTT 12 0 

TTTAAATGCT AATCCTACAA CGATTGCTAA TGAGGTTAAT ACTATTTCAA CTATTGGATT 18 0 

TAGTTCTGAA GTGGTAAGAC TTAATTACTT AAAATTACAG TACAAATTTA GGCACTTAAA 2 40 

GCAGGCGTCT GAAAAATTTT ACACTTCAGA CTCATATCTT GGTGACATTA ATAACAATTT 3 00 

ACTTCCTTTC TCTCAAGCCT ATAAGCTTGC AAGTAGCGAG ATTATTAAAC TTATTAATCA 3 60 

CTTTGTACTA ACAGGCACTG TTTCAATTCA AAAAGATGGA AAAAAT C AAA AACGTCTACT 420 

TCCCAAJTATG TATGGACTTC TTAATATGCC ACATCAAGTA AAAG AAGAAG - TTGCTAGTGG 480 

TGATAAAGAT AAAAT G GAT A AAATATTTGA AAAAATTGAG GCGGG AC TTT CAAAGTTAGA 540 
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G C T AGG AG AC GAATTTTCTA CACCTATGAT GGTAATAGTT GACCCTACAA CTTCGCTCAA 600 

ACTCGTAAAG CCATACGCAG CAGCACAGGG TGCAGCAAGT AGCTGCGAAA AATGGGAGGA 6 60 

TGTTTTGATT CAAACTATCA AGGCTATTAA TAATAGAGAA GATGTCTACA TTGAAACTTC 72 0 

AAACTTGCTA AAACATCAAA TACTTATTTA CCCATTAAAC CCAGAGCTTA TTAAGTTTAA 7 80 

ACCTAGCAaG TATATGTTAC CTACACCAAA TGaACAAGTG GATAAAGATT CAACTGATAT 8 40 

TGcTCATTCA TACATTGATT TTGTTTTAGG AGGGTTACTT GCTACTAGAA AAACTATTTT 900 

GCAAGTACAT ATCAAACAAA GTTAAAAGTA TAAGGTAAGT GAAAATGAGT GAACAAGAAA 96 0 

ACTTACAAAC ACAAGTTGAG GCTGAAGAAG AACTTTTGGT AACAAAACTT TATTCTGAAG 102 0 

TGTTATTGTT ACTAGGAATA GACAAACTTG CATTAAGCAG ACAAAATTTT CTACTTCATT 10 3 0 

TATCTTTACT TCAAGCTATT C TAGTAAC AC GTGGTATTGA TGCTAGTTCA CTTACATATG 114 0 

AACAAATATT TTTACTTACC TTTTACCATA TGGGTTGTCA ATTAAGAAAA CAGGGAGTTG 12 0 0 

TTCGAGAATT TGAATTTGAT AGGATCAAAA AAGAGAAATT CAATGAACTT GAACTTGATT 126 0 

ATtATCCTAG TAGCAGTGGA GGCGAAGAAG GTGGCGAGGG GGGTTGTGGC TCAAACAAGA 13 2 0 

ATTTTT 13 2 6 



(2) INFORMATION FOR SEQ ID NO : 76: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1309 basa pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 76: 

GGGCTGCTAG ATTAATTGCA GGTAGCAGTT GCTTGATCTG CAAAATTATC TATATTGCCG 60 

CCGCTAAAAA ACCCTTGAAC GGTAGTTTTG AAGGTGTTTT TTCCTTCATC ATTTCCATTA 12 0 

CATTTATCAA GTTCAGTCTT T AT AT GT T C A AGTGCTGATT TAATTTTGCC TTCATCATTT 18 0 

TCTAAGAATT TATCAAATTT TCCAACACCA GTTAAAGCGG TTTTTAACCA GTCAAGTTGT 2 40 

GTTTTTTGAT CATCAGATAG CTTTTCTCTA AGCAGGTCTT CTTTAGATTT AGATTTAGGT 3 00 

TTTTCTTGTG TTGCTTCTTT TTGGGTTAAA TCACGCTTTT GTCTGCTTTT TGTCTGCTTG 3 60 

GTATTTGTAT CATTAGAATT ACAGCCGTTT AGCATTAGTA AAAAC AAAC A AAATAATATG 42 0 

TTGATAATTT TCATTGTTAC TCCTTTTTTT ATTATTAATA TTCACTTAAC TAAGTATTAA 48 0 

TACTAAATAT GGGATAAACA ATTATTAT-TT G AAT TGAT AT GTTTTAAGTG AGGTAGTAGC 5 40 

TAT T TAG AAA TGAAAGCAAA TATTAGCCCG GCTATCATTG TGAT AG AC AT TGCTCCCATG , 600 
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ATTCCTAATA CCCATTTAAG CATTTCTGAA AGAGACATTA AATTCTTTTC AACATTGTCT 660 

ATTTTAGTGT TTAAATTCTT TTCTACAGTA TCTATTTTGG CATTTAAATT CTTTTCCACA 72 0 

TTGTCAATCT TAGTATTAAG TTCGCTTTTA ATAGCATCAA TCTTAACATG TAAATTCTTC 78 0 

TCTACGGCAT CAATCTTGAT GTCTAAATTA GATATAyCCT TTTGTAAATt CTTTTCTACA 34 0 

GTATCTATCT TAGTATCTAA ACTATCTATT TTTAGATTTA AATTCTTTTC CACATTGTCA 9 00 

ATCTTAGTAT TAAGTTCGCT TTTGACACTA T C T AT TT T AG AAATAAGATT ATCAAATTTT 9 60 

ATATC a AATT GTTTTTCTAA ATTTTCTAAA TCTCTATATG TTAGCTCATT GTGATAATAT 102 0 

C TT T TAG A T A AATCTTGTGC TATTAGTTGT TCCATGCCCA GCCTAATAAA TTCTTTATAT 10 8 0 

ATTTGTTCTT GAGTTACACT TGCAATATTT GTTGACACTG TTTCCATAAA ATTTTCCCTT 114 0 

ATGGTCATAT TAT AC AC TAT TTTAGATTGA TTGGCTTTAG AGATTTTTAT ATGTAAAGGA 12 0 0 

GAATTTC TTG CAAGAAAAAC CTTTTTGTAA TTTACATTTT TAACTGGGAA TATTTATTAT 12 5 0 

AGACTTTTTC CGCTATTGGT TTTGTTTTTT TAATGTACTC TAAATACTG 13 0 9 



(2) INFORMATION FOR SEQ ID NO : 77: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1300 base pairs 

(B) TYPE: nucleic- acid- 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 77: 

TAT CT ATATC ACCATTTTTA AAGAATTCTG TAACCACAGT TTTGAAAGTG GTTTTTTGTT 60 

GTTCTGCTTG ATCACCATTA CAACTATCAA GTTGAGTTTT TATATGATCA AGTGCTGATT 12 0 

TT AT T T T AT C AT CAT C ATT T TCTAAGAATT TGTCAAATTC TCCAGCACCA GTTAAAGCGG 18 0 

GTTTTAACCA GTCAAGATGT GTTTTTTGAT CGTCAGATAG CTTTTCTCTA AGTAGTTCTT 2 40 

CTTTAGATTT TGGTTTTTCT TGTGTTGTTT CTTTTTGGGT TAAATCACGC TTTCCCCGTC 3 00 

TTTTTGTTTG TTGGGCATTG TTTTTTAAAG TGTCATTATC ATTAGAATTA CAGCCGTTTA 3 60 

GCATTAGTAA AAATAAACAA AATAATATGT TGATGATTTT .CATTGTTACT CCTTTTTTTA 42 0 

TTATTAATAT TCACTTAACT AAGTATTAAT ACTAAATATT GGATAAACAA TTATtATTtG 48 0 

- AATTGATATT CTTTAAGTGA GGTAGTAGCT ATTTAGAAAw rAAAGCAAAT ATTAGCCCGG 5 40 

CTATCATTGT GATAGACATT GCCCCCATAA TTCCCAATAC CCATTTAAGC- ATTTCTGAAA 600 

GAGACATTAA ATTCTTTTCA ACATTGTCTA TTTTGGCATT TAAATTCTTT TC T AC AG TAT 6 60 
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CTATTTTGGC ATTTAAATTC TTCTCTACAT TATCAATCTT AGTATCTAAA TTAGATATAT 72 0 

CTTTTTGTAA ATTCTTCTCT ACATTATCAA TCTTAGTATC TAAATTAGAT AT ATC TTTTT 780 

GTAAATTCTT CTCTACATTA TCAATCTTAG TATCTAAATT AG AT AT ATC T TTTTGTAAAT 8 40 

TCTTTTCTAC ATT ATC T ATC TTGGTATTAA GTTCACTTTT AACAGCATCA ATC TTAACAT 9 00 

TTAAATTCTT TTCTACAGTA TCTATTTTAG AAACAAGATT ATCAAATTTT ATATCAAATT 9 60 

GTTTTTCTAA ATTTTCTAAA TCTCTATATG TTAGTTCATT GTGATAATAT CTTTTAgATA 10 2 0 

AATCTTGTGC TATTAATTGT TCCATGCCCA GTCTAATAAA T T C T T TAT AT ATTTGTTCTT 10 8 0 

GAGTTACACT TGCAATATTT GTTGAC AC TG TTTCCATAAA ATTTTCCCTT ATGGTCATAT 114 0 

TATATACTAT TTTAGATTAA TTGGCTT t AG AGATTTTTAT ATGTAAAGTA rAATTTCTTG 12 0 0 

CAAGAAAAAc CTTTTTGTAA TTTACATTTT TAACTTCAGA TATCAGTTTT AAATTTTTTA 12 60 

CTGTAgATTT TTTACAAAAA CAGTATTGCA AAAACTCTnA 13 0 0 



(2) INFORMATION FOR SEQ ID NO: 78: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1295 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 78: 

GAATTAATAA GCAGAGATGA TAATTTTTTA GGCGTTATTC ATGAACGTGA AGACTTGAAC 60 

AAAAGG AT AG C AG AAAAC G A TACTTtCGAT TTAAATAAAG ATTaTATAAA AGi^AT AT G a A 12 0 

ATTACACTTG aAAAATTTTT TCAGTTGTCA AAAAAATTTT TAATTTCATA ATATATAGGG ISO 

. AAATGAAATG AGTGTAAAAT T AAAAC AT AT GAATATAAAA AT AAAAG AT c GTATTAATAC 2 40 

TGGcAAAAAT CAAAAGCAAA TTGaAATTAA TTGTGATGAA GaTAAAATGG AACGATTTCT 3 00 

ATTTTTAAAA GAAAGGCTAA TAATCAACTT CCAAAAAGAA ATTCACAATA AAATAGAAAC 3 60 

AATGAAGATC TTAAAAGAGA TTAAAGATAA AGAATATTAT AAATT AG AT G GCTATCAAAA 420 

CTTTGAAATG TTTACTAGGA ATTACAAAAT AGC AAAAAGC CAGGCTTATG AATATTTAAG 48 0 

AATrGCAAAT GCAATAGAAG AAGGryTAGy TyrGGArAAA krCATAATCG AAAAC GGT AT 540 

AyAGAATTCT TTATTTTTTT TAAAGGATAA AGAAGGGGrG AAgTTAAAAA ATCCAATCGA 600 

AATTTTATCA GGCCATTAAG ATTTCAGCTT AAAACAGAAG ATGCATACAT AT AT T AC AAA 660 

TCAAAAkCAA GATTTACTAG TTTTTTGCTA G AAAAAT T AC TTAAAGATAA AGAAGAATTG 72 0 

CTTAATGAAA TTATGAAAGA ATATAAGGAG TGTAAAAAAT ATAATTAAAA ATTTAGTATA 780 
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GATAATTTTG TGTTAAGAAT ATTAACCTAT GTGATTTATC AAATATATTA TTTAGATAAG 



840 



GTATTTGATA AAAAACAGGG AATTTCTTTG TTTATAAAGT AGTTATTTAA AT C AT AAAAT 



900 



GTCAAAAAAA TCGGGGTAGT AAAGTAAAAA GTAAAAGATG ATTTACAAAT AAATATGCAT 



960 



AT T ATT TG AG AATAATGTAT TGATTTTAAC ACCAACAAAA TTCATTTTCC AAATGATATA 



1020 



AAAGTTTTTA TAAATGAGCT TATAGGGTCG TTTTC AAAAT TAGGCTATTA TAAAGAGGCA 



1080 



AAAGAAACTT TGCAAAATAT TT T T TG TATA TTAGATAGTA ATTAAAAATG ATTTAGTCTA 



1140 



CTCAATAATT TATATGAGAT AATAAAGTAT ATTAAGGATA TGTGCTTTAT TAATAAAAAT 



1200 



AAAAATAAAA ATAAAAATAA AAATAATTAT ATCTTAATAA AAAAATTGGA AATACCGCAA 
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TTATTGATAA TTTATCGAAT T TAG AT AC T A ATATA 



1295 



(2) INFORMATION FOR SSQ ID NO : 79: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1284 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 79: 
TATCnTTTTT CCTCAAAAGT TTAATTGGAA AATAAAAAGT TATnCTCTGG TGATATTAAT _ 60 

AATTTTATTA TTGGGAATTC ACAACGCTCA GTTGAAGTTA ATGTTTTGGG ACAATTTGAA 12 0 

AAGCTATGTA AACTTCTTAA AATTCCTTAT ATCCCAAGAC ATACAAATAA yTC AT ATATA 180 

TTAATTGATT CACT tCGTAT TAATCTATAT GGAGGAGATA AGGCAAGTGA TTTTGAAAGA 2 40 

TTTAGAGGCA GTAATTCGGC ACTTATTTTT GTTAATGAGG CTACTACTTT ACACAAGCAA 3 00 

ACTTTAGAGG AGGTCTTAAA AAGACTTAGG TGCGGACAAG AAACTATTAT TTTTGATACT 3 60 

AATC CTGATC ATCCAGAACA CTATTTTAAA ACCGATTATA TTGATAATAT AGCGACATTT 42 0 

AAGACATATA ATTTTACAAC TTATGATAAT GTGCTACTTA GTAAAGGATT TATCGAAACA 480 

CAAGAAAAAC TCTATAAAGA T AT AC CAT C A TATAAaGCAA GAGTTTTGCT AGGTGAGTGG 5 40 

ATAGCAAGCA CCGATTCAAT TTTTACACAA ATAAATATTA CTAATGATTA TGTATTTACT 600 

AGCCCGATAG CATATTTAGA CCCAGCATTT AGTGTTGGmG GGGATAACAC TGCATTATGT 6 60 

GTTATGGAGC GrGTTGATGA TAAGTATTAT GCTTTTGTAT TTCAAGACCA ACGACCAGCC 72 0 

AATGACCCGT ATATTATGAA TATGGTTAAG ACCGTTTTAG AAAAT TTTAA- TGTACATACA 780 

yTTTATTTAG AAGATAGAGA CAATACAAAA GGTGCTGGTG GATTGACyCG yGAATACATs 840 
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TTGCTAAGAA ATAATATGGG TCAATATTTT AGAATTGTTC CAGTTAAGCC AAAGTCTAAT ~ 90 0 

AAATTTAGCA GAATAACArC GTTAATTACG CCGTTTAyTT ATAAGAAACT kTAC ATTAC r 9 60 

AAGTACAGCA GTTCTTCTGT ATTTAATGAT ATTTATTCGT ATAAAGGAGA TAACAAAACC 102 0 

' CATGATGATG CTC TTGATGC AATATCTGCA GCATATTTGA TGTTGTCTTT AGGGTATAGA 10 3 0 

G AG AGAAGTG TTCACTTTGG CAATCAAAGA TTTTTGTAAA TTTTATTGAC AAAAATAATA 1140 

- GTTTTTGCTA TCATACATCT AATTTAATAA AG AG AAAT AA AAGGTGTGTG AT T T AAG AAA 12 0 0 

AACAAAATTA ATAGATAAGA TAAGTTCACT AGAACTATAT AAAT AC TC AA TATTTTTTAG 12 6 0 

GAATTATATA GAAAATGTAG CAGA 12 3 4 



(2) INFORMATION FOR SEQ ID NO : 80: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1271 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 80: 

GCTTGAAAAA TTTCTTTCGG GGCGCTTAAT GGAAGAATCA TTTCTTATTA GAATGTGGTT 60 

AACTATTTTA AATTTTTTTC AGAAAGAATA AAAGCAAAGA AGAATATATA TAAAGCTTAT 12 0 

GTTATAAAAA ACCTGGAAAA TCAAATTAAT GAAATGTTGT AAAAATCCAG TAATAGATTT 18 0 

TAAGAAGAGA ATGTTTGCAT GTTGGTTTTG TGGAAATGTT TTTTAGTGTT - TGCCGATATT 2 40 

CAATGGAATT GAAAGAATTT TTTAGGAAAT TAGAAAAAGG TGGTATTGTT GTTGAGCAAA 3 00 

CTATTTTAGA AATTATTCAA AGCAAAGTTC TTAACTCTAA GAACAATTTG GAAGAATTTT 3 60 

TTAGATGAAG GTGAATATGA GCTTTTTTTA AAAAAAGAAA AAACCCAAAA CGAATTTAGA 42 0 

AGAATCTCTT AAGGGTCAAG ATAAATGAAT ATATTAATTC TATTCCATCT AGTACTTACA 480 

AAATCGTCTC GGATATGTTT GAGTTTTATT ATGTTTTTAA TAGTTTGGCG TTTTTCCCTT 540 

ACAAATCTTT TTTTTCATTT TTTAATGTAG ACCTTTTAGA TAGTGCTGAG AATATTAGCA , 60 0 

TTGTTGACTT TGAAGGTTGG ATTTGGGGGG AATCCTCTAG AAGTCGACCT GCAGGCATGC 6 60 

AAGCTTGGCA CTGGCCGTCG TTTTACAACG TCGTGACTGG GAAAACCCTG GGCGTTACCC 72 0 

AACTTAATCG CCTTGCAGCA CATCCCCCTT TCGCCAGCTG GCGTAATAGC GAAGAGGCCC 780 

GCACCGATCG CCCTTCCCAA CAGTTGCGCA GCCTGAATGG CGAATGGCGC CTGATGCGGT 8 40 

ATTTTCTCCT TACGCATCTG TGCGGTATTT CACACCGCAT ATGGTGCACT CTCAGTACAA 900 

TCTGCTCTGA TGCCGCATAG TTAAGCCAGC C C C G AC AC C C GCCAACACCC GCTGACGCGC 9 60 
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CCTGACGGGC TTGTCTGCTC CCGGCATCCG C T TAG AG AC A AGCTGTGACC GTCTCCGGGA 



1020 



GCTGCATGTG TCAGAGGTTT TCACCGTCAT CACCGAAACG CGCGAGACGA AAGGGCCTCG 



1080 



TG AT AC GC C T ATTTTTATAG GTTAATGTCA TGATAATAAT GGTTTCTTAG ACGTCAGGTG 



1140 



GCACTTTTCG GGGAAATGTG CGCGGAACCC CTATTTGTTT ATTTTTCTAA ATACATTCAA 



1200 



ATATGTATCC GCTCATGAGA CAATAACCCT GATAAATGCT TCAATAATAT TGAAAAAGGA 



1260 



AGAATATGAA T 



1271 



(2) INFORMATION FOR SEQ ID NO : 81 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 81: 

GAATTTTTCA AAATTACAAA ACTTTAACCC AAAATGGTAA AACTTTAATT TTTTGTAATT 60 

TTTACATAAA AGTGTTAACT TTAAAATyCC AAACTTTATA ATTTTGGAAA ATTATCAATA 12 0 

CTTTTTTAAT TTATTCTTTA TTTTCAAAAT AATCTTTATA TACTTATATA TTATGTATAA 18 0 

GTCTGTAAAA GAACAACAAG AAAAAGGAAT AGATCATACA TGCAGAATAC TTATTCTTAC 2 40 

CGAAACAATA TTTGAAATAA ATTTAATATT AGAAAATTAT TCTCAAAAAA CTCTACTCAA 3 00 

AAAGTATAAC GAAAATCTCA AAAACAAAAA TCTACCTCCT AGTAATATAT CAACAATGAA 3 60 

AAAATACTTA AATCAATTAG AAAAAGAAAT AAAAATCATA GCAAAATTCT ATTTTAAAAA 42 0 

CGATCAATCT CTAATTTATT ATAAACTTAA TTATACCCTA GAAAAAATTT GGTTAAAACT 48 0 

AATAGAATTA TTCTACAAAG AATTAAAACA ATTTATACAA AAGAAC AC T A CTACTTAATT 540 

GTAAATACAT TATAAAATAA TCTTATTCAA AACTTTAGAA ATATATTGTT TTACGCTAAA 600 

AAAATTTAAA AAATACTGTG CCATATTTGT AATATA&ATT TAATATAATA GGGGGCTAAT 660 

TCATTATGGA TGGAGTAaTT AAC GAT AC AT TGGTCGCAAG AATGAAAAAG CAAATTAAAT 72 0 

TTAATAAGAA TAAGTTAATC ATTCTTGTCA AAACACTAGA TCATATGAAT AAAGAATTAC 780 

TTTATAGTGC AAATAAAACT TACAATTATG TCTTAATACA AAACAATTTT AATGAGGCTC 8 40 

T AGC T AAAAC TTATCAACTT AGGGTTAATT ATAAAACCCT ATTAGAATAT CTTGAAATAT 900 

TAGAAAAAAA TCCAAAAGTA ATCTTAAAAC GTCCCACAAA TAAAGAAAAT- GAAAGCTTTA 960 

TAGGCCTTTA TACACTCCTT TACCCTTTAG AAGATTGTTG CACTAAAATT TATAATTCTC ' 102 0 
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ATCCTAATAT TTAAGCTAAT ATAATCCAGA AAATTATTTT TGCGAAATAG CATAATGCTT 



1080 



TAGAGTATTA AAGGCCTAAT AAAGAACAAT TAAAACTAAA AAATATATAA ATAAACCGTA 



1140 



AATTAGGAAA AT T AATGTT A C AC C AAATGA ATAGGGCTTA AAACAATTTC CTTTAAAGAA 



1200 



ATTTCTCTAA GCCCTACTTC ATTGCTTATT - ATTACGTCAA TTCGAGCATA AAGCCGAACT 



1260 



AATTTATAG 



1269 



(2) INFORMATION FOR SEQ ID NO: 82: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1225 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 82: 

CGGCCTTTTT TGTTGCAGCA TGATCAAGAA TCCCTTTAAA TTTAATGGTG AATTTGTCGC 60 

TCACTAAGCC CTCACTTGCT TAAAATTAAT TCATACAATT CTTTTTCTAA TTTAATCTCA 12 0 

GCAAGTCTAT TGACCTCTAA AgCTCGTCAT AAGGCAATTT CTTTACATTG TCGTACGAGC 180 

AAaTATTCAT AATTACTGGA AAATAATATT TGTCGTTCTT AATCTCGTCA AGCAgTTAAA 2 40 

ATATTTTTTT CTAGTCTCAT TAaGACTTGC AATAGCTTTA TCAATATCTC TATCTCTTTT 3 00 

GCTCATTTAG CAACCAGCTC ATTGGAATTT GATGTACTTG ATGAAAGTGA AGTGGCTACT 3 60 

TTTTCATAAT CAAAATTTTC ATTAATATAG TCAAAAGCAA CAAAATCACC AACATTATTT 42 0 

TC AT AC TC AC TCAAATATAC TAAAGCGGGC TTTTTTAGAT CATTGTCTAA ATGAAAAGTA 480 

TTAAATTGTG CAGTGTAAAT TATTGCAACA AGATAGTCCT TATAATAAGA AATAAATTCT 540 

CTATTTTGAT CCAAAATCAC AT AG AATTC G TCTAAAAATT TTGGACTTAT CATTAAGCTT 6 00 

GTGATTTCTC TTAAGTATTT AACCTCATTA AGCTTTAAAA CAGCGTCACT TTGATTAAAT 6 60 

CCTAGCACCT TTATCCCATT CATAGACTGG TAATACTTTT AGTGGATATT CATAAGTTTT 720 

ATTTTTAGTT AAAATTTTCA TTTTATATCT CATTATCATA ATAAGACTCT CCTTTTAAGT 7 80 

GTTGTTTGGT TTAGTTTTTT GGCAATTAAT AGCCCTAATT TCAAAAGATA CTTTTTCGGC 8 40 

CTCAGCAGAA TAACTTCTTG AAGGCTCTTC AGTAAAAATT GCATAGTTAG AAATAATTTT 9 00 

GGTAGCAATT CTATCATTGA ATACTAAATC AAGCATTTTA TCCTCTTTTC TCACATCCAT 9 60 
GTTGTAAAAC TGTTCATCAG AAAGTTCAGT TAACAAAATG TAGTCATGAC TACCTAGTGT - 1020 

CACTTCAATG TTGAAAAC AT AAGTTATTGT TTTGGGATCT CTTAAGCTTA TTACAGGCAT 10 3 0 

ACCTTTATCT TCACTAGTAA TCACTGCTCT TGTTGTAGGT TCGCTTGTAA GCTCTAGCTT 114 0 
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GCCACTATGT AACTGCGGTA CCACCAATTG AAAAATAAAC TTCTCTTAAA TCATAAAATT 120 0 

GCATTTTTAG ACCCCCTTTT TAGCA 12 2 5 

(2) INFORMATION FOR SEQ ID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1200 base pairs. 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 33: 

CGGCTGGTGC TGTTAGTGCT GTTAGTGGGG AGCAGATATT AAGTGCGATT GTTAAGGCTG 6 0 

CTGGTGCGGC TGCTGGTGAT CAGGAGGGmA AGAAGCCTGG GGATGC T AAA AATCCGATTG 12 0 

CTGCTGCTAT TGGGAAGGGT GATGCGGAGA ATGGTGCGGA GTTTAATCAT G ATGGG AT G A 130 

AGAAGGATGA TCAGATTGCT GCTGCTATTG CTTTGAGGGG GATGGCTAAG GATGGAAAGT 2 40 

TTGCTGTGAA GAGTGGTGGT GGTGAGAAAG GGAAGGCTGA GGGGGC T ATT AAGGGAGCTG 3 00 

CTGAGTTGTT GGATAAGCTG GTAAAAGCTG TAAAGACAGC TGAGGGGGCT TCAAGTGGTA 3 60 

CTGATGCAAT TGGAGAAGTT GTGGCTAATG CTGGTGCTGC AAAGGTTGCT GATAAGGCGA 42 0 

GTGTGACGGG GATTGCTAAG GGGATAAAGG AGATTGTTGA AGCTGCTGGG GGGAGTGAAA 48 0 

AGCTGAAAGT TGCTGCTGCT ACAGGGGAGA GTAATAAAGG GGCAGGGAAG TTGTTTGGGA 5 40 

AGGC TGGTGC TGGTGCTAAT GCTGGGGACA GTGAGGCTGC TAGCAAGGCG GCTGGTGCTG 60 0 

TTAGTGCTGT TAGTGGGGAG CAGATATTAA GTGCGATTGT TAAGGCTGCT GATGCGGCTG .6 60 

ATCAGGAGGG AAAGAAGCCT GGGGATGCTA CAAATCCGAT TGCTGCTGCT ATTGGGAAGG 72 0 

GTAATGAGGA GAATGGTGCG GAGTTTAAGG ATGAGATGAA GAAGGATGAT CAGATTGCTG ' 78 0 

CTGCTATTGC TTTGAGGGGG ATGGCTAAGG ATGGAAAGTT TGCTGTGAAG GATGGTGGTG 840 
AGAAAGGGAA GGCTGAGGGG GCTATTAAGG GAGCTGCTGA GTTGTTGGAT AAGCTGGTAA " 90 0 

AAGCTGTAAA GACAGCTGAG GGGGCTTCAA GTGGTACTGA TGCAATTGGA GAAGTTGTGG 9 60 

ATAATGCTGC GAAGGCTGCT GATAAGGCGA GTGTGACGGG GATTGCTAAG GGGATAAAGG 102 0 

' AGATTGTTGA AGCTGCTGGG GGGAGTGAAA AGCTGAAAGT TGCTGCTGCT ACAGGGGAGA 10 80 

ATAATAAAGA GGCAGGGAAG TTGTTTGGGA AGGC TGGTGC TGATGCTAAT GGGGACAGTG 1140 

AGGC TGC TAG CAAGGCGGCT GGTGC TGTT A GTGCTGTTAG TGGGGAGC AG . ATATTAAGTG 12 00 
(2) INFORMATION FOR SEQ ID NO: 84: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1182 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 84: 
GCTACAGAAA TAAAATTTTT AACAACAATT ATTTTTATTA TTTCGGCCTT TTTTCTCAAA 6 0 

TTTTTATTGT C C C AAAAAGG TAACAATAAA ACGAATAACC TAGAAGAGGT GGCCAATTTG 12 0 

TTATTTAAAA ACTTTAAAAT TTTTTGCAAT GCATTTTAAA TTCCAAATTA C TTTTGC AT A 18 0 

AATAAATAAA CTTCTCTTTG CGCAAATGGA AATCCAAACC GATCACTAAA ATATTTCTTA 2 40 

AAAAATTATA TTCAGCTAGC CCAGATATCA TTTGCTTTTC ACACTGAAAA GCATCCTCTT 3 00 

GAAC AC TAG A ATTAAAAACA CACTGTTTTT AAAATTTTCA ATTTAAATTA AAGATTGTAT 3 60 

TTTGGCAAAA AATTTTCTAT ATCTATTTTA TATTCTCTGT CTTCATTAGA AATTAACATA 42 0 

ATCTTTAATC GTTTTAATTT TTTGATTTTC TTAAAAAACC CTTTAGAAAT AGTAACACAC 480 

AAGGTATTTT TTAC T AC AAA AGGAAATTCT AAATGAAAAA ACTTTTCATT TATATTCGGA 5 40 

TCACCAATGT TAAAATCTTT TAATTGCTGC CATTTCTCAC TTGGTAAATT ATTTTCATGC 6 00 
TTTGAAACTT TAGCATCTTC ' AAATCCTTCA AAAATTACAC TTTTAAAACC TAAAATTTTA 6 60 

TTGTCATGCA CTTTAAAATC AAACCTATAA ACGGTAGATA _ACGCTTTATA AGCATCTGCA 72 0 

CGATAACCTG TCGCTTTTAT CATCTTTTTA TGCTTAAGCT CAGGAATTAT AAGCTGTGAT 7 80 

TTTATAAAAA CCAATTCTTT CAAATTACTA TCTTTAAAAA GATATGTATA GGTTTCATCA 840 

ACAAAAACAT TATCATCAAA CTTTTCAACA ATTTTATTAT AAATAACATT GTTTTCTTTT 900 

TGTTTGTAAA AAAAGAAACC TAAAAAAATA CAAATTAATA GTAACCCAAA AAATAATATT 9 60 

TTAC C C ATT A ATAATCTATC CTACTTATGA AAAATCATAT C AAATGC AC T ATAAAAATGT 102 0 

GAGCTATTTT CCCTGCTTAC CCTGAAAGAA TATTTTTTTT CTCATTATTT ATCTCATCAA 10 80 
AACATTCAAC ATATACATCA ATTCCATTTT CTTCTGGCGA ACTTTCTTAT TTTATTCCAT , 1140 

TTTTTCACTG GAAATCC AAG GAAACTCATA TCCAAAATTT AA 1182 



(2) INFORMATION FOR SEQ ID NO : 85: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1178 base pairs 
{ B) TYPE: nucleic acid 
(C) STRANDEDNESS: double 
<D) TOPOLOGY: linear 
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{xi) SEQUENCE DESCRIPTION: SEQ ID NO : 85: 

GnACnAGGAA CCGGCACTGA CGAGTCATTT AGACTGATTT TCAAGACCTT TTTAAATGTA 6 0 

GACATTGAAG TTACTACTCC TGAAGCTGGG GTTATTGATA TCTCTTTAAA AGGGGTAATA 12 0 

AAAACAAACT TT AC TAC ATT TATTTCGCCT AGCACTAAGA AAGGAAAACG ACTAAAAAAG 18 0 

ATAATTCTTA GAGAAAAGAA GCCGGGATAC GCTGCATCTA AAAAAGCTTT AGTATTTAAC 2 40 

TCACTTCCTA AaGGCTAtGA TCATTCAATT TATGCTTTTA TTAAGAGAAT TATTCCTATT 300 

GGTAGAGTTC TCAAAATTAA TAATACAGAT GGTAACAATA TTATTACTTT CAATAACTAA 3 60 

GGAGGTTTTA TGGCTGATGA TCAAGAAAAA TTACTGATTG ATGAAGAAGA AACGGTTCAA 42 0 

ATTAAAGATT TAAATAAGGT TACGACCGTT SaACAATACTG ATCTTTTACT GCTTGATGAT 4*3 0 

GGAGCTGCAA GCAGCAATGC TATCACCTTT AAAAACTTCT TAAAAACCGT TAATCACCAA 540 

ACATTTAAAG GCGAAGAGCT AGG C T AT T TT AAAGAGATAA TTAAATCTAC AATCGCTACT 600 

GAACTTGCAG CTGATAAAGA TTTTATAAAA AGCATTTACG ATTTAATCGT TGACAAGCTA 660 

ATTGAGAATG AATCTAGTAA ACTTTCAAAT CTTTTTAGTA AAATCAAATC GCGCCTTACA 72 0 

GATAGCATAT CATCAGCCAC TTTATCTAGA AGTGATGATC TTTTGATAAT GCCTTCATCA 78 0 

GATACTATTC AAAAAACACC CGTTCCTAAA CATATACTTG GAGTAC CATC AAATTTTACT 8 40 

TATGGCAGCA TAAC TAGAAG TACTACACTT TATCCTTCTG ACTATGAGAA TAAAGCGATA 90 0 

TCTATTAATA TGGAAGACAA TGATGATGTA ACTCTTATTT TTTACAAAAA TTACGATAAT 9 60 

GATCCCATTT ATCTGGATAT TGAGATTCAA GTAAAAATCA ATGGATAATA GGATGCAGAA 10 20 

AAAATCATTA AAAC TTATGT nTTCTGATGA AAT T AC AT AC AATTGGGTTT ATGAAATACG 10 80 

GGCCCTCGCG GACTATTCAC CAGAACTCCC ATTATAACGG AnGGT AT AT C CAAAAAAGAG 1140 

CCTCCTGTAT GGAGATCGTC CCGATCTTTA AAACTGTA 117 8 
(2) INFORMATION FOR SEQ ID NO: 86: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1177 base pairs 

(B) TYPE: nucleic acid ' 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36: 
CATATGTATA ACAAAAATTA TTTTTGTCAG GCTTTTTACA GAAATTATTA- TAATAAATAA 
AAGCTTTATT AAATTCTCAT GTTAAAGAGC TTAAGAAAGC CGCTGGCTTA GCTCAATTTA 



60 



120 
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TTTTAGATAA AC TC ACT AAA CAATTAAATT CAGTTCAATT TAGAATTAAA ATTATTTTGT 180 

ATTTGTTAAA AT AAAAG AAC CTATTTAAAT TCTCTTGTTA AAAAATTCAA ATAAGTTCTA 2 40 

CTTTAAAGCT AT AT AC T AAC TTATTACTTT ATAAAATTTT AATCATTCTT AATTTAAAAA 3 00 

ATGCTTATTG AATATAGAAT AAATAATTGG AGCAAGCGTT ATTCCCATTA TTAAAATTAC 3 60 

TTGTATTGTT CTATTACTTG CAGTAAGTTC GTTTTTTAAA ACATTTATTT TATTATCTAG 420 

GCTAAATATA TCCyTT t GTA AGGTTTTTTC TACACTATCT ATTTT AG t AT TCAAGCTaGA 43 0 
TATATCTTTT TGCAAAGTTT TTTCTACATT ATCTATCTTA GTATCTAAAC TATCTATTTT ' 540 - 

AGAATTTAAA TTCTTCTCTA CACCATCTAT TTTGGCATTT AAATTCTTCT CTACAGTATC 600 

AATCTTAACG TCTAAATTGG ATATATCTTT TTGTAAATTC TTTTCTACGC TATCAATCTT 6 60 

AAAAATAAGA TTATCAAATT T TAT AT C AAA TTGTTTTTCT AAATTTTCTA AATCTCTATA 72 0 

TGTTAGCTCA TTGTGATAAT ATCTTTTAGA. TAAATCTTGT GCTATTAGTT GTTCCATACC 78 0 

CAGTCTAATA AATTCTTTAT ATATTTGTTC TTGAGTTACA CTTGCAATAT TTGTTGACAC 840 

TGTTTCCATA AAATTTTCCC TTATGGTCAT ATTATATACT ATTTTAGATT AATTGGCTTT 900 
AG AG AT T T T T ATATGTAAAA TAGAATTTCT TGCAAGAAAA ACCTTTTTGT AATTTACATT . 960 

TTTAACTGGG AATATTTATT ATAGACTTTT TCCGCTATtG GTTTTGTTTT TTTAATGTAC 102 0 

TCTAAATATA TGTTAATATT ATGTCTTACC GCAGTTATGG AGTGnTCGTC TTTTAGnGTT 1080 

GATAAGTCTG GATAAGGATA TCnGGATAAT TGGATCATTA ACTTTAACTT TTGGTTTAGC 1140 

CAAAAAnGnT AC C AGGnAC A TAACATACTC TGAAAGT ■ 1177 



(2) INFORMATION FOR SEQ- ID NO: 87: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1137 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 87: 

TCACGnC CAT GTtGtAAAAC TGTTCATCAG AAAGTTCAGT TAACAAAATG TAGTCATGAC 60 

TACCTAATGT CACTTCAATG TT AAAAAC A t AAgTTATCGT , TTTGGG ATC T CTTAAGCTTA 12 0 

TTACAGGCAT ACCTTTATCT TCACTACTAA TTACTGCTCT TGTTGTAGGT TCGCTTGTAA ISO 

GCTCTAGTTT GCCACTATGT AGC TGTGT AC CACCAATTGA AAAATAAACT TCTCTTAAAT 2 40 

CATAAAATTG CATTTTAGCC CCCCTTTTAA GCACTTAAGC TGTTTTGATA A.TC AAC TATA 3 00 

TCTTGAGTAG TG ATT AC T AA AGCAACAGCA' TTAATGCTAA AGTTATAAGT AATA.TTCACA 3 60 
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CTAAGTTCTA ATTTAAGTTG TGGTGTAGGA GAAAGGGTAA GGTTTAAGTT TTTATACTCT 42 0 

ATAATCAATC CCCTGTCGAC AAACCTTTTA AGAAGACATT CAATTGCTGA AGTATATGCA 4 80 

TTGTCTCTAG CACCACTAAG TTGTAGTGCA GATAATTTGC TATTTTGCCT ATTGTTTTTG 540 

TTCCAAATTC TAATAAGCTC AATAATCGCT TCATTTTTTA TATAATGATA AGTGAAAAGC 600 

TCGTCTATTG AJ^CTTCCAGC AAGATCAACG CTCTCTTTAA AGGCAGGCAT ACCATCAAGA 6 60 

CCAGTTTCAT TAAGAAGTGA ATAAAAGTTG ATTTTTGCAG TTCGCAACTT TCCAATTACA 72 0 

GTATCATCAA CAAGTGGTGT AGCAGCCAGC GGC ATGC CAT AAGGATTTAC AGCATGAAAA t 7 30 

ATACTAGCCT GATGTAAATA TTGACTTATA AATTTGAGGT GTAAATTGTC TTTATTATTA 8 40 

CTGTAAACAG CAATATTTCT TTCTTTTTCA GTATTGCCTT TATCTTTAAA TAGTTCTTTT 9 00 

ATTTCTTGTT CTTTAGTCGA GAATACAAAA AAAATTGAAG GTGTTTTAAA C T T AT C AT AA 9 60 

TCATCTTTAT AAATCTTAAG TCCATCATCG GAATTATCAC CCTCAGTATT AATAAGTACA 102 0 

ACAAAAGTGT GTCTATGTAC TTTAAGATAT TTTTTTAACT CTTCGGGTTT ATCCTTATAA 108 0 

ATAAAAAGAA CAGCGGATTT TAATGATTCT TCACTTGAAT TGAAAAAATT TGACATT 1137 



(2) INFORMATION FOR SEQ ID NO: 88; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1091 base pairs 

( B ) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 88: 

GTGATTTTTG AAAGATATGG ATGATTGTAG GTATTTATGA TGTCGCACTC AAAATTATTT , 6 0 

TCAGGTGCAT ACGCCTTAAA CCCTTTAAAT ATTTGAGTTA AATGATTTAA TACCATATCT 12 0 

AAAGT GAAAA TCATTCAAGT GTTACCTTAT AAGTAATCTC TGATAACATT TTGGCTGTAT 180 

CAACAAGTGG AATTGCTGCA GTGTTACTAC CCCTTTTAAA CTTACTTTTG ATTGTATTAG 240 

CCTTTAAGGC TGGAGTGACT TGTGCTGATA GTAGATAATT TTCATAGTAC CTTATAAAAG 3 00 

CTTGTCCAAT AGCCTCCATT CCCTATTTAG GGTCAAGATT AAACTTAGAA TTTATATAGC 3 60 

TATTATTGAT ATATTCTCTA AACTCArAAC TACTAGcAAT TTTGGTTAAA TGTTTTCTTG 42 0 

CTGGTAAATT GCTATTCCCT TTTTCATGCA TTTTAGCAAT ACCTGCACGA CCACCAAACC 48 0 

ACCCAATTTC CAATTCCATT TTAAATTCTA GTTTGTCCAT ATAAATTCCT- TTAAAACCAA 5 40- 

AGTAAAATAT CCGATTGAAG AGTCAATACT' AAATATTTCA AAGTAAACTA AATCTGCAAT - 60 0 
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TGATATTCGG TCTTTTAGTT CATAGTTAAG GTCTTGATAT GTGTAAAGTT TGGAATATCC 660 

TTGAATATCA G AC A TAT C AG AATCATAAAG AATTGCAAGT TCTTGTGGCT TTATGTCAAT 72 0 

AATAACTCCT GCGAATTCAG TGTACTTATT TTTATCAAAT ACTCTCTGAT AAGAAGAATC 78 0 

ATTTTCAAGC TTTACAACAG TACCTTTATA AAACTTTAAG GGTTTAGGAT CCTTAAATAC 84 0 

GTTGATC AT r CGAAATGACA TATCAGAAAG TCTTTTyCTA ACACCATTCA TTAGACAACy 90 0 

CCCACACAAG ATGGCGTTGA AGTTTCTCTT TTTArTTTTT CTAAAAATGC ATCAAGTTGT 96 0 

GAACAAAAAy TCTTGTTTGA GCCACAACCC CCCTCGCCAC CTTCTTCGCC TCCACTGCTA 10 2 0 

CTAGGATAAT AATCAAGTTC AAGTTCATTG AATTTCTCTT TTTTGATCCT ATCAAATTCA 10 8 0 

AATTCTCGAA C 10 91 



(2) INFORMATION FOR SEQ ID NO: 89: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1081 base pairs 

(B) TYPE: nucleic acid ' 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 89: 

GGGAAATAAA TTCAAGAAGC AGGTATAATA ATTTTTAT AA _ AAAAGAAGCA GATTTTTTAG 60 

GTGCTGCTGT AGAACTTGAG GGGGCTTATA AAGCTATTAA GCAAACTTTA TTATAGATCA 120 

CAAGGTATAA ATTTAAGGCT TAAGCCAATT TATCAAAAGA GAGGCATGTT TCTTGGTTTA 180 

AAAGCATACT TTGCATACTT CTCTTTTGAG TACTACTATT TGAAAAGCTA TAAACTTTAA 2 40 

CCTAATAGAA AAGC C AAATC TTTTTAAAAA TTTCTAAAAA ATAATTCTAC ATACTCTCCT 3 00 

TATTACATTA AAAAATATTA TTGCTTATAT AAGGCACATA GTATAAAGAC ATTAATCAAA 3 60 

ATTACCTTTT ACTAAGGTTT CAATCTCTCT AAACATGGAT AAGAACTACT TGATCAAGTT 42 0 

ATAACAATCA AAACCCACTT TCTTTAAATA AAAAATCTTT TAATAATAAA AC C AAAATTC 480' 

CAGCCTTACT AAAGACCCTT ACTCTCTCGT GGATTTAATC TTCTTTATAT ATAAGGGTTA 540 

GGCGTATCTA AAGATTTAAT CATTTTGAAT GATAGGGAAG AAGAATTCAT AAAGAATAGG 600 

CAAAAGTGGT TTAGTTTACT GGAGCATATA CATTTAATTA TAAATAAGAA ACAATATTTT 6 60 

CCATAAGAAC TGGAGTATAT AAATC AT AAG AATAACTATT TTATAAAGAA TAAGTAAAAG 72 0 
TAGTTTAGTT TACTGGAGTA TTTATCTATG TTAAAAGTAA ACGCACGGCG TATAAAGCCC ' 780 

CTACTATAGT ATCCAATATT TTTTGAATTT AGGTCAATGT TGTTTAGTGT GTAAATAAGA 8 40 

ATTATTAAGT GTGAJ^GATAG CCTATTTTTG CTATTCATAC TTAATATTTC TTTTAAAAAT 900 



1072 

TTTTCCAAA'T AGTGCCCCAG TAATTTTTAT TATTTATCAA ATAAAAATAT ATGTCTTTAC 9 60 

APTCA-ATTT C T AAA.T TGC T CAATTTGCAA AGAAATATTT TTTACGATTA AATAGTAGTA 10 2 0 

GG A T AG TT T A G7TCTAACCG GAGTTTTAGT TTATCTGGTA TTGGTTGATA GTAGnCnTGT 10 80 

A ' 1081 



(2) INFOP-2£ACIGN FOR SEQ ID NO: 90: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1073 base pairs 
(3; TYPE : nucleic acid 
(C) STPANDEDNESS : double 
CD) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 90: 

GATCCA.TATG TGTCCCCTTT ATTTTTAAAT AAAAG AT ATA TATTTAAAGA CAGTTAGGCC 6 0 

TCTTTTAGGC ATA.T TTTTGT TTAATAAAAA ATATTAAATT AGGGTTTATA ATTTTTATAG 12 0 

ATGAAAATAA, AATAGAAGAA TCTAATTTAA CTAAACAATT TTTGTTTAGT TAAAATGATA 180 

TAGGGCTTTG C AAAGT AG A.T ATAATTAAAG AAAATCTAAA ATCGCTAAAT AAAACTATTT 240 

AAAC T AAGC C C C AT AATG AA AAAGTTTTAG TAAAAATATT AAAGAATATT TTTACTAAAA 3 00 

. v T AAAAA.C T AA AC C A GC ATT A ATAATACTTA C AT T AG AT G A TTAGCTACTT TTTTTAATTA 3 60 

ATAAATTTTG C AT T T AAAGT TCTATTCCAC T T AT AAAT AT T G AC TAT AT C AATAATTTTT 42 0 

CaAGCATTGG TA.CA.TTTTA.T ATTC t AAATA TTTCGTTTTG TCGCTAATTT GTTGACATAG 43 0 

-GAATTATAAA AAGGCCATCA TCTTTTAAAT TAAAAAGTAA AATAATACTA ATAAATAAAG 540 

ACCATCAAGC CCCGTCTTTT TTTTACTAAT AATACAATTG CATTGATTAT GGTTGTTATT 600 

GATATTATTT TTTA.CTTTGA CAATGAATAT GAAAAAATTC TTTATTCTAA ATAAAGAAAT 660 

IGGTATTGGT AATTGCAATT TATTATTTTA TTTATATTTT TTAAAAAATA TAAATAAAAT 72 0 

ATAATAAA.GA TTTA.TGGTAG AAAGCAAACA T C AAAAAT AT TATTTTTATT CATTATTTTT 7 30 

GTCAGAACTT GCAA'GGACTT TGCCACATGC TGTATTAACT ATTATTTTAA TAAATAAAGG 8 40 

GTTATCACTA AAA.GATATTG CTATGGTACA AATTTGTTAT ATGGTAGCAA TTATTATTTT 900 

T GAATTT C CA TCAGGTGTAA TAT C AG AT AT TTTTGATAGA AAAATTGTTT AC TTGGTGTC 9 60 

AATTTTTCTA TT Aa T G ~ C T T CTTATTTTAT TGTTGCTAAA ACCTCTTCAT TC GnGTTT AT 10 2 0 

TTGTGTTTCA GGTTTATAnA nGGGATGTCA GCnGCnATAG C AC TGGC AC G . ATGACATA 107 3 
(2) INFORMATION FOR SEQ ID NO: 91:- 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1030 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 91: 

CCATTTTAAA AAATCAAATT TTACAATACA TTATTATTTG CCACCTTGTA AATATTTCAT 6 0 

AAATAGGGCA TTCAAAATTG GCCCTAGAAT TGCTGCTGTT ATTATCATAA AATGTACTAG 12 0 

TCTGTTACCC ATGCTAAGTT TTTGATTTAA ACTCTTTTCT ACATTGTCTA TTTTGATATT 18 0- 

CAAGCCATCC ATTTTTAGGT TTAAATTCTT TTCAACATTG TCTATTTTAG TGTTTAAATT 2 40 

CTTTTCTACA GTATCTATTT TAGAGTCTAA ATTATCCATT TTTAGGTTTA AATTCTTTTC 3 00 

AACATTGTCT ATTTTAGTGT TTAAATTCTT TTCTACAGTA TCTATTTTAG AGTCTAAATT 3 60 

ATCTATTTTT AGATTTAAAT TCTTTTCAAC ATTGTCTATT TTAGTGTTTA AATTCTTyTC 420 

TACAGTATCA ATCTTArTrT CTAAATTAGA TATATCCTTT TGTAAATTCT TTTCTACAGT 4 80 

ATCTATCTTA GTATCTAAAC TATCTATTTT TAGATTTAAA TTCTTTTCCA CACTATCTAT 540 

TTTGGCATTT AAATTCTTCT . CTACACCATC TATTTTGGCA TTTAAATTCT TCTCTACACC 6 00 

ATCTATTTTG GCATTTAAAT TCTTCTCTAC AGTATCAATC TTAACGTCTA AATTGGATAT 6 60 

ATCTTTTTGT AAATtCTTTt CTACGCTATC AATCTTAAAA ATAAGATTAT CAAATTTTAT 7 20 

ATCAAATTGT TTTTCTAAAT TTTCTAAATC TCTATATGTT AGCTCATTGT GATAATATCT 7 80 

TTTAGATAAA TCTTGTGCTA TTAGTTGTTC CATACCCAGT CTAATAAATT CTTTATATAT 8 40 

TTGTTCTTGA GTTACACTTG CAATATTTGT TGACACTGTT TCCATAAAAT TTTCCCTTAT 9 00 

GGTCATATTA TATACTATTT TAGATTAATT GGCTT t AGAG ATTTTTATAT GTAAAATAGA 9 60 

aTTTCTTGCA AG AAAAAC C T TTTTGTAATT T AC ATTTTT A ACTGGGAATA TTTATTATAG 102 0 

ACTTTTTTCG 10 3 0 



(2) INFORMATION FOR SEQ ID NO: 92: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS :_ double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 92: 
TTTTGTTGAA TTTCCTGTTA AATTTTCTGA ATTGGTGTGA . TTGCTTGTGT TTTTTAGATT 60 
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TCTAGAATTG 


TTGCTTCGTT 


TTGTTTTTTT 


TAGACTTTTA 


GAAGTGGTAG 


GATTTTTTGG 


120 


TTCGTTTGGG 


TTAACATTGC 


CAAAAGGTGC 


AC ATG AT ATG 


CAAATTGAAG 


TTAATATTGC 


180 


TGTAATAACG 


TTAAGTTTAA 


TAATATTTAA 


TTTAAAGTTT 


TTCAAAATAT 


TCTCCTTATA 


240 


AATTTGAATT 


AATATTTATT 


AATTTTAGTT 


CAAATATATA 


ATATTACAAT 


TT AAT AT C AA 


300 


TATCAAATAA 


GTTTAATATT 


ATTTGATATT 


GAAAATTTAA 


TTTCTATTGA 


TGTTTTTAGC 


360 


GTGGATTTAG 


ATTGCATGAA 


TTTTAAAAAT 


AAAAGTTAAT 


TCTTCTCTTT 


TTAAAATATG 


420 


AAGTGTAACA 


ATTTGTTTGG 


ATTTAATGGG 


TTTAATCTAA 


GGATCAAGAT 


GAGGAATTTA 


480 


GAAATTATAA 


CGAACTAAAA 


GAACAATTAA 


AATTAAATTT 


GAAATCTGAT 


ATTAATAATA 


540 


AAATTCAAGA 


AATGAAAATT 


CTACACGAAA 


TTAAGCAAAA 


ATAACTTTAT 


AAATATGACT 


600 


GTTTTAAAAG 


TTTTAAGCAG 


TTTATAAAGT 


CTTATGTAAT 


TGCCAGAAGT 


CAAGTGTATA 


660 


TGTATTTGAA 


AATTTATGAG 


AAAGTTTTAG 


AAGGGTT T AT 


TTCTATTGAA 


AAAGTTAAGG 


720 


AAATGGGGTT 


TGTAGCTGCA 


TATAAAAATA 


TACTAAAGAA 


CAACTCGTCA 


TATGTATATA 


780 


AAGAAAACAT 


GATTGAAGAA 


AATATAGCAG 


AAGATGGTGA 


TAGTCAAAAT 


ATGTC T ATT A 


840 


AAATTTTAAT 


TAAAGATAAA 


.GAAGTTTATG 


ATTTTTGCAA 


AAAAGATACT 


AAAAG AAT AT 


900 


CTTTTATTTT 


AGGGGGGTTC 


ATTAAAGCAT 


TATTGAATTA 


AGTTGGAGAA 


TTTTTCTTTT 


960 


TGTATTTTTA 


TTAGCAATAT 


ATTTTCCCAT 


AGAGGCTTTT 


TGTGTCTACT 


AGAATAGGTA 


1020 


ATAAGATT 
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(2) INFORMATION FOR SEQ ID NO: 93: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1002 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

( D ) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 93: 

AATTTTTnAA AAAAAAAAAT TTTTTTTTTA AACCCCCAGG GnAAAATTTG GGGAAAACCC 

CCCCAAGGCC GTCCTTTATG GGTCCTGCCT TTAGCCCCAG AGGACGTTAA AATTGGATTT 

ATTCAAACTT TTTATAATTA AAATTGGCAC TGTAAGGAGT TTAAACAACA AACTCAGAGG 

CTATTGTTAC AATACCCGAA TTTGAAGATT TAGAAATTCA CACAAAAAAT ATCTCTAATA 

TCAGTTTAGA ATTATCAAAA GGTGATAACG TATTGCTACT TCAATCAAGC GTTAATATTT 

TTGATAAAAA TAACGATAyC CACTTTGACA AACATCATTT TTATATACTT AGTGCAATTA 
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GCCCAAAGAC TTTAAATCTA ATTTCTGATA CTGTTAAAAT TAAAGCAAAC AATAAAATTG 42 0 

AAATAGCCAA TGAAATAACT TCCTTAAAAT CAATTCTAGA GAGTATTGTA AGTGCTATTA 480 

ATGGAATTAC TGTAAAAGGA CAAGCGGTCG TTGACTATGC AAGCTTACAA AT AG C AAC AT 540 

CTAGAATTAG CAATAATATT AATAGTTTGT TTAAGTAATT TTTGCTAATT ATGGTATAAT 600 

TACTAGTATG GATTTAAGAT TAGGCAATAA TTTTGAATTG GTATTTAATA AAGATATATC 6 60 

ACTTGTTGAT GGAATTGATG AACAAAAACA AAGaTTTTTG ATATTTTTAA AAACCTTAAG 720 

GGGTAGTTTA AGCTATGCTC CTCATTGGGG ATTGGACTAT TTCTTACTTT TAAAACTGTT 780 

AAAAATTAAC AATCTTCACG CTGTAAAAAA TTATTTTCAT GAAATATCTA AAGAGCTTAA 8 40 

CTTAGrTTTA ATAAATATTT CAACTACTAT ACAAGACAAC AAAGCACATA TATCCyTTTT 90 0 

TTTCTCGGGC GATGTTTTAA ATATGGAGtT TAATTTaTGA GCtAGTTTTT GATTCTGrTT , 9 60 

TgGcwTTTAA AACGTACAtT AAGGgTATTG TAAGAGCTAA AA '10 02 



(2) INFORMATION FOR SEQ ID NO : 94: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 998 base pairs 
{ B ) TYPE: nucleic acid 
(C) STRANDEDNESS : double 
CD) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 94: 

GGGCATTATG TACTGATAAT GATGATGCTT TAGAAGATCT TTTTAAAAAG AATGCTGAGC 6 0 

TTAAGAGTAT AGAATATTGG GTAAATATTT TAAAAAAATA TTTCAATAAA AC T AAT AG AT 12 0 

TTGATGATCT AAATAAGCTT AAAGTATTTA TGTCTGATAA TCGAGACGTT TATAAAACAA 180 

AAGTATTAAA ATTC TTTTGC ATGTTGAAAA AAGAAAGACA ATTTAATTAT ATATTTGCAG 2 40 

CATAGCAATA TTAAAGCCCC CAAATAGGGG GCTGTTAGCT ATT AGG AAC C ACCATTGTTG . 3 00 

CAGTTACTAA CCGCATTGTT TGCAAAATTA TCTATATTGC CGCCGCTAAA GAAACCCTGA 3 60 

ACTGTTTGTT TGAAGGTGCT TTTTTGTTGT TCAGAATTAT CCCCAGTACA CTTATCAAGT 42 0 

TCACTCTTTA TATGATTAAG TGCAGATTTT ATTTTGCTTT CATCATATCC TAAAAATTTA 48 0 

TCAAATTCTC CATCATTACC CAGAGCTTCT TTTAACCAGT CAAGGTGTGT TTTCTGGTCT 5 40 

TCAGATAGCT TTTCTCTAAG TAGTTCTTCT TTAGATTTAG GTTTTTCTGG TGTTGCTTCT 6 00 

TTTTGGGTTA AATCACGCTT TCCCCTGCTT TTTGTTTGTT GTGCATTGTT TTTTAAAGTG 6 60 

TCATTATCAT TAGAATTGCA GCTATTTAGT AGTAGTAAAA ATAAACAAAA TAATATGTTG . 72 0 

ATGATTTTCA TTGTTATTTC CTTTCCTTAT CTCCAGTACA ATATGTT.GAG TAAAAATAAA .. 7 8 0' 
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ATTTATTCTT GTAATTATAG AGCTTATTTT TAAAAATCTT TAAAAATATT AATTGAGAGA 
TTTATATTTT TCGAATGTTG TGCTAGCnTT TATTTCATTA TTATTGAATA TAGGAGTAAC 
TAATGAGAAA TAAAAACATA TTTAAATTAT TTTTGCATCA AGGGATTTGT AATGGCTGTA 
AAGCATATGT AGAAGAAAAG AAAGAAATGA TCATAATG 
(2) INFORMATION FOR SEQ ID NO : 95: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 99 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
(D.) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 95: , . 

AAAAATATTT TTATTTATAT TTTATTGTAA TTATTCTTAA ATGATATATA ATATCAATTA 

AGAATAATTA TTATTTATAA TATATATTCC TACTTAGATA AAAGGAGATA TTTTTATGAG 

AAAAAGTTTG TTTTTATATA CATTATTAAT GGGAGGATTG ATGTCTTGCA ATTTAGATTC 

GAAATTATCT AGTAACAAAG AACAAAAAAA TAACAATAAT GTAAAAGAAG TTTCGAATAG 

TGTTCAAGAA GATGGTCTTA ATGATTTATA TAGTAATCAA GAAAAGCAAA AAAGCTTTAC 

TAAAAATTTT GGAGAATGGA AATATGAGGA TTTAATTAAT CCTATAGAGC CTATAATACC 

TTCAGAATC A CCAAAGAATA AGGCTAATAT ACCAAATATT TCAATTGTGC ATACTCAAAA 

AAAAGAGATA AAAGAGGAGG ATTTAATCCC TTCTACTAAT GAAGAAAAGG AAGCTGATGA 

AG C AAT T AAA TATTTAGAAG AAAATATTCT TCAAAACTCT AAATTTTCTG AATTAATTAG 

AGAAGTACGT GTACTTAAAG ATGAATATGC TTTAATAAAC TCTGATTTTT ATGATGTAAT 

TGAAAAGATT CACAATAAAA AAACATCATT AATGGAAAAT TATAAGAACA ATAGAGATAA 

GATAAATAAA TTAACACTGT TGCAAAATAA TTTAAAGATA AATATTGAAC TTGAGCAGCT 

TATAAATATG ATTGATATTG CAGAAAATGA AATAAGATCT GCGGCTTTCT TTTTTGACAC 

CGCTCAGAAA AGGTTAAAAG AAAGTATTAT TAAAAGATTA GAGAGTAAAA ATAATAGATC 

TTATTATGCA TTAGAATTGT CTAGACAGGC TTTAAGTGAC GCAAGAAGTG CTTTAAGCAG 

TTTAGAATCT TTTGCTTTTA AAAGAGCTGA ACCAATGGTA AGAAAGAAAA AAATAAAAGA 

GC T T ATT AAA CATGCAAAAA CTGTTTTAGA AAGTCG 

(2) INFORMATION FOR SEQ ID NO : 9 6: 

{ i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 93 6 base pairs 
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(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 96: 

CGG AC TAT AT AT AC T AAAAG GGACTTGTGC TTGTATTCTA TTGGCTAGTT GTTCTTTTAC 6 0 

AAGATGAGCG TCAAAGCGTA CATaGTATTG C C AAAAAC AG TCATTTTGAG TAAAGAAATC 12 0 

ATATCCTTAT - ATAAGGATGT TAGTATTCCC CCGTTTAATG AkATATGTTC ACCAGTCATT 18 0 

ACCGGATTGT AGCTTACATA TTCCGCTTTT CTATCATAAT AATTGATAAC TGGTCTTTTA 2 40 

. GAAC AAC TAG TATTATAAGT GCGTGTTATG AGTTCATTTT TTGGTTTTAT AAAAAACAAT 3 00 

TGAGGAATAT ATCCAAAACC TTTTAGATCC ATTCTAGGAA ATAACACTAA AAAATTATCT 3 60 

GcTCCGAAAA GGGCAAATAT TTGGGTT AT t ACATCTCTTA TTATTCGAGT AATCTCCCTG 42 0 

ATTTCTTcTT TtCAATATCA TTAATTTTTT CCTTGATTTT TTTCTTTtCA ATATCATGAT 4 80 

TGTTAGTAAT TTTATTATTA ATATCTATTT TGTTAGCTGC ATTGTTAGCA ATTTTTTTGT 5 40 

TACTTGTCAT AAGTAATTAC C TTTTGTAAA AATTATGGTG TGCTGTTAGC ATTGTCTgAT 600 

TTTGAATTTC TTCTTGTAGT TTTTTTAGAG CCGCACCCTC ATCTCCGCCC ATCCATCCAG 6 60 

GTAGCATCGA TTTtAATTTk GCAAAGAAAT AATtAAGATt AAAAAT AC TT T t AATGCCAT 72 0 

t AAT t A t GGG ATAATAAtGT GTGTTTCAAA CGCAAaGTCT T t AAaGTAAT aGTTATCTTA 7 80 

TAAGAGGTCA AGTAAGGGTC CAAGACAGTA GTGGTTAAGT TTTGAAGAGT TTGCTCAGCT 840 

GAGGCCAAAT TACTTGAATA CTCTCAGCAT ATTGACTTTT TTGTAAGGCC GAAAGATTAA 900 

AATCCTCGAA CATTTCCATC ATCTGGTAAn TCTAGACTCT AGAnC T AC TT GTGCCCCGCT 9 60 

TTGCCAGGCC ATTTGGCATC TTCTAT 986 



(2) INFORMATION FOR SEQ ID NO: 97: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 976 base pairs 

(B) TYPE : nucleic acid 

( C ) STRANDEDNESS : doubl e 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 97: 

ATTGAGCACT CCTTTACATA TTCATCAAGC TCGCTTTTTA AAGAATTAAT TTCTCCATTA 6 0 

ACAACTTGCT TGTTTTTTTT . ACTACTTGCT -TTATTTAAAG CGTCAATTTC GGC TCTT AAA - 12 0 

TTTTCTATTT TAGTATGCAT ACTAACAAGC TC AAC ACT AG AATATTGCTT AAATGCATTT 18 0 
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AT AAATC C T A ATTCTAAATT AGCCCGCTCT AAATCCAATT CGCTTCTAJ\C TTTCCTAGCG 

TTAACTTCTG ATCTAAAGGT TTGCGACAAA AGGTGTTCAA AAGTATCTTC ACTAATTGTT 

ACTCTAGAAT CCTCGCTAAC AGAAGTTTCT CCACTTTCCC ATTTTTGTCT CATTCTCCAC 

ACATTTACCC TAGAAACTGC CAATTTAACC GATATTTCTC TAT CATC TAA CGATCCTTCT 

CTAAAGTATG CAACATAATC AT t AAAAGAC CTTTTAGCTC TTTTCAAAAC AATTTCTCCT 

AAAATAACTA AATTAACAAA TTGTTACTCT AAATAGTAAA TCAATTTGTT AATTGTTAAC 

ATTAACTATT ATCTTATTGA TATCTATTGA CAGGTGTTTG GTATTTTTTT GACTTTTATT 

GAT T TAG AAA TAGCAATTAA CTAATTTATT GAATTTTGCA ACAACTTGAC TATATAAATT 

AGGGAAAATC TTTTATTGTT TTAATTAGAT CATCGCTTGT AAAAATTCTC TTATCATAGT 

TGTGkATCCT TATAAATAGT ATATCTTTAA ATTCGTTGAT CATAATTAAT TGATATTGTT 

TTGAAACTTT TTGATAAATA TGGTTAAGAA TACCATAAAC AGCCCCCAAA AATATCATGG 

AATCATACTC ' TCCTAATTTT TTCAAACATT TCTTTAGCAT CCCTTTCTTG TCGCTATAAT 

CAACTTGCAT ATTTTTGGAA TTTTTATATT TTTnTATTAA ATATTTATTT TTCAGAACGT 
CTTTAATAAT TTTnTT 

(2) INFORMATION FOR SEQ ID NO: 98: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 968 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
CD) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9 8.: 

GTCAGGCTTT TTACAGAAAT TATTATAATA AATAAAAGCT TTATTCAATT CTCATGTTAA 

AGAGCTTAAT AAAGCCGCGG GCTTAGCTCA ATTTATTTTA GATAAACTCA CTAAACGATT 

AAATTCAGTT CAATTTAGAA TTAAAATTAT TTTGTATTTG TTAAAATAAA AGAACCTATT 

TAAATTCTCT TGTTAAAAAA TTCAAATAAT TTCTACTTTA AAGCTATATA CTAACTTATT 

ACTTTATAAA ATTTTAATCA TTCTTAATTT AAAAAAT AC T TATTGAATAT AGAATAAATA 

- ATTGGAGCAA GTGTTATTCC CATTATTAAA ATTACTTGTA TTGTTCTATT ACTTGCAGTA 

AGTTCGTTTT TTAAAACATT TATTTTATTA TCTAGGTTAA ATATATCCTT TTGTAAGGTT 

TTTTCTACAC TATCTATTTT AGTATTCAAG CTAGATATAT CTTTTTGCAA AGTTTTTTCT 

ACATTATCTA TCTTAGTATC TAAACTATCT ATTTTGGC AT TTAAGCTCTT TTCTACATTG 
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TCTATTTTGG CGTCTAAACT ATCTATTTTA GAATTAAGTT CATTTTTAAC AC TAT C TAT T 600 

TTAATATTTA AATTCTTCTC TACATTATCT ATCTTAGTAT CTAAACTATC TATTTTGGCA 6 60 

TTTAAGCTCT TTTCTACATT GTCTATTTTG ATATTCAAAC CATCTATTTT TAAATTTAAA 72 0 

TTCTTTTCCA CATTGTCTAT TTTGGCATCT AAATTAGATA TGTCTTTTTG CAAATTCTTC 730 

TCTATATCAA TTATTTTCTC TTTTAAAAAT TCAAAGTTGT AATaTCATTA TGCAGAAAAA 840 

CAAAATCTAT gCTtCCTgCT AAAC CC TATA TTAAAAATTC GTTTTTAATA CCTTTCTAAT 90 0 

GGTTAATAAT GGTTTGGTAA TGGCCTAAAA TTGGTTCCAT AAGGATTAAC CCTTTTAAAT 96 0 

GGTTTAT A * 968 

(2) INFORMATION FOR SEQ ID NO: 99: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 954 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 99: 



GCAGGTCGAC 


TCTAGAGGAT 


CCCCTTTAAC 


TAGAATTTTT 


CAAAATGATA 


AAAC TTT AAC 


60 


CCGAAATGAT 


AAAACTTTAA 


TTTTTGCAAT 


TTTATTCTCT 


TGTTTTTTTT 


AAAAC GAT T A 


120 


GAATAATCGT 


TGAkCAGGTT 


TATTGATTAT 


CAATAAACCT 


GATCTATAAT 


ATTATAAGCG 


180 


GTTTTTGCAA 


GTTTAATAGG 


AGCTATAATA 


TCCATGAACA 


AATTATTGAT 


ATTCATTATT 


240 


TTATTAGTCT 


TTTCATGTAA 


TTTAAGTAAT 


TCTGATCAAA 


ATAATCCACT 


AAACATGTCA 


300 


AATAAAGAAA 


AAATAAGCGA 


ATATCAAATA 


AATGAGTCGT 


CAAACAAATA 


TTCAATTTTC 


360 


AAACGAAATT 


CAAGCGTTAA 


AAGATACACG 


TTCAACCATT 


ATT AC T AAC C 


AAAATGATAA 


420 


TATTAATTCT 


ACTATTAACT 


ACCCACCTTA 


TATTCAAACT 


ATCTTAAAAA 


TAGAAAAACA 


480 


AGTTGACGGA 


AATATTAATG 


GGATGACTAA 


AGAAAGTGGC 


ACAGAAACTA 


AAAAGCTTTT 


540 


AGAAATTCTA 


AATGGGAATA 


TTTCTCGATT 


TAAAGATGCA 


ATTCAATATG 


GAGGAAGTTT 


600 


TAGGGCTAAA 


GATGTTAGAG 


AAAATCAAAC 


CCAAAAAGAA 


AACAACAAAG 


ACTCGCATAT 


660 


TCATGTCGAC 


GATTTTAAAG 


AATACATACA 


TTTAATCATG 


CCTAGCATTA 


CAATAATGCT 


720 


GATAGTAGTA 


GTAGTTATTA 


CTATACCAAC 


TACATAATAA 


ATGGAGACAA 


TTTGTkAAGA 


730 


ATTATTAGCA 


ACTTATAArA 


AATCTTTATA 


AATTACCAAT 


ATTCTTGACA 


ATTTTAATAC 


840 


rp TTT T r ^ 


ATATACTATA 


ATATTATGAA 


AAAAAATCAA 


AAAAACAAGT 


GCTCAGAAAT 


900 


AG AAAAAAC A 


CAATTAGAAA 


TAATAAATAA 


CCAATCAGAA 


ATAGAAAAAC 


AACG 


954 
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(2) INFORMATION FOR SEQ ID NO: 100: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 946 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 100: 

AG AAG AAAAT AAATTATACA GATCTTCTGT ATCTTTTAGA TATTTTTTTT ATGATGAAAA 

TACAAAAAAG AAATTAGGGT ATAAAAAAAT AATAACAATT TTCAATTTGC TTGATAAAGG 

AAGTGATGCA ATAAAGTTTC CCATATTTAA TGGAGGATTA TTTGCACAAG ATAAGGTTAA 

ATATTTAAAT AATGAAAGTT TACTCAGTAT TAGTGAGATT GAAGAAATAT TAGTCAAAAT 

ACTTTTCTTT GAAGAAAAAA ATATTAAAGA TAAAAAATTT GT AAAAT ATT CAAGGCTAGA 

TCCTAAAAGC TTTGGAGAAT TATACGAAAC TCTACTTGAA TATGACCTAA GAATTGCAGA 

TACTACTGTT CATCGTATTG TTGAAGACGG GATTTATCTC ATTCGTACTG AAGAAGAGCT 

TGAAAACAAT AAAGTAAACA AAATTGCTAC ATATCTTAAA GGGAATATTT AT C T T AC AT C 

TAGATC AC TT GATAGAAAGA AAAGTGGGGC ATATTATACT C C AG ATGATT T AAC TGATTT 

TATGGTTATA TCATCAATTG AAGAGCAGCT TAAAACCAAG TCCCCTTTAG AT AT AAAAAT 

CATTGATAAT TCTTGTGGAT CAGGGCATTT TTTAATTTCT TGTCTAGATT ACTTAACAGA 

AAAGGTATGG TACGAGCTAG ATAAATTTGA AGATGTAAAA AAAGAGCTTG ATAAAGAATA 

TGGGATTATT CTTAAAGAAA GTGAGGAGTA TGATATTCAA GATAGTATAA GT AAAGAAT T 

GGTGCTTAAA AGGATGCTGC TAAAGAGGTG TATTTATGGT GTTGATATTA ATCCTATTTC 

GGTTGAAATT ■ ACTATGCTAA GTTTGTGGAT TAATACCTTT ATTTTTGGAA CGCCACTAAG 

CTTTATTGAG CATCATATAA AAAC AG G AAA TGCTCTCTTG GGATAT 
(2) INFORMATION FOR SEQ ID NO : 101: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 913 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 101:' 
CTTTGACTCA AAACTTTACC CTTTAAATTG CTAACTTTAA C T T G AAAAT A CTAAACTTTA 



1U iK l H H" 11 B „ O a" 3 11 >? ij j! fr! 
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ACCCGAAATA ATAAAACTTT AACTAGAATT TTTCAAAATG ATAAAACTTT AATTTTTGCA 12 0 

ATTTTATTCT CTTGTTTTTT TTAAAACGAT TAGAATAATC GTTGAkCAGG TTTATTGATT 18 0 

ATCAATAAAC CTGATCTATA AT AT T AT AAG CGGTTTTTGC AAGTTTAATA GGAGCTATAA 2 40 

' TAT C C AT G AA CAAATTATTG ATATTCATTA TTTTATTAGT CTTTTCATGT AATTTAAGTA 3 00 

ATTCTGATCA AAATAATCCA CTAAACATGT CAAATAAAGA AAAAATAAGC G AAT AT C AAA 3 60 

TAAATGAGTC GTCAAACAAA TATTCAATTT TCAAACGAAA TTCAAGCGTT AAAAGATACA 42 0 

CGTTCAACCA T TAT T AC T AA CCAAAATGAT AAT AT T AAT T C TACT ATT AA CTACCCACCT 48 0 

TATATTCAAA CTATCTTAAA AATAGAAAAA CAAGTTGACG GAAATATTAT TATTAATGGG 540 

ATGACTAAAG AAAGTGGCAC AG AAAC T AAA AAGCTTTTAG AAATT C C AAA TGGGAATATT 6 00 

TCTCGACTTA AAGATGCAAT TCAATATGGA GGAAGTTTTA GGGCTAAAGA TGTTAGAGAA 6 60 

AATCAAACCC AAAAAGAAAA CAACAAAGAC TCGCATATTC ATGTCGAC r A TTTTAAAGAA 720 

TACATACATT TAATCATGCC TAGCATTAAC AATAATGCTG ATAGTAGTAG TAGTTATTAC 7 80 

TATACCAACT ACATAATAAA TGGAGACAAT T TG T T AAG AA TTATTAGCAA CTTATAAAAr 840 

ATCTTTATAA ATTACCAATA TTCTTGArAA TTTTAATACT ATTTkgTTaT AT AC TAT AAT 900 

ATTAAGAGAA AGA ' 913 



(2) INFORMATION FOR SEQ ID NO: 102: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 910 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

( D ) TOPOLOGY : - 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 102: 

TCGCTATnnG AGCTCGGTAC CCTGATAAGG CGAGTGTGAC GGGGATTGCT AAGGGAATAA 60 

AGGAGATTGT TGAAGCTGCT GGGGGGAGTG AAAAGC TGAA AGTTGCTGCT GCTGAAGGGG -120 

AGAATAATGA AAAGGCAGGG AAGTTGTTTG GGAAGGC TGG TGCTGGTAAT GC TGGGG AC A 180 

GTGAGGC TGC TAGCAAGGCG GCTGGTGCTG TTAGTGCTGT TAGTGGGGAG CAGATATTAA 2 40 

GTGCGATTGT TAAGGCTGCT GGTGAGGCTG CGCAGGATGG AG AG AAGCC T GGGGAGGCTA 3 00 

AAAATCCGAT TGCTGCTGCT ATTGGGAAGG GTAATGAGGA TGGTGCGGAG TTTAAGGATG 3 60 

AGATGAAGAA GGATGATCAG ATTGCTGCTG CTATTGCTTT GAGGGGGATG GC TAAGGATG 42 0 

GAAAGTTTGC TGTGAAGAAT GATGAGAAAG GGAAGGC TG A " GGGGGCT ATT AAGGGAGCTG 4 30 

GCGAGTTGTT GG AT AAG C TG GT AAAAGC TG T AAAG AC AG C TGAGGGGGCT TCAAGTGGTA 5 40 
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1082 



CTGCTGCAAT TGGAGAAGTT GTGGCTGATG ATAATGCTGC GAAGGTTGCT GATAAGGCGA 



600 



GTGTGAAGGG GATTGCTAAG GGGATAAAGG AGATTGTTGA AGCTGCTGGG GGGAGTAAAA 



660 



AGCTGAAAGT TGCTGCTGCT AAAGAGGGCA ATGAAAAGGC AGGGAAGTTG TTTGGGAAAG 



720 



TTGATGCTGC TCATGCTGGG GACAGTGAGG CTGCTAGCAA GGCGGCTGGT GCTGTTAGTG 



730 



CTGTTAGTGG GGAgCAGATA TTAAGTGCGA TTGTTAAGGC TGCTGGTGCG GCTGCTGGTG 



840 



ATCAGGAGGG AAAGAAGCCT GGGGATGC T A AAAATCCGAT TGCTGCTGCT ATTGGGAAGG 



900 



GTGATGCGGA 



910 



(2) INFORMATION FOR SEQ ID NO : 10 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 883 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 103: 

AACATGTAAA AGAATAAGCA TTAACTCGCG CATTCTTTGA TTTAAAACAA CCACCCGAAC 60 

TACTAAAAAC CTTATTTTCA ATCGAACTCA TTGATTTTGA ATATTTTTTA AATTTTAAAA 12 0 

GAACATCGTC AAGTTCTTTA ACTGAATCTA AATAAGGATC TTTTGCCTGT ACTTCTTCAG 18 0 

CCTGTCTTGT TTGACGTTTA GATCTAGGAG CAACTGGAAT TTCTGATTCT AGCCCTAATT 2 40 

GTGGATTATC ATCAACATTA GGAGCTTTAG- CTTGCCCTTT GCCTTTTAAA GCCATAATTT 3 00 

AATTACCTTT TAAAGCTCTA TTCCCAAAAA CACTAGCAAG CACTATAGAT AACTCTTCGG 3 60 

TTAATTTATG TACTTTTGAA AGTGCTATAG CATTAACAGA TTTATCATTT CCCCCATTCT 42 0 

TTTCAAGCTC TCCTTGTGCA TTAAAATGCA GCTTATCACC TGGGTTTACA CCATTTCCAT 480 

TTTTCTTAAA TGTTAAATAC CCCGTGAAGT TATTTGTAAT TGGAAC TACA GTTGCCATGC 540 

CAGTAAACTC ATCTATATCA GTGCATATTC CGTACAAGTC ATCCCCACCA CCAGCCTCAA 6 00 

CTTCTAGTTC TGTTGTACCA. TCTGCACTAA AACTAAGCTT GACTCCACGC TTGTATGGAT 6 60 
ACCCTTTAGC AGGATAATTT TCTATTTTGT CTTTACTACT AGTAAAAACT CCATCCGAAT " 72 0 

TGGAGTAAAT TAGATTTTTA TCTCTAAAAT CTACAGAATT AC T AAGC AAA CCAGTA.TCTT 7 80 

GCTGAGGATT TTTCATTAAT GCTTTAATTT CTGCAACTTT TTTATCAAAC TCTTCTTTTA 840 

TTTTTGTAAT ACCATCGCTC ATT AAAAAC T CCTTTAAGCA ATACTGGT 888 
(2) INFORMATION FOR SEQ ID NO: 104:. 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 383 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 104: 

GATAGTAATT AAGTC C T AC A ACCAATAGTG TTACTTTGCA TTAATTTGTT CTTTCCTTAT 6 0 

CGATAGGTCT CTTCCTTCCT GATTGAATTT C AG AT C ATT A GATATTTTGA GACTTTCTTC 12 0 

ATCAGAATTA ACTCAAGTCA ATGCATTGAT TGATTTTCTC ATTTAATGGA GCTAGTGCTT 180 

TATTTATTGC TGGGGTTAAT GCACTCTCAA GTCTTTCCAT ATTTGCTGTA TAGATTAATT 2 40 

TinTAATGAGA ATACAGCTCA TAAACCAAAA AGAATCCTTT ATGTGCAATT TCATCAAATT 3 00 

CATCTTCAAA TTTAGAAAAT ATATCAATAA GGGTTGATAA AGACGTAAGT CCAAGCTCAA 3 60 

CATTATCTTT GGATAATTTC ATAAGTTAAT CTCTTTTTTT AATGTGATTT TTGCCATTAC 4 20 

CATTGCCATT CTTAAAAATC TTGCCTATTA CAATAGTCAA TATGTCTTTT AATAAAGGCT 4 80 

TGAGAAGAAT TAACACTCCT AAAACCAATA CTGTTACAAA AATCATTACG GCTATAAGTT 5 40 

TAATTTCATT TAAATTGATA AGAAGTTCTG TTAATTTAAT AGTATC CATT TTTTAATCCT 6 00 

TTATTTTAAT TTTTTATTTG TAT AT AC ATT AT AT C AAAAT CGTAATTTTT GCTAAAAAAG 6 60 

TTTGCAGCTT TTAAAGCTGC GGGATGGGGC CCCCTGATAG GTAGGCTCTT TTTTGAATAT 72 0 

ACCATCCTTT ATACATGGGA AAT C T AC TAG ATAGTCCTTG - GGGGAGCGTC TGrTTGCTCA 7 80 

TAAGCCATAC TTGTTTCACT TTCATCGGAA TATCTTAGAT AAAGT AC TTT ACTCTCGCTA 840 

TTACTGTAGT GTTCTGCGTC AAGCTCAATA TCAAGGTAAA TGG 8 83 



(2) INFORMATION FOR SEQ ID NO : 10 5: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 857 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 105: 

CTATTAATTG CCAAAAAACT AAA.CCAAACA ACACTTAAAA GGAGAGTCTT ATTGTGATAA 60 

TGAGATATAA AATG AAAAT T TTAACTAAAA AT AAAAC TT A TGAATATCCG CTGAGAGTAC 12 0 

TTCCCGTCTA TGAATGGGAT AAAGTGC TAG GATTTAATCA AAGTGACGCT GTTTTAAAGC 18 0 

TTAATGAGGT TAAATTCTTA AGAGAAATCA CAAGCTTAAT GAT AAGTC C A AAATTTTTAG 2 40 
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ACGAATTCTA TGTGATTTTG GATCAAAATA GAGAATTTAT TTCTTATTAT AAGGACTATC 
TTGTTGCAAT AATTTACACT GCACAATTTA ATACTTTTCA TTTAGACAAT AATCTAAAAA 
AGCCCGCTTT AGTATATTTG AGTGAGTATG AAAATAATGT TGGTGATTTT GTTGCTTTtG 
AC TAT ATT AA TGAAAATTTT GATTATGAAA AAGTAGCCAC TTCGCTTTCA TCAATTACAT 
CAAATTCCAA TGAGC TGGTT GC T AAATGAG CAAAAGAAAT AGAGATATTG ATAAAGCTAT 
TGCAAGTCTT GATGAGACTA GAAAAAAATA TTTTAACTTG CTTGACGAGA TTAAGAACGA 
TAAATACTTT TTCCCAGTAA TTATGAATAT TTGCTCATAC TACTCGGTTA AAAAATTGCC 
TTATGACGAG CTTTTAGAAG TCAATAGACT TGCTGAGATT AAAT T AG AAA AAGAATTGTA 
TGAATTAATT TTAAGCAAGT GAGGACTTAG TGAGCGACAA ATTCACCATT AAAtTTAAAG 
GtATTCyTGA TCaTGCTGCA ACAAAAAAGG GCCATTGAAC CAGGATATTT CTAAAATGGn 
AAAATTATGn TAAACCT 

(2) INFORMATION FOR SEQ ID NO : 10 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 346 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 106: 

' AGTTGTTCTT TTGCGAGATG CGCGTCAAAA CGTAGCATAG TATTGCCAAA AACAGTCATT 

TTAAGTAAAG AAAGC AT AT C CTTATATAAG GATGTTAGTA TTCCACCGTT TAATGATATG 

TTTTCACCAG TCATTACCGG ATTGTAGCTT ACATATTCCG CTTTTCTATC ATAATAGTTG 

ATAACTGGTC TTTTAGAACA ATTAGTATTG TAAGTGCGTG TTATGAGTTC ATTTTTTGGT 

TTTATAAAAA ACAATTGAGG AACATATCCA AAACCTTTTA GATCCATTCT AGGAAATAA.C 

ACTAAAAAAT TATCTGCTCC GAAAAGGGCA AATATTTGGG TTATTACATC TCTTATTATT 

CGAGTAATTT CCCCGATTTC TTTCTTTTCA ATATCATTAA TTTTTTCCTC GATTTTTTCT 

TTTCAATATC ATTAATTTTT TCCTCGATTT TTTTCTTTTC AATATCATTA ATTTTTTCCT 

CGATTTTTTT CTTTTCAATA TCATGATTGT TAGTAATTTT ATTATTAATA TCTATTTTGT 

TAGCTGCATT GTTAGCAATT TTTTTGTTAC TTGTCATAAG TAATTACCTT TTGTAAAAAT 

TATGGTGTGC TGTTAGCATT GTCTTGATTT TGAATTTCTT CTTGT AGTTT . TTTTAGAGCC 

GCACCCTCAT CTCCGCCCAT CCATCCAGGT AGCATCGA.TT TTAATTTTGC AAAGAAATAA 
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TTAAGATTAA AAATACTTTT AATGCCATaA TTATGGGATT AATAAGTGTG TTTCAAACGC 



730 



AAAGTCTTAA AGTAATAGTT ATCTTATTAA TGAGGTCAGT AAGGGTCCAA GACGTAGTGG 



840 



TTAAGT 



846 



(2) INFORMATION FOR SEQ ID NO: 107: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 840 base pairs 

(B) TYPE: ' nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 107: 

CAATGAAATA GTTAGAGAAA TTAAAAATGT TATTAAAAAG CACAATTTGG AGCTTGATAT 60 

TGAGCAATAT CCAATTTCTA TAGAGGGTCA ATATGGCATA GTTGATTATA TTAGGAC T AC 12 0 

ATTCTACAGT ACAAGTACTG GATATGAATT TTCTTTTGAT ACGCGAATTC CTACAGAAra 180 

TTtACAATGG aACAATGAAA ATGGGTCTAA AGTTACAAAT ACAGTGTATC AGATGTTTGG 2 40 

TTCAGGCATT ACTTATGTCA AAAGGTATGC TTTAGTTGCA GCTCTTGGTA TAGAAAGTGA 3 00 

AATAGATACT GATGCAGCTC CTATTTACAA TAACCACGAA AAC G AAAATT CTATGCCTAG 3 60 

CAAGCAAGTT AGTGTTAATC AAAAGCAAGA ACAAAAAAGA GAACAAAAAC AAGAAAAAAA 42 0 

TCAACTAAAC AACTTTAATA AAAACTTAAA ATCTGGCAAG GCTTATTGCT ATGAAATTTT 4 80 

TAGAGACGCA CTGTTTAATA TAAAAAATTG GGTAAATGAA GGTGAAGAAA AAAATAATAT 5 40 

AAATGCTCTT ATTCGGGCAT TATGTACTGA TAATGATGAT GCTTTAGAGG ATCTTTTTGA 600 

AAAGAATGCT GAGCTTAAGA ATATAGAATA TTGGGTAAAT ATTCTAAAAA AATATTTCAA 6 60 

TAAAACCnAT AGATTTGATG ATCTAAATAA GCTnAAAGTT TTTATGTCTG ATAATCGGGA 7 20 

TGTTTATAAA ACAAAAAnTA TTAAAATTCT TTTGCATGTT AAAAAAAAAA AAGACAATTT 7 30 

AATTATATnT TTGCCAGTGT TGCCATATTA AAGCCCCCCA ATAAGGGGGC TGTTTAriATT 8 40 
(2) INFORMATION FOR SEQ ID NO: 108: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 814 base pairs 

( B ) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

( D ) TOPOLOGY : linear 

. (xi) SEQUENCE DESCRIPTION: SEQ ID NO:" 108: . ' 

GGCCGACTTT GTTTTATCTA CAATAACTTA TTTTAGTTTG AAAATT A.CAA GCAAGCCTGA 6 0 
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AACCATTCAT TATCCCTATG GACACAAACT AATGGAAAGC TTAATAGCTT TTATCATGGG 12 0 

AATAATTATA CTTATGACAG GATTTACACT ATTTCTAAAT ACAACCGGAT TAAATAAATT 18 0 

TATCACTCTT GGGGGAGAGT CTGGATTTAA TCTACACATA CACCAGAACA AAAATAAAAA 2 40 

T GAT AC TATA TATGAACATG ACCATTGCCA TTCACACGAT CACGATCACG ATCATAACCA 3 00 

CGACCACAAC GAAGAAGACA AAAAAAACAT ACTAGAAATA TTTTCAAATA AATGTCTAGA 3 60 

AGCAAAAGCA AGCTTTCGAT AAAACCCGAA GTTGTTTCGC TAAAGTGACA AGGATTAAAC 42 0 

AGGATTGTAT TTTTCAGCAG CCTATTTTAT AAACGATCTG CATTTAGTAA ATAGTTTTTA 4 80 

GTTAGGAAAT AATGTAGGAT TACTAAGTGT GATGTCTGAG AGAAGGGACA AGTATTGTAG 540 

CGAGCTTAAA TCCTTATTAT CGTTGGCCAG TAATTTAGAG GTAGGGGATC GGGATAAA.GG ,600 

ATTGGCCAGT TTATAAGTTG GAGGGAAGGG CAAAGGATGC CTTAAAATCG GTAATCGCTC 66 0 

CTTAAGGTTT AGGGTTAACA AGTTTGGCCA CCAATTAACC TCCAAAAAAA GGCCAGGCAA 7 20 

'AAATACCCAT TAAAGGCAGG ATTTCCGGTT TGGGAATTGG CCCCGGACCA CCTCCAAAAG 78 0 

GGCCATGGAA GGTTTGGGAA ATTGGTTAGG TAAA 814 



(2) INFORMATION FOR SEQ ID NO : 10 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 808 base pairs 

(B) TYPE: nucleic acid 

{ C ) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 109; 

' GGCAAAACCA GTTCTATTTT GTTCAAAATC AATATTCGAC TCTTCAGAAT TTAGTTTTAA 60 

ACTTTTGATT TCATATTTGT TTTCAAACTC TTCAGTTGAT TCAAATGCTA TTATCTTAGC 120 

TATAGGTACT TCTTGACCGA ATATTTTATA GTTATTGTCA TTAATGCTAT AATTAAGTAT 180 

AGCTAAAGGT AAGCAATGAA TAAGTTTTGA ATCGGATGGG TGAAAAAATA T AAGAAT AC T 2 40 

TAAGCTCTCT AAGATTTTCA ATTAAATTGT TATTTTTATC TTTTATATCT TTTAAATCAC 3 00 

CAGATTTTGC CCATGTAACA TAACCACTTG CAAGTATTTC AAATGCCTCT CCTTCTTTTA 3 60 

TTTCGTTTAA TTCGGGTTCC TTAAAGGTAA GAC AAAT ATT GCTATTACTC TCTTCAATGG 42 0 

GCTTTTTATC ATATTTTATA ATATTTCCCT CTTCAATTAT CTTAAAATCG AAAACCTCGG 48 0 

TTTTGATACT GTTGATTTTT GAAGATTTTG GTGTAGTCAA AAAGCATGAA* TAAAATAATG . 540 
GTATATATAA AAATATATTC AAAATACATA TGTTCTTTTT CATAAAATTT TTCCATTAAT " 6 00 
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TGTATTTCTT TCTATTTCTC TCTTCACTTT TAAATATTGT TGATAAGCAG TGGGTCTAGG 



660 



CATAAAACGA TCATACTCAG GGCTCCCCTC TTCGCCAGAA TACTTAATAT pTGGAGAATA 



720 



TAACTCGCTT ATACATGAAT ACAGCCAATA AACTTCACTT TTAAATTTAT TATTCTGCTC 



780 



ATTTTTTACC CTACCAAACA ACTTAATC 



808 



(2) INFORMATION FOR SEQ ID NO: 110: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 804 base pairs 

(B) TYPE; nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 110: 

TGGGAAACAT TATATCTAAC AACCCCTAGT GGTACTTTAC TTGAGGGGGA CATAGAAATT 60 

GATGGCCTCA ATTCAACTGG ACAACGAAAA TCCTACAAAA TATCGCTAGG AAAAAGAAAA 12 0 

TATGTTTATA TGAAAGTAAA GTATAAACTT GACCTTAAAA ACTATCTCTA CTTAAACATA 180 

GACTCTCAAA TTAGAGACAT TTATTCTAGG ATTATTTCAA ATAACTATTC TGATATGGGA 2 40 

ATTAGCTTTG AATATCAAGA CTTTTTTGCT CCAGTTAATG AAGTTAAAGG AATTAAATTT 3 00 

ATGGAAATAA GTGCCTGTAT TAAAGACACA GACACTGAGA GTATTGCAAA AATTACTGAT 3 60 

AGCGATTTTA AAAAAAATCA AGATATTACT ATTACTGATG ATACAATGCT CCTTTTCAAT 420 

ACTACAGATA GATTGCTTAT TGATATTGAT AG T T AAC AAA TATGAAAATA CCTAATTTAT 480 

TCAATGGCAC TGAAGTTCAT AAATTTATAC TTACAGAAAC AGAATATGCA CAAGCATTGC 5 40 

TTAATGAACT CAAGTCTCTT AATTCTAACT TCCTATCCAT TAATGTAATA GAAAATATAA 600 

AATCAAGATA TATTGCAATA TGGATATCTC AAGTTTTATC TATCTTTTAT GCAAAAACTC 660 

AAACTTTACA AAGTATTACA AGCAATATTA ATAGCGTTAT TTTTGCTTTA CGCCATATTG 720 

■ GTACTGATGA GTCGTTTAGA CTAATTTTCA aGGCCTTTTa AATGTGGACA TG AAGTT AC T 7 80 

ACTCCTGAAG CGGGGGTATG GAAA 804 
(2) INFORMATION FOR SEQ ID NO : 111: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 8 00 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 111: 
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GCGTGAGATG TTAATTTTTA 
AGCTTAAACT nCCCCTTAAG 
TTCCATCAAC AG T G AT AAAC 
y C CAT AC T AG TAATTATACC 
AATTAATTTG AGCGGTTGCT 
TTTTTATACC ATTGATAGCA 
GGTTTGCTAT TTCAATTTTA 
AAGTCTTTGG GCTAATTGCA 
TATTTTTATC AAAAATATTA 
GTTCTAAACT GATATTAGAG 
TTGTAACAAT AGCTTCTTGA 
TAAAAATGTT TGAATAAATC 
'GGCGTTGATT CATTCtGTAA 
tTTTTTACgt TTTGTATTAG 
(2) INFORMATION FOR SEQ ID NO: 112: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 798 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : double 
{ D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: ' SEQ ID NO: 112: 

GAAATAGCTT TTTAAGTTTT CTAAATCATC TTTAATATCA ATAACTTCTA TAAAGTATTA 60 

ATGATGAATT TTTGGGAATG TTTTATGGAT TTAAAAGATT AACAAGACCA CTTTTTTTAA 12 0 

ATACGAAGAT ATTATTACAA AAACTATCAA AACTGTACCC ATGTATAAAA TTCATTACAT 13 0 

AGAATTT AG A TTTAAGAAAG GAAGTGTTTT TTGTTATATA AAAGCAATTC ATGTTTTAAT '2 40 

AAAAAAAGAA AAATTTAAAA AAAATATGCT CAAAGTCTAT TAGAGAGAAT AATTAATCTA 3 00 

GAACATAAAG TATTAAAGAT AAAGCAATTT TTTTAAAAAA TATATAAAAA. TCGAAACAAA " 3 60 

AAATTAAAGA TATAGTAAAA TTGTATTTGT AGCAATATAC TTGTGCTAGA GGCTATGAAT 42 0 

CTCTAAAGAT TTTAGCAGGG GAGAAAATAT GAAAAAAAGT TTTTTATCAA- TATACATGTT _ 480 

AATTTCAATA AGTTTATTAT CATGTGATGT TAG T AGAT T A AATCAGAGAA AT ATT AATGA 5 40 



CCnGCTTTAA AGCAGAATAG TCCATCCCCA TGAGGAGCAT 60 

GTTTTTAAAA AT AT C AAAAA CCTTnGTTTT TGTTCATCAA 12 0 

GTTATTAAAT ACCAATTCAA AATTATTGCC TAATCTTAAA 180 

ATATTTAGCA AAAATTACTT AAAC AAAC T A TTAATATCAG 2 40 

ATTTTTAAGC TTGATTCGTC AATTACTGAG TCCCCTATAA 3 00 

CTAACAATAT TATCTAGAAT TTTTTTTAAG CTAGTTGTTT 3 60 

TTATTCGCTC TAATTTTAAC , AGTATCAGAG AT T AGAT T T A 420 

C TAAGT AT AT AAAAAT G AT G TTTGTCAAAG TGAATATCGT 480 

ATGCTTGATT GAAGTAGTAA AACGCAATCA CCTTTTGATA 5 40 
ATATTTTTTG TGTGAATTTC TAAATCTTCA AATTCGGGTA - 600 

GTTTGATGTT TAAACTCCTT TACAGTGCCA ATTTTAATTA 6 60 

CAATTTTTAA GGTCTTCTTG AGCCAATGCC TGGCCATAAA 72 0 

ATTTCATAGT CTTCaTTCaT TC t AATTCyA GTCCCCTTTA 7 80 

800 
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GCTTAAAATT TTTGTTGAAA AGGCCAAGTA TTATTCTATA AAATTAGACG CTATTTATAA 



600 



CGAATGTACA GGAGCATATA ATGATATTAT GACTTATTCG GAAGGTACAT TTTCTGATCA 



660 



AAGTAAGGTT AATCAAGCTA TAT C TAT AT T TAAAAAAGAC AATAAAATTG TTAATAAGTT 



720 



TAAGGAGCTT GAAAAGATTA _ TAGAAGAATA CAAACCTATG TTTTTAAGTA AATTAATTGA 



780 



TGATTTTGCG GGATCCGT 



798 



(2) INFORMATION FOR SEQ ID NO: 113: 



(i) SEQUENCE CHARACTERISTICS: 



(A) LENGTH: 79 8 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 113: 

AGCTTTTGCA TAATAATTTT CATCAAATAA TTCCCATATT AAATCCTCCC AAATATCATT 60 

AATTTTTACT TACAGCTTTA TTTCCAAATA CTGCTACTTT TATTAAATAA ACATCGTTAC 12 0 

TAATTTGTTT TGCATCAGAC AACGCTATTG CATTAATAGT TGCCTTATTT GGTGGTGCTC 18 0 

CAGTCACCTT TTCAAGAGCA CCGTCTTTAT TAAAAACAAG TTTGTCTTTT ACTTTAAGCG '240 

TAGAATCTTT TGCTACTAAA TAACCCTCAA AATTATTTGT AATCGGAACA ATAGTGGCTG 3 00 

TTTTGCTAAA CTCATCTATA TCAATGCATA TTCCGTATAA ATCATCTTCA CCACCAGCCT 3 60 

CAACGTGGGG TTCATAGTGA ATTTGATCAG CTTTTTCCTC TTGAATAACT CTTTTTACCC 420 

C AC GC T TATA TGGATACCCA GAAAATGGAT GATTTTCTAA TTTGTCAAAT TTGCTGGTTC 480 

TAGTGCCTCC AGAGGCAAAA AATTGTATGT TTTTATCTCT AAACTCTACA GAATTGCTAA 540 

GCAAACCAGC GTCATGCTGG GGATTTTTCA TAAACTTTTC AAGTTTACTT CTCTTCTCTT ' 600 

GaTAATCTTT TACTAATTGC GTTGTGTCTG cCATTTGTTT AACTCCTTTT ATTGcCCAAG 6 60 

GgCkAwCCrC CAGCTtCAGG TGTTACTGTT TTCTCAAGGG CCTCTATTGG CCAAAAATTG 72 0 

GCAAACTTTT TTTTTAAATT CCCAAAAAAA AATTTTTAAA AATTTAAAGG GAAAAATTTA 780 

AACCCTTTCC CCTTTTTG 7 98 
(2) INFORMATION FOR SEQ ID NO: 114: ' 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 783 base pairs 

(B) TYPE: nucleic acid 
■(C) STRANDEDNESS : double 
(D) TOPOLOGY :. linear' 
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{xi) SEQUENCE DESCRIPTION : SEQ ID NO: 114: 
GGACTCAAAA CTTTACCCTT T AAATT AC T A AATTTAACTT G AAAAT AC T A AACTTTAACC 6 0 

CAAAATAATA AAACTTTAAC TTGAATTTTT CAAAATTACA AAACTTTAAC CCAAAATGAT 12 0 

AAAACTTTAA TTTTTTGTAA TTTTTACATA AAAGTGTTAA CTTTAAAATC CCAAACTTTA 18 0 

■ TAATTTTGGG AAATTATCAA TACTTTTTTA ATTTATTCTT TATTTTCAAA ATAATCTTTA 2 40 

TAT ACT TATA TATTATGTAT AAGGCTATAA AAGAACAACA AGAAATAGAA ATAGATCATG 3 00 

- CATGCAGAAT ACTTATTCTT ACCGCAACAA TATTTGAAAT AAATTCAATA TTCGAAAATT 3 60 

ATTATCAAAA AACTCTACTC AAAAAGTATA ACGAAAATCT CAAAAACAAA AATCTACCTC 42 0 

CTAGTAATAT ATCAACAATG AAAAAATACT TAAATCAATT AGAAAAAGAA ATAAAAATCA 48 0 

TAGCAAAATT C TATTTT AAA AACGATCAAT CTCTAATTTA TTGCAAACTT AATTATACCC 5 40 

TAGAAAAAAT TTGTTTAAAA CTAATAAAAT TCTACAAAAA ATTCTACAAA GAATTAAAAC 600 

AATTTACACA AAAGAACATT ACTACTTAAT TGTAAATACA TT AT AAAAT A ATCTTATGCA 6 60 

AATATTTAGA AATACAAATT GTAAAGATAT ATATTTTTAT TTAAATAAAT AATAAAAATT 7 20 

GC TGGC AC AC TAATTTGGAA AAATCTTTAA AAGAnATACT AGGTATGAAT AGCnAAAATA 780 

■ AGC 7 83 



(2) INFORMATION FOR SEQ ID NO : 115: 

(i) SEQUENCE CHARACTERISTICS: 

(A) * LENGTH: 768 base pairs 

(B) TYPE: nucleic acid 

{ C ) STRANDEDNESS : double 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 115: 

TTCTATATAA ATATTTTGTA ACTTTTTTGC TTATTACAGA CTAAGCCTAA ACGTCCTACA 60 

ACCCCATAAA TGCAACGCTC TGCAGCTTGA CACATTTAAA GTTTGGGCTA CTCCCTTTTC 120 

GCTCGCCACT ACTAAGGGAA TCTCTTTGAT TTCTTTTCCT CAGGGTACTT AGATGGTTCA 130 

CTTCCCCTGG TATCGCCTCT ATTATTTAAA TAATAGATAG CTAGCATCTT GCTAGCTGGA 2 40, 

TTACTCCATT CGGTAATCTT GGGATCAATA AATGTTTGCT TCTCCCCCAA GCTTTTCGCA 3 00 

GCTTACCACG ACCTTCTTCG CCTTAAAGCT CCTAGGCATT CACCATAGAC TCTTATTACT 3 60 

TTGACCATAT TTTTATCTTC CATCTCTATT TTGCCAATTT ATTTATACAA. CAT AAAAT AA 42 0 

TATATATCTT TGTTTAATAC ATGTCAATAT ATATTTTATT TTTTATGTTA TTTAAACAAC 480 
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ACATTCAAAA AC AC C AAT AT TTAAAAAACA TAAAAATAAA ATCAAAGTTT AAAGTATAAA 
AATAAAAACC CTGGCAATAA CCTACTCTCC CGCGAACTCG CAGTACCATC AGCGAATAAG 
AGCTTAACTT CTGTGTTCGG AATGATAACA GGTGTTTCCT CTTTTCTTTA ACCACCAGGG 
TTTTTACAAG QAAGACAAAA ATATgGcCAA AGATACGGGT AATTAGTATT AGTCAGCTTA 
ATATATTGCT ATACTTACAC TTCTAACCTA TCGACCTGGT ATTCTTTC 
(2) INFORMATION FOR SEQ ID NO: 116: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 765 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 116: 

CTTTACGCCT AACTTACCCT CCACGTGTAC AACCCCTTAA CAACCCCTTA ACTTACCAGT 

GACCCCCTTA ATATGGTAGT TATGGGGGAA CGCTTAGAAT AAAAAAGTCA T C T AC G AC AC 

CCCCGATCAT AGACCTGACT CTTGTTATCC CAAATCACTT CAGCGCCCTC GCAACTTATG 

GGAAAAAGTT CCTAGAAAGA TGTATAGAGA AGTGGAATCA AAGTAATAGG CAATTCGCAA 

GTGAATAAGG GAGAAAGGAT TTCCTATGTT ATAGGGAGAC GC TAG AC ATA GTGCTTGCGA 

GACTGGATTG TGCTTGATGG ATAGAACCTA GTTTAGTGTG TACATCCAAA AAATGGACTA 

AATCAATAGT ATAAGGCGAA TTGCCAGCGA TGAGGTCTGA ACCAAATTGC CTCACATCAG 

GC GAT AAC AG TTACTACTAA CAGTTGCCAC TTCGGCTACT CTATCTTGCG TGCTTATTGT 

AGCACTCTGG AGGTCCTGTT GTTAAGCCAG CATTAGCACA GCTCCTCCAC TGCGGGTTGC 

GAGTATAGAG TAGTCCTAAC TGGCAAGGAT TCCCCCTCTG GTTGCTAGAG GTCGAATTAC 

CCACCCAACA ATAGTTGCAT TGTTGGGGGG GTGGGTACCT ACTACTCGGC ATATACTCCC 

CCCCTTTCGA GACCTCCCTC GAGGGTCGAG GGAGCATTTG ATCATAGACG TTCATCCCAG 

ACATGGCCTT TCGGGTTTGA CGTCTCGCGA CCCCCCTTCG GGGAC 
(2) INFORMATION FOR SEQ ID NO : 117: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 755 base pairs 

(B) TYPE: nucleic acid 
fC) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 117: 
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GAGCCATTAT TGGCTCCTAT TTTACTAGCT GCACTTGAAA TTCTTTTCTT TTTTAGGAAC 60 

AAATAACGCT CTTTAAATTA AAAGGCATAA TGCTATATTG TATTCTAAAT CAT AT AC AAA 12 0 
GGACAGTTCT TTATATCATA AGTGCAAAAA TAAAGTCATA AATTCAATAA AAAGGAGGAA ' 18 0 

AACTCTTCTA GAGTAGTAGA AGAGCAACCA AAAATTAATG AAAATTTTTC TACACAAGAA 2 40 

T C TAT AC AAA AACTGCCCCT TTACTGCAAC AT AC AAAAC G TGAATCTTGT ATATTACAAT 300 

AATAGATAAT ATTATTGCAA CAATCCTAAA TTACAAATAC AGAATATGTT ATTAGCCCCA 3 60 

AAAAGGGGCT AATACATTTA CTTTAAATTA CAAGTTATTC GAACCATAAT TGTTCAATAT 42 0 

TAATTTCAAA TCTTTTCTTA TAGCAAGAAA TTTTTCATAA ATCAATATTA GATAATCATC 480 

AAAATTGCTT TTATCAAGCA CATACAAAAG TTTAAAAAAA TCTACATCAT CAAGACATAA 5 40 

ATAGAATATG AAAACCTTAT TTTCAAACAC ATTATCACCC AGCTTTACTT TAATTTTACG 60 0 

AAAAAGGTTG ATTAATTCTT TAGACTTTTT TGGCCCCAAA TTAAAAAAAA ATTCATTTAA 6 60 

AATGTTTTGA CTTTTAGGCG GAGACAATAT ATTTATTGTC TCCGCATCAT TTTCTATATC 720 

TAAGAATCGA CTCATAGGAA CTTATAAATG ACTTT * 7 55 



(2) INFORMATION FOR SEQ ID NO: 118: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 753 base pairs 
( B } TYPE: nucleic acid 
(C) STRANDEDNESS : double 
{ D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 118: 

CTCAGCCAAG ATACTGGTTT GCTTAGTAAT TCTGTAGATT TTAGAGATnA AAATCTAATT 60 

TACTCCAATT CGGATGGAGT TTTTACTAGT AGTAAAGACA AAATAGAAAA TTATCCTGCT 12 0 

AAAGGGTATC CATACAAGCG TGGAGTCAAG CTTAGTTTTA GTGCAGATGG TACAACAGAA 18 0 

CTAGAAGTTG AGGCTGGTGG TGGGGATGAC TTGTACGGAA TATGCACTGA TATAGaTGAG 2 40 

TTTACTGGCA TGGCAACTGT AGTTCCAATT ACAAATAACT TCACGGGGTA TTTAACATTT 3 00 

AAGAAAAATG GAAATGGTGT AAACCCAGGT GATAAGCTGC ATTTTAATGC ACAAGGAGAG 3 60 

CTTGAAAAGA ATGGGGGAAA TGATAAATCT GTTAATGCTA TAGCACTTTC AAAAGTACAT 42 0 

AAATTAACCG AAGAGTTATC TATAGTGCTT GCTAGTGTTT TTGGGAATAG AGCTTTAAAA 4 80 

GGTAATTAAA TTATGGCTTT AAAAGGCAAA GGGCAAGCTA AAGCTCCTAA- TGTTGATGAT 54 0 

AATCCACAAT TAGGGCTAGA ATCAGAAATT CCAGTTGCTC CTAGATCTAA ACGTCAAACA 6 00 
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AGACAGGCTG AAGAAGTACA GGCAAAAGAT CCTTATTTAG ATTCAGTTAA AGAAC77GA.C 



660 



GATGTTCTTT TAAAATTTAA AAAATATTCA AAATCAATGA GTTCGATTGA AAA , T^_AGG f I 



720 



TTTAGTAGTT CGGGTGGTTG TTTTAAATCA AAG 



753 



(2) INFORMATION FOR SEQ ID NO: 119: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 747 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 119: 

TGATTTTAGC TGTTTTGTAA mCCAAAAGTG GATTATAATA ATTGGGCCTA CTAGTC7GAA 6 0 

TCCTAGAGTC AATAAAACTT ACACTAATTG TATCTTGCGG CAATTTCGTA TTCCTCCTTT 12 0 

AAAATTTCGA TTGCTTTTAC ACTAGCATTG AATGC TAT AG ATGCACTGTA TGCATGGTTG 13 0 

CTATATTTTG TGCCTAAATT AATCAGTCCA ACTGTTTGCA TATTAGATGT CGGGTAAA.TG 2 40 

TAGAAGTTAA TTTTATTAAT ATATTCGGGT TGTAGACTGG GCAAAGTATA CTTATGAGCT _ 3 00 

TTATTGTGTA GAAAGTCACT AAG CAT ACT A TAAAGCATTA ACATGCGTGA ATTA.GCrTCA 3 60 

AAGTCTTTGG CGTTTAACAC TATTGCAATA ATATATATTT GAAAATTTA.T AC TAAA.7T CC 42 0 

AAAGCATTyT C AT AAAAT AC ACCkGCTyTA kAATTATGAT CAAATAGATT "TCTGCACCA 480 

GCAAATTTCA ATGCTATTAT ATTTGAGCTA GCAGCTGTGA TTTTTGAA-AG ATATC-GATGA 5 40 

TTGTAGGTAT TTATGATATC GCACTCAAAA TTATTTTCAG TTGCATACGC CTTAAACCCT 600 

TTAAATATTT TAGTTAAATG ATTTAATACC ATATCTAAAG TGAAAATCAT "CAAGTGTTA 6 60 

CCTTATAAGT AATCTCTGAT AACATTTTGG CTGTATCAAC AAGTGGaATT GCTGCAGTGT 72 0 

TACTACCCCT TTTAAACTTA CTTTTGA 747 
(2) INFORMATION FOR SEQ ID NO: 12 0: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 744 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
CD) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 12 0: 
ACACTTAATT C AAAAGT AC T AAGCTTTAAC C C GGAAATC T TAAGAAGATT 7GAGAATTGT 60 
AAATTTTAAC. CTAAAAAGCA GAACCTCATA AAAGT T T G AC TTTTACCCAT AAC AG TAT AT 12 0 
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AATATTAATA TGTTTTTTTT CAAATTTTTT T C AAAAC AT A AACCTGCTAG GAAAAAAAAT 130 

TATCATAAAA TCAATCCGGA TGAATTCATT CTAATTAGCG AAC AT C T TAT CAATTCTTAC 2 40 

AGCATTACTC ACCAATTACT TGGGATTATC ATGGCCTCTG GAATTCCATT AACTCATATA 3 00 

AAAAAATCAA AACATCAAAA CTCCTTACAA TTTCAAATCT GATATATTTT CTTATACGTT 3 60 

GAACAACGGT TTGCAAATTC AAACACATTC TCTAATTTGC TCTAACAAAA TTTCTAGGTG 42 0 

TATTGAAAGT TTAAACAAAA ACAGATTACT ATCTATTGGT GGAGACAAAA TTAATTATGT 43 0 

AGCAAAAAAT ATTTTTGATT TTAGAATTAC TACTAAACAA C T AAAAATT A TTCATTCTTT 5 40 

GATTGCTAGG T C AAAAG AAA CACTACATGA AATCAGATAT AACTCTCATT C AC AAAAC TT 600 

CTTTTTAGTT AAAAC AC CCT GTATTTTAAA TCTGTACCAA AAGCTCAAAT ATATCAAGTC 6 50 

ATTCGGCACC TCTAAAGCTC AATCAAAATA- ATCTAAATTA TTATCGAAAC AGCTCCAATG 720 

AGCTTACATC TACTATTACA AATT 7 44 



(2) INFORMATION FOR SEQ ID NO: 121: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 721 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : doubl e 

( D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 121: 

AGTT TGTnT A TTCCTAGTAA CAATAACATT TCAGAATAAA GTTTTGTnAC C AAAAGTT t T 6 0 

CTTCAGCcTC AACTTGTGTT TGTAAGTTTT TTTGTTCGCT CACCTCGATT TACCTTATGT 12 0 

TTTTAACTTT GTTTAATATG TACTTGCAAA ATAGTTTTTC TAGTAGCAAG TAACCCTCCT 180 

AAAACAAAAT CAATGTATGA ATGAGCAATA TCAGTTGAAT CTTTATCCAC TTGTTCATTT 2 40 

GGTGTAGGTA ACATATACTT GCTAGGTTTA AACTTAATAA GCTCTGGGTT TAATGGGTAA- 3 00 

ATAAGTATTT GATGTTTTAG CAAGTTTGAA GTTTCAATGT AG AC ATC TTC TCTATTATTA 3 60 

ATA.GC CyTGA TAGTTTGAAT CAJVAACATCC TCCCATTTTT CGCAGCTACT TGCTGCACCC 42 0 

TGTGCTGCTG CGTATGGCTT TACGAGTTTG AGCGAaGTTG TAGGgTCAAC TATTACCATC 480 

ATAGGTGTAG AAAATtCGTC TCCTAGCTCT AAC TT t G AAA GTCCCGCCTC AATTTTTtCA 5 40 

AATATTTTAT CCATTTTATC TTTATCACCA CTAGCAACTT CTTCTTTTAC TTGATGTGGC 600 

ATATTAAGAA GTCCATACAT ATTGGGAAGT AGACGTTTTT GATTTTTTCC - -ATCTTTTTGA 6 60 

ATTGAAACAG TGCC TGTT AG TACAAAGTGA TTAATAAGTT TAATAATCTC GCTACTTGCA 720 
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A 

(2) INFORMATION FOR SEQ ID NO: 122: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 720 base pairs 

(B) TYPE: nucleic acid v 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 12 2: 
CAATTTCAGC TCTTAAATTT TCTATTTTAG TTCGCATACC AGTAAGTTCA ACACTAGAAT 
ATTGCTTAAA TGCACGTATA AATCCTAATT TTAAATTAGC ACACTCTATA TCTAATTCAC 
TTATAACTTT CCTAGCGTTA ACTTCTGATC TAAAGGTTTG CGATAAAAGG TGTTCTAAAG 
TATCTTCACT AATTGTTACT CTAGCGTCCT GGTTAACAAT ACTTTCTCCA CTTTCCCACT 
TTTGTCTCAT TCTCCACACA TTTACTTTAG AAACTCCTAA TTTTTTCGCT ATTTCTCTAT 
CATTTAACGA TCCTTCTCTA AAAT AC AC AA CATAATCATC AAAAGGCCTT TTAACTTTTT 
TCAAAACAAT TTCTCCTAAA ATAACAAAAT TAACAAATTG TTACTCTAAG TAGTAAAGCA 
ATTTATTAAT TGTTAACATT AAC TGAT AAC TTCTTGATAT TTAGCGGGGA ATATTTGTTG 
GCCTTTATTG ATTTAGTTCG CTGCTATTTC TATAATTTTT GAT T TAG AAA TAGTAGTTCA 
TTAATTTATT GCATATTACT ATAAAATAAT TCTACTTTTT CGGAAAAATC TTTCATTTCA 
TTCATAAGAT TTTTACTTGT GAAAAGTCTT TTATCATAAT AG TG TAT ACT CAAAAATAAA 
ATATCTCTAA ATTCTTCAAT CGCATC t ATT TGAAAGTCTA ATy C T AA T AC TTTTCTCCTA 
(2) INFORMATION FOR SEQ ID NO: 123: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 715 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 123: 
TAATAAAAAA CTAAAGCTGT TCAACTGCAA TTGTTGCACT TGAAATTTTT TAT AC T AAAA 
TAAAATACAA ATAATTATAT TAACAAATAT CGATTTTTAT AAAAAATAAG TAAAAGTAGT 
CTAGTTTACC TGAGTATTTA AATACTTTTA ATTGAGGATG TTTTATTTTA AAAAGGAGTG 
TAAAACTATG TCAAAAGCTG TTGACGAAGT ATATTGCTAT TCTTGTGGCA AGATTTAAAA 
AAGATGCTGA GATTTGTATT TCTTGCGGAG TCAGAAATAA ACAAACCGAA. AACTACAATA 
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AACTTATAGT ATTTTTACTA TGCTTACTTT TTGGTTATTT AGGAGTTCAC AGATTTTATG 3 60 

TAGGTAAAAT AGGAACTGGT CTATTATACC TATTTACATT TGGATTTTTA TATGTTGGAG 42 0 

TTTTAATCGA TCTTATTAGA ATAACAACAA ACAAGTTTAA ATGTAATTAA AAGGATTCTT 48 0 

TAGTAAATTT TTTATTAGTC TTGTTAAAAT TATTTTTTAA TTTTTTAAGC ACATTTTGTG 5 40 

TGAACTGCTA TTTCTATAAT CTTTGATTTA GAAATAGCAG TTCACTAGAT AATAATAAAG 60 0 

CTAAAATTAA TATyTtAGTA TTTAATAATT CTTGAgAAAA nGTAAAATTG GTATATGTTT 6 60 

ACTTGTTATA AAAAAATCTA TCTGGGTAGG ACTTTTAATG TTTAATAAAA TAGTG 715 
(2) INFORMATION FOR SEQ ID NO : 12 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 715 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : double 
(DJ TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 124: - 

GGAGGATTTA ATATGGAATT ATTTGATGAA AATTATTATG CAAAAGCTGT GGCAAATATC 60 

AT AG G AG AAG TTAAAGATCC TATTATGTAT AAATGGTTTT CGCCCGATCA AATTGAAGAT 12 0 

GTTGATCTAC AAATGGGATA TCAAAAAACC GTAAAATGGG ACGCGTTTTT AAATGCTAAT 18 0 

CCTACAACAA TTGCCAATGA GGTTAATACT ATCTCAACTA TTGGATTTAG TTCTGAAGTG 2 40 

GT AAG AC TT A ATTATTTGAA ATTACAGTAT AAATT C AG AC ATTTAAAGCA GACTTCTGAG 3 00 

AAATTTTATA CTTCAGATTC ATATATTGGG GACATTAATA ATAATTTACT TCCTTTTGCT 3 60 

CAAGCGTATA AGCTTGCAAG TAGTGAAATT ATTAAAC TT A TTAATCACTT TGTATTAACC 42 0 

GGGACTGTTT CGATTCAAAA AGATGGGAAA AATCAAAAAC GCCTGCTTCC AAATATGTAT 430 

GGGCTGCTTA ATATGCCCGA GCAGATAAAA GAAGAGGTTG CTAGTGGTGA TAAAGATAAA 5 40 

ATGGA.TAAAA TCTTTGAAAA GATTGAGGCT GGACTTTCAA AGTTAGAACT GGGCGACGAA 60 0 

TTTTCCACCC CGATGGATGG TAATAGTTGA CCCAGCAACG TCACTTAAAC TAGTAAAACC 660 

ATACGCnGCA GCACAGGGTG CAGCAAGTAG TTGTGAAAAA GGGAAGATGT TTTAA 715 
(2) INFORMATION FOR SEQ ID NO: 12 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 714 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) - TOPOLOGY: linear. 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 12 5: 

GTATAAAAAG CAAAAGAAAA ACATCTTCCT TCACAGAATA GTTGCCCAAA TCCAATAATA 60 

ATTCATACTG GTTGAAAAAT TTCCAAGAAA ACGCAAATTA TTATTGGTGT TCATATTGTT 12 0 

CAACATCTAG ACCAAACCGA AGTGGAGTGG CCTTTTTCTT ACTTCATTTA GTAAGTTTTC 130 

AATAATTAAA CCAACAGGTA GTATTAAAAC AAAGTTTTAA TACTACCAAA GTTTTAATGG 2 40 

CTCCTTCAAA ACAGCAGTTT TAACCGTTTC ATTCTCTCTT CTGCTAATAG TAACTGGTCA 3 00 

TATTTAGTCA TTCCTCTCAA AACACCAATT GATGTAGCAA CAATTATCAA ATTACTAACA 3 60 

TTAAAAAACT AAAAATATTA TAAAATATCC AAAAATAAAA ATATTCTTAT TAATTAAATA 42 0 

ATT AAT ACTA ATTATTTAAT TATAGTATTA TTGCATTATA TTATAGTTAA GGAGAATATC 4 30 

TATGAAATAC CATATAATCG TAAGTATATT TGTTTTTCTA TTTTTAAATG CTTGCAATCC 5 40 

AGATTCTAAT ACCAATCAAA ATAATTCTAA AAAGGAATTA AAAACAGGAA GAATCCCTAA 6 00 

TAAACAAATA AAAAATGCCC TACTTGgATG ATTTAAAAAA TTTAATAGAA ACAGCTAGTG 6 60 

CAGGATAAAA AAATATGAAA AAAATTAGGA AGAAGAACCT TCAAACCAAT ATGG 714 



(2) INFORMATION FOR SEQ ID NO: 12 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 03 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : double 
{ D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 6: 

GnATTAACTG GGAAAAATTT CTCAAGTGTA ATTTTATATT CTTTTATATA ATTTTCATTT 60 

AAATCGAAAG TATCGTTCTA TGCTATCCCC TTGTTCAAGT CTTCACGTTC ATGAATGGGG 12 0 

CCTAAAAAAT TATCATCACC GCCTATTAAT TCCAATAAGT GTTTTCATTA CCAAAATTAC 18 0 

ATTTTTTGCA TATTTTTTAG TTTAAGTTTA TTAATTCTTT TTTTACTTTC GTTTTCTCTT 2 40 

TTTTATTTTT TATTTTTATA AATCAGTTTT ATTTAAAATA TATGTATACA TATATTTTTT 3 00 

TTACTATCTC TTTTAATAAG CCCAGACAAA TAATTACAAA T ATC AC AC AT TAAGCAACAC 3 60 

ACGTGCTCTT GCAATTTTGA TTTTTTAACC CAATCTCCAA AAAATTTTTA AAAAACTTAT 42 0 

TATATTTATT GATTGCCCyT TAAGAAACTT TTTTTATTAT GCyTTTATTA TAACTTTGTA 43 0 

AAyCTTtCAA -TAGTTTAACT TAGATAGATC GGAAAATACC TTGnCTATTA GGGCTTTATT 540 

ATAACTGTTA AATTTTGnCn TTTTTTGTTA AAATTTATAT TGCCAATGAT AAAAATACGC ' 60 0 
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CAATTTAAAT TAAACATTTT AATAATGTCC AAATCCTCCT TATATAAGGC ACATCATAAA 660 
TCAATTTTAC TGAAAAAACA AAAAG C AT AT CTAAGATTTC ACCCTATT 708 
(2) INFORMATION FOR SEQ ID NO; 127: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: "703 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 127: 

GGCCAACATG AACTATAGCC T AAAAATC T A AAAGACTAAC TTGAATTTTC TAAAAATCGT 60 

AAATTTTAAC TCAAAAATCT AAACCTGCAA AATT T TAG AT TT ATT AC AAA GAAGTCTATC 12 0 

ATAAACTTCG TATAATCTTG TTTCAACTCT ATCTAATCTG GCTTTAAATT C ATT AC C AAA 18 0 

GCAACTAAAT CTTTAGTTTC AAATTCAAAT ACCACTCTTT TATCTAAATT ATCTATTTTA 240 

AAAACCTTTA GCAATATCTC AGTTCTTTTT TTCTACCTCA TTTTTTAGTT TAAAATTTTA 3 00 

TTTTTTATTT TTTTTATTAA CTTATTTATG ATAAAAAATT TTATTATTTA GTAAATAATT 3 60 

ATCATATCCT TTTATTAAAG AAGAAATATA ATCTTCTCCT TTTTTTTTAT TCTTTAATGC 42 0 

CTTAAAATCA CCAAGCAAGG TGATAAAATC TTCCTTAGCT AATGAGTAAA GACTAGCTAT 48 0 

AATAAAATTA TTTTCATTTT CTTTTTCTTT AAAAAATTCA TCTTCTTTAT CTAGTTTCAG 5 40 

TATTTTATTA ACTTTTTCTT TATCAAACTT AAAATATTCT AAGTAAAGTA AATATTTAAA 6 00 

GTTTTCGGGA TCATTTTTGG CTATCAGTAA AGAAGTATTT TTTGCAAGAT TTAAATATAA 6 60 

AGGATTACTT AAAATTTCCT TTTCTTCGGG TTGAGGCATT GGG 7 03 



(2) INFORMATION FOR SEQ . ID NO: 12 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 99 base pairs 

(B) TYPE : nucleic acid 

{ C ) STRANDEDNESS : double 
C D } TOPOLOGY : 1 inear 



(xij SEQUENCE DESCRIPTION: SEQ ID NO: 128: 

CCGACTCAAA ACTTTACCCT TTAAATTGCT AACTTTAACT TGAAAAT AC T AAACTTTAAC 60 

CCGAAATGAT AAAACTTTAA TTTTTGCAAT TTTATTCTCT TGTTTTTTTT - AAAAC GATT A 120 

GAATAATCGT TGAkCAGGTT TATTGATTAT CAATAAACCT GATCTATAAT ATTATAAGCG - 18 0 
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GTTTTTGCAA GTTTAATAGG AGCTATAATA TCCATGAACA AATTATTGAT ATTCATTATT 2 40 

TTATTAGTCT TTTCATGTAA TTTAAGTAAT TCTGATCAAA ATAATCCACT AAACATGTCA 3 00 

AATAAAGAAA AAATAAGCGA ATATCAAATA AATGAGTCGT CAAACAAATA TTCAATTTTC 3 60 

AAAC GAAATT CAAGCGTTAA AAGATACACG TTCAACCATT ATT AC T AAC C AAAATGATAA 42 0 

TATTAATTCT AC T ATT AAC T ACCCACCTTA TATTCAAACT ATCTTAAAAA TAGAAAAACA 48 0 

AGTTGACGGA AATATTATTA TTAATGGGAT GACTAAAGAA AGTGGCACAG AAACTAAAAA 5 40 

GCTTTTAGAA ATTCCAAATG GGAATATTTC TCGACTTAAA GATGCAATTC AATATGGAGG 600 

AAGTTTTAGG GCTAAAGATG TTAGAGAAAA TCAAACCCAA AAAGAAAACA AC AAAGAC T C 6 60 

GCATATTCAT GTCGaCAtTT T AAAG AT AC A TACTTTAAT 699 



(2) INFORMATION FOR SEQ ID NO: 12 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 695 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 12 9: 

GTGGCAAATA ATAATGTATT GTAAAATTTG ATTTTTTAAA ATGGTACATT ATAATATTGA 60 

TAAAGAGTAT TATCAATTAA CACTTAATTT TTGCTTTTTC ATAAATTAGA ACTTATTTGA 12 0 

AT T T TT T AAC AAGAGAATTT AAATAGGTTC TTTTATTTTA ACAAATACAA ATTGATTTTA 18 0 

ATTCTAAATT AG AAT AT AT T CAATTATTGA AAAGCTTATT TAAATTATTT TAATAAGCAA 2 40 

ATTTGATTAA ACCCTAACTT TATTAAAATA ATTTATGTAA AAAGTTGTCA AAAATAGTTT 300 

TTGTTATACA TATATATATG TATGTAAATA GCTAAAAAAG TTTATTGCTA TCAAAACAAT 3 60 

CCAATCAAGT TGGGTTTAGC TAAGTTCTTA GATAAGAGAA TTTAAATAAA CCCAACTATT 42 0 

TTTTTGTAAA ATTTTTTGTA AAAAAGCCTG ACAAAAATAG TTTTTGCTAT ATACTTATAT 48 0 

TTTTTACTAT AAAAGGAGTA AAAAGATGGA AAATCTTTCA AACAATAATA ATCCACAAGA 540 

AAATATTCAA GGAGAGCTCA AAATGATAAG TATTAATCAA CAAAGTTTTA CTGGTTGTGA 60 0 

AATATTTGAG GAAAAATCTT CTCCCATTAA AG AAAAAAG T AAATTAAGTA AGATAGGTAA 6 60 

GAAATTACCA GGAATAAGTA GTCAAGAATG TTTTA 59 5 
(2) INFORMATION FOR SEQ ID NO: 13 0: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 684 base pairs 

( B ) TYPE: nucleic acid 
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(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 130: 

CAAGCAAGGG TTAACAACTA CCTTAAAGAC AAATTTAATA AAAAAGGGAA TCTAAATTTA 6 0 

GAGGAGTGTA ATAATAATAA TAATAATAAA GAAGAAGAAG AAG AAG AC AT AAGAAATAAT 12 0 

AAAATAGAAA AATGTCAAAT AAAAAAATAT TTCAACAAAT GTAACTTTTT ATCCGAAGAA 18 0 

' GCTAAGTCCA TTTTAGAATT AAACATTAGT AAGAATAAAA CAATTGAAAT AATAAAAATA 2 40 

ATAAAAAAAA TTGAAACCGA CTTAACAAAA AATAAAAACA AAGTTTGTTT TAAGAAAAAG 300 

CAAAAAATGT TGAAAGAAAT ACTAAGCAAA ACTAAAAAGC AATTAGAAAA AAAAGGATAT 3 60 

G AC AC C AAAC AACTGAXACT CAAAATCGAA AACATATATA AAAGTTATAA AACCAA.GCCC 42 0 

CATTTTATTA TTGAAAATAA AAAATACAAA GACCTAGACA AAATAAGGCT T AAAC T AG AA 480 

AAATCAATTG AAATTAAAAA AGAAAGTATT ACAAAAAAAT AT AT AC AT AT AAAAGTAAAT 540 

ATTTTCAACA TACTAATAGA ACAATTGAAA AAAGrmTTGG rAATAAAAAC TTTAAAGCCA 6 00 

ATTATAAAAA ATTATCTAAA TAGCnAAAAA ACCCTAGAAT ATGATAAAGT GTTCAATACC 6 60 

TATTATTATG nAC TAT TAG A AACT ^ 684 



(2) INFORMATION FOR SEQ ID NO : 131: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 673 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 131: 
GTATAAATTA TCTTTTAAAT TTATTACTAA ATCTCAAATT AGATATATAC TTTGTGTTTG 60 

TGCATAAACC AACTCCAGCT TTAAACAGAT CACAAGCGCT AAAGAACTTA CTAATCTACT 12 0 

TGCAACAAAC ACCAAAACTT TGAAATAAGA AATTCAGTCA ACCTTAATAG CAAATCAAGA 180 

AAAACCAAAT CTAGATATTG ATAATTGACG TACAAAAAGA AATAGACAAC ATAATTTCAA 2 40 

ATCTAAAAGA GTTTATTAAA ACTCTACAAA CCCTACATTA AAATCTGCTT v AGCATAGCTA 3 00 

AGTATGCTCA ACAACATCTT AAAAAATTCA ATTCCAAAAA TAAAATCTAA AAATTGCACT 3 60 
ATTATTTAAA TATCAAAACT TAATTATTAG GAGGTAATAT TAATATGAAA- AAAATTTTCA - 4 20 

CATTAATATT AATTTTTAGT TTAACGATGC AAATCTTTGC TTTAAATTTC ACTTCAAAAT -4S0 
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ATAAAATTCA GAAATATGCT GAAAGAGAAA AGG AGTT CAT TCAAAACCAG AAATTAGAAA 



540 



AAATTTTGAA AGACCCCGAA AAGACTAAAA AGGCTCTTTT GCAATACGAA AAAGAACAAT 



600 



TGATAGATCT ATGGATTCCA GTAATGTTAA ATTTATTTTT ACCTTTTGGA GTGGGGc TTT 



660 



■ TGTCCAGGAG ATT 



673 



(2) INFORMATION FOR SEQ ID NO: 132: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 660 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

( D ) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 132: 
CGAGTATTTT GACTCAAAAC TTTACCCTTT AAATTGCTAA CTTTAACTTG AAAATACTAA - 60 

ACTTTAACCC GAAATAATAA AACTTTAACT AGAATTTTTC AAAATGATAA AAC TTT AAC C 12 0 

CGAAATGATA AAACTTTAAT TTTTGCAATT TTATTCTCTT GTTTTTTTTA AAACGATTAG 18 0 
AATAATCGTT GAkCAGGTTT ATTGATTATC AATAAACCTG ATCTATAATA TTATAAGCGG . 2 40 

TTTTTGCAAG TTTAATAGGA GCTATAATAT C C AT G AAC AA AT TAT T GAT A TTCATTATTT 3 00 

TATTAGTCTT TTCATGTAAT TTAAGTAATT CTGATCAAAA TAATCCACTA AACATGTCAA 3 60 

ATAAAGAAAA AATAAGCGAA TATCAAATAA ATGAGTCGTC AAACAAATAT TCAATTTTCA 420 

AACGAAATTC AAGCGTTAAA AGATACACGT TCAACCATTA TTACTAACCA AAATGATAAT 480 

ATTAATTCTA C TAT T AAC T A CCCACCTTAT ATTCAAACTA TCTTAAAAAT AGAAAAACAA 540 

GTTGACGGAA ATATTAATGG GATGACTAAA GAAAGTGGCA CAGAAACTAA AAAGCTTTTA 600 

GAAATTCTAA ATGGGrATAT TTCTCGATTT AAAG ATG a AT TCAATATGGA GG TAG T TTT A 6 60 
{2) INFORMATION FOR SEQ ID NO: 13 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 656 base pairs 

(B) 'TYPE: nucleic acid 

(C) STRANDEDNESS: double 
{ D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 133: 

AGCACTTTAA AGAAAAAAAA GAAGAAAGAT AC C AAAAT AG AGTTGCCAAO TATTTCAACA 60 

AAAATTCTGA TTCAAAAATG GGTAGTGTGC AATTGGGGGA GTGTAATAAT AATAATAATA 12 0 

AT AT AAAAG A AGAAAGAAAA ATTAA.CGAAA TAGAAAAGTA TCAAGTAATA AAATACTTC A 18 0 
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ACAAGTGTGA CTTTTCATGT AAAGAAATTC TTCCAGTTTT ATTAAC ATT A AATATTGATA 
AAGAAAACAT AATTAAAATA ATAAAAATCC TAAAAATAAC CGAAATTAAC TCAAAAAATA 
AAAATATACG CCCTACTAAA TCTTGTATTA AAAAAAAACA AGAAAAATTA AAGGGAATTC 
TATGTAACAC TCAAAAAGAA TTAGAAGAAA ACGGGTACAA TCCCAAACAA TTAGAAATAA 
ATTTTCAAAA AATATACGAA AATTACAAAT ATAAACCCCA TTTTATTATT GAAAATCATA 
AATATAGCGA TTTAAACAAC ATAAAACGTA AATTGGAAAA GTCAtTGAAA GAAAAAAAGA 
AATTCTCAAC AAGATTATGA aATTTAAAGA TAAACGTTTT CAATATCCTA TTGAACAACT 
AAAAAAAGAA ACAATATTGA nTTCTAAAGC CCTTATAAAA GAATTTTGAA TACCAn 
"(2) INFORMATION FOR SEQ ID NO : 13 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 652 base pairs 

(B) TYPE: nucleic acid 

{ C ) STRANDEDNESS : double 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 134: 
TGnAATTAAT GTATCAAGCG ACTCTTTGTA TCCAGTACTT TT AC TGT AAA ATGTAGTCCT 
AACAACAGGA ACTTCACCAT TTTT AC CAT A CACAAAAGTT GGAAATTGCC AAAAACCAAG 
CTTTAAATTG TGATTTTTTA TAACATTTTG AATTACTTCT ACTATGACAT TGAAATCTTG 
ATACTTATAT , CCGTATCCTT TAAGACTTTT GTCAATACGT GGCAAGTTCA TTCTTAAAGT 
ATCCATATCA TTTAAAAAGT CTATTTCTGC TTGAATATTA TTTTGTATTT CTTGATTATT 
ATTGTTTGAA ACATTGTTCA TGTTTTCCTC CTTTATTTAG TAATAAATAA GTATATAGCA 
AAAACTATTT TTGTCAGGCT TTTtACAAAA ATTTTTACAA AAAAGAAGTG GGACTtAACC 
AAACTCTTTT CTTAAAGAAT CTCGTTAAGT CCCCACTATA TTATTATTTT TTGCAAATTA 
CTAAATAAAG GTAGTCAAAC TGAAATATGT TCAAATAACT ACGCTGTTTG TAGTGTAGCC 
CAATTTTTAA TTAAAATCAA TCAATCTTTT ACTAAGTTAT AAAAAGTATA TTAATTTAAC 
AAAATTAATA ATTAAAATTT AATATTT TTT TAGAAAAGTA TTTAnCTTTA AA 
(2) INFORMATION FOR SEQ ID NO: 135: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 649 base pairs 

(B) . TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 135: 
nAATTCGAGC TCGCGTACCC AGAAAGTTCA GTTAACAAAA TGTAGTCATG ACTACCTAGT 60 

GTCACTTCAA TGTTGAAAAC ATAAGTTATT GTTTTGGGAT CTCTTAAGCT TATTACAGGC 12 0 

ATACCTTTAT CTTCACTACT AATCACTGCT CTTGTTGTAG GTTCGCTTGT AAGCTCTAGC 18 0 

TTGCCACTAT GTAACTGCGT ACCACCAATT GAAAAATAAA CTTCTCTTAA ATCATAAAAT 2 40 

TGCATTTTTA GACCCCCTTT TAAGCACTTA AGCTGTTTTG ATAATCAAcT ATATCTTGAG 3 00 

TAGTAATTAC TAAAGCAACA GCATTAATGC TAAAGTTATA AGTAATAkTC ACGCyAAGTT 3 60 

CTAATTTAAG TTGyGGkGTA GGAGAAAGAG TAAGAyTTAA ATTTTTrTAC TCwATwATCA 420 

GTCCTCTATC CACAAACCTT .TTCAGTAAAC ATTCAATTGC TGAAGTATAT GCATTGTCTC 4 30 

TAGCTCCACT AAGCTGCAGT GCAGATAATT TGCTATTTTG CCTATTGTTT TTGTTCCAAA 5 40 

' TTyT AAT AAG CTCAATAATC GCTTCGTTTT TTATATAGTG GTATGTAAAT TGTTCGTCTA 6 00 

TTGyACyTCC AGCTAGGTCA ACACCTTCTT TAAAGGCAGG TAAACCATC 6 49 



(2) INFORMATION FOR SEQ ID NO: 13 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 644 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : doubl e 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 136: 

TAAGCAAAAG GnCCTAATGT TCAnGATAAT C C AC AATTAG GGTTAGAATC- AGAAATTCCA 60 

GTTGCTCCTA GATCTAAACG T C AAG C AAG A CAGGCTGAAG AAGCACAAGC AAAAGATCCT 12 0 

TATTTAGATT CAGTTAAAGA ACTTGACGAT GTTCTTTTAA AATTTAAAAA ATATTCAAAA 180 

TCAATGAGTT CGATTGAAAA TAAGGTTTTT AGTAGTTCGG GtGGTTGTTT TAAATCAAAG 2 40 
AATGmGC GAG TTAATGCTTA TTCTTTTACA TrTTCAAGCT TTGCAGACAA AATAGAAGAA . 3 00 

TACCTTTATG ATCCAGCAAA TAGTTTTCCA TATAAGCGTG GGGTTAAACT TGTTCCAAAA 3 60 

GAGAAyTCTA TATATGTTGA AGTTGGTGCT GAT AC TG AT A TGTATGGGAT ATGTGTAGAT 42 0 

GTATGTGAGT TTAGTAGTAC TGCGTATGTA TTACCAATTA CGAATAACTT TGAAGGGTwT 4 80 

CTTGTTACAA GAAATCCGAG TATAAAAATG GGaGAAATAT kGGaTATAAA TAACAATGGG 540 

GTTATaTCAA GGCTGGTGGT GGGCCmCCAA cCGyAATTAa. TGCATATGCC- CTCTCTGaTT 600 

CATTACAATC AATTTTGGCA CCCGAAGATG AAGATCAAGA TCAG ' 6 44 
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(2) INFORMATION FOR SEQ ID NO: 137: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 63 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 137: 
AAAAAGTAAT GAATCATGCA TGCAGATTAC TTATTCTTAC CATAACAATA TTTGAAATCA 
ATTTAATATT AG AAAAT T AT TCTCAAAAAA CTCTACTCAA ATTTTATAAC GAAAATCTCA 
AAAACCGAAA TCTAACTCCT AGTGTTATAT CAACAATAGA AAAAT ACTTA AACCAATTAG 
AAAAAGAAAT AAACGTCATA GTCGAATTCT ATTTTAAAGA CAATCAATCC ATAATTTATT 
ATAAACTTAA TTACACCCTA GAAAAAGTTT GCTTAAAACT AC AAG AAT AC TACAAATTAT 
TCTACAAAAA ATTAAAACAA TTTTTACAAA AAAAC AC T AC TACTACTTAA TTGTAAAAAA 
TTATATCTTT GCAAATTAAG CAAATTTAGA AATATAAATT GCAAAGATAT ATATTTTTAT 
ATGATAAATA ATAAAAATTA CTAGGAATAC TAACTTGGAA AAACTTTTGA AAAAAATAAT 
AAAAATGAAT TACAAAAATA AGCTATCTTC TCACTTAATA ATTCTTATTT ACACACTAGG 
CGACACTGAA CTAAATTTAA ATATTGAGTA CTATAGTAGG GGC TTT AT AC AC C ACGTGTT 
TAATTCTAAC ATACATAAAT ATTGCAATAC TACTGA 
(2) INFORMATION FOR SEQ ID NO : 13 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 632 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 13 8: 
CCAATAACAT GACTTTAAAG GTTGCTTATT GACAATATGT TATTTTTCAA CTTTGTTGCT 
TGAGAACTTT TTTTTTCAAT TTGCTTGTAA AGTTCCGTTA AATGAGATTC AAGCTTAGCA 
ATATCTGTTT TTATAGAATC CTTATCATCT TGATAATCTA ATAAAAGTTG GTTTAACATG 
TCTGATACGA TTGATTTCAT GGATAATAAT TTTTCAAACG AATTTTTAAG CTTCTCTAAA 
TTTGAAATTT CTAGTTTATC TAAAGCATCC TTTTTAGGAT ATAAGTGATT AATCGCTGTA 
TCAAAAGTTC TTCCAAGGTT GC AAAAAGT G CCAAATAGGA GGGTTTTTTG TTTTGATTGA 
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ATTAAAATCT TTGAAAGATT CGCTAACTTA TTGGTATTAA TAGGATTTAA AGTAGCATAA 42 0 

GTGAATTTTC TATAGTTTTT AGATCTATCG GTATTATCTG CTACCGTTTC ATATGATGCT 48 0 

ACCCAATAAA TTTCTTTGAA AATTGATATT CCATATTGGT TTGAAGGTTC TTCTTCTAAT 540 

TTTTTTTCAT ATTTTTTTCT ATCCTCGTTA GCTGTTTCTA TTAAATTTTT TAAATCATCA 600 

AGTAGCTTAT TTTTTATTTG TTTATTAGGG AT 63 2 



(2) INFORMATION FOR SEQ ID NO: 13 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 8 base pairs 

( B ) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 139: 

GACTTCTTTA ATAGATCAAA AAGCTCACTT CCATCACCCC CAAGAACACT ATTAACAGCG 6 0 

GGGATCCTCT AGAGTCGACC TGCAGGCATG CAAGCTTGGC ACTGGCCGTC GTTTTACAAC 12 0 

GTCGTGACTG GGAAAACCCT GGCGTTACCC AACTTAtCGC CTTGCAGCAC ATCCCCCTTT 18 0 

CGCCAGCTGG CGTAATAGCG AAGAGGCCCG CACCGATCGC CCTTCCCAAC AGTTGCGCAn 2 40 

CTGAATGGCG AATGGCGCCT GATGCGGTAT TTTCTCCTTA CGCATCTGTG CGGTATTTCA 3 00 

CACCGCATAT GGTGCACTCT CAGTACAATC TGCTCTGATG CCGCATAGTT AAGCCAGCCC 3 60 

CGACACCCGC CAACACCCGC TGACGCGCCC TGACGGGCTT GTCTGCTCCC GGCATCCGCT 42 0 

TACAGACAAG CTGTGACCGT CTCCGGGAGC TGCATGTGTC AGAGGTTTTC AC CGTCATC A 480 

CCGAAACGCG C GAG Ac G AAA GGGGCCTCGT GgATACGCCT AwTTTTATAG GkTAATGTCA 540 

TGaTAAtAAT GGtTTCTTAg AACGTcAGGg GGCAyTTTTC GGGGG AAAAG TGCGGGGGAA 600 

CCCTAATTGG TTAATTTTTC CAAAATAC 62 8 



(2) INFORMATION FOR SEQ ID NO: 140; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 621 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 140: 
ATACCGCTAA ACTCATCTAT ATCGGAACAC ACTCCATATA AATCGTCTCC ACCACCAGCC 
TCAACTTCTA GTTC GGTTGT TCCATCTCCA AAACTAAGCT TAACACCCCG TT T AT AC GG A ^ 



60 



120 
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TACCCTTTAG CnGGtAATTC TCTATTTTGT CTTTACTGCT AGTGCAAACC CCACCAGAAT 



-180 



TGGAAAAAAT TAG AT T T t GG TCTCTAAAAT CAATAGAATT GCTAAGCAAT CCTGAGTCTT 



240 



GTTGGGGATT TTTCATTAAT GCTTGAATTT CTGCAACTTT CTTATCAAAT TCTTGTTTAA 



300 



TTTTTGTTAT ATCACTCATT TAAAAACTCC TTTAGGCAAT ACTTGTTCTT TTATGTCTTT 



360 



TTAGATTTTC ATAAAATTGA ATTCGTCTTT GCTTGTATGT AT T AC T T AT C GCTTGTACAA 



420 



ATTC TGTGAA ATTAATAGGT AC AAAATT AG AATCAAGCAA ACTTGCTCTT TCTTCTGATT 



480 



TAATAGCAAT ATTCCCCTTA ATAGAGTCAA CAGAAGAAGA ACTGCTACTC GCATTTTTTC 



540 



TTAATTTAAT ATTCACTTTT GCTAAAGAAA CAAGTTGCTC TAATATCTCT CCATCGATAT 



600 



GACTTATGTC TGATACTTTG G 



621 



(2) INFORMATION FOR SEQ ID NO: 141: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 608 base pairs 

(B ) TYPE : nucleic acid 

(C) STRAND EDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 141: 

TCCAACTAAT AGTTATTGAT TTGTTCTTGT AGTCAGACGA TAAGCGTTGG TCCGTATGCA 60 

AAATTtCTTC CATGTGAAAA ATCTGATGGT GCTCCAAGCA GTTGTTTTGG AAC GGGTGTT ' 12 0 

TTTTGAATAC TTGAAGAAGA CATTATCAAA AGATCATCAT T T C T AG AT AG AGTGGCTGAT 18 0 

GATATGCTAT TTGTAAGGCG TGATTTAATT TTACTAAAAA GGTTAGAAAT ATTAGTAGAA 2 40 

TCGTTGTTAA TTAATTTGTC CGTTATTTTA GCATAAATTG TTTCTACAAA ATCTGTATTG 3 00 

GCTGCAAGTT CTTCGGCAAT TGTAGAC TTA ATTATCTGCT TAAAATAGTC TAATCCTTCT 3 60 

CCTTTAAATA TTTTGTCTTT AG AAGC AT C T AAAAAGTTTT TAAAGGTGAT AGCATTACTG 42 0 

CTTGCAGCTC CATCATCAAG CAGTAAAAGA TCAGTATTGT TAACGGTCGT AACCTTATTT 43 0 

AAATCTTTTA TTTGAACCGT TTCTTCTTCA TCAATTAGTA ATTTTTCTTG ATCATCAGCC - 540 

ATAAAACCTC CTTAGTTGTT , AAAAGT T AT A ATATTGTTAC CATC TGT ATT ATTAATTTTG 600 

AGAACTCT 6 0 8 

(2) INFORMATION FOR SEQ ID NO: 142: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 5 91 base pairs 

(E) TYPE: nucleic acid 
(C) STRANDEDNESS : double 



C » "J IB If P -liil'-iii^ :);;;]; I(i it J « J ;p , ' .«;; |[ 6 



1107 

( D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 142: 

CTCCAATAGC GCTAAAAGAA TTAAATATAC TTGCTACTGA TGCTAGTTTA TTTATATCTT 6 0 

GAATAATATT TGCGAATTCC TTTAATTCAT GAGGATCCAG GGGGCTTAAA ACAGTATAAG 12 0 

TGTGTCTTCT ATATCTTATA GATCTTTCGG TATTGTCAGA TATATCTTCA GTCCCTGGCC 180 

CCCAATTCAA TCCCCTAAAA GACGTCATCC CGTAATGGTC TTCAGGTTCT TTTTCCATAC 2 40 

TTTTTACATA TTTTTCTTTA AAATTGTAGG CCGATTCTAT TTGCTTTTTT AAATCATTAG 3 00 

ATAGCGTATT TTTTAGTTGT TGTTTTCTTA GTTCTTCCTT CTCTTCTTCT TGTTGTTTTT 3 60 

- TCTTAAGCTC TTCTTCTTGT TGTTTTTTCT TAAGCTCTTC TTCTTGTTGT TTTTTCTTAA 42 0 

GCTCTTCTTC TTGTTGTTTT TTCTTAAGCT CTTCTTCTTG TTGTTTTTTC TTAAGCTCTT 4 80 

'-CTTCTTGTTG TTTTTTCTTA AGCTCTTCTT CTTGTTGTTT TTTCTTAAGC TCTTCTTCTT 5 40 

GTTGTTTTTT CTTAAGCTCT TCTTCTTGTT GTTTTTTCTT AAGCTCTTCT T 5 91 



(2) INFORMATION FOR SEQ ID NO: 143:" 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 586 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS ; double 

( D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 143: 

GTGTTAGTGT CCCCATGTGA ATGGGTGCAC TAAAAAATTA AAAAAATAAA TTTAATATAG 60 

GAGGATTAAT TAATGCTTAT TAATAAAATA AAAC AAG AT A ATAGAACTTT AAGACCGGAG 12 0 

ATACAAAAAT GGGGTTGTT a CTTTTTGTGT CTGCATTATT ATACAAGTCT ATT T AAG C AA 13 0 

CGTGAATTTA ATGCATATGA AATAAATACA GCGTATTATA GATTTATAGG ACTTGGTTAT 2 40 

ATCAAGAGCA ATTGTTTTAT TATAAATCCA TGTATGATAC TTAATTATTA CGGAATTAGA 3 00 

AGTAGCGTGA GATATGAAAC TGCAAATTAT TTGGGTGCAG CAAATGAATT TGAAATAAGT 3 60 

GAAGTTAAAA TCGATAAGGk TAATGGATAT CACTTTATAT CAACAAAAAA T AAAGAAAT A 420 

TTATATGATT CACTTGaTTT AAAGCCACGT GGAAAAATAT TTAAAGTAAC TTCmAAACGT 430 

wTwT T T AAAC tGrAATAGTT TaCTAAgTTT AAGGCACTTT TaGCACATTC ATAgCTgAAT 540 
TTaTTAGCAG .rAGrTAGGcC GTAGGATATA ACCAATTTCA TTGGTT . .53 5 
(2) INFORMATION' FOR SEQ ID NO: 144: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 585 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 144: 

GTGTTTTTTA GCAATTTATT TTCAACTCTT TTTATGTTTT T GAT TAT T T T AATCATAGTA 6 0 

TCTTTATCAA CATTTAATGT TAATAAAAAT GGAAGAATTT CTTTACATAA- GAAGTTACTT 12 0 

TTGTTGAAGT ACTTTATTAC TTGATATTTT TCTATTTCGT TAATCTTTCT TTCTTCTTTT 18 0 

ATATTATTTT TATTACTTAA ACACTCCACT GAATTTACAC TACTATTTTT GGAAACATTG 2 40 

TCTTTAAAAT GkTTATTAAC TCTAGATTTA AATCTAGAGT TTTTTyGyTC TTTAAAGTAC 300 

TTGTTGATTT TCTGGTAACA yTCTTTTTTA GGATACTTTA GCTTATAGTA AATTTCAGTT 3 60 

CCACAATTTA CACCCATrTG TTGGTAGTAA TTAGTTGTrA CTTTTAATAC TTTTTCTAAT 42 0 

T t GTAAAGAT AATTTtGCAT tGTTCTtAGw GTAGTGGGAG CTAGACCAkT CcTTTTtAGA 48 0 

TTTtCryTAw AGyA r T AG AG TATGTTTTGT TGCGTGTATT TCTTATCTTT TTTGGTTAGG 54 0 

TAATCTAGCG TTGAAGTAAG AGAGATTAAT TTGTGTTGGT GTTTG ' 585 



\2) INFORMATION FOR SEQ ID NO: 145: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 5 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 145: 

GGGAGATTTA ATATGGAATT ATTTGATGAA AATTATTATG CAAAAGCTGT GGCAAATATC 6 0 

ATAGGAGAAG TTAAAGATCC TATTATGTAT AAATGGTTTT CGCCCGATCA AATTGAAGAT 12 0 

GTTGATCTAC AAATGGGATA TCAAAAAACC GTAAAATGGG ACGCGTTTTT AAATGCTAAT 180 

CCTACAACAA TTGCCAATGA GGTTAATACT ATCTCAACTA TTGGATTTAG TTCTGAAGTG 2 40 

GTAAGACTTA ATTATTTGAA ATTACAGTAT AAATTCAGAC ATTTAAAGCA GACTTCTGAG 3 00 

AAATTTTATA CTTCAGATTC ATATATTGGG GACATTAATA ATAATTTACT tCCTTTkGCT 3 60 

CAAGCGTATA AGCTTGCAAG TAGTGAAATT ATTAAACTTA TTAATCACTT . TGTATTAACC 420 

GGGACTGTTT CGATTCAAAA AGATGGGAAA AATCAAAAAC GCCTGCTTCC AAATATGTAG 4 80 
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GGCTGCTTAA TAGCCCGAGC AGATAAAAGA AGAGGTTGCT AGTGGTGATA AAGATAAAnG 



540 



GGT AAAAT C T TGAAAAGATG AGGCGGACTT CAAGT 



575 



(2) INFORMATION FOR SEQ ID NO : 14 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 571 base pairs 
(BJ TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 146: 
TTGGTTCCCA nCnTATTTCG TTGAAATTGT GATACTTATA GCCATAACCT TTAAGATTTT 6 0 

TATCAATCCC CGGCAAGTTC ATCCTTAGGG TTTTCATATC TCTTAAAAAG TCAATTTCTG 12 0 

CTTGATTAAT TTCTTGTGGA TTATTGTTTT TGCGGTTTTT CATTTTTTTA CTCCGTAAGT 18 0 

TATAATTTTC TTATATATAA ATATATAGCA ' AAAACTATTT TTGTCAACTT TTTTTAATAA 2 40 

AAATTTTTGT TAAAAGACTT AGGGCTTTGC TAAATTCTCT TTTAAAAGAA CTTAGTAAAG 3 00 

CCCTAATATT TTTACGATCC AATATTCAAG TAGGAAATAA TGAAAAATTA TTTCCTACAA 3 60 

AACTATATTT AGTTTAGTTC AACCTTAAAT TAAAATCAAT TAATATTATT ACACTGCGGT 42 0 

CTATAAAAAT ACAAAAATAT AAAGCTTTTA TAAAATCTTA TTTTAAAAGA ACTTATAAAA 48 0 

ACCTATTCTC TAAATTATTT ACAAAATTCT AAAATTAGAT TTTTAGTTCT TCATATTTCC 5 40 

TTAAAAGTTT TTTAAGAAAA TCTTTTTGAT T 571 
(2) INFORMATION FOR SEQ- ID NO: 147: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 555 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 147: 

AAGCGTATAA GCTTGCAAGT AGTGAAATTA TTAAACTTAT TAATCACTTT GTATTAACCG 60 

GGACTGTTTC GATTCAAAAA GATGGGAAAA ATCAAAAACG CCTGCTTCCA AATATGTATG 120 

GGCTGCTTAA TATGCCCGAG CAGATAAAAG AAGAGGTTGC TAGTGGTGAT AAAGATAAAA ISO 

TGGAT AAAAT CTTTGAAAAG ATTGAGGCTG GACTTTCAAA GTTAGAACTG GGCGACGAAT 2 40 

TTTCCACCCC GATGATGGTA ATAGTTGACC CAGCAACGTC ACTTAAACTA GTAAAACCAT 3 00 

ACGCAGCAGC ACAGGGTGCA GCAAGTAGTT G T G AAAAATG GGAAGATGTT TTAATTCAAA .3 60 
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CTATTAAGGC TATTAATAAT AGAGAAGATG TTTACATTGA AACTTCAAAC TTGCTGAAAC 
ATAAAATACT CATTTATCCA CTAAATTCTG AACTTATTAA ATTTAAACCT AGCAAGTATA 
TGCTACCTAC ACCGAATGAA CAAGTTGATA AAGACTCAAC CGATGTAGCT CTTCTACATT 
GATTTTGTTT TGGGC 

(2) INFORMATION FOR SEQ ID NO: 14 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 549 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

( D ) TOPOLOGY : 1 inear 

Cxi) SEQUENCE DESCRIPTION: SEQ ID NO : 148: 

GTTTCTTCTT GGAGAATTTT GATTTGAAGA TTTTGAATTT TGAGATTCAT TTTCAAGATT 

TTGGTTATTT TCTGATGGAT TTTTTGTTGA ATTTCCTGTT AAATTTTCTG AATTGGTGTG 

ATTGCTTGTG TTTTTTAGAT TTCTAGAATT GTTGCTTCGT TTTGTTTTTT TTAGACTTTT 

AGAAGTGGTA GGATTTTTTG GTTCGTTTGG GTTAACATTG CCAAAAGGTG CACATGATAT 

GCAAATTGAA GTTAATATTG CTGTAATAAC GTTAAGTTTA ATAATATTTA ATTTAAAGTT 

TTTCAAAATA TTCTCCTTAT AAATTTGAAT TAATATTTAT TAATTTTAGT T C AAAT AT AT 

AATATTACAA TTTAATATCA ATATCAAATA AGTTTAATAT TATTGATATT GAAAATTAAT 

TTCATGAGTT TTAGCGGGAT TAGATGCATG AATTTAAAAA TAAAAGTAAT CTCCCTTTTA 

AAATATGAAG TGnAACAATT GTTGGATTAA GGGGTTAATC CAGGAnCAGA GGGAATTAGA 
AATATAACG 

(2) INFORMATION FOR SEQ ID NO: 149: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 544 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
{ D ) TOPOLOGY : 1 inear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 149: 
TTTTGTAATT TTCATATTCA TTAATTAAAT GATAAGACTT CTTTTTTTAA TGaAAAATAA 
TATTTCAAAA ATAAAATAAG CTCTTTTAGT ATCTTCTTTA CAAAATTCGT AAAACCCTTT 
GTTTTTTATT AAAATCCTAA TAGACATTTT TCTATTATTT ACTTCAGGCA AATTTTCTTT 
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TTTTTACGTT TGATAAATTC TCTTTTAACT GTCTTTGTAT TCCTCTAAAG CCCTATTTTT 
TAATTTTATC TATATAAACA GGCCTCCTCT AAAACCCTTT TTCCGTAAAC TTTTTTTGCT 
ATACTTTGTA TTAATAAATT TCCTAAAAGG AATTTTAAAA TTTTCTTTTA TTAAATCTTT 
AAATACACTT TGATCTTCTT TTATACAAAG GGGAAATACA TGGCTTGATT CACTGCATCT 
ATTTGAAACA AAACATCTCT AT AAAATTC T AGAGGTAAAA GAATGAAAAA AATTATTTGT 
C G AT AAAAAT CCTGTTGTAA TAAGGGTTAT ATTATTCTCn ATTTCCnAAA TATATTTTTT 
TATA 

(2) INFORMATION FOR SEQ ID NO : 15 0: 

( i ) SEQUENCE CHARACTERISTICS : 

{A} LENGTH: 533 base pairs 
(3) TYPE: nucleic acid 

( C ) STRANDEDNESS : double 

( D ) TOPOLOGY : 1 inear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 15 0: 

GAGACTTTGA AGCTATCTCG TCAGGGGTAG TGGAGTCAAT CTTGAAATAC CACCCTTGTT 

TAATTAGGTT TCTAACTTAT AGAAATATGA GGAGAGTGCC AGGTGGGTAG TTTGACTGGG 

GCGGTCGCCT CCTAAAGAGT AACGGAGGTG CGCAAAGGTT ACCTTAGAGT GGTTGGAAAT 

CACTCTGTAA GTGTAAAGGC ATAAGGTAGC TTAACTGTAA GACTGACAAG T C GAAC AG AT 

AC G AAAGT AG GTCTTAGTGA TCTGGCGGTG GCAAGTGGAA GCGCCGTCAfc TTAACGAATA 

AAAGGTACTC CGGGGATAAC AGGCTTATCC TTCCCAAGAG TTCACATCGA CGGAAGGgTT 

TGGCACcTCG ATGTCGGCTC ATCGCATCGT AGGGcTGGAG CAGgTCCTAA GGGTATGGCT 

GTTCGCCATT TAAAGCGGTA CCGAGCTGGG TTCAGAACGT CGTGAGACAG TTTGGTCCCT 

ATCTGCCACA AGCGTTGGAT ATTGAGAGGA GCTATnTTAG T AC G AG AGG A CCG 
(2) INFORMATION FOR SEQ ID NO: 151: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 521 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

<? 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 151: 
TGGTTTTGAA GCTTTTTTAG TAGGCTTAGA AGAAATTTTT AGTGAATTTT TAAGAATTTT 
ATTTTCATTT AGCACATTTT GATAATCTTG AAATAGTTTG AGC AT AAAAT CCATGTTGAA 
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ATTATTTAAA TTAAAATAAT TATTAGTGTT CATAAAATCC TCTCCTTGAA GGTGTTACTT 



180 



TTAAATTAAG TAAAAGTAAT AAAAATAGAT AAAAATAGTA ATTTATATTG T AC C AAAAAC 



240 



GAAAAATTTT AGTCAAATTT TGTGAGTTCT CATTGCATGA GAAATTTGGG TTGTAGGGAG 



300 



GCTGTTATAA ATAGAATGGG CATTTTCTGA GGGTGTCGGC TAAGAAAGAC TACATACTTT 



360 



AGCTAATATA TAGCAAAGAC TTTGAAATTT AATTTGTATG TGTTTTATAG TCTTTTGTAA 



420 



TGAGTAGTGC ATTTGCAATG GAGAGATTTT GGGGAGTTGT TTAAAATTAC ATTTGCGTTT 



480 



TGTTAAAATG TAACAGCTGA AT GT AAC AAA ATT AT AT ATT T 



521 



(2) INFORMATION FOR SEQ ID NO: 15 2: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 501 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

( D ) TOPOLOGY : 1 inear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 152: 

GTTCTCAAAT TTTTATAAAT CTTGTTTAGG AATTTTCTTT TTTTCTTTCA ATTGACTTTT 6 0 

CTAATTTACG CTTTATGTAA CTTAGaTCGC TATATTTATG ATTTTCAATA ATAAAGTGGG 12 0 

GTTTATATTT GTAATTTTCG TATATTTTTT GAAAATTTGT TTCTAATTGT TCTGAATTGT 180 

ATCCACTTTT TTCTAATTCT TTTTGAGTGT TGCATAGAAT TTTCTTTAAT TTTTCTTGTT 240 

TTTCTTTACT GCAAGATTTA GGAAAGTAAA TATTTTTATT TTTTGCTTTA ATATCAGTTC 3 00 

TTTTTATGGT TTTAATTATT TTGATCATAG TATCTTaTCA ACATTTAAAT TTAATAAAAT 3 60 

TGAAAGAATT tCTTTACATG AAAAGTTGCA TT t AT t GAAA TAATTtATtA CTGATACTTT 42 0 

CTATTcATTA AcCTTCTTCT cTTTATAtAt TTTATTACTA TTACAGGAnT C AC AC GT AC A 480 

CTACCCATTT TGAACCGAAT T 501 
(2) INFORMATION FOR SEQ ID NO: 153: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 488 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 



(■xi) SEQUENCE DESCRIPTION: SSQ ID NO : 15 3: 
GTTCCnCnTT ATCAAGGAAA T T AAC G AC AT CTTTCATTAT GGTTTCATTT GCAAATTTAA 



60 
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CAAAATTGTC TTTTTCTTTT TCTAATCTTT TTCTGAAGTT TTCAAATTCT GCTTGTTTTC 12 0 

TTAAATACAA ATCTTTAAGA TTGGAGATTT CATTTTCAAG TTCAGCAATT TTTTTATCAG 180 

AATTTACTAA ATTTAAGTTT TCTTTTTTTT GAGATTTTGT ATTTTTATTA TCTTGTTTGT 2 40 

TGTTTTTTTC AGATTCGCTT TTAGTTTCTT TTTTTTCCAT TTTTCCTCCT kTGATAAAGC 3 00 

ATTTTATCTT TAAAAAAAAT ATTTTACAAA TTTTnTTCTT TCytGAAATT TAAnAAAATG 3 60 

GAGTCATTTT GnGGCATTTG TAAGATGTAG ATTTTTCTTA AGCTTTCAGT AAGAGTGTTA ^ 42 0 

TATGnATACA TAGGTTATTT AGTnAAAATG TTCGTGTGTA TTTTGTGTCA AAAGAAAAAA 48 0 
TTTAAGTT 

(2) INFORMATION FOR SEQ ID NO : 154: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 459 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 
{ D ) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 154: 

GGAGAGGCGG TTTGCGTATT GGGCGCTCTT CCGCTTCCTC GCTCACTGAC TCGCTGCGCT 

CGGTCGTTCG GCTGCGGCGA GCGGTATCAG CTCACTCAAA GGCGGTAATA CGGTTATCCA 

CAGAATCAGG ATAACGCAGA AAGAACATGT GAGCAAAAGG CCAGCAAAAG GCCAGGAACC 

GTAAAAAGGC CGCGTTGCTG GCGTTTTTCC ATAGGCTCCG CCCCCCTGAC GAGCATCACA 

AAAAT C G AC G CTCAAGTCAG AGGTGGCGAA ACCCGACAGG ACTATAAAGA TACCAGGCGT 

TTCCCCCTGG AAGCTCCCTC GTGCGCTCTC CTGTTCCGAC CCTGCCGCTT AC C GG AT AC C 

TGTCCGCCTT TCTCCCTTCG GGAAGCGTGG CGCTTTCTCA TAGCTCACGC TGTAGTATCT 
CAGTTCGGTG TAGTCGTTCG CTCCAAGCTG GGCTGTGTG 
(2) INFORMATION FOR SEQ ID NO: 155: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) ^ TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 15 5: 
GAACA^AGAGT CGAAAGTAGG TGTTAGTGAT sTGGCGGTGG CAAGTGGAAG CGCCGTCACT 
TAACGAATAA AAGGTACTCC GGGGATAACA GGCTTATCCT TCCCAAGAGT TCACATCGAC 



60 
120 
180 



300 
360 
420 
459 



60 
120 



GGAAGGGTTT GGCACCTCGA TGTCGGCTCA 

GGTATGGCTG TTCGCCATTT AAAGCGGTAC 

TTTGGTCCCT ATCTGCCACA AGCGTTGGAT 

G AC CGAGATG GACGAACCTC TAGTGTGCCA 
CTACnTTC 
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TCGCATCCTA GGGC TGGAGC AGGTCCTAAG 

GCrAGCTGGG TTCAGAACGT C GTG AG AC AG 

ATTTGAGAGG AnCTATCTTT AGTACGAGAG 

GTTATCCTGC CAAGGGTAAG TGCTGGGTAG 
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What Is Claimed Is: 

1 . An isolated nucleic acid molecule comprising a polynucleotide having a nucleotide sequence 
selected from the group consisting of: 

(a) any one nucleotide sequence of SEQ ID NOS: 1-155; or 

(b) a nucleotide sequence complementary to any one of the nucleotide sequences in (a). 

(c) a nucleotide sequence at least 95% identical to any one of the nucleotide sequences of 
SEQ ID NOS: 1-155; or, ■ 

(d) a nucleotide sequence at least 95% identical to a nucleotide sequence complementary to 
any one of the nucleotide sequences of SEQ ID NOS: 1-155. 

2. An isolated nucleic acid molecule of claim 1 comprising a polynucleotide which hybridizes 
under stringent hybridization conditions to a polynucleotide having a nucleotide sequence identical 
to a nucleotide sequence in (a) or (b) of claim 1 . 

3. An isolated nucleic acid molecule of claim 1 comprising a polynucleotide which encodes an 
epitope -bearing portion of a polypeptide in (a) of claim 1 . 

4. Computer readable medium having recorded thereon the nucleotide sequence depicted in SEQ 
ID NOS: 1-155, a representative fragment thereof or a nucleotide sequence at least 95% identical to 
a nucleotide sequence depicted in SEQ ID NOS: 1-155. 

5. A method for making a recombinant vector comprising the step of inserting an isolated nucleic 
acid molecule of claim 1 into a vector. 

6. A recombinant vector produced by the method of claim 5. 

7. A host cell comprising the vector of claim 6. 

8. A method of producing a polypeptide comprising: 

(a) growing the host cell of claim 7 such that the protein is expressed by the cell; and 

(b) recovering the expressed polypeptide. 

9. An isolated polypeptide comprising a polypeptide' selected from the group 
consisting of; 

(a) a polypeptide encoded by an ORE of any one sequence of SEQ ID NOS: 1-155; 

(b) a polypeptide encoded by an ORE of any one sequence of SEQ ID NQS;1-155 except 
the N-terminal residue; 
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(c) a fragment of the polypeptide of (a) having biological activity; and 

(d) an epitope-bearing fragment of the polypeptide of (a). 

■ 10. An isolated antibody specific for the polypeptide of claim 9. 

1 1 . A polypeptide produced according to the method of claim 8. 

12. An isolated polypeptide comprising an amino acid sequence at least 95% identical to a 
sequence selected from the group consisting of an amino acid sequence of any one of the 
polypeptides in Table 1. 

13. An isolated polypeptide antigen comprising an amino acid sequence of an B, burgdorferi 
epitope shown in Table 4. 

14. An isolated nucleic acid molecule comprising a polynucleotide- with a nucleotide sequence 
encoding a polypeptide of claim 9. 

15. A host cell which produces an antibody of claim 10. 

16. A vaccine, comprising: 

(1) one or more B. burgdorferi polypeptides selected from the group consisting of a 
polypeptide of claim 9; and 

(2) a pharmaceutic ally acceptable diluent, carrier, or excipient; 

wherein said polypeptide is present, in an amount effective to elicit protective antibodies 
in an animal to a member of the Borrelia genus. 

17. A method of preventing or attenuating an infection caused by a member of the Borrelia genus 
in an animal, comprising administering to said animal a polypeptide of claim 9, wherein said 
polypeptide is administered in an amount effective to prevent or attenuate said infection. 

18. A method of detecting Borrelia nucleic acids in a biological sample comprising: 

(a) contacting the sample with one or more nucleic acids of claim 1, under conditions 
such that hybridization occurs, and 

(b) detecting hybridization of said nucleic acids to the one or more Borrelia nucleic acid 
sequences present in the biological sample. 

19. A method of detecting Borrelia nucleic acids in a biological sample obtained from an animal, 
comprising: - 
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(a) amplifying one or more Borrelia nucleic acid sequences in said sample using 
polymerase chain reaction, and 

(b) detecting said amplified Borrelia nucleic acid. 

20. A kit for detecting Borrelia antibodies in a biological sample obtained from an animal, 
comprising 

(a) , a polypeptide of claim 9 attached to a solid support; and 

(b) detecting means. 

21. A method of detecting Borrelia antibodies in a biological sample obtained from an animal, 
comprising 

(a) contacting the sample with a polypeptide of claim 9; and 

(b) detecting antibody-antigen complexes. 
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ABSTRACT 

Borrelia burgdorferi Polynucleotides and Sequences 

The present invention provides polynucleotide sequences of the genome of Borrelia 
burgdorferi, polypeptide sequences encoded by the polynucleotide sequences, corresponding 
polynucleotides and polypeptides, vectors and hosts comprising the polynucleotides, and assays 
and other uses thereof. The present invention further provides polynucleotide and polypeptide 
sequence information stored on computer readable media, and computer-based systems and' 
methods which facilitate its use. 



09/830228 



Fisure 2 



< 

O. 



CD 



cs 

CD O 

11 

CD CD 

cr q 

d 

CD 
CL 

o 



CD 
O 
C 
CD 
i 

cr 

CD 
00 

cz 

-£ 
o 



CL 
£ CO 



ca 
Cl 

^ E 

CD 



CO 
- — t 

CD 



CO 

CO L±- JH 

'CO pf g 

co r: "o 



o3 

is 2 

CO ccS 

CD £ 

CJ ccS 

c Q 



CD 
CO 



cd cTT 
■= go 



A 



r— *= 



?3 



C3 
> 

o 
E 

,2 ■= o 



CD 

* s 

2- a * 

<u C ■ — - 

§ .2 

<u ca 

M 

H CD 

cr 



CD 

tn 
aJ 

£ 
O 03 



£ 

a 

CD 



3 

p-i <H 

a* ca 



cd ^ cr 
-i QJ 



CD 

a _a 
c 

CD 



cr 

CD 



3 CC 
03 C ^ 

00 as ^ 



Li- e 
an 



CO 
CD 
O 

cr 

CD 
3 



CD 



00 
CO 
< 



CD 



CO 



CT> CT-Q 'H 1 
C E Gl 



: CO CD - 
" cd ^ co ca 

^ u -orr ^ 

- cr ccs y 

CCS C/3 ! 



1 " 



*0 



PTO/SB/01 (10-01) 
Approved for use through 10/31/2002 OMB 0651-0032 
U S Patent and Trademark Office, U S DEPARTMENT OF COMMERCE 



DECLARATION FOR UTILITY OR 
DESIGN 
PATENT APPLICATION 
(37CFR1.63) 

I I Declaration I x | Declaration 

1 'Submitted 1 'Submitted after Initial 

with Initial OR Filing (surcharge 
Filing (37CFR 1.16 (e)) 
required) 


Attorney Docket Number 


PB370US 


First Named Inventor 


Claire M. Fraser 


COMPLETE IF KNOWN 


Application Number 


09/830,228 


Filing Date 


April 24, 2001 


Art Unit 


Not Yet Assigned 


Examiner Name 


Not Yet Assigned 



As the below named inventor, I hereby declare that: 

My residence, mailing address, and citizenship are as stated below next to my name. 

I believe I am the original and first inventor of the subject matter which is claimed and for which a patent is sought on the invention entitled: 



Borrelia burgdorferi Polynucleotides and Sequences 



the specification of which 
| | is attached hereto 
OR 

| x | was filed on 



04/24/2001 



09/830,228 



and was amended on 



(Title of the Invention) 



as United States Application Number or PCT International Application No. 

(if applicable). 



I hereby state that I have reviewed and understand the contents of the above identified specification, including the claims, as 
amended by any amendment specifically referred to above. 

I acknowledge the duty to disclose to the United States Patent and Trademark Office all information known to me to be material 
to patentability as defined in 37 C.F.R. § 1.56. 



I hereby claim foreign priority benefits under 35 U.S.C. 1 19(a)-(d) or (f), or 365(b) of any foreign application(s) for patent, 
inventor's or plant breeder's rights certificate(s), or 365 (a) of any PCT international application which designated at least one 
country other than the United States of America, listed below and have also identified below, by checking the box, any foreign 
application for patent, inventor's or plant breeder's rights certificate(s), or of any PCT international application having a filing date 
before that of the application on which priority is claimed. 



Prior Foreign 
Application 
Numberfs) 


Country 


Foreign Filing Date 
(MM/DD/YYYY) 


Priority 
Not Claimed 


Certified Copy Attached? 
YES NO 








□ 


□ □ 








□ 


□ □ 








□ 


□ □ 








□ 


□ □ 



□ 



Additional foreign application numbers are listed on a supplemental priority data sheet PTO/SB/02B attached hereto: 
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PTO/SB/01 (10-01) 
Approved for use through 10/31/2002 OMB 0651-0032 
U S Patent and Trademark Office, U S DEPARTMENT OF COMMERCE 
Underline ' Paperwork Reduction Act of 1 995, no persons are required to respond to a collection of information unless it contains a valid OMB control number. 



DECLARATION — Utilityjar_Design Patent Application 




Direct all correspondence to 



Customer Number 
or Bar Code liabel 




»R | | Correspondence address below 



I hereby appoint the Practitioners at the above-listed Customer Number as my attorney(s)/agent(s) to prosecute the application 
identified above, including any continuation or divisional applications, and to transact^! business in the United States Patent and 
Trademark Office connected therewith. 



Name 



Address 



City 



State 



ZIP 



Country 



Telephone 



Fax 



I hereby declare that all statements made herein of my own knowledge are true and that all statements made on information and 
belief are believed to be true; and further that these statements were made with the knowledge that willful false statements and 
the like so made are punishable by fine or imprisonment, or both, under 18 U.S.C. 1001 and that such willful false statements 
may jeopardize the validity of the application or any patent issued thereon. 



NAME OF SOLE OR FIRST INVENTOR: 



□ 



A petition has been filed for this unsigned inventor 



felve'h Name 

(first and middle [if any]) 



Claire M. 



Family Name 
or Surname 



Fraser 



Inventor's 
Signature 




Date 



Pot omac 

Residence: City 



MD 



State 



US 



Country 



Citizenship 



Mailing 
Address: 



11915 Glen Mill Road 



Potomac 



City 



MD 



State 



20854 



Country 



NAME OF SECOND INVENTOR: 



petition has been filed for this unsigned inventor 



Given Name 

(first and middle [if any]) 



Owen R. 



Family Name 
or Surname 



White 





Date 



7/1/ Q-L 



Residence: Cify 



US 



Country 



Mailing 
Address: 



Citizenship 



17816 Milk Creek Drive 



Rockville 



City 



MD 

State 



20855 



ZIP 



Country 



j x | Additional inventors are being named on the 2 supplemental Additional Inventor(s) sheet(s) PTO/SB/02A attached hereto 
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Name of Additional Joint Inventor, if any: 


| | A petition has been filed for this unsigned inventor 


Given Name SherWOOd 
(first and middle Nf anvl) 


Family Name CasjenS 
or Surname * 


Inventor's 
Sianature 


Date 


Salt Lake City 

Residence: City 


UT 

State 


Country 


US 

Citizenship 


Mailing 
Address: 


1360 2nd Ave. 


Salt Lake City 

City 


UT 

State 


84103 

ZIP 


Country 


Name of Additional Joint Inventor, if any: 


| | A petition has been filed for this unsigned inventor 


Given Name 

(first and middle fif anvl) 


Family Name 
or Surname 


Inventor's 
Sianature 


Date 


Residence: City 


State 


Country 


Citizenship 


Mailing 
Address: 




City 


State 


ZIP 


Country 


Name of Additional Joint Inventor, if any: 


| [ A petition has been filed for this unsigned inventor 


Given Name 

(first and middle [if anvl) 


Family Name 
or Surname 


Inventor's 
Sianature 


Date 


Residence: City 


State 


Country 


Citizenship 


Mailing 
Address: 




City 


State 


ZIP 


Country 


Name of Additional Joint Inventor, if any: 


| | A petition has been filed for this unsigned inventor 


Given Name 

(first and middle fif anvl) 


Family Name 
or Surname 


Inventor's 
Sianature 


Date 


Residence: City 


State 


Country 


Citizenship 


Mailing 
Address: 
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State 


ZIP 


Country 
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DECLARATION FOR UTILITY OR 
DESIGN 
PATENT APPLICATION 
(37 CFR 1.63) 



I [Declaration 
1 'Submitted 

with Initial 

Filing 



OR 



I x I Declaration 

1 'submitted after Initial 

Filing (surcharge 
(37 CFR 1.16 (e)) 
required) 



Attorney Docket Number 


PB370US 


First Named Inventor 


Claire M. Fraser 


COMPLETE IF KNOWN 


Application Number 


09/830,228 


Filing Date 


April 24, 2001 


Art Unit 


Not Yet Assigned 


Examiner Name 


Not Yet Assigned 



As the below named inventor, I hereby declare that: 

My residence, mailing address, and citizenship are as stated below next to my name. 

I believe I am the original and first inventor of the subject matter which is claimed and for which a patent is sought on the invention entitled: 



Borrelia burgdorferi Polynucleotides and Sequences 



the specification of which 
[ | is attached hereto 
OR 

| x | was filed on 



04/24/2001 



09/830,228 



and was amended on 



(Title of the Invention) 



as United States Application Number or PCT International Application No. 

(if applicable). 



I hereby state that I have reviewed and understand the contents of the above identified specification, including the claims, as 
amended by any amendment specifically referred to above. 

I acknowledge the duty to disclose to the United States Patent and Trademark Office all information known to me to be material 
to patentability as defined in 37 C.F.R. § 1.56. 



I hereby claim foreign priority benefits under 35 U.S.C. 1 19(a)-(d) or (f), or 365(b) of any foreign application(s) for patent, 
inventor's or plant breeder's rights certificate(s), or 365 (a) of any PCT international application which designated at least one 
country other than the United States of America, listed below and have also identified below, by checking the box, any foreign 
application for patent, inventor's or plant breeder's rights certificate(s), or of any PCT international application having a filing date 
before that of the application on which priority is claimed. 



Prior Foreign 
Application 
Number(s) 


Country 


Foreign Filing Date 
(M M/DD/Y YY Y) 


Priority 
Not Claimed 


Certified Copy Attached? 
YES NO 
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□ □ 
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DECLARATION — Utility or Design Patent Application 


, in - * 1 v 1 Customer Number 
Direct all correspondence to |_XJ Qr Bgr Code Lgbe| 
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22 
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195 


OR 


[ j Correspondence address below 

ent(s) to prosecute the application 
ness in the United States Patent and 


1 hereby appoint the Practitioners at the above-listed Customer Number as my attorney(s)/ag 
identified above, including any continuation or divisional applications, and to transact all busi 
Trademark Office connected therewith. 


Name 


Address 


City 


State 


ZIP 


Country Telephone 


Fax 


1 hereby declare that all statements made herein of my own knowledge are true and that all statements made on information and 
belief are believed to be true; and further that these statements were made with the knowledge that willful false statements and 
the hke so made are punishable by fine or imprisonment, or both, under 18 U.S.C. 1001 and that such willful false statements 
may jeopardize the validity of the application or any patent issued thereon. 


NAME OF SOLE OR FIRST INVENTOR: 


| | A petition has been filed for this unsigned inventor 


Given Name Claire M. 
(first and middle [if any]) 


Family Name Fraser 
or Surname 


Inventor's 
Signature 


Date 


Potomac 

Residence: City 


MD 

State 


Country 


US 

Citizenship 


Mailing 
Address: 


11915 Glen Mill Road 


Potomac 

City 


MD 

State 


20854 

ZIP 


Country 


NAME OF SECOND INVENTOR: 


j | A petition has been filed for this unsigned inventor 


Given Name n rp 
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Family Name , A/k; . rt 
or Surname Whlte 


Inventor's 
Signature 


Date 


Gaithersburg 

Residence: City 


MD 

State 


Country 


US 

Citizenship 


Mailing 
Address: 


886 Quince Orchard Blvd., #202 


Gaithersburg 

City 


MD 
State 
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Country 


X Additional inventors are being named on the 2 supplemental Additional Inventor(s) sheet(s) PTO/SB/02A attached hereto 
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Signature 
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Family Name 
or Surname 



Clayton 
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Date 



ResidenceTCity 



State, 



US 



Country 



Citizenship 



Mailing 
Address: 



HD-44, Box 1 80-A 



Hillsboro 



City 



WV 



State 



24946 



Country 



Name of Additional Joint Inventor, if any: 
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A petition has been filed for this unsigned inventor 



Given Name 
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Kian A 




Family Name 
or Surname 



Dougherty 



Inventor's 
Signature 



Date 
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Killingworth 

ResidenceTCity 



State 



Country 



Citizenship 



Mailing 
Address: 



10 Rosemary Lane 



City 



Killingworth 



CT 
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06419 



ZIP 



Country 



Name of Additional Joint Inventor, if any: 
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Country 
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Hamilton O. 
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Smith 
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As the below named inventor, I hereby declare that: 

My residence, mailing address, and citizenship are as stated below next to my name. 

I believe I am the original and first inventor of the subject matter which is claimed and for which a patent is sought on the invention entitled 



Borrelia burgdorferi Polynucleotides and Sequences 



the specification of which 
| | is attached hereto 
OR 

| x | was filed on 



04/24/2001 



09/830,228 



and was amended on 



(Title of the Invention) 



as United States Application Number or PCT International Application No. 

(if applicable). 



I hereby state that I have reviewed and understand the contents of the above identified specification, including the claims, as 
amended by any amendment specifically referred to above. 

I acknowledge the duty to disclose to the United States Patent and Trademark Office all information known to me to be material 
to patentability as defined in 37 C.F R. § 1.56. 



I hereby claim foreign priority benefits under 35 U.S.C. 1 19(a)-(d) or (f), or 365(b) of any foreign application(s) for patent, 
inventor's or plant breeder's rights certificate(s), or 365 (a) of any PCT international application which designated at least one 
country other than the United States of America, listed below and have also identified below, by checking the box, any foreign 
application for patent, inventor's or plant breeder's rights certificate(s), or of any PCT international application having a filing date 
before that of the application on which priority is claimed. 
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X Additional inventors are being named on the 2 supplemental Additional Inventor(s) sheet(s) PTO/SB/02A attached hereto 
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PTO/SB/02A (11-00) 
Approved for use through 10/31/2002 OMB 0651-0032 
U.S Patent and Trademark Office, U S DEPARTMENT OF COMMERCE 
Under the Paperwork Reduction Act of 1995, no persons are required to respond to a collection of information unless it contains a valid OMB control number 



^Jtease type a plus sign (+) inside this box - 



DECLARATION 



ADDITIONAL INVENTOR(S) 
Supplemental Sheet 

Page 1 of 2 



Name of Additional Joint Inventor, if any: 


| | A petition has been filed for this unsigned inventor 


Given Name Rebecca 
(first and middle [if any]) 


Family Name Clayton 
or Surname y 


Inventor's 
Signature 


Date 


Takoma Park 

Residence: City 


MD 

State 


Country 


US 

Citizenship 


Mailing 
Address: 


6706 B. Polar Ave 


Takoma Park 

City 


MD 

State 


20912 

ZIP 


Country 


Name of Additional Joint Inventor, if any: 


[ | A petition has been filed for this unsigned inventor 


Given Name Brian A 
(first and middle [if any]) 


Family Name Dougherty 
or Surname ^ J 


Inventor's 
Signature 


Date 


Killingworth 

Residence: City 


CT 

State 


Country 


US 

Citizenship 


Mailing 
Address: 


10 Rosemary Lane 


Killingworth 

City 


CT 

State 


06419 

ZIP 


Country 


Name of Additional Joint Inventor, if any: 


| | A petition has been filed for this unsigned inventor 


Given Name Rain 
(first and middle [if any]) r\dju 




Inventor's 
Signature 


Date 


Germantown 

Residence: City 


MD 

State 


Country 


Citizenship 


Mailing 
Address: 


19051 Steeple PI 


Germantown 

City 


MD 

State 


20874-6165 

ZIP 


Country 


Name of Additional Joint Inventor, if any: 


| j A petition has been filed for this unsigned inventor 


Given Name Hamilton O. 

(first and middle [if any]) 


Family Name Smith 
or Surname 


Inventor's 
Signature 


Date 


Reisterstown 

Residence: City 


MD 

State 


Country 


US 

Citizenship 


Mailing 
Address: 


13607 Hanover Pike 


Reisterstown 

City 


MD 

State 


21136 

ZIP 


Country 



tj «'.,'f! «' 3 ill ir:* O * t'Ji 1 />'0 r 



**** 



Plea€^type a plus sign (+) inside this box- 



PTO/SB/02A (11-00) 
Approved for use through 10/31/2002 OMB 0651-0032 
U S Patent and Trademark Office; U S DEPARTMENT OF COMMERCE 



ifhder the Paperwork Reduction Act of 1 995, no persons are required to respond to a collection of information unless it contains a valid OMB control number 



DECLARATION 



ADDITIONAL INVENTOR(S) 
Supplemental Sheet 

Page 2 of 2 



Name of Additional Joint Inventor, if any: 


| | A petition has been filed for this unsigned inventor 


Given Name SherWOOd 

(first and middle [if any!) ^ — * 


Family Name CasjeriS 
or Surname , J ... 


Inventor's yjfa /\S /^V. "_^=p. — 

Signature x\ r**^r f ^\^^<r^ 


Date O •€>?/ 


Residence: City 


(An J 

States. 


Country 


US 

Citizenship 


Mailing 
Address: 


1360 2nd Ave. 


Salt Lake City 

City 


UT 

State 


84103 

ZIP 


Country 


Name of Additional Joint Inventor, if any: 


| | A petition has been filed for this unsigned inventor 


Given Name 

(first and middle [if any]) 


Family Name 
or Surname 


Inventor's 
Signature 


Date 


Residence: City 


State 


Country 


Citizenship 


Mailing 
Address: 




City 


State 


ZIP 


Country 


Name of Additional Joint Inventor, if any: 


| | A petition has been filed for this unsigned inventor 


Given Name 

(first and middle [if any]) 


Family Name 
or Surname 


Inventor's 
Signature 


Date 


Residence: City 


State 


Country 


Citizenship 


Mailing 
Address: 




City 


State 


ZIP 


Country 


Name of Additional Joint Inventor, if any: 


| | A petition has been filed for this unsigned inventor 


Given Name 

(first and middle [if any]) 


Family Name 
or Surname 


Inventor's 
Signature 


Date 


Residence: City 


State 


Country 


Citizenship 


Mailing 
Address: 




City 


State 


ZIP 


Country 



-cso 



\ 



